SUPPLEMENTAL TABLE S1

Primers used in this study

ORF code Gene Primer Sequence (5’ to 3’ oriented) Target
An08g08280 cfrA ctfrAP1Kpnl GGGGTACCGCCGTTGTTCCATAACCCG A, 5’flank
cfrAP2Xhol CCGCTCGAGTGTCGTGGGTAGATGGGATGA A, 5’flank
ctrAP3HindIII CCCAAGCTTTTTTTGTCCATATGAATACCA A, 3’flank
ctrAP4Notl AAGGAAAAAAGCGGCCGCGAGGAATGTGTTCAGCTGTGGG A, 3’flank
cfrAPSPmel GTTTAAACACCATGTTGTTTCGCCTTCTATCC OE, ORF
cfrAP6Pmel GTTTAAACTCACGTGGGTATGTATGCTAT OE, ORF
An07g07170 cfrB cfrBP1Kpnl GGGGTACCGCGGGTGGAGAGTATGATCCT A, 5’flank
cfrBP2Xhol CCGCTCGAGTGTGTCCTGATTGTGCTTGCC A, 5’flank
cfrBP3HindIII CCCAAGCTTGTACCTTGATGCGTGCCGGGG A, 3’flank
ctrBP4Notl AAGGAAAAAAGCGGCCGCGAGACAGGAGTTTGACAGCCG A, 3’flank
cfrBP5Pmel GTTTAAACACCATGGGTCTGGCATACAACAT OE, ORF
ctrBP6Pmel GTTTAAACCTAGCACACCACGCACAGCAG OE, ORF
An16g05020 cfrC ctfrCP1Kpnl GGGGTACCAGTGTTAGGTTGTTCGGGCG A, 5’flank
cfrCP2Xhol CCGCTCGAGGATGAATGAAGTGAGTCTTGGA A, 5’flank
cfrCP3HindIII CCCAAGCTTGCAAATTGAATTGAAAGAAAAT A, 3’flank
cfrCP4Notl AAGGAAAAAAGCGGCCGCACAAGAACCTCCCTCGCAGG A, 3’flank
cfrCP5Pmel GTTTAAACACCATGTCTGAACGCTCCACCGT OE, ORF
cfrCP6Pmel GTTTAAACTTACGCCTGCTCAGCAGGAG OE, ORF
An11g05330 cfrE cfrEP1Kpnl GGGGTACCTGTTTCCATAGCGGAGGCG A, 5’flank
cfrEP2Xhol CCGCTCGAGTGTGCCAGTTGCTTCTCTCAC A, 5’flank
ctrEP3HindIII CCCAAGCTTGGGGTAGATACCATTTGCCA A, 3’flank
cfrEP4Notl AAGGAAAAAAGCGGCCGCGCGCACTCTACAAGGACATGC A, 3’flank
cfrEP5Pmel GTTTAAACACCATGTCCCGCTTGTATCAGCG OE, ORF
cfrEP6Pmel GTTTAAACTTAAGAGGATGCAGACTCCG OE, ORF
An18g03740 cfrF cfrFP1Kpnl GGGGTACCGACACCTGAGTTCGATCCCAG A, 5’flank
cfrFP2Xhol CCGCTCGAGTGCGAGATTGTTTTGCCTCTCA A, 5’flank
ctrFP3HindIII CCCAAGCTTCCCGGATGTCAAAAGCATACG A, 3’flank
cfrFP4Notl AAGGAAAAAAGCGGCCGCGCTATTCCGGTGCCAATCACT A, 3’flank
cfrFP5Pmel GTTTAAACACCATGTCATCCTCGCCGGTTCC OE, ORF
ctrFP6Pmel GTTTAAACTCAACCAAGGGCCAGCCACT OE, ORF
cfrFP7for TCATTGGTGGTTTGCATCGT Seq ORF
An17g02350 cfrG cfrGP1Notl AAGGAAAAAAGCGGCCGCTCGTGGCGAAGGCCTTAAC A, 5’flank
ctrGP2HindIII CCCAAGCTTCTTTTAGAATACGGAGCGGGA A, 5’flank
cfrGP3Xhol CCGCTCGAGTAAGGCTTATGATGTAGCAGG A, 3’flank
ctrGP4Kpnl GGGGTACCGCAAATAACATACCACGCCGC A, 3’flank
cfrGP5Pmel GTTTAAACACCATGCCTAGTGCACCGAAGCA OE, ORF
cfrGP6Pmel GTTTAAACTCACATTACAGCGCATTTGT OE, ORF
mluc mlucPlfor gPCR GCTGGTGCCAACCCTATTCT qPCR
mlucP2rev qPCR CCTGGCAGATGGAACCTCTT qPCR
An16g01800 gpdA gpdA fw AGGGCACCATCGAGACCTAC qPCR
gpdA rev TGGGTGGTGAAGACACCAGT qPCR
Anllgl1310 H2B H2B fw CTCGAAACTTGCCGCTTACA qPCR
H2B rev ACTTCGTGACAGCCTTGGTG qPCR
An15g00560 actA actAP6for-Kpn GGGGTACCAG ACCAGACCAA ACCCAACG A, 5’flank
actAP8rev-Xhol CCGCTCGAGC AAGTTCATCA TCGCGACCA A, 5’flank
actAP3for-HindIII CCCAAGCTTGGTATGTGCTTATCATCCAGA A, 3’flank
actAP4rev-Not AAGGAAAAAAGCGGCCGCTGGTCGATGGTCCTCTCAGG A, 3’flank
BN105_actin_fw_Pmel AGCTTTGTTTAAACATGGAAGGTAAGGGCTTCCTGC OE, ORF
BN106_actin_rev_Pmel ~ AGCTTTGTTTAAACTTAGAAGCACTTGCGGTGGACG OE, ORF




