
Supplementary  material  Table  1:  Genomes  

Species Describtion Genome source Genome version Downloaded References 
Homo sapiens Human EnsEMBL NCBI 36 06-30-08 [1, 2] 
Mus musculus Mouse EnsEMBL NCBI m37 Apr 2007 06-30-08 [3] 
Ornithorhynchus anatinus Platypus EnsEMBL v5.0, Dec 2005 06-30-08 [4] 
Gallus gallus Bird EnsEMBL WASHUC2, May 2006 06-30-08 [5] 
Xenopus tropicalis Amphibian EnsEMBL JGI 4.1, Aug 2005 06-30-08 [6] 
Danio rerio Zebrafish EnsEMBL Zv7, Apr 2007 06-30-08 [7] 
Fugu rubripes Puffer fish EnsEMBL FUGU 4.0, Jun 2005 06-30-08 [8] 
Branchiostoma floridae Chephalochordate JGI v.1.0 (December 5, 2006) 08-06-08 [9] 
Ciona intestinalis Sea squirt EnsEMBL JGI 2, Mar 2005 06-30-08 [10] 
Strongylocentrotus purpuratus Sea urchin Sea Urchin Genome Project Spur 2.1, Sep 2006 07-30-08 [11] 
Caenorhabditis elegans Nematode EnsEMBL WS190, Apr 2008 07-30-08 [12] 
Anopheles gambiae Mosquito EnsEMBL AgamP3, February 2006 08-07-08 [13] 
Drospohila melanogaster Fruit fly EnsEMBL BDGP 5.4, Nov 2007 07-30-08 [14] 
Lottia gigantea Snale JGI v1.0 (July 24, 2007) 08-06-08 [15] 
Daphnia pulex Crustacea JGI v.1.0 (July 5, 2007) frozen catalog 08-06-08 [15] 
Nematostella vectensis Sae anemone JGI JGI v1.0 07-30-08 [16] 
Trichoplax adhaerens Placozoan JGI JGI v1.0 22 July 2007 07-30-08 [17] 
Monosiga brevicollis Choanoflagellate JGI JGI v1.0 July 2006 07-30-08 [18] 
Encephalitozoon cuniculi Microsporidium EMBL EMBL 07-30-08 [19] 
Batrachochytrium dendrobatidis Chytridiomycete BROAD BROAD 3/1/2007 07-30-08 [20] 
Phycomyces blakesleeanus Zygomecete JGI JGI v1.0 January 8, 2007 07-30-08 [15] 
Rhizopus oryzae Zygomycete BROAD RO3 12/6/05 07-30-08 [21] 
Laccaria bicolor Basidiomycete JGI JGI v1.0 May 22, 2006 07-30-08 [22] 
Phanerochaete chrysosporium Basidiomycete JGI JGI v2.0 February 2005 07-30-08 [23] 
Cryptococcus neoformans Basidiomycete BROAD BROAD v3.0 2/17/2006 07-30-08 [24] 
Ustilago maydis Basidiomycete BROAD BROAD v2.0 April 1, 2004 07-30-08 [25] 
Schizosaccharomyces pombe Fission yeast Sanger Sanger v19 07/16/2008 07-30-08 [26] 
Yarrowia lipolytica Hemiascomycete Genolevures V 2 08-06-08 [27] 
Debaryomyces hansenii Hemiascomycete Genolevures V 1 08-06-08 [27] 
Candida guilliermondii Hemiascomycete BROAD V 1 08-06-08 [28] 
Eremothecium gossypii Hemiascomycete EMBL  08-06-08 [29] 
Candida glabrata Hemiascomycete Genolevures V 2 08-06-08 [27] 
Kluyveromyces lactis Hemiascomycete Genolevures V 2 08-06-08 [27] 
Saccharomyces cerevisiae Baker's yeast SGD SGD 06/06/2008 07-30-08 [30] 
Aspergillus terreus Pezizomycete BROAD BROAD v1.0 08-01-08 [31] 
Coccidioides immitis Pezizomycete BROAD C. immitis RS v2 08-01-08 [32] 
Fusarium graminearum Pezizomycete BROAD BROAD v3 08-01-08 [33] 
Neurospora crassa Pezizomycete BROAD BROAD v7 08-01-08 [34] 

