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SUPPLEMENTARY DATA 

Cytosolic Cy-G6PDH 

 
>HvCy (FJ790424)  

MAGTDSSASSRQSSFNSLAKDLELPLEQGCLTIVVLGASGDLAKKKTFPALYHLFEQGFLQSGEVHIVGYARTNLSDDGLRGRIRA

YLKGASEEHVSEFLQLIKYVGGSYDSGEGFEKLNKEISDYEMSNNSGSSRRLFYLALPPSVYPSVCKMIRTYCMSPTSRTGWTRVI

VEKPFGRDLDSAEELSSQLGELFQEDQLYRIDHYLGKELVQNLLVLRFANRLFLPLWNRDNVDNIQIVFREDFGTDGRGGYFDQYG

IIRDIIQNHLLQVFCLVAMEKPVSLKPEHIRDEKVKVLQSVNPIKDEEVVLGQYQGYKDDPTVPDDSNTPTFASIVLRVHNERWEG

VPFILKAGKALNSRKAEIRVQFKDVPGDIFKCKKQGRNEFVIRLQPSEAMYMKLTVKKPGLEMtATEQSELDLSYGMRYQDVKIPE

AYERLILDTIRGDQQHFVRRDELKAAWQIFTPLLHNIDAGKLKAVSYKPGSRGPKEADELSEKVGYMQTHGYIWIPPTLAS 

 

>SbCy (estExt_Genewise1.C_chr_65912) 

MSGGSTPSSRRNSFNSLSRDLDLPSEQGCLSIVVLGASGDLAKKKTFPALYHLFDQGFIQSGEVHIFGYARSNLSDDGLRERIRGY

LKGDPEDLSEFLQLIKYVSGSYDTGEGFQKLNKTISQYEASNKSGSYRRLFYLALPPSVYPSVCKMIRTYCMNPSSHPGWTRVIVE

KPFGKDLDSAEELSAQLGELFEEHQLYRIDHYLGKELVQNLLVLRFANRLFLPLWNRDNIDNIQIVFREDFGTEGRGGYFDQYGII

RDIIQNHLLQVFCLVAMEKPVSLKPEHIRDEKVKVLQSVNPIKPEEVVLGQYDGYKDDPTVPDDSNTPTFASVVLRVHNERWEGVP

FILKAGKALSSRKAEVRVQFKDVPGDIFRNKRQGRNEFVIRLQPSEAMYMKLTVKKPGLEMATEQSELDLSYGMRYQNIKIPEAYE

RLILDTIRGDQQHFVRRDELKAAWQIFTPLLHDIDDGKLKALPYEPGSRGPKEADELSARVGYVQTHGYIWIPPTLA 

 

>ZmCy (NP_00115068) 

MSGGSSPSSRRNSFNSLSKDLDLPSEQGCLSIVVLGASGDLAKKKTFPALYHLFEQGFIQSGEVHIFGYARSNLSDDGLRERIRGY

LKGAPEDLSEFLQLIKYVSGSYDTGEGFEKLNRAISEYEVSKSSGSYRRLFYLALPPSVYPSVCKMIRTYCMNPSSHPGWTRVIVE

KPFGKDLDSAEELSAQLGELFEEHQLYRIDHYLGKELVQNLLVLRFANRLFLPLWNRDNIDNIQIVFREDFGTEGRGGYFDQYGII

RDIIQNHLLQVFCLVAMEKPVSLKPEHIRDEKVKVLQSVNPIKPEEVVLGQYDGYKDDPTVPDDSNTPTFASVVLRVHNERWEGVP

FILKAGKALSSKKAEVRVQFKDVPGDIFRSKKQGRNEFVIRLQPSEAMYMKLTVKKPGLEMATEQSELDLSYGMRYQNVKIPEAYE

RLILDTIRGDQQHFVRRDELQAAWKIFTPLLHDIDDGKLKALPYEPGSRGPKEADELSARVGYVQTHGYIWVPPTLA 

 

>TaCy  (BAA97663.1) 

MAGTDSSASSRQSSFNSLAKDLELPLEQGCLTIVVLGASGDLAKKKTFPALYHLFEQGFLQSGEVHIVGYARTNLSDDGLRGRIRA

YLKGASEEHVSEFLQLIKYVSGSYDSGEGFEKLNKEISDYEMSNNSGSSRRLFYLALPPSVYPSVCKMIRTYCMSPTSRAGWTRVI

VEKPFGRDLDSAEELSSQLGELFEEDQLYRIDHYLGKELVQNLLVLRFANRLFLPLWNRDNVDNIQIVFREDFGTDGRGGYFDQYG

IIRDIIQNHLLQVFCLVAMEKPVSLKPEHIRDEKVKVLQSVNPIKDEEVVLGQYQGYKDDPTVPDDSNTPTFASIVLRVHNERWEG

VPFILKAGKALNSRKAEIRVQFKDVPGDIFKCKKQGRNEFVIRLQPSEAMYMKLTEFVQVKKPGLEMATEQSELDLSYGMRYQDVK

IPEAYERLILDTIRGDQQHFVRRDELKAAWQIFTPLLHDIDAGKLKAVSYKPGSRGPKEADELSEKVGYMQTHGYIWIPPTLA 

 

