Supplemental Information

FIG S1. Comparison of salinity and temperature effects on Bacteroidales marker persistence with time.
Individual panels represent different salinities or temperature, respectively.

FIG S2. The phylogenetic relationships of sample OTUs identified in this study, numbers in parentheses
indicate number of sequences belonging to a particular OTU. The tree was inferred using the Neighbor
joining method (2) using pairwise distances. Evolutionary distances we estimated using the Kimura-2
parameter method (1) and rate variation among sites was modeled using a gamma distribution and a
shape parameter = 0.5. A total of 680 positions (including alignment gaps) were used in the final dataset
and analyses was conducted using MEGA4 (3).

References
1. Kimura, M. 1980. A simple method for estimating evolutionary rate of base substitutions
through comparative studies of nucleotide sequences. J. Mol. Evol. 16:111-120.
2. Saitou, N., and M. Nei. 1987. The neighbor-joining method: a new method for reconstructing
phylogenetic trees. Mol. Biol. Evol. 4:406-425.
3. Tamura, K., J. Dudley, M. Nei, and S. Kumar. 2007. MEGA4: Molecular Evolutionary Genetics

Analysis (MEGA) software version 4.0. Mol. Biol. Evol. 24:1596-1599.



FigureS1

Log,, Bacteroidetes marker copies

5007
7.005
5.007
5.005
4.005
3.009
2007

Temperature
- 1 D
—20
— =30

8.00=
7.007
5.00=
53.005
4004
3.005
2.004

8.007
7.005
6005
3.004
4.007
3.005
2004

T
192

T
264

Auires

og

Log,, Bacteroidetes marker copies

8.005
7005
5.005
3.005
4007
3.005
2.009

Salinity
-0
—5
—=30

—_——

3.00=
7.005
6.00=
3.005
4.005
3.007
2.004

3.007
700+
6007
5.004
4.007
3.004

2.009

I
192

0L
D ainresadwa]

0e

0g


user
Typewritten Text
Figure S1.

user
Typewritten Text


FigureS2

OTU9 (17)
DQ798953 human_fecal clone
EU136682_ Bacteroides ovatus strJCM5824
AY643081_ Bacteroides sp_strSmarlab330...
OTU14 (9)
DQ800340_human_fecal_clone
DQ798850 _human_fecal
OTU37 (3)
EU765478 fecal clone
AAVM02000008 Bacteroides_caccae_strATCC
OTU38 (2)
EU765601_human_gut_microbiota
EU722740_Bacteroides_finegoldii_strB16
OTU19 (6)
DQ798156_human_fecal_clone
AB222699 Bacteroides_finegoldii_strJC...
NZ_ABXI01000128_Bacteroides_finegoldi...

DQ799040 human_fecal clone
_I__': OTU30 (4)

NC_004663_ Bacteroides_thetaiotaomicro...
OTU18 (7)
DQ807349_human_fecal_clone
0oTU24 (3)
DQ456399 turkey cecum_clone
0OTU42 (2)
— AB021157_Bacteroides_acidofaciens_str

X83949 Bacteroides_fragilis_str411715
DQ802663_human_fecal_clone
0OTU22 (5)
NC_006347_Bacteroides_fragilis_strYCH46

—_— OTu10 (13)
FJ269054
— OTU40 (2)

OTU12 (10)
FJ369111_feces adult_twins
FJ367021 feces
X83954 Parabacteroides_merdae_strATCC...

— OTU25 (4)
OTU3 (108)
DQ168649
DQ168658_sediment_free PCB_dechlorina...

AY949860 Bacteroides_sp_strainstrZ4
DQ256318_subsurface_water_clone

OTU4 (106)
EU766125_fecal_clone
AB215082_Bacteroides_uniformis_mat276
AB050110_Bacteroides_uniformis_strJCM...
AY985787_human_stool
OTU7 (50)
OTU29 (3)
X83953 Bacteroides_stercoris_strATCCA4...
DQ800342_human_fecal
NZ_ABFZ02000022_Bacteroides_stercoris...
DQ798025 human_fecal clone
EF399798 human_fecal_clone
DQ823665_human_fecal
AB363973 Bacteroides _sp strXDT1
CT573923 municipal_wastewater_treatme...
EF398608 human_fecal_clone
OTUS (101)
AY082449 Bacteroides_sp str253c
OTU31 (3)
OTU34 (3)
‘L_ OTU21 (5)
EF403697 _human_fecal_clone
_E EU136696_Bacteroides_massiliensis_str...
[ EU530504_mucosa_adherent