http://www.ensembl.org/Homo_sapiens/index.html
http://www.ensembl.org/Mus_musculus/index.html
http://www.ensembl.org/Ornithorhynchus_anatinus/index.html
http://www.ensembl.org/Gallus_gallus/index.html
http://www.ensembl.org/Xenopus_tropicalis/index.html
http://www.ensembl.org/Xenopus_tropicalis/index.html
http://www.ensembl.org/Takifugu_rubripes/index.html
http://genome.jgi-psf.org/Amphioxus
http://www.ensembl.org/Ciona_intestinalis/index.html
http://sugp.caltech.edu/SpBase/index.php
http://www.ensembl.org/Caenorhabditis_elegans/index.html
http://www.ensembl.org/Drosophila_melanogaster/index.html
http://genome.jgi-psf.org/Lotgi/
http://genome.jgi-psf.org/daphnia/
http://genome.jgi-psf.org/Nemve1/Nemve1.home.html
http://genome.jgi-psf.org/Triad1/Triad1.home.html
http://genome.jgi-psf.org/Monbr1/Monbr1.home.html
http://www.ebi.ac.uk/2can/genomes/eukaryotes/Encephalitozoon_cuniculi.html
http://www.broad.mit.edu/annotation/genome/batrachochytrium_dendrobatidis
http://genome.jgi-psf.org/Phybl1/Phybl1.home.html
http://www.broad.mit.edu/annotation/genome/rhizopus_oryzae/MultiHome.html
http://genome.jgi-psf.org/Lacbi1/Lacbi1.home.html
http://genome.jgi-psf.org/Phchr1/Phchr1.info.html
http://www.broad.mit.edu/annotation/genome/cryptococcus_neoformans/Home.html
http://www.broad.mit.edu/annotation/genome/ustilago_maydis/Home.html
http://www.sanger.ac.uk/Projects/S_pombe/
http://cbi.labri.fr/Genolevures/download.php
http://cbi.labri.fr/Genolevures/download.php
http://www.broad.mit.edu/annotation/genome/candida_group/MultiHome.html
http://www.ebi.ac.uk/integr8/FtpSearch.do?orgProteomeId=982
http://cbi.labri.fr/Genolevures/download.php
http://cbi.labri.fr/Genolevures/download.php
http://www.yeastgenome.org/
http://www.broad.mit.edu/annotation/genome/aspergillus_group/MultiHome.html
http://www.broad.mit.edu/annotation/genome/coccidioides_group/MultiHome.html
http://www.broad.mit.edu/annotation/genome/fusarium_graminearum/MultiHome.html
http://www.broad.mit.edu/annotation/genome/neurospora/Home.html


Supplementary  material  Table  1:  Genomes  

  

     

Sclerotinia sclerotiorum Pezizomycete BROAD BROAD v2.0 08-01-08 [35] 
Dictyostelium discoideum Amoebozoan DictyDB created: 03-01-2009 01:29 03-05-09 [36, 37] 
Cyanidioschyzon merolae Red algae C. merolae Genome Project April 13 2004 (ORF) 08-07-08 [38] 
Ostreococcus tauri Green algae JGI JGI v2 08-01-08 [39] 
Chlamydomonas reinhardtii Green algae JGI JGI v3.1 08-01-08 [40] 
Volvox carteri Green algae JGI JGI v1.0 June 1, 2007 08-01-08 [41] 
Physcomitrella patens ssp patens Moss JGI v.1.1 (March 2007) 08-06-08 [42] 
Selaginella moellendorffii Lycophyte JGI v1.0 (December 20, 2007) 08-06-08 [15] 
Oryza sativa Plant monocotyl Rice Genome Annotation (TIGR) v5 TIGR January 24, 2007 08-01-08 [43] 
Arabidopsis thalia Plant dicotyl Arabidopsis genome initiative TIER v8 08-01-08 [44] 
Populus trichocarpa Plant dicotyl JGI v1.0 (June 2004) 08-07-08 [45] 
Phaeodactylum tricornutum Diatom JGI v.2.0 (November 16, 2006) 08-06-08 [46] 
Thalassiosira pseudonana Diatom JGI v3.0 (August 2006) 08-06-08 [47] 
Phytophthora sojae Oomycete JGI v1.0 (April 2004) 08-06-08 [48] 
Phytophthora infestans Oomycete BROAD 03-14-07 08-06-08 [49] 
Emiliania huxleyi CCMP1516 Coccolithophore JGI v.1.0 (April 25, 2008) 08-06-08 [15] 
Aureococcus anophagefferens Pelagophyte JGI JGI v1.0 September 27, 2007 08-06-08 [15] 
Paramecium tetraurelia Cilliate ParameciumDB V1.21 07/29/2008 08-06-08 [50] 
Tetrahymena thermophila Cilliate TIGR Aug 2004 08-06-08 [51] 
Cryptosporidium parvum Apicomplexa CryptoDB CryptoDB 3.7 08-06-08 [52] 
Plasmodium falciparum Apicomplexa PlasmoDB 5,5 08-06-08 [53] 
Theileria parva Apicomplexa TIGR 1 08-06-08 [54] 
Naegleria gruberi Heterolobosea JGI v.1.0 (October 23, 2006) 08-06-08 [55] 
Trichomonas vaginalis Parabasalid TIGR 02-15-07 08-06-08 [56, 57] 
Gardia intestinalis Diplomonad GiardiaDB V1.1 may 2008 08-06-08 [57] 
Leishmania major Kinetoplastid Sanger 11-05-06 08-06-08 [58] 
Trypanosoma brucei Kinetoplastid Sanger May 08 v4 08-06-08 [59] 

http://www.broad.mit.edu/annotation/genome/sclerotinia_sclerotiorum.2/Home.html
http://merolae.biol.s.u-tokyo.ac.jp/
http://genome.jgi-psf.org/Ostta4/Ostta4.home.html
http://genome.jgi-psf.org/Chlre3/Chlre3.home.html
http://genome.jgi-psf.org/Volca1/Volca1.home.html
http://genome.jgi-psf.org/Physcomitrella/
http://genome.jgi-psf.org/Selaginella
http://rice.plantbiology.msu.edu/
http://www.arabidopsis.org/portals/genAnnotation/gene_structural_annotation/index.jsp
http://genome.jgi-psf.org/poplar/
http://genome.jgi-psf.org/Phatr2/Phatr2.home.html
http://genome.jgi-psf.org/Thaps3/
http://genome.jgi-psf.org/Physo1_1/Physo1_1.home.html
http://www.broad.mit.edu/annotation/genome/phytophthora_infestans/Home.html
http://genome.jgi-psf.org/ehux/
http://genome.jgi-psf.org/Auran1/Auran1.home.html
http://paramecium.cgm.cnrs-gif.fr/
http://www.tigr.org/tdb/e2k1/ttg/
http://cryptodb.org/cryptodb/
http://plasmodb.org/
http://www.tigr.org/tdb/e2k1/tpa1/
http://genome.jgi-psf.org/Naegr1/Naegr1.home.html
http://www.tigr.org/tdb/e2k1/tvg/
http://giardiadb.org/giardiadb/
http://www.sanger.ac.uk/Projects/L_major/
http://www.sanger.ac.uk/Projects/T_brucei/
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Dictyostelium  discoideum  DDB0233724
Dictyostelium  discoideum  DDB0229869
Dictyostelium  discoideum  DDB0233730
Dictyostelium  discoideum  DDB0233728
Dictyostelium  discoideum  DDB0233731
Dictyostelium  discoideum  DDB0233725
Dictyostelium  discoideum  DDB0233726
Dictyostelium  discoideum  DDB0233060