>AtCy1 (At3g27300.1) 

MGSGQWHMEKRSTLKNDSFVKEYNPVTETGSLSIIVLGASGDLAKKKTFPALFNLFHQGFLNPDEVHIFGYARSKITDEELRDKIR

GYLVDEKNASKKTEALSKFLKLIKYVSGPYDSEEGFKRLDKAILEHEISKKTAEGSSRRLFYLALPPSVYPPVSKMIKAWCTNKSD

LGGWTRIVVEKPFGKDLESAEQLSSQIGALFEEPQIYRIDHYLGKELVQNMLVLRFANRLFLPLWNRDNIANVQIVFREDFGTEGR

GGYFDEYGIIRDIIQNHLLQVLCLVAMEKPISLKPEHIRDEKVKVLQSVIPIKDEEVVLGQYEGYRDDPTVPNDSNTPTFATTILR

INNERWEGVPFILKAGKAMSSKKADIRIQFKDVPGDIFKCQNQGRNEFVIRLQPSEAMYMKLTVKQPGLEMQTVQSELDLSYKQRY

QDVSIPEAYERLILDTIRGDQQHFVRRDELKAAWEIFTPLLHRIDKGEVKSVPYKQGSRGPAEADQLLKKAGYMQTHGYIWIPPTL 

 

>AtCy1.1 (At5g40760.1) 

MGSGQWHVEKRSTFRNDSFVREYGIVPETGCLSIIVLGASGDLAKKKTFPALFNLYRQGFLNPDEVHIFGYARTKISDEELRDRIR

GYLVDEKNAEQAEALSKFLQLIKYVSGPYDAEEGFQRLDKAISEHEISKNSTEGSSRRLFYLALPPSVYPSVCKMIKTCCMNKSDL

GGWTRIVVEKPFGKDLESAEQLSSQIGELFDESQIYRIDHYLGKELVQNMLVLRFANRFFLPLWNRDNIENVQIVFREDFGTEGRG

GYFDEYGIIRDIIQNHLLQVLCLVAMEKPISLKPEHIRDEKVKVLQSVVPISDDEVVLGQYEGYRDDDTVPNDSNTPTFATTILRI

HNERWEGVPFILKAGKALNSRKAEIRIQFKDVPGDIFRCQKQGRNEFVIRLQPSEAMYMKLTVKQPGLDMNTVQSELDLSYGQRYQ

GVAIPEAYERLILDTIKGDQQHFVRRDELKVAWEIFTPLLHRIDKGEVKSIPYKPGSRGPKEADQLLEKAGYLQTHGYIWIPPTL 

 

>PtCy1 (estExt_Genewise1_v1.C_LG_XVII0625) 

MGSGQWMVEKRSSFRSDSFSKEYETVPETGCLSIIVLGASGDLAKKKTFPALYNLYRRGFLQSNEVYIFGYARTKISDDDLRNRIR

GYFGKDASEHSEDVSKFLQLIKYVSGSYDTEDGFRLLDKEISEHEVSKNSAEGSSRRLFYLALPPSVYPPVCRMIRKCCMNRSDLG

GWTRIVIEKPFGKDLESAEKLSAQIGELFEEPQLYRIDHYLGKELVQNLLVLRFANRFFLPLWNRDNIDNVQIVFREDFGTEGRGG

YFDEYGIIRDIIQNHLLQVLCLVAMEKPVSLKPEHIRDEKVKVLQSVLPIKDEEVVLGQYEGYRDDPTVPDHSNTPTFATVVLRIH

NERWEGVPFILKAGKALNSRKAEIRVQFKDVPGDIFKCQKQGRNEFVIRLQPSEAMYMKLTVKQPGLEMSTVQSELDLSYKQRYQG

VAIPEAYERLILDTIRGDQQHFVRRDELKAAWEIFTPLLHRIDDGEMKPLQYQPGSRGPVEADELLAKAGYVQTHGYIWIPPTL 
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>PtCy1.1 (grail3.0054015801) 

MGSGQWMVEKRSGLENDSFLKEHETAPESGCLSIIVLGASGDLAKKKTFPALYHLYRQGFLHPDEVHIFGYARTRISDDELRDRIR

GYLGKEAEVVSKFLQLIKYVSGSYDTEDGFQLLDKEISQHEVSKNSAEGSSRRLFYLALPPSVYPTVCRMIRKCCMNKSDHGGWTR

IVIEKPFGKDLESAENLSAHIGELFEEAQLFRIDHYLGKELVQNLLVLRFANRFFLPLWNRDNISNVQIVFRENFGTEGRGGYFDE

YGIIRDIIQNHLLQILCLVAMEKPVSLKPEYIRDEKVKVLQSVLPIRDEDVVLGQYDGYRDDPTVPDQSNTPTFATVVLRIHNERW

EGVPFILKAGKALNSSKAEIRVQFKDVPGDIFKCQKQGRNEFVIRLQPSEAMYMKLTVKQPGLEMSTVQSELDLSYMQRYQGVPIP

EAYERLILDTIRGDQQHFVRRDELKAAWEIFTPLLHRIDNGEMKPKEYQPGSRGPVEADELLAKAGYVQTHGYIWIPPTL 

 

