
KPom1 DNA Sequence: 
5’-ATGGCGTTTGAATACTTCGAGTCTAAAAAGAAGTTCGATGACGATATCGAAAGCCGTTTCT 
TCATCATCAATGATAACAACTACAACGAGAACATCAATCTGATTTACAAAGATATCAAATACTG
CGGTCTGGATATTGAAACCACCGGCCTGGAGGTATTTGACGAAAACATTCGCCTGATTCAAA
TCGCAGTTGAAAACTACCCGGTGATCATCTACGACATGTTTAACATCAACAAGAAAGATATTC
TGGACGGCCTGCGTAAAGTTCTGGAAAACAAAAACATTATCAAAATCATTCAGAACGGCAAA
TTCGACGCAAAATTTCTGCTGCACAACAACTTCAAAATCGAAAACATTTTCGACACCTATATT
GCATCCAAACTGCTGGATAAGAACAAAAACATGTATGGTTTCAAACTGAACAACATCGTAGAA
AAATATCTGAATGTAATTCTGGATAAACAGCAGCAGAATTCTGTTTGGAACAACTCTCTGCTG
AACAACAATCAGCTGTTTTACGCAGCTCGTGACTCCTCTTGCCTGCTGAAACTGTATAAAAAG
CTGAAGGAAGAAATCAAGAAAGAAAACCTGCACATTGTAAATGACATCGAAAACAAATGCAT
CCTGCCGATCTGTGATATGGAACTGAACGGTATCAAAGTTGATCTGGAAAACCTGCAGAAAT
CCACCAACGAAATTCTGAACGAACTGAACATCGAGAAAGATAACCTGAAAAAGAAACTGAAA
GACGAAAACATCAATGTTAATAGCCAGCAGCAAGTCCTGAAAGCGCTGCAGAAGAACAATGT
CCGTGACATCTCTAACAAACTGATCGAAAATACCTCCGATTCTAATCTGAAAAACTTTCTGAA
TCACGAAGAGATCATTTCTCTGCGTAACTACCGTCGCCTGTACAAACTGTACTCTGCTTTCTA
TCTGAAACTGCCGCTGCACATTAACACCAAGACTAACAAAATTCACACCACCTTCAACCAGC
TGAAAACCTTCTCCGGTCGTTTCAGCTCTGAAAAGCCGAACCTGCAGCAGATCCCGCGTCAA
AAGAACATCCGCGAAATTTTCATTCCGAACGATAACAACATCTTCATCATTGCAGATTTCAAA
CAGATCGAACTGAAAATCGCGGCGGAAATCACCAACGACGAAATTATGCTGAAAGCCTATAA
CAACAACATCGACCTGCATACGCTGACCGCCTCTATCATCACTAAGAAGAACATCCCGGATA
TCAACAAAGAAGATCGTCATATTGCTAAGGCTATTAACTTTGGTCTGATTTACGGCATGAACT
ACGTCAACCTGAAAAACTACGCGAACACCTACTACGGTCTGAACATGTCTCTGGATCAGTGC
CTGTACTTCTATAACAGCTTCTTTGAACACTATAAAGGCATCTACAAATGGCACAACCAGGTA
AAACAGAAACGCGCGCTGCAGTACTCCACTCTGAGCAACCGTAAAGTTATCTTCCCGTATTT
TTCTTTTACCAAAGCGCTGAACTATCCGGTCCAGGGTACGTGCGCAGACATCCTGAAACTGG
CACTGGTGGATCTGTATGACAACCTGAAAGATATCAACGGTAAAATCATCCTGTGTGTACAC
GACGAGATTATCATTGAAGTTAACAAAAAGTTTCAGGAGGAAGCACTGAAGATCCTGGTACA
GTCTATGGAAAACTCTGCTTCTTATTTTCTGAAAAAGGTCAAATGCGAAGTTTCTGTCAAAAT
CGCAGAAAACTGGGGTTCCAAAGACTAA-3’ 
 
KPom1 amino acid sequence: 
MAFEYFESKKKFDDDIESRFFIINDNNYNENINLIYKDIKYCGLDIETTGLEVFDENIRLIQIAVENYP
VIIYDMFNINKKDILDGLRKVLENKNIIKIIQNGKFDAKFLLHNNFKIENIFDTYIASKLLDKNKNMYGF
KLNNIVEKYLNVILDKQQQNSVWNNSLLNNNQLFYAARDSSCLLKLYKKLKEEIKKENLHIVNDIEN
KCILPICDMELNGIKVDLENLQKSTNEILNELNIEKDNLKKKLKDENINVNSQQQVLKALQKNNVRD
ISNKLIENTSDSNLKNFLNHEEIISLRNYRRLYKLYSAFYLKLPLHINTKTNKIHTTFNQLKTFSGRFS 
SEKPNLQQIPRQKNIREIFIPNDNNIFIIADFKQIELKIAAEITNDEIMLKAYNNNIDLHTLTASIITKKNI 
PDINKEDRHIAKAINFGLIYGMNYVNLKNYANTYYGLNMSLDQCLYFYNSFFEHYKGIYKWHNQV 
KQKRALQYSTLSNRKVIFPYFSFTKALNYPVQGTCADILKLALVDLYDNLKDINGKIILCVHDEIIIEV 
NKKFQEEALKILVQSMENSASYFLKKVKCEVSVKIAENWGSKD* 


