Table S1. Correlation of 7 traits in WTCCC
T2D BD CAD CD HT RA T1D
T2D 1.00 0.34 0.39 0.36 0.39 0.36 0.32

BD 1.00 036 036  0.37 0.33 0.29
CAD 1.00  0.35 0.39 0.37 0.31
CD 1.00 036 034  0.32
HT 1.00 036  0.32
RA 1.00 043
T1D 1.00

BD, CAD, CD, HT, RA, and T1D denote bipolar disorder, coronary artery disease, Crohn's
disease, hypertension, rheumatoid arthritis, type 1 diabetes and type-2 diabetes, respectively.

Table S2. Correlation of 4 traits in Global Lipids

P TG HDL LDL TC

TG 1.00 -0.42 0.27 0.38
HDL 1.00 -0.08 0.16
LDL 1.00 0.88
TC 1.00

TG, HDL, LDL, and TC denote triglycerides, high-density lipoprotein cholesterol, low-density
lipoprotein cholesterol, and total cholesterol, respectively.



Figure S1. Simulated distribution of Pleiotropy Index for 6 hematologicand 3 blood pressure traits. The left panel is for
the SH2B3 region and theright panel is for the BRAP region. Atotal of 200 million simulations were performed. A
dotted red line is drawn across the y-axis at a value of 10 simulations. Asimulated Pleiotropy Index below this line
indicates genome-wide significance, i.e., P; less than 10/200 million = 5x10-8. A Pleiotropy Index not observed at all
simply means that the P is less than 1/200 million = 5x10-°, while the exact simulated P; value is unknown.
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Figure S2: Pleiotropy Index: 9; driver SNP (in blue): rs3184504; passenger LD threshold: 0.8
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Figure S3. Pleiotropy Index: 9; driver SNP (in blue): rs17696736; passenger LD threshold: 0.8
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Figure S4. Pleiotropy Index: 15; driver SNP (in blue): rs9939609; passenger LD threshold: 0.8
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Figure S5. Pleiotropy Index: 18; driver SNP (in blue): rs780094; passenger LD threshold: 0.8
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Figure S6. Pleiotropy Index: 9; driver SNP (in blue): rs651007; passenger LD threshold: 0.8
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Figure S7. Simulated distribution of Pleiotropy Index for 9 traits with pair-wise correlation coefficient ranging from 0 to 0.5.
The LD matrix of the SH2B3 region is used, and 100 million simulations are run.
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