Fugu  rubripes  ENSTRUP00000047146
Danio  rerio  ENSDARP00000080071
Xenopus  tropicalis  ENSXETP00000042441
Gallus  gallus  ENSGALP00000037841
Ornithorhynchus  anatinus  ENSOANP00000023159
Homo  sapiens  ENSP00000362485  GARNL3
Mus  musculus  ENSMUSP00000047283

Branchiostoma  floridae  250556
Branchiostoma  floridae  204337

Lottia  gigantea  109410

Daphnia  pulex  55046
Anopheles  gambiae  AGAP002573-PA

Trichoplax  adhaerens  53303
Monosiga  brevicollis  5147

Batrachochytrium  dendrobatidis  BDEG  00829

Phytophthora  sojae  142624
Phytophthora  infestans  PITG  15173
Naegleria  gruberi  56460
Phytophthora  sojae  136725
Phytophthora  infestans  PITG  03903

Branchiostoma  floridae  116449
Branchiostoma  floridae  269887
Danio  rerio  ENSDARP00000045491
Fugu  rubripes  ENSTRUP00000022272

Gallus  gallus  ENSGALP00000002163

Mus  musculus  ENSMUSP00000105112
Homo  sapiens  ENSP00000262879  KIAA1219

Ornithorhynchus  anatinus  ENSOANP00000022609

Xenopus  tropicalis  ENSXETP00000046353

Lottia  gigantea  233979
Strongylocentrotus  purpuratus  115953735

Daphnia  pulex  330465
Drosophila  melanogaster  FBpp0111587

Nematostella  vectensis  88469
Caenorhabditis  elegans  D2085.5a

Batrachochytrium  dendrobatidis  BDEG  08264
Rhizopus  oryzae  RO3G  08781
Phycomyces  blakesleeanus  77168

Dictyostelium  discoideum  DDB0233080

Ciona  intestinalis  ENSCINP00000016467
Branchiostoma  floridae  121545
Branchiostoma  floridae  216955

Ornithorhynchus  anatinus  ENSOANP00000003955
Homo  sapiens  ENSP00000202677  C20orf74
Mus  musculus  ENSMUSP00000105613

Xenopus  tropicalis  ENSXETP00000021330
Gallus  gallus  ENSGALP00000013683

Fugu  rubripes  ENSTRUP00000017597
Danio  rerio  ENSDARP00000079180

Ornithorhynchus  anatinus  ENSOANP00000022176
Gallus  gallus  ENSGALP00000016384
Mus  musculus  ENSMUSP00000082503
Homo  sapiens  ENSP00000302647  GARNL1

Xenopus  tropicalis  ENSXETP00000006387
Fugu  rubripes  ENSTRUP00000012940

Nematostella  vectensis  173914

Daphnia  pulex  317988
Anopheles  gambiae  AGAP004143-PA
Drosophila  melanogaster  FBpp0084441

Lottia  gigantea  210880

Strongylocentrotus  purpuratus  115929805
Strongylocentrotus  purpuratus  115631037

Monosiga  brevicollis  36389
Caenorhabditis  elegans  Y18H1A.3

Rhizopus  oryzae  RO3G  15088
Phycomyces  blakesleeanus  65310

Batrachochytrium  dendrobatidis  BDEG  04644
Dictyostelium  discoideum  DDB0233729
Naegleria  gruberi  81714

Tetrahymena  thermophila  6730
Cyanidioschyzon  merolae  CMK017C
Dictyostelium  discoideum  DDB0233727
Phytophthora  infestans  PITG  03733
Batrachochytrium  dendrobatidis  BDEG  00530
Ustilago  maydis  UM00939
Cryptococcus  neoformans  CNAG  02953
Phanerochaete  chrysosporium  27090
Rhizopus  oryzae  RO3G  03221

