Figure S1

DICER]1 promoter sequence:
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Specific region primers:

CCAAT element #1, sense primer, (-1892) 5’'-GTTTTTTGGTGAGGATGTAT-
3'(1873), antisense primer, (1210) 5’-CCCGGGAGGGACCGAGAGCC-3’ (-
1191); CCAAT element #2, sense primer, (-1421)
5’-CTTTTCTGGACAATCTACA-3’ (1402), antisense primer, (740)

5’- CGCGGGAGCCCGCCTCACC-3' (-721) yielding the 700 bp PCR fragment.

Non-specific region primers:

Sense primer, (-2639) 5’'-AGAGACTGTCTACGAAATA-3'(2620), antisense
primer, (2320) 5’'-CATAAAAAGTAAAGCAGGCC -3'(-2301) yielding the 339
bp PCR fragment.




