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Figure S1: MiRNA profiling of HeLa mitochondria with or without RNase A treatment. A-C. HeLa mitochondrial
fractions were treated with RNase A either for 15 min at 20°C (lanes 1) or for 30 min at 4°C (lanes 2 and 3). A. RT-PCR
analysis of GAPDH in HeLa mitochondrial fractions. Total RNA is extracted from HeLa cells. B. Analysis of microarray
data by hierarchical clustering in R software using Spearman correlation similarity measure and average. C. Heatmaps
of microarray data with (left panel) or without (right panel) RNase A treatment. Each column (1 to 6) represents one
independent mitochondria isolation experiment.