Yarrowia  lipolytica  YALI0E07095g
Kluyveromyces  lactis  KLLA0A11792g
Candida  guilliermondii  PGUG  05373
Debaryomyces  hansenii  DEHA0C07986g

Schizosaccharomyces  pombe  SPAC630.13c

Neurospora  crassa  NCU04105
Fusarium  graminearum  FGSG  07168
Sclerotinia  sclerotiorum  SS1G  00568

Coccidioides  immitis  CIMG  10214
Aspergillus  terreus  ATEG  07029

Phaeodactylum  tricornutum  46730
Monosiga  brevicollis  39243

Lottia  gigantea  61259
Branchiostoma  floridae  64809

Fugu  rubripes  ENSTRUP00000022526
Xenopus  tropicalis  ENSXETP00000034777
Ornithorhynchus  anatinus  ENSOANP00000022558
Gallus  gallus  ENSGALP00000009042
Homo  sapiens  ENSP00000219476  TSC2
Mus  musculus  ENSMUSP00000085764

Ciona  intestinalis  ENSCINP00000014731

Strongylocentrotus  purpuratus  115617836

Daphnia  pulex  228923
Anopheles  gambiae  AGAP011123-PA
Drosophila  melanogaster  FBpp0074588
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Figure  S1:  Phylogenetic  tree  of  the  RapGAP  domain  
and  domain  architecture  of  full  length  sequences
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Phytophthora  infestans  PITG  01105
Dictyostelium  discoideum  DDB0185082

Paramecium  tetraurelia  GSPATP00004755001
Paramecium  tetraurelia  GSPATP00003069001

Tetrahymena  thermophila  14038
Tetrahymena  thermophila  11335

Tetrahymena  thermophila  11806

Paramecium  tetraurelia  GSPATP00003664001
Paramecium  tetraurelia  GSPATP00000344001

Caenorhabditis  elegans  F49E7.1a

Fugu  rubripes  ENSTRUP00000020576
Danio  rerio  ENSDARP00000079535

Gallus  gallus  ENSGALP00000001464

Homo  sapiens  ENSP00000377665  GAPVD1
Mus  musculus  ENSMUSP00000099864

Ornithorhynchus  anatinus  ENSOANP00000020981

Xenopus  tropicalis  ENSXETP00000012072

Trichoplax  adhaerens  21224

Strongylocentrotus  purpuratus  115930209
Branchiostoma  floridae  127014
Branchiostoma  floridae  124654

Daphnia  pulex  303141
Drosophila  melanogaster  FBpp0073304

Batrachochytrium  dendrobatidis  BDEG  06667
Phycomyces  blakesleeanus  61581

Rhizopus  oryzae  RO3G  05681
Rhizopus  oryzae  RO3G  10660

Phycomyces  blakesleeanus  60145

Yarrowia  lipolytica  YALI0B04488g

Candida  glabrata  CAGL0H00891g
Saccharomyces  cerevisiae  YPL242C
Eremothecium  gossypii  Q755H3
Kluyveromyces  lactis  KLLA0D12914g

Debaryomyces  hansenii  DEHA0D10934g
Candida  guilliermondii  PGUG  04690

Schizosaccharomyces  pombe  SPAC4F8.13c

Coccidioides  immitis  CIMG  04495
Aspergillus  terreus  ATEG  09525
Sclerotinia  sclerotiorum  SS1G  12053
Neurospora  crassa  NCU03116
Fusarium  graminearum  FGSG  01497

Ustilago  maydis  UM05668
Cryptococcus  neoformans  CNAG  03763
Phanerochaete  chrysosporium  129673
Laccaria  bicolor  183224

Daphnia  pulex  306045

Lottia  gigantea  216980
Branchiostoma  floridae  230614
Branchiostoma  floridae  282799
Nematostella  vectensis  218988

