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Nucleotide sequence of cDNA to mRNA for a cerebeliar Ca-binding protein, spot 35 protein

T.Yamakuni, R.Kuwano, S.Odanil, N.Miki2, Y.Yamaguchi3 and Y.Takahashi

Department of Neuropharmacology, Brain Research Institute, Niigata University, 'Department of
Biochemistry, Niigata University School of Medicine, Asahimachidori 1, Niigata 951, 2Department of
Pharmacology, Cancer Research Institute, Kanazawa University, Kanazawa 920, and 3Kyowa Hakko
Company, Machida, Tokyo 194, Japan

Submitted 17 July 1986

A cDNA library to enriched mRNA for rat spot 35 protein was screened

with [32P]-labeled oligodeoxynucleotides. The nucleotide sequence of the

longest cDNA (pRS35-1) and the deduced amino acid sequence are described.
The amino acid sequence determined with a gas phase sequencer is underlined.
The synthetic oligodeoxynucleotide probes are indicated by the dotted under-
line. The initiation codon, the termination codon and polyadenylation
signal are double underlined.
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CGCUCAGCGCUCUCUCUAACUAGCCGCUGCACCoGCAGAAUCCCACCUGCAGUCAUCUCUGAUCACAGCCUCACAGUUUUUUGAGAUCUGGCUUCAU

MetAlaG1luSerHisLeuGln SerSerLeulleThrAlaSerGlnPhePheGlu11eTrpLeuHis
100 10 150 20

UUCGACGCUGAUGGAAGUGGUUACCUGGAAGGAAAGGAGCUGCAGAACUUGAUCCAGGAGCUUCUGCAGGCACGAAAGAAGGCUGGAUUGGAGCUAUCA
PheAspAlaAspGlySerGlyTyrLeuGl uGlyLysGl uLeuGl nAsnLeull1eGl nGl uLeuLeuGl nAl aArgLysLysAlaGlyLeuGl uLeuSer

30 200 40550
CCUGAGAUGAAAACCUUUG0GAUCAAUAUGGCAGAGGGAU6AUGGGAAAUAGGAAUUGUAGAGUUG6CCCAUGUCUUACCCACC6A_A6A-0uUAyy
ProGl uMetLysThrPheV;TiAsEnirTGtr61GnArgAspAspGlyLyslIleGlyl leValG1luLeuAaHi sVal LeuProThrGl uGl uAsnPhe
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,CGCUGCUCUUUCGAUGCCAGCAACUGAA6UCCUGCGA6GAAUUCAUGAAGACUUGGAGAAAGUAUGACACUGACCACAWGGCU0CAUAGAAACGGAG
LeuLeuLeuPheArgCysG1nG1nLeuLysSerCysGlnGluPhe5letLysThrTrpArgLysTyrAspThrAspHisSerGlyPhelleG1uThrGlu
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GAACUUAAGAACUUUCUUAAGGACCUGCUAGAGAMGCAAACAAGACCGUGGAUGAUACGAAACUUGCUGAGUACACAGACCUCAUGCUGAAGCUGUUC
G1 uLeuLysAsnPheLeuLysAspLeuLeuGl uLysAl aAsnLysThrValAspAspThrLysLeuAlaGl uTyrThrAspLeut4etLeuLysLeuPhe

130 140 a50500 5
GACUCAAAUAAUGAUGGGAAGCOGGAOCUGACAGAGAOGGCCAGGUUACUACCAGUGCAGGAAAAUUUCCUUCUUAAAUUCCAGGGAAUCAAAAUGUGU
AspSerAsnAsnAspGlyLysLeuGl nLeuThrGlI u14etAIaArgLeuLeuProVa GI nGl uAsnPheLeuLeuLysPheGl nG1yl IeLysKetCys

160 600 170 10 650

G666AAAGA6UUCAUAA6GCUUUUGAGUUAUAUGAUCAGGAUGGCAACGGAUACAUAGAUGOAAAAUGAGCUAUGCCUUACUGAAAC.CCUGUGUGAG
GlyLysG1uPheAsnLysAlaPheGluLeuTyrAsp61nAspGlyAsnGlyTyrIleAspGluAsnGluLeuAspAlaLeuLeuLysAspLeuCysGlu

190 Z007Q 210 70 220700 750
AAAAACAAACAGGAAUU6GAUAUUAACAAUAUUKCUACA0ACAAAGMACAUAAUGGCCUUGUCGGAUGGAGGGAAGCUGUACCGAACA6AUCUUGCC
LysAsnLysGl n61uLeuAspll1 AsnAsn 11eSerThrTyrLysLysAsnl 1eP*tAlaLeuSerAspGlyGlyLysLeuTyrArgThrAspLeuAla&

230 800 240 25850
CUUAUUCUCUCUGCUGGGGACAACUAGAGUUGG0GGCCAC00CCACUUGCUAGUGAUACAUUGUAUCCAAAACCAUAACUGOGCGCUAUAAAGGAGUAG
Leul1eLeu$SerAaG1yAspAs,

260 900 950

GCUGUAUUUUCUUUUAUAUCUGUAAAUUCUACUGCAUAUAGAGAAUUAUCCAGGAUGUGUGGCACAUUCUUUUCUGCUUGUUUCUAUACUGUUUGUAAU
1000 1050

GtACAGUUUUUGUAAGCAUAUAAUUGAAAAGMGAAAGUCUAUGCUUAGGCCAGUCAGUAUAAUCCAUUUUCAGAUGAAUCUAACAUGAUUCUGCUU
1100 1150

uCAuAAAuACAGAUGAACACUUGGAUUUCCCUAAAACUCUACCAUCUCAACAAUUCUAGUGUCAGAUGUGUAAAUGCAGCUGUCAGUGAGUAAAAGAAU
1200 1250

AAUuCAuGACAAGCCAAGUGUUUUUUAAUUUAGGCAAUCAUOAACUGUCCCACAAAGCACUUCUGUGCGUUUCCAUCUAGUGGG66GGAUGUGCUUCU
1300 1350

GCUUGUGAAGCACCAAUAUCAAUAGCUAACUAU6GCUUUAUCAUOAACGAUCUCCCUAG66AUUUAAUUUACUGAUCAGUGGCAUGUCUACUGCUAA
1400 1450

UAGAUGCCGCACUGUUGGUUCAAGCUGGCUGG6GUGCAAGGGAAGMGAGCCAGAUGACACAUAAGUCUGUCUGAUACUAUGCCUAUAUUUCCMAGAAGU
1500 15.0

CUAUUGCAGAGAGUAUGACCUUAGCCCAUUUUCUAAAUUAUUUUCAUGUGUUCCAGAUGACAAUUAUUCUAGUAAACUGCUGUUUUGUGUCAUAUUCUG

UIGUGUACUCUCUGAUUAAAUUCAAUGU6CUGAG poly(A)
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