
SUPPLEMENTARY DATA 
 
Supplementary Table 1. Primer pairs used for quantitative RT-PCR. 

 

Supplementary Table 2. Influence of FXR-deficiency in ob/ob mice on intestinal gene 
expression after treatment with colesevelam. 

Ten week old FXR+/+ob/ob and FXR-/-ob/ob mice were administered 2% colesevelam mixed 
in the diet or plain diet for three weeks (n=13/group). Gene expression was measured by 
qPCR in the intestine. Values are means±SEM. Differences between genotypes or treatment 
groups were calculated by Mann-Whitney test (*compares genotypes of the same treatment 
group; $ compares treatment groups of the same genotype; *or $<0.05, **<0.01). 

 

 
Supplementary Figure 1. Lipidomics analysis of lipid classes in adipose tissue of FXR-
deficient lean and ob/ob mice. Lipidomics analysis was performed in white adipose tissue of 
six week old FXR+/+ob/ob (white bars), FXR-/-ob/ob mice (black bars) as well as lean FXR+/+ 
and FXR-/- littermates. Content of A. total phospholipids, B. total sphingomyelins and C. total 
triglycerides. Values are means±SEM. Differences between genotypes were calculated by 
1way-ANOVA and Student’s t-test (*compares the effect of leptin-deficiency; ***<0.001). 
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