>StCy  (CAA52442.1)      

MAASWCIEKRGSIRNDSFRDNDNIPETGCLSIIVLGASGDLAKKKTFPALFNLYRQGFLQSNEVHIFGYARTKISDDDLRSRIRGY

LSQGKENEGEVSEFLQLIKYVSGSYDSAEGFTSLDKAISEHEFSKNSTEGSSRRLFYFALPPSVYPSVCRMIKSYCMNKSDLGGWT

RTVVEKPFGKDLASSEQLSSQIGELFDEPQIYRIDHYLGKELVQNLLVLRFANRFFLPLWNRDNIDNIQIVFREDFGTEGRGGYFD

EYGIIRDIIQNHLLQVLCLVAMEKPVSQKPEHIRDEKVKVLQSMLPIEDEEVVLGQYEGYKDDPTVPNNSNTPTFATMVLRIHNER

WEGVPFIMKAGKALNSRKAEIRVQFKDVPGDIFRCQKQGRNEFVIRLQPSEAMYMKLTVKKPGLEMSTVQSELDLSYGQRYQGVVI

PEAYERLILDTIRGDQQHFVRRDELKAAWEIFTPLLHRIDNGEVKPIPYKPGSRGPAEADELLQNAGYVQTHGYIWIPPTL 

 

 

 

>MtCy1  (Q42919)                            

MGTNEWHVERRDSIGTESPVAREVLETGTLSIVVLGASGDLAKKKTFPALFHLYKQELLPPDEVHIFGYARSKISDDELRNKLRSY

LVPEKGASPKQLDDVSKFLQLVKYVSGPYDSEDGFRLLDKEISEHEYLKNSKEGSSRRLFYLALPPSVYPSVCKMIKTCCMNKSDL

GGWTRVVVEKPFGRDLESAEELSTQIGELFEEPQIYRIDHYLGKELVQNMLVLRFANRFFLPLWNHNHIDNVQIVFREDFGTDGRG

GYFDQYGIIRDIIPNHLLQVLCLIAMEKPVSLKPEHIRDEKVKVLESVLPIRDDEVVLGQYEGYTDDPTVPDDSNTPTFATTILRI

HNERWEGVPFIVKAGKALNSRKAEIRVQFKDVPGDIFRSKKQGRNEFVIRLQPSEAIYMKLTVKQPGLEMSAVQSELDLSYGQRYQ

GITIPEAYERLILDTIRGDQQHFVRRDELKASWQIFTPLLHKIDRGELKPVPYNPGSRGPAEADELLEKAGYVQTPGYIWIPPTL 

 

>MtCy2 (ACJ85742)   

MATKDCWQCVQRSSIENDSPLSVDNNGPENGSLSIVVLGASGDLAKKKTFPALFNLYKQGFLLANEVCIFGYARTKISDEELRNRL

RGYLVKEKDASPEKLETVSKFLHLIKYVSGSYDSENDFRLLDKEISKHESTTNTAEGSSRRLFYLALPPSVYPSVSKMIKTACMNK

SDHGGWTRIVVEKPFGKDLESAEQLSTQIGGLFEEPQIYRIDHYLGKELVQNMLVLRFANRFFLPLWNRDNIANVQIVFKEDFGTD

GRGGYFDQYGIIRDIIQNHLLQIFCLVAMEKPVSMRPEHIRDEKVKVLESVLPIKDEDVVLGQYEGYRDDPTVPDNSNTPTFASVI

LRVHNERWEGVPFILKAGKALGSRKADIRIQFKDVPGDIFKCQKQGRNEFVMRLRPSEAMYMKLTVKQPGLEMSTVQSELDLSYRQ

RYHDVTIPEAYERFILDTIRGDQQHFVRRDELKAFWEIFT 

PLLHRIDKGEFKSIPYKFGSRGPKQADELLEKAGYVQTHGYIWIPPTL 

 

>NtCy (CAA04992)  

MAASWCIEKRGSLRLDSFRENDNIPETGCLSIIVLGASGDLAKKKTFPALFNLYRQGFLQSNEVHIFGYARTKISDDDLRSRIRGY

LSKGKEYEEVSEFLQLIKYVSGSYDSGEGFSLLDKAIAEHEFAKNSTEGSSRRLFYFALPPSVYPSVCRMIKNYCMNKSDLGGWTR

IVVEKPFGKDLASAEQLSSQIGELFNEPQIYRIDHYLGKELVQNVLVLRFANRFFLPLWNRDNIDNIQIVFREDFGTEGRGGYFDE

YGIIRDIIQNQLLQVLCLVAMEKPVSQKPEHVRDEKVKVLQSMLPIKDEEVVLEQYEGYKDDPTVPGNSNTPTFATMVLRIHNERW

EGVPFIMKAGKALNSRKAEIRVQFKDVPGDIFRCKKQGRNEFVIRLQPSEAMYMKLTVKKPGLEMSTVQSELDLSYGQRYQGVVIP

EAYERLILDTIRGDQQHFVRRDELKAAWEIFTPLLHRIDDGEIKPIPYKPGSRGPAEADELLQNVGYVQTHGYIWIPPTL 

 

