Flag-peptide Boiled with

Eluted SDS dye
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Figure S1

Peptide sequence
LLYAVGGFDGTNR
LSQQLCDVTLQVK
SGLAGCVVGGLLYAVGGR
EQGMEVVSIEGIHPK
YEPERDEWHLVAPMLTR
EYIYMHFGEVAK
FYVQALLR
TFSYTLEDHTK
SGVGVAVTMEPCRK

Peptide sequence

TGYDNREIVMK
HTPHPAASR
DGVNWGR
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In Vitro Ubiquitination of
recombinant Bcl-2
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Figure S3
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Figure S4
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Figure S5
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Figure S7
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