Supplementary Table S3. Genes induced under iron-limitation in the chemostat

and 24 h post-infection in the macrophage (Schnappinger et al., 2003)

Rv no. Gene Fold B Putative function
name change score
Rv0188 5.39 6.05 Conserved membrane protein
Rv0244c  fadES5 21.52 7.19  Acyl-CoA dehydrogenase
Rv0282 6.16 4.95 Conserved hypothetical protein
VY Rv0283 5.17 5.39 Conserved hypothetical protein
V¥ Rv0284 3.77 1.40 Conserved membrane protein
Rv0350 dnaK 3.80 5.99 Chaperone protein
Rv0465¢c 2.60 1.05 Transcriptional regulatory protein
Rv0467 aceA 7.19 4.52 Isocitrate lyase
Rv0473 1.93 0.38 Conserved membrane protein
Rv0560c 9.29 8.77 Benzoquinone methyltransferase
Rv0563 htpX Protease/transmembrane heat shock
1.98 0.50 protein
Rv0712 2.68 1.43 Conserved hypothetical protein
Rv0753c  mmsA Methylmalonate-semialdehyde
4.06 3.90 dehdrogenase
Rv0790c 2.68 2.96 Hypothetical protein
Rv0823c 3.75 5.98 Transcriptional regulatory protein
Rv0885 4.71 3.91 Conserved hypothetical protein
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¥ Genes induced in BALB/c mice after 21 days of infection (Talaat et al., 2004).

oGenes required for growth in C57BL/6J mice (Sassetti et al., 2003).