>OsCy (LOC_Os02g38840.1) 
MSGGSSPRSRRSSFNSLSRDLELPSEQGCLSVIVLGASGDLAKKKTFPALFHLFAQGFIQSGEVHIFGYARSNLSDDGLRERIRGY

LKGASEEHLSDFLQHIKYVSGSYDSGEGFEKLNKEISEYEKSNKSESPRRLFYLALPPSVYPSVCKMIRTYCMNPSGWTRVIVEKP

FGKDLDSSEELSAQLGELFDENQLYRIDHYLGKELVQNLLVLRFANRLFLPLWNRDNIDNIQIVFREDFGTDGRGGYFDQYGIIRD

IIQNHLLQVFCLVAMEKPVSLKPEHIRDEKVKVLQSVNPIKHDEVVLGQYEGYKDDPTVPDDSNTPTFASVVFRVHNERWEGVPFI

LKAGKALSSRKAEVRVQFKDVPGDIFKCKRQGRNEFVIRLQPSEAMYMKLTVKKPGLEMATEQSELDLSYGMRYQNVKIPEACERL

ILDTIRGDQQHFVRRDELKAAWQIFTPLLHDIDEGKVKSIPYQPGSRGPKEADELSERVGYMQTHGYIWIPPTLA 
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Plastidial P1-G6PDH 

 
>NtP1 (CAA04994) 

MGGQLQLNPCSSSSVATTFHNGAHKFCRNFNILPFKAHSLESSVASTFHNGIYSRIQPRKHFEIMSSNGFHLNAVSLLDGSASKSM

PEQVPLTELENAETTVSITVIGASGDLAKKKIFTALFALFYEDCLPENFIVFGYSRTKMSDEELRNMISKTLTCRIDQRENCEAKM

DHFLERCFYHSGQYHSEDDFAELDYKLKAKEGSRVSNRLFYLSIPPNIFVDVVRCASLKASSTSGWTRVIVEKPFGRDLESSSELT

RCLKKYLTEEQIFRIDHYLGKELVENLSVLRFSNLVFEPLWSRNYIRNVQFIFSEDSGTEGRGGYFDNYGIIRDIMQNHLLQILAL

FAMETPVSMDAEDIRNEKVKVLRSMRPLQLEDVVLGQYKGHSKGGKLYPAYTDDPTVPNGSVTPTFSAAALFINNARWDGVPFLMK

AGKALHTRRAEIRVQFRHVPGNLYKRNFGTDLDKATNELVLRLQPDEAIYLKINNKVPGLGMRLDRSDLNLLYKAKYRGEIPDAYE

RLLLDAIEGERRLFIRSDELDAAWALFTPLLKELEEKKIAPELYPYGSRGPVGAHYLAAKHNVRWGDLSGDD 

 

>OsP1 (LOC_Os03g29950)   

MAGTGLRFRQGAIFFSGAHAAAHPRTRTPHHHCSPQRTHDARGRCRLTAKSANGRPQISASFRDVAIDGAQSEDGAPEQGGSTVSI

TVVGASGDLAKKKIFPALFALYYEDCLPEHFTVFGYARSKMSDEELRNMISLTLTCRIDQRENCSDKMEQFLKRCFYQSGQYNSEE

GFSELDRKLKEKEAGKVPNRLFYLSIPPNIFVDVVRSASRTASSQDGWTRFIVEKPFGRDSESSGELTRNLKKYLAEEQIFRIDHY

LGKELVENLSVLRFSNLVFEPLWSRNYIRNVQLIFSEDFGTEGRGGYFDNYGIIRDIMQNHLLQILALFAMETPVSLDAEDIRNEK

VKVLRSMRQLRLEDVVVGQYKGHSKGGKTYPAYVDDPTVPSGSITPTFAAAALFIDNARWDGVPFLMKAGKALHTRRAEIRVQFRR

VPGNLYGRRSRSVGGGGTTATRELEKATNELVLRVQPDEAIYLKINSKVPGLGMRLDSSDLNLLYSERYPAEIPDAYERLLLDAIE

GERRLFIRSDELDAAWAIFTPVLADLEANKVAPELYPYGSRGPVGAHYLAANHNVRWGDIS 

 

>SbP1 (fgenesh1_pg.C_chr_1003339) 

MAATAALSFHPAAFSVSAHPREAAAATTKQPLRHCSPLRSVVPRRTCLLRARSSNGRPQISASFGNSNEVLDGMPTGDGPPAPGQG

GSTVSITVVGASGDLAKKKIFPALFALFYEDCLPEHFTVFGYARSKMSDEELRNMISTTLTCRIDKRENCGDKMEQFLKRCFYQSG

QYNSEEGFAELDRKLKEKEAGRLPNRLFYLSIPPNIFVDVVRSASRTASSSSGWTRFIVEKPFGRDSESSGELTRSLKKIDHYLGK

ELVENLSVLRFSNLVFEPLWSRNYIRNVQFIFSEDFGTEGRGGYFDNYGIIRDIMQNHLVQILALFAMETPVSLDAEDIRNEKVKV

LRSMRQLKLEDVVVGQYKGHSKGGRSYPGYADDPTVPKGSVTPTFAAAALFIDNARWDGVPFLMKAGKALHTRRAEIRVQFRRVPG

NLYRRNIGTDLDKATNELVLRVQPDEAIYLKINNKVPGLGMRLDRSNLNLLYSERYRREIPDAYERLLLDAMEGERRLFIRSDELD

AAWAIFTPVLRELEDRKVAPELYPYGSRGPVGAHYLAANYNVRWGDITSDDAAF 

 

