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SUPPLEMENTARY DATA

Cytosolic Cy-G6PDH

>HvCy (FJ790424)
MAGTDSSASSRQSSEFNSLAKDLELPLEQGCLTIVVLGASGDLAKKKTFPALYHLFEQGFLQSGEVHIVGYARTNLSDDGLRGRIRA
YLKGASEEHVSEFLQLIKYVGGSYDSGEGFEKLNKEISDYEMSNNSGSSRRLEYLALPPSVYPSVCKMIRTYCMSPTSRTGWTRVI
VEKPFGRDLDSAEELSSQLGELFQEDQLYRIDHYLGKELVQNLLVLRFANRLFLPLWNRDNVDNIQIVFREDFGTDGRGGYFDQYG
IIRDITIQNHLLOQVFCLVAMEKPVSLKPEHIRDEKVKVLQSVNPIKDEEVVLGQYQGYKDDPTVPDDSNTPTFASIVLRVHNERWEG
VPFILKAGKALNSRKAEIRVQFKDVPGDIFKCKKQGRNEFVIRLQPSEAMYMKLTVKKPGLEMtATEQSELDLSYGMRYQDVKIPE
AYERLILDTIRGDQQHFVRRDELKAAWQIFTPLLHNIDAGKLKAVSYKPGSRGPKEADELSEKVGYMQTHGYIWIPPTLAS

>SbCy (estExt Genewisel.C_chr 65912)
MSGGSTPSSRRNSEFNSLSRDLDLPSEQGCLSIVVLGASGDLAKKKTFPALYHLFDQGFIQSGEVHIFGYARSNLSDDGLRERIRGY
LKGDPEDLSEFLQLIKYVSGSYDTGEGFQKLNKTISQYEASNKSGSYRRLFYLALPPSVYPSVCKMIRTYCMNPSSHPGWTRVIVE
KPFGKDLDSAEELSAQLGELFEEHQLYRIDHYLGKELVONLLVLRFANRLFLPLWNRDNIDNIQIVFREDFGTEGRGGYFDQYGII
RDIIQNHLLQVFCLVAMEKPVSLKPEHIRDEKVKVLQSVNPIKPEEVVLGQYDGYKDDPTVPDDSNTPTFASVVLRVHNERWEGVP
FILKAGKALSSRKAEVRVQFKDVPGDIFRNKRQGRNEFVIRLOQPSEAMYMKLTVKKPGLEMATEQSELDLSYGMRYQNIKIPEAYE
RLILDTIRGDQQHFVRRDELKAAWQIFTPLLHDIDDGKLKALPYEPGSRGPKEADELSARVGYVQTHGYIWIPPTLA

>ZmCy (NP_00115068)
MSGGSSPSSRRNSFNSLSKDLDLPSEQGCLSIVVLGASGDLAKKKTFPALYHLFEQGFIQSGEVHIFGYARSNLSDDGLRERIRGY
LKGAPEDLSEFLQLIKYVSGSYDTGEGFEKLNRAISEYEVSKSSGSYRRLEFYLALPPSVYPSVCKMIRTYCMNPSSHPGWTRVIVE
KPFGKDLDSAEELSAQLGELFEEHQLYRIDHYLGKELVONLLVLRFANRLFLPLWNRDNIDNIQIVFREDFGTEGRGGYFDQYGII
RDIIQONHLLQVFCLVAMEKPVSLKPEHIRDEKVKVLQSVNPIKPEEVVLGQYDGYKDDPTVPDDSNTPTFASVVLRVHNERWEGVP
FILKAGKALSSKKAEVRVQFKDVPGDIFRSKKQGRNEFVIRLOPSEAMYMKLTVKKPGLEMATEQSELDLSYGMRYONVKIPEAYE
RLILDTIRGDQQOHFVRRDELQAAWKIFTPLLHDIDDGKLKALPYEPGSRGPKEADELSARVGYVQTHGYIWVPPTLA

>TaCy (BAA97663.1)
MAGTDSSASSRQSSFNSLAKDLELPLEQGCLTIVVLGASGDLAKKKTFPALYHLFEQGFLQSGEVