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SUPPLEMENTARY FIG. S1. Characterization of rNSCs. (A) Before the start of experiments, rNSCs were propagated as
nonadherent neurospheres in optimal rNSC growth medium. (B) For coculture experiments rNSCs were seeded on coated
plates and grown as a monolayer (image was taken postfixation). Immunocytochemisty revealed that rNSCs grown in
optimal growth medium expressed the characteristic NSC markers (C) nestin (red) and (D) Sox2 (green). (E) Both rNSCs and
GFPþhMSCs in coculture expressed the cell proliferation marker Ki-67 (red). rNSCs cultured in differentiation medium
expressed phenotypic markers of (F, I) oligodendrocytes (F-RIP and I-CNPase, red), (G, J) neurons (b-III tubulin, green), and
(H, K) astrocytes (GFAP, red). (C–K) Nuclei were stained with DAPI (blue). All scale bars¼ 50 mm. rNSC, rat neural stem cell;
hMSC, human mesenchymal stromal cell; GFAP, glial fibrillary acidic protein. GFP, green fluorescent protein; CNPase, 20,30-
cyclic nucleotide 30-phospho-diesterase; RIP, anti-oligodendrocytes antibody.



SUPPLEMENTARY FIG. S2. hMSCs increased secretion of
HGF in cocultures. Human-specific ELISA of medium from
cultures (t-test: **P< 0.01 vs. coculture). HGF, hepatocyte
growth factor.