>AtP1 (At5g35790.1) 

MATHSMIIPSPSSSSSSLATAASPFKETLPLFSRSLTFPRKSLFSQVRLRFFAEKHSQLDTSNGCATNFASLQDSGDQLTEEHVTK

GESTLSITVVGASGDLAKKKIFPALFALFYEGCLPQDFSVFGYARTKLTHEELRDMISSTLTCRIDQREKCGDKMEQFLKRCFYHS

GQYNSEEDFAELNKKLKEKEAGKISNRLYYLSIPPNIFVDVVRCASLRASSENGWTRVIVEKPFGRDSESSGELTRCLKQYLTEEQ

IFRIDHYLGKELVENLSVLRFSNLVFEPLWSRNYIRNVQLIFSEDFGTEGRGGYFDQYGIIRDIMQNHLLQILALFAMETPVSLDA

EDIRSEKVKVLRSMKPLRLEDVVVGQYKGHNKGGKTYPGYTDDPTVPNHSLTPTFAAAAMFINNARWDGVPFLMKAGKALHTRGAE

IRVQFRHVPGNLYKKSFATNLDNATNELVIRVQPDEGIYLRINNKVPGLGMRLDRSDLNLLYRSRYPREIPDAYERLLLDAIEGER

RLFIRSDELDAAWDLFTPALKELEEKKIIPELYPYGSRGPVGAHYLASKYNVRWGDLGEA 

 

>PtP1 (fgenesh4_pm.C_LG_XIV000487) 

MATHFSPCSSSSTNFLPSSCFKNETTVLFSRFAVTVPRKSTWVTQNHSRIQGRKHFHIKSSNGHPLNAVSLQDGQKAEKEESTLSI

TVVGASGDLAKKKIFPALFALFYEDWLPENFTVFGYARTKLTDEELRNMISGTLTCRIDQRENCEDKMDQFLKRCFYHAGQYDSEG

DFSELNSKLKEKEAGKVSNRLFYLSIPPNIFVDVVRSASLRASSLNGWTRVIVEKPFGRDSESSGELTRCLKQYLTEDQIFRIDHY

LGKELVENLSVLRFSNLVFEPLWSRDYIRNVQLIFSEDFGTEGRGGYFDNYGIIRDIMQNHLLQILALFAMETPVSLDAEDVRNEK

VKVLRSMKPLQLEDVIVGQYKGHSKSGRSYPAYTDDPTVPKDSRTPTFAAAALFINNARWDGVPFLMKAGKALHTRRAEVRVQFRH

VPGNLYKRNFGTDLDKATNELVLRVQPDEAIYLKINNKVPGLGMRLDRSDLNLLYSARYPREIPDAYERLLLDAIAGERRLFIRSD

ELDAAWALFTPMLKELELKKIVPELYPHGSRGPVGAHYLAAKYNVRWGDLSSDDS 

 

>StP1 (CAA58775.1)    

MGVQLRLNPCSSSSAATSPSTFHNGTPYFCKKFNFLPFRTQPLNWVSGIYSRIQPRKHFEVFSSNGFPLNAVSVQDVQVPLTELGS

GDTTVSITVIGASGDLAKKKILPALFALFYEDCLPENFVVFGYSRTKLSDEELRNMISTTLTCRIDKRENCDAKMEHFLERCFYHS

GQYNSEDDFAELDYKLKEKEGCRVSNRLFYLSIPPNIFVDVVRCASLKASSTSGWTRVIVEKPFGRDLESSSELTRSLKKYLTEEQ

IFRIDHYLGKELVENLSVLRFSNLVFEPLWSRNYIRNVQFIFSEDFGTEGRGGYFDHYGIIRDIMQNHLLQILALFAMETPVSLDA

EDIRNEKVKVLRSMRPLQLEDVVLGQYKGHSNGAKSYPAYTDDPTVPNGSITPTFSAAALFIDNARWDGVPFLMKAGKALHTKRAE

IRVQFRHVPGNLYKRNFGTDMDKATNELVLRLQPDEAIYLKINNKVPGLGMRLDRSDLNLLYKAKYRGEIPDAYERLLLDAIEGER

RLFIRSDELDAAWALFTPLLKELEEKKIAPELYPYGSRGPVGAHYLAAKHNVRWGDLSGDD 
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Plastidial P2-G6PDH 
 