Xenopus  tropicalis  ENSXETP00000007241
Gallus  gallus  ENSGALP00000024116
Mus  musculus  ENSMUSP00000067685
Homo  sapiens  ENSP00000274364  IQGAP2

Danio  rerio  ENSDARP00000078504
Fugu  rubripes  ENSTRUP00000012578

Fugu  rubripes  ENSTRUP00000034912
Xenopus  tropicalis  ENSXETP00000002788
Gallus  gallus  ENSGALP00000013987
Homo  sapiens  ENSP00000268182  IQGAP1
Mus  musculus  ENSMUSP00000032751

Fugu  rubripes  ENSTRUP00000011154

Homo  sapiens  ENSP00000354451  IQGAP3
Mus  musculus  ENSMUSP00000071715

Xenopus  tropicalis  ENSXETP00000043986

Ciona  intestinalis  ENSCINP00000001427

Trichoplax  adhaerens  37304
Monosiga  brevicollis  14583

Encephalitozoon  cuniculi  ECU10  1740
Caenorhabditis  elegans  F09C3.1

Naegleria  gruberi  39120
Naegleria  gruberi  81019
Dictyostelium  discoideum  DDB0232202
Dictyostelium  discoideum  DDB0191437
Dictyostelium  discoideum  DDB0191293

Dictyostelium  discoideum  DDB0233055

Batrachochytrium  dendrobatidis  BDEG  00314

Ustilago  maydis  UM00949
Cryptococcus  neoformans  CNAG  06929
Laccaria  bicolor  235125

Rhizopus  oryzae  RO3G  08138
Rhizopus  oryzae  RO3G  00167

Phycomyces  blakesleeanus  18644
Phycomyces  blakesleeanus  24808

Phycomyces  blakesleeanus  32105
Rhizopus  oryzae  RO3G  13371
Rhizopus  oryzae  RO3G  12218

Yarrowia  lipolytica  YALI0E09086g
Schizosaccharomyces  pombe  SPBC646.12c
Fusarium  graminearum  FGSG  00355
Neurospora  crassa  NCU06122
Sclerotinia  sclerotiorum  SS1G  11299
Coccidioides  immitis  CIMG  01946
Aspergillus  terreus  ATEG  04512

Monosiga  brevicollis  27567
Trichoplax  adhaerens  55233

Nematostella  vectensis  243068

Naegleria  gruberi  33319

Naegleria  gruberi  80301
Naegleria  gruberi  80615
Dictyostelium  discoideum  DDB0233763

Dictyostelium  discoideum  DDB0233756
Batrachochytrium  dendrobatidis  BDEG  07739
Monosiga  brevicollis  28072
Monosiga  brevicollis  35502
Naegleria  gruberi  50703
Naegleria  gruberi  79957
Naegleria  gruberi  56817

Monosiga  brevicollis  16390
Trichoplax  adhaerens  59057
Nematostella  vectensis  20131
Lottia  gigantea  104331
Daphnia  pulex  307021
Daphnia  pulex  267232
Drosophila  melanogaster  FBpp0084326
Anopheles  gambiae  AGAP003140-PA
Branchiostoma  floridae  95684
Strongylocentrotus  purpuratus  115968310

