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The role of the non-structural protein 1 (NS1) of parvoviruses is
obscure and prior efforts to find homology with other proteins have failed
(1). We note here that NSl's have a sequence pattern seen in many proteins
which use purine nucleotides: the A-type of Walker et al. (2).
Compilations of this pattern exist (3). The large Tan6ETgens (T's) of
polyoma viruses and the El proteins (El's) of papillomaviruses are weakly
homologous in parts and both have the A-type pattern (4). The T's are
ATPases and the part around the A-type sequence is implicated in this
activity from other work (5). Papovavirus genomes are DS circular DNA but
parvoviruses have SS linear DNA. Surprisingly, the bit of NSl's with the
A-type pattern may be more homologous to the analogous bits of T's and El's
than expected from the A-type consensus alone. We predict that NS1's will
show ATPase (or GTPase) activity. Below: top 4 rows - polyoma T's; centre
3 rows - parvovirus NSl's; lower 3 rows - papillomavirus El's. Sequences
are from the NBRF database (Protein Identification Resource) and (1). On
the left: no. of first a.a. in each bit. At the bottom: A-type consensus.
Identical or similar a.a.'s are boxed to mark homologies between the NSl's
and T/El's.

418 K RYWL GPID GKT L AA LEL KI SV40
565 KR RNLF GPVN GKTG L ALISLG KS mouse polyoma
420 K RYWLF GPID GKT L GL LDL KIA BK
540 K RNVLF GPVN GKT L AI MNL VG VAl hamster polyoma

391 KRNTVLFHGP A TGKSIIA I A GNIG MVM
320 KKN L F GPPS GKTN L AI PVYIG B19
326 KRN IWLFGPA GKTN IE I PFY G AAV2

425 KKN C GPPN GKS LCN|LIH G SV bovine
432 KKN LFLGPPN GKS FCTS LL LLG KV human la
423 KKN C FYGPPN GKS FCMS LJI eL A RV rabbit

GXXg tGKSXXXXXXV A-type consensus

1. Shade, R.O. et al. (1986) J. Virol. 58, 921-936.
2. Walker, J.E. et-al. (1982) EMBO J. 1, 945-951.
3. Husain, I. et al. (1986) J. Biol. CWFem. 261, 4895-4901.
4. Seif, I. (1l4TVirology 138, 347-352.
5. Mole, S.E. & Lane, D.P. (T15) J. Virol. 54, 703-710.

/a, a D I D.---- I::_^ , -- C 71813

Nucleic Acids ResearchVolume 14 Number 19 1986

V I ML rren LIMIXeU, UXToru, England.


