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Legends

For ETD data

e 7¥=727+1;

e Cc*=c-1;

« <+ =charge reduced ions
e ¥ = 2X precursor ion;

* bold = z ion detected;

* underlined = c ion detected;
« italic = b ory ion detected



AS5D7R6, ITIH2 protein

1133.5541(5+)
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AS5D7R6, ITIH2 protein Supplemental Figure 2

T8102002 #3530 RT: 37.10 AV:1 NL:1.10E5
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ASD7R6, ITIH2 protein Thr-691 616.0485 (4+)

Katalin_ Szuszanna 53 #2537 RT: 28.86 AV:1 NL: 1.54E3 :
T.TTMS 1.0 NSI d 52 Full ms? 616.30@2td90.00 [150.00-2000.00] Supplemental Figure 3
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A4IFAS5, VASN protein Ser-455 & Thr-460 Supplemental Figure 4

880.2454 (5+)

T8110317 #2727 RT: 33.97 AV: 1 NL: 7.20E3

T: ITMS + ¢ NSId Full ms2 880.85@etd100.00 [50.00-2000.00] <
\ x10 \ x10
100+ 1100.64
90| c21(3+)
80
] c20(2+)
70— z29(3+)
8 - ) 725(2+)
S 60— ** c24(2+) 1939.12
I 1467.20
3 - z29 (4+)
< 507 z16(2+)
> _
= | + +
5 40 z4* c24(3+) c21(2+)
. X 1730.02
30— z2 880.54 % 187815
- z3 c5 z6 '
] 271.94
20 71 359.01| 92445 g4y 44
1 16007 3 »7 1673.88
4 199 C 1153.57
1428.79 || 1535.12
10 3703 717.67 Z9 107158
| ool o015 | wsis|ute2 | L e
O: \‘ . | 1 ‘ | ‘ | ‘ L e w L. . o H ‘Hh“mh b \‘m‘ [N \“h\ | H\“HM\ W JwLth\‘\HH \ \ \‘HH‘“ HH‘ m HH‘H MH\\HHH‘ hm MH‘H H h HM \‘ m H I H‘M\ 9
A R R L A R R “‘\ T A rT \““\“"\““\““\““\““ \ T \‘T'_'—\
200 400 600 800 1000 1200 1400 1600 1800 2000
m/z

VRPGPRPS(HexNAcHexSA)PAPAT(HexNAcHexSA)PRPLPLGIEPASPTSLR



T8
T:

Relative Abundance

A4lFA5, VASN protein :
P 880.2454 (5+) Supplemental Figure 5A
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A4IFA5, VASN protein

Supplemental Figure 5B

T8110317 #2726 RT: 33.96 AV: 1 NL: 253E3 b22-SA(3+)
T: ITMS + c NSI d Full ms2 880.85@cid35.00 [230.00-2000.00]
00 1093.88
0 880.2454 (5+)
%0 M-2SA-Hex(3+)
- M-2SA-2Hex-HexNAc(4+)
8 b22-2SA-Hex(3+)
g 60 b21-SA(3+)
E b22-SAHexHexNAC(3+) b22(3+)
2 50 M-SAHex(4+) 1190.84
% 4,0 | M-SAHexHexNAc(4+) b22-23A(3+)
€ - 997.28 b20-SA(3+)
, y8 b22-SAHex(3+ -
30-
| 82849 M-2SA-Hex(4 943.01 105987
20 g21.99 986.94 b21(3+
: \;14 42 % 953 9271 B o1 62/ 105089 1148-0(1 )
10— 643, 863.44 035, 40 . ) 1079.20 1179.08
] ‘ ‘ 871 59 89408 ‘\ ‘ ‘ 1125.08 H 1218.34
07 H\ ‘ I 4, ‘\ H‘H\ MH M“ ‘\ \ ‘\““\”“1“}“ ‘\“}‘\“!““‘\H‘“\““N“\““““‘M“1\“““ ‘un‘““m“u H}Hl“iln‘n“u"‘1‘\‘““\H““H“H}‘H!N‘H““‘}HH‘H\“}m\““l‘u‘ HH‘H‘m"m“‘w‘m“‘m
850 900 950 \ 1000 50 1100 1150 1200
m/z

M-28A-Hex-HexNAc(4+) M-2SA(4+)

959, b20-SAHex(3+)

1027.5, M-SA(4+)

VRPGPRPS(HexNACHexSA)PAPAT(HexNACHeXSA)PRPLPLGIE‘PAS‘PTSLR

b22

CID!



P01044, Kininogen-1 766.6159 (4+)  Supplemental Figure 6
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T: ITMS + ¢ NSId Full ms2 767.12@etd 100.00 [50.00-2000.00},
\ x10 \ W —x10— x2
100- 766.94
90| 1170, c10
80—
] 1083 D
707 9 1022.46
g -
C |
s 607 1048
s 5 13(2+ -
2 50 z z13( c20(2+) 1533.36
. 597.24
3 40— z15(2+)
© g y2 c10
20| 159.21
] 1 z2 c3 oA 5 825.03
10; yl272. & 943.87 1164.88 z19(2+)
] 3 $477.09
o | 17507 y 637.27 1379.63
I [ (I E T i W il W) N1 bl reeae  tessao
S N T B T A ‘ ‘ \ m‘ e ‘ h ‘ Ll I MH\ ‘ \ h H\HH M \ o \H\H Hu\‘ \‘ \“ ‘h \HH\H mh\‘h\ T o e
0 \ \ \ \ \ \ A ARARRARRA RARRS A " ARSRARERAZSS aa e
200 400 600 800 1000 1200 1400 1600 1800
m/z

EC(Carbamidomethyl)L GC(Carbamidomethyl)VHPIS(HexNAcHexSA)TKSPDLEPVLR*

Since ¢10 is present with and without the sugar, this is most likely a mixture



o Supplemental Figure 7
P01044, Kininogen-1 Ser-149
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There is a weak m/z 1170, that may correspond to ¢c10 without the sugar! + a weak m/z 1896, z11
if Thr-150/Ser-152 is glycosylated)




P01044, Kininogen-1

Thr-605

T8110314 #1483 RT: 25.77 AV:1 NL: 1.98E3
T: ITMS + ¢ NSId Full ms2 718.09@etd100.00 [50.00-2000.00]
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Q2KIU3, Putative uncharacterized protein

Relative Abundance
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Supplemental Figure 9
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Q2KIU3, Putative uncharacterized protein Supplemental Figure 10
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T8110316 #2794 RT: 34.84 AV: 1 NL: 5.92E3
T: ITMS + ¢ NSl d Fullms2 755.57@etd100.00 [50.00-2000.00]
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If the ID is accepted, still seven potential glycosylation sites



BIVHM3,Lactoferrin

T8110314 #1227 RT: 23.82 AV: 1 NL: 4.82E3

T: ITMS + ¢ NSld Full ms2 476.92@etd100.00 [50.00-1445.00]

Q29443, serotransferrin

476.9216 (3+)
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This is NOT a glycopeptide!
(C) YLAM(O)VPSHAVVAR