Xenopus  tropicalis  ENSXETP00000046175
Gallus  gallus  ENSGALP00000009067

Ornithorhynchus  anatinus  ENSOANP00000027864

Homo  sapiens  ENSP00000351015  NF1
Mus  musculus  ENSMUSP00000071289

Danio  rerio  ENSDARP00000074778
Fugu  rubripes  ENSTRUP00000014207

Danio  rerio  ENSDARP00000004724

Rhizopus  oryzae  RO3G  15507
Rhizopus  oryzae  RO3G  16654
Phycomyces  blakesleeanus  58923
Rhizopus  oryzae  RO3G  03157
Phycomyces  blakesleeanus  64876
Phycomyces  blakesleeanus  66247
Rhizopus  oryzae  RO3G  02179
Rhizopus  oryzae  RO3G  10923
Phycomyces  blakesleeanus  80390
Rhizopus  oryzae  RO3G  02034
Rhizopus  oryzae  RO3G  00611
Sclerotinia  sclerotiorum  SS1G  13541
Fusarium  graminearum  FGSG  11599
Neurospora  crassa  NCU01642
Cryptococcus  neoformans  CNAG  05796
Ustilago  maydis  UM01282
Laccaria  bicolor  311272
Phanerochaete  chrysosporium  9174

Debaryomyces  hansenii  DEHA0G10494g
Candida  guilliermondii  PGUG  02750
Kluyveromyces  lactis  KLLA0E17963g
Eremothecium  gossypii  Q757I8
Candida  glabrata  CAGL0I07909g
Saccharomyces  cerevisiae  YOL081W
Saccharomyces  cerevisiae  YBR140C
Candida  glabrata  CAGL0M09999g

Phytophthora  infestans  PITG  02487
Yarrowia  lipolytica  YALI0B07535g

Batrachochytrium  dendrobatidis  BDEG  03895

Naegleria  gruberi  80941
Naegleria  gruberi  73399

Dictyostelium  discoideum  DDB0233762
Phytophthora  infestans  PITG  09962
Phytophthora  sojae  131833
Dictyostelium  discoideum  DDB0233497
Dictyostelium  discoideum  DDB0233732

Phytophthora  infestans  PITG  03334
Phytophthora  sojae  134236

Dictyostelium  discoideum  DDB0233760

Dictyostelium  discoideum  DDB0233770
Dictyostelium  discoideum  DDB0233768

Monosiga  brevicollis  27389

Caenorhabditis  elegans  B0334.11a
Phanerochaete  chrysosporium  6707
Ustilago  maydis  UM05039
Rhizopus  oryzae  RO3G  00771
Phycomyces  blakesleeanus  66263

Yarrowia  lipolytica  YALI0D23903g

Kluyveromyces  lactis  KLLA0B06457g
Eremothecium  gossypii  Q75DK0
Candida  glabrata  CAGL0J10428g
Saccharomyces  cerevisiae  YKL092C

Candida  guilliermondii  PGUG  05711
Debaryomyces  hansenii  DEHA0E13024g

Aspergillus  terreus  ATEG  03284
Coccidioides  immitis  CIMG  10813
Sclerotinia  sclerotiorum  SS1G  04989
Neurospora  crassa  NCU03852
Fusarium  graminearum  FGSG  10353

Monosiga  brevicollis  35609
Lottia  gigantea  144872
Nematostella  vectensis  20693

Danio  rerio  ENSDARP00000088146
Gallus  gallus  ENSGALP00000002907
Mus  musculus  ENSMUSP00000037869
Homo  sapiens  ENSP00000262940  RASA4
Homo  sapiens  ENSP00000303968  RASA4B
Fugu  rubripes  ENSTRUP00000016143
Xenopus  tropicalis  ENSXETP00000035821

Ornithorhynchus  anatinus  ENSOANP00000006983
Homo  sapiens  ENSP00000261729  RASAL1
Mus  musculus  ENSMUSP00000031606

Gallus  gallus  ENSGALP00000013224

Branchiostoma  floridae  110567

Drosophila  melanogaster  FBpp0076097
Anopheles  gambiae  AGAP002261-PA
Lottia  gigantea  170855
Nematostella  vectensis  241545
Branchiostoma  floridae  83855

Gallus  gallus  ENSGALP00000004485
Mus  musculus  ENSMUSP00000034984
Homo  sapiens  ENSP00000286364  RASA2

Xenopus  tropicalis  ENSXETP00000056318

Xenopus  tropicalis  ENSXETP00000030270
Gallus  gallus  ENSGALP00000027098
Mus  musculus  ENSMUSP00000033833
Homo  sapiens  ENSP00000374195  RASA3