L

—— OTU35 (2)

DQ801217_human_fecal
DQ456331_turkey cecum_clone
DQ807436_human_fecal_clone
OTU20 (6)
AF357553
CP000139_Bacteroides_vulgatus_strATCC...
OoTuU2 (111)
AB242142 Bacteroides_sp_175T
EU768271_fecal_clone
— OTU36 (3)

OTU45 (2)
AB298727 Bacteroidaceae_bacterium_WK042
— OTU44 (2)

E DQ455993_turkey_ cecum_clone
AB260026_Bacteroides_coprophilus_strCB42

— OTU41 (2)

NZ_ABIY02000050_Bacteroides_coprocola...
AY916242 human_descending

AB200223 Bacteroides_coprocola_strM11
CR933222_wastewater_treatment_plantclone
AB200225 Bacteroides_coprocola_strM158
OTU39 (2)

EF403692_human_fecal
EF399609 human_fecal_clone

{ AY916342 human_stool
AB200219 Bacteroides_plebeius_strM35

- OTU16 (5)

DQ824367 human_fecal_clone

- AB200217_Bacteroides plebeius_strM12

_| AB200221 Bacteroides plebeius_strM131
AB200222_ Bacteroides_plebeius_strM132

EU772330_Argali_feces
EU468993 Spekes gazelle feces

EU794269 bovine_fecal
EU794082_bovine_fecal
EU468476 okapi_feces
EU470170_trancaspain_urial_feces
EU465674_argali_sheep_feces
EU794286 bovine_fecal

OTU28 (4)

-

006

EU475508_springbok_feces

| OTU13 (10)
FJ362947 feces adult_twins
[ L16480_Prevotella_oralis
AY323522_ Prevotella_oralis_strATCC33269
—  AY005061_Prevotella_sp_strB31FD
L_ EU469032_Spekes_gazelle feces
EU777336_Okapi_feces
EU463146_naked _mole rat_fecesclone
— OTU23 (5)

l'EU472169_francois_langur_feces
OTU33 (3)

_:AF487886_PrevotelIa_sp_strSmarIab1 21567
AB108826 Prevotella_salivae_strJCM12084

OTU11 (12)
AY005065_subgingival_dental_plaqueclone
OTUG (70)
_|__[AB286489
AY581270_Prevotella_sp_strHY 36 _2
—— OTU15 (8)
OTU26 (3)
OTU46 (2)
OTU1 (122)
DQ796131_human_fecal clone
OTU17 (6)
EU469479 black lemur_fecesclone
OTUS8 (39)

AB064923 Prevotella_copri_strCB7
AB244773 Prevotella_copri_strCB28
EU475216_bonobo_feces clone
AJ581354 Prevotella_sp_strBl_42
DQ801367 _human_fecal_clone
DQ113737_dog_colon
EU532004_stool_clone
EF399862 human_fecal
AB331897_ Paraprevotella_xylaniphila_s...
OTU27 (4)
EF401443 human_fecal_clone

(3)

E OTU32
EU532002_stool clone

OTU43 (2)

I: DQ113733_dg_ilm
X80725_ Escherichia_coli_strATCC11775T


user
Typewritten Text
Figure S2.

user
Typewritten Text


Table S1. Results of Multi-Response Permutation Procedures (MRPP) using Bray-Curtis distance and 95% OTU
cutoff value

Within group distance Between group pairwise comparisons
Salinity mean distance Test statistic T p (all groups) Salinity (%0) Test statistic T p
0 %o 0.707 0 %o - 5 %o 0.736 0.754
5 %o 0.573 -1.686 0.06 0 %o - 30 %o 326 0.597
30 %o 0.467 5 %o - 30 %o -4.691 0.0006
Temperature
20°C 0.605 -0.426 0.283

30°C 0.534
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