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Supplementary figure 3. Unaltered BM LKS+, LKS- and lineage progenitors
representation in crt-/-/cd3e-/- double KO FLC. Statistical analyses of the indicated
subsets in the BM of crt+/+/cd3e-/- and crt-/-/cd3e-/- FLC at week 12 from
reconstitution (n=4).