Danio  rerio  ENSDARP00000086956
Fugu  rubripes  ENSTRUP00000044123

Caenorhabditis  elegans  T24C12.2

Monosiga  brevicollis  33470

Nematostella  vectensis  190378

Branchiostoma  floridae  252369
Branchiostoma  floridae  206850
Danio  rerio  ENSDARP00000051517
Fugu  rubripes  ENSTRUP00000003275

Gallus  gallus  ENSGALP00000036870
Gallus  gallus  ENSGALP00000035411
Homo  sapiens  ENSP00000274376  RASA1
Mus  musculus  ENSMUSP00000105179

Xenopus  tropicalis  ENSXETP00000025633

Anopheles  gambiae  AGAP002729-PA
Drosophila  melanogaster  FBpp0073946

Monosiga  brevicollis  17576

Batrachochytrium  dendrobatidis  BDEG  08169
Dictyostelium  discoideum  DDB0220496

Monosiga  brevicollis  32645

Batrachochytrium  dendrobatidis  BDEG  01126

Branchiostoma  floridae  60237
Xenopus  tropicalis  ENSXETP00000040366
Gallus  gallus  ENSGALP00000035469
Homo  sapiens  ENSP00000377061  PLXNA1
Mus  musculus  ENSMUSP00000063066
Mus  musculus  ENSMUSP00000110748
Xenopus  tropicalis  ENSXETP00000025005
Fugu  rubripes  ENSTRUP00000041081
Danio  rerio  ENSDARP00000021195

Xenopus  tropicalis  ENSXETP00000048152

Gallus  gallus  ENSGALP00000034896
Gallus  gallus  ENSGALP00000021425
Mus  musculus  ENSMUSP00000104955
Homo  sapiens  ENSP00000352288  PLXNB2

Danio  rerio  ENSDARP00000042780
Danio  rerio  ENSDARP00000002678
Fugu  rubripes  ENSTRUP00000021866

Caenorhabditis  elegans  ZK899.8c
Nematostella  vectensis  245865

Branchiostoma  floridae  86808
Branchiostoma  floridae  250520
Fugu  rubripes  ENSTRUP00000008361
Homo  sapiens  ENSP00000341905  AC011492.8
Mus  musculus  ENSMUSP00000064084
Homo  sapiens  ENSP00000378510  SYNGAP1
Mus  musculus  ENSMUSP00000080038

Danio  rerio  ENSDARP00000087802
Danio  rerio  ENSDARP00000087797
Fugu  rubripes  ENSTRUP00000031218

Fugu  rubripes  ENSTRUP00000013760

Fugu  rubripes  ENSTRUP00000008117
Gallus  gallus  ENSGALP00000006880
Ornithorhynchus  anatinus  ENSOANP00000001502
Mus  musculus  ENSMUSP00000077423
Homo  sapiens  ENSP00000263528  RASAL2

Fugu  rubripes  ENSTRUP00000047591
Danio  rerio  ENSDARP00000086045

Homo  sapiens  ENSP00000377872  DAB2IP
Mus  musculus  ENSMUSP00000088532

Xenopus  tropicalis  ENSXETP00000001464
Gallus  gallus  ENSGALP00000002160

Fugu  rubripes  ENSTRUP00000046811

Lottia  gigantea  114108
Anopheles  gambiae  AGAP004692-PA
Drosophila  melanogaster  FBpp0112350
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Figure  S2:  Phylogenetic  tree  of  the  RasGAP  domain  
and  domain  architecture  of  full  length  sequences
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Figure  S3:  Phylogenetic  tree  of  the  species  used
in  this  analysis

Phylogenetic  tree  of  all  species  used  in  this  analysis.  The  phylogeny  is  based  on  Simpson  et  al.  2006  and  NCBI  Taxonomy.
The  stars  indicate  possible  roots  for  the  eukaryotic  species  tree.


