
Supplementary Heatmaps: 

 

This supplementary document contains heatmaps for each of the 41 genes whose mutation status was 

correlated with the drastic over- and under-expression of other genes.  Each page of this document 

contains: a single heatmap (plotted expressed genes X samples) with a title indicating the hugo symbol 

for the mutated gene; the sample-dependent mutation status plotted along the top of the heatmap 

(black bar indicates that sample is mutated in said gene); the hugo symbol for each expressed gene; a 

color legend for the magnitude and direction of correlation. Note: some heatmaps contain many 

expressed genes and therefore the hugo symbols are illegible—for this reason the reader is 

encouraged to use the accompanying spreadsheet Supplementary Mutation-correlated expression 

available in the online supplement.     
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