>HvP2 (CAL44728)     
MALSCMRCPSVAAGPAVRRPSSSVALSLARCGGRPAAVASGGWRIHAVAGKGVVKGPMDTAVENTVAPAAPSPVENGTSSAITVEE

YEDLASLAKDDEASVSITVVGASGDLAKKKIFPALFALYYEGCLPKHFSIFGYARSKMTDAELRHMVSKTLTCRIDKRENCSEKME

EFLKRCFYHSGQYDSEEDFRELGKKIELHQGPRVSNHLFYLSIPPNIFLDVVKCASKSASSASGWTRVIVEKPFGRDSESSAALTR

GLKEFLAEDQIFRIDHYLGKELVENLSVLRFSNLVFEPLWSRQYIRNVQLIFSEDFGTEGRGGYFDSYGIIRDIMQNHLLQILALF

AMETPISLEAEDIRNEKVKVLRSMKPLRLEDVVIGQYKSHTKGGITYPGYTEDKTVPKGSLTPTFAAAALFINNARWDGVPFLMKA

GKALHTKQAEIRVQFRHVPGNLYKGSFGTDLDRATNELVIRVQPDGGIYLKINNKIPGLGMRLDRSNLNLHYAARYPKEIPDAYER

LLLDAIEGERRLFIRSDELDAAWELFTPLLKELEQKRMAPELYPYGSRGPVGAHYLAAKYNVRWGDLGGSEH 

 

>NtP2 (AAF87216.1) 

MVTLYSSPSTHSSGAVASYSNSSIGLYNYHHNKQIAVSSILSRKFGSLQINQKPFWNAVRMQDGAVATPPSKIENETPLKKLKNGI

LPVAPPKEQKDTIDFDSNKAKSTVSITVVGASGDLAKKKIFPALFALYYEGCLPEHFTIFGYARSKMTDAELRNMVSKTLTCRIDK

RENCGEKMEQFLERCFYHSGQYDSLENFAELDKKLKEHEAGRFSNRLFYLSIPPNIFINAVRCASLSASSAHGWTRVIVEKPFGRD

SESSAALTRSLKQYLNEDQIFRIDHYLGKELVENLSVLRFSNLIFEPLWSRQYIRNVQFIFSEDFGTEGRGGYFDHYGIIRDIMQN

HLLQILALFAMETPVSLDAEDIRNEKVKVLRSMRPLQLDDVIIGQYKSHTKGDVTYPGYTDDKTVPKDSLTPTFAAAALFIDNARW

DGVPFLMKAGKALHTRSAEIRVQFRHVPGNLYNKNFGSDLDQATNELVIRVQPNEAIYLKINNKVPGLGMRLDRSNLNLLYSARYS

KEIPDPYERLLLDAIEGERRLFIRSDELDAAWSLFTPVLKELEDKKIVPEYYPYGSRGPIGAHYLAARYKVRWGDLV 

 

>OsP2 (LOC_Os07g22350) 

MALSCMRCSPAAGAVRRGLASAAPPAALSFARCGLRRAAALGWRVAAVATTGVQGAKDAGLEKAARSASQSKVENGSPSEIILDDF

EDLSPLSENDDSTVSITVVGASGDLAKKKIFPALFALYYEDCLPKHFTIFGYARSKMTDAELRNMVSKTLTCRIDKRENCNEKMEE

FLKRCFYHSGQYDSEEHFMDLDKKLKQHEGSRVSNRLFYLSIPPNIFLDVVKCASKSASSGNGWTRVIVEKPFGRDSDSSSALTRG

LKQYLVEDQIFRIDHYLGKELVENLSVLRFSNLVFEPLWSRQYIRNVQLIFSEDFGTEGRGGYFDRYGIIRDIMQNHLLQILALFA

METPVSLEAEDIRNEKVKVLRSMKPLQLEDVVIGQYKSHTKGGTTYPGYTEDKTVPKDSVTPTFAAAALFINNARWDGVPFLMKAG

KALHTKGAEIRVQFRHVPGNLYKRSFGTDLDTATNELVIRVQPDEAIYLKINNKIPGLGMRLDRSNLNLHYAARYSKEIPDAYERL

LLDAIEGERRLFIRSDELDAAWELFTPLLKELEEKRIAPELYPYGSRGPVGAHYLAAKYNVRWGDLTTEQKA 

 

>SbP2 (estExt_Genewise1Plus.C_chr_60876)                            

MALSCMRCPAGATGSARRAPFATAAAAVSFARCGGLGRSASAAAAACWRIHAVAPQGAKAPMTADVKHVVTPPASPKVENGSPSEI

TLDEFEDLSALCKNGNDDSTVSITVVGASGDLAKKKIFPALFALYYEDCLPKHFTIFGYARSKMTDAELRNMVSKTLTCRIDKREN

CSEKMEEFLKRCFYHSGQYDSEEHFLDLDKKLKQHEGPRVSNRLFYLSIPPNIFLDVVKCASKSASSVNGWTRVIVEKPFGRDSES

SAALTRGLKQYLVEDQIFRIDHYLGKELVENLSVLRFSNLVFEPLWSRQYIRNVQLIFSEDFGTEGRGGYFDGYGIIRDIMQNHLL

QILALFAMETPISLEAEDIRNEKVKVLRSMKPLQLEDVVVGQYKSHTKGGTTYPGYTDDKTVPKDSVTPTFAAAALFINNARWDGV

PFLMKAGKALHTKRAEIRVQFRHVPGNLYKGSFGTDLDRATNELVIRVQPDEAIYLKINNKIPGLGMRLDRSNLNLHYAARYSKEI

PDAYERLLLDAIEGERRLFIRSDELDAAWSLFTPLLKELEEKRIAPELYPYGSRGPVGAHYLAAKYNVRWGDLSAEHYKA 

 

