
 

Table SI 

Oligonucleotides used to generate TNFR2 mutants and deletions used in this work 

Receptor Sequence 5´-3 Primer Sense Comments Template 

pCMV1-FLAG-
R2-Δ403 

CCGGTACCCATGGGCGCCCGTCG Sense KpnI  site underlined pCMV1-FLAG-
TNFR2 

 AATCTAGATAAGGAGAAGGGGACC Antisense XbaI  site underlined. 
STOP codon bolded. 

pCMV1-FLAG-
R2-Δ424 

CCGGTACCCATGGGCGCCCGTCG Sense KpnI  site underlined pCMV1-FLAG-
TNFR2 

 AATCTAGATAACTCTTCGGTGCTCCCC Antisense XbaI  site underlined. 
STOP codon bolded. 

pCMV1-FLAG-
R2-Δ386-414 

CCGGTACCCCAGAGACCCTGCTGG 
 Sense KpnI  site underlined pCMV1-FLAG-

TNFR2 
 CCGGTACCTGTGTCTCCCATTGT Antisense KpnI  site underlined 

pCMV1-FLAG-
R2-Δ343 

AATGCTGTAATAACCCCGCCCCGTTGA
CGC Sense 

Anillates pCMV1-
FLAG multiple 

cloning site pCMV1-FLAG-
TNFR2 

 TCTAGATTAGCTAGCCCGGGCCTCC Antisense 

XbaI site underlined. 
STOP codon bolded. 
Cloned into pCMV1-
FLAG KpnI and XbaI 

sites. 

pCMV1-FLAG-
R2-SKAA 

GGTCCCCTTCTCCAAGGCGGCATGTGC
CTTCGG Sense Point mutations 

underlined 
pCMV1-FLAG-

TNFR2 CCGAAAGGCACATGCCGCCTTGGAGAA
GGGGACC Antisense 

pCMV1-FLAG-
R2-SKAA-

STAA 

GCTGGGGAGCACCGCAGCGAAGCCCCT
GCC Sense Point mutations 

underlined 
pCMV1-FLAG-R2-

SKAA GGCAGGGGCTTCGCTGCGGTGCTCCCC
AGC Antisense 

pCMV1-FLAG-
R2-SKAA-AAA 

GAGCACCGAAGAGGCGGCCGCGCCCCT
TGG Sense Point mutations 

underlined 
pCMV1-FLAG-R2-

SKAA CCAAGGGGCGCGGCCGCCTCTTCGGTG
CTC Antisense 

pCMV1-FLAG-
R2-SKAA-Δ434 

GCCCCTTGGAGTGCCTGATTGAGGGAT
GAAGCCC Sense 

STOP codon 
underlined 

pCMV1-FLAG-R2-
SKAA GGGCTTCATCCCTCAATCAGGCACTCC

AAGGGG Antisense 

pCMV1-FLAG-
R2-Δ343-378 

GCTCCGCTAGCGCCAGCTCCACAATG Sense NheI site underlined 
pCMV1-FLAG-

TNFR2 GCTCTAGATTAACTGGGCTTCATCCCA
GCATC Antisense 

XbaI site undelined 
Cloned into pCMV1-

FLAG-R2-Δ343 

pCMV1-FLAG-
R2-BKO-Δ365-

378 

AGCTGTCGACATGGGAGACACAGATTC
C Sense SalI site underlined. 

Digested and ligated 
pCMV1-FLAG-R2-

SKAA AGCTGTCGACGTTCACGATGCAGGTGA
CATTGAC Antisense 

pCMV1-FLAG-
R2-BKO-Δ344-

356 

AGCTGTCGACAATGTCACCTGCATCGT
GAACGT Sense SalI site underlined. 

Digested and ligated 
pCMV1-FLAG-R2-

SKAA AGCTGTCGACGCTGGCCCGGGCCTCCC Antisense 
pCMV1-FLAG-
R2-BKO-Δ350-

378 

AGCTGTCGACGCCAGCTCCACAATG Sense SalI site underlined. 
Digested and ligated 

pCMV1-FLAG-R2-
SKAA AGCTGTCGACGGAAGAATCTGAGCTCC

CGGTGCT Antisense 

pCMV1-FLAG-
R2-BKO-AAD 

CAGCACCGGGGCCGCAGATTCTTCCC Sense Point mutations 
underlined 

pCMV1-FLAG-R2-
SKAA GGGCAGAATCTGCGGCCCCGGTGCTG Antisense 

pCMV1-FLAG-
R2-BKO-DAA 

GAGCTCAGATGCTGCCCCTGGTGGC Sense Point mutations 
underlined 

pCMV1-FLAG-R2-
SKAA GCCACCAGGGGCAGCATCTGAGCTC Antisense 

 