>AtP2 (At5g13110.1) 

MAALSSSVTTRSYHSGYLASFSPVNGDRHRSLSFLSASPQGLNPLDLCVRFQRKSGRASVFMQDGAIVTNSNSSESKTSLKGLKDE

VLSALSQEAAKVGVESDGQSQSTVSITVVGASGDLAKKKIFPALFALYYEGCLPEHFTIFGYSRSKMTDVELRNMVSKTLTCRIDK

RANCGEKMEEFLKRCFYHSGQYDSQEHFTELDKKLKEHEAGRISNRLFYLSIPPNIFVDAVKCASTSASSVNGWTRVIVEKPFGRD

SETSAALTKSLKQYLEEDQIFRIDHYLGKELVENLSVLRFSNLIFEPLWSRQYIRNVQFIFSEDFGTEGRGGYFDNYGIIRDIMQN

HLLQILALFAMETPVSLDAEDIRNEKVKVLRSMRPIRVEDVVIGQYKSHTKGGVTYPAYTDDKTVPKGSLTPTFAAAALFIDNARW

DGVPFLMKAGKALHTRSAEIRVQFRHVPGNLYNRNTGSDLDQATNELVIRVQPDEAIYLKINNKVPGLGMRLDRSNLNLLYSARYS

KEIPDAYERLLLDAIEGERRLFIRSDELDAAWSLFTPLLKEIEEKKRIPEYYPYGSRGPVGAHYLAAKHKVQWGDVSIDQ 

 

>AtP2.1 (At1g24280.1) 

MSSLSCPTYRSRTSSSSPFLSNHHHSSLINVVDPRRSLSFHYASPQGLNLAELCVVRSQRRSVQSSVVVQDGSVATESSSSEEAKD

VGVLTIPSLEADKVVAESDGGEQLSTVSITVVGASGDLAKKKIFPALFALYYEGCLPEHFTIFGYARSKMTDAELRVMVSKTLTCR

IDKRANCGEKMEEFLKRCFYHSGQYDSQEHFVALDEKLKEHEGGRLSNRLFYLSIPPNIFVDAVKCASSSASSVNGWTRVIVEKPF

GRDSKTSAALTKSLKQYLEEDQIFRIDHYLGKELVENLSVLRFSNLIFEPLWSRQYIRNVQFIFSEDFGTEGRGGYFDNYGIIRDI

MQNHLL 

QILALFAMETPVSLDAEDIRNEKVKVLRSMRPIKLEDVVIGQYKSHSIGGVTYPSYTDDKTVPKGSLTPTFAAAALFIDNARWDGV

PFLMKAGKALNTRSAEIRVQFRHVPGNLYNRNSGTDRDQTTNELVIRVQPDEAIYLKINNKVPGLGMRLDQSNLNLLYSARYSKEI

PDAYERLLLDAIEGERRLFIRSDELDAAWALFTPLLKEIEEKKTTPEFYPYGSRGPVGAHYLAAKHKVQWGDLSLDQ 

 

>PtP2 (estExt_Genewise1_v1.C_LG_I7789) 

MATLYSTTCRSISYSLTPSSSSSSSLSINGQNHHQRLNFSSCIAKRVLPVKVSFHSRRNFHLNVVLMQDGAVATPVTPVENETPFK

KLKDGFLSSVPSTEEIKEAASFDVNKDESTVSITVVGASGDLAKKKIFPALFALYYEGCLPEHFTIFGYARSKMTDAELRNMVSKT

LTCRIDKRENCDEKMDQFLKRCFYHSGQYGSQENFAELDKKLKEHEGARVSNRLFYLSIPPNIFIEAVKCASSSASSGIGWTRVIV

EKPFGRDSDSSAALTKALKQYLDEDQIFRIDHYLGKELVENLSVLRFSNLIFEPLWSRQYIRNVQLIFSEDFGTEGRGGYFDNYGI

IRDIMQNHLLQILALFAMETPVSLDAEDIRNEKVKVLRSMRPLQLEDVVVGQYKNHTKGGVTYPAYTDDNTVPKGSLTPTFAAAAL

FIDNARWDGVPFLMKAGKALHNKSAEIRVQFRHVPGNLYNRNFGTDLDRATNELVIRVQPDEAIYLKINNKVPGLGMRLDRSNLHL

HYAARYSKEIPDAYERLLLDAIEGERRLFIRSDELDAAWALFTPVLKELEEKKIIPEYYPYGSRGPVGAHYLAARYKVRWGDLGIE

Q 

 

>PtP2.1 (eugene3.00031378) 

MAALYSTTCRSHSYSLLPSSSSSSSFHGQNHQRLNFSSYIAKRVLPAKVSFHSRRNYHLNVVLMQDGAVATPATLVENETPFKKLK

GGLLSSVPSTQEFKEAASFDVNKDESTVSITVVGASGDLAKKKIFPALFALYYEGCLPKHFTIFGYARSKMTDAELRNMVSKTLTC
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RIDKRENCGEKMDQFLKRCFYHSGQYDSLENFAELDKKLKEHEGGRVSNRLFYLSIPPNIFIDAVKCTSSSASSSIGWTRVIVEKP

FGRDSDSSAALTKALKQYLEEDQIFRIDHYLGKELVENLSVLRFSNLIFEPLWSRRYIRNVQLIFSEDFGTEGRGGYFDNYGIIRD

IMQNHLLQILALFAMETPVSLDAEDIRNEKVKVLRSMRPLQLEDVVVGQYNSHTKGGVTYPAYIDDSTVPKGSLTPTFAAAALFID

NARWDGVPFLMKAGKALHKKRAEIRVQFRHVPGSLYNQDFGNDLDLATNELVIRVQPDEAIDLKINNKVPGLGMRLDRSNLNLLYA

ARYSKEIPDAYERLLLDAIEGERRLFIRSDELDAAWALFTPVLKELEEKNVIPEYYPYGSRGPVGAHYLAARYNVRWGDLSIEQ 

 

>StP2 (CAB52708.1)    

MVTLYSSPSTNCSGAFSSYSNSSIGFYNYHYNFPISSRKFGSHKISLQINAVRMQDGAVVAQPSKTQDETPLKKLKDGILSKEQKH

TFDFDCNKDKSTVSITVVGASGDLAKKKIFPALFALYYEGCLPEHFTIFGYARSKMSDDELRNMVSKTLTCRIDKRENCGEKMEQF

LERCFYHSGQYDSQEHFAELDKKLKEHEAGRFSNRLFYLSIPPNIFINAVRCASLSASSAHGWTRVIVEKPFGRDSESSAALTGAL

KQYLKEDQIFRIDHYLGKELVENLSVLRFFNLIFEPLWSRQYIRNVQFIFSEDFGTEGRGGYFDHYGIIRDIMQNHLLQILALFAM

ETPVSLDAEDIRNEKVKVLRSMRPLQLDDVIVGQYKSHTKGGVNYPGYTDDKTVPKDSLTPTFAAAALFIDNARWDGVPFLMKAGK

ALHTRSAEIRVQFRHVPGNLYNKNFGSDLDQATNELVIRVQPDEAIYLKINNKVPGLGMRLDRSNLNLLYSARYAKEIPDAYERLL

LDAIEGERRLFIRSDELDAAWSLFTPVLKELEHKKIVPESYPYGSRGPIGAHYLAARYKVRWGDLA 

>ZmP2 (ACG29334) 

MALSCMRCPAGAGAASARRAAAQPLAAEAAVSFARCRGFGRSATAATSAWFWRNHAVASQGVKAPMDADVKNAVIPPTSPKVESGS

PSEITLDEFEDLSALCKNDDSTVSITVVGASGDLAKKKIFPALFALYYEDCLPKHFTIFGYARSKMTDAELRNMVSKTLTCRIDKR

ENCSEKMEEFLKRCFYHSGQYDSEEHFIDLDKKLKQHEGSRVSNRLFYLSIPPNIFLDVVKCASKSASSVNGWTRVIVEKPFGRDS

ESSAALTSGLKQYLVEDQIFRIDHYLGKELVENLSVLRFSNLVFEPLWSRQYIRNVQLIFSEDFGTEGRGGYFDGYGIIRDIMQNH

LIQILALFAMETPISLEAEDIRNEKVKVLRSMKPLQLEDVVVGQYKSHTKGGTTYPGYTDDKTVPKDSVTPTFAAAALFINNARWD

GVPFLMKAGKALHTKRAEIRVQFRHVPGNLYKGSFGTDLDRATNELVIRVQPDEAIYLKINNKIPGLGMRLDRSNLNLHYAARYSK

EIPDAYERLLLDAIEGERRLFIRSDELDAAWSLFTPLLKELEEKRIAPELYPYGSRGPVGAHYLAAKYNVRWGDLSAEHYKA 
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Legends to Supplementary Figures  

 

Figure S1: Relative growth rate of barley seedlings upon 0.1 mM ABA. Barley 

seedlings were grown for 3 days in hydroculture without any nitrogen source, then 

grown under 5 mM ammonium phosphate for 7 days; then seedlings were supplied 

with 0.1 mM of ABA and representative samples collected at given times. 

Appearance of control plants is shown above in comparison with ABA treated plants 

(below). 

 

Figure S2:  Western blots of P1- and Cy-G6PDH isoforms from crude extracts of 

roots (A) and leaves (B) of barley plants subjected to an ABA treatment. The 

seedlings were grown on a medium supplied with 0.1 mM of ABA and samples 

collected at given times. Detection of Cy- and P1-G6PDH  isoforms was made using 

antibodies raised against potato proteins (Wendt et al., 2000). 

 

Figure S3: G6PDH transcript expression profiles after ABA treatment. Semi-

quantitative RT-PCR were performed with RNA extracted from roots (A) and leaves 

(B) of samples collected at given times from seedlings supplied with 0.1 mM of 

ABA.  

The graphs show the quantification of transcript obtained using Image J software 

(NIH – USA) indicated by bars. Data shown are average ± standard error of five 

different determinations. A statistical one- way ANOVA analysis was performed 

using Jandel SigmaPlot 11.0 Software; other details in the text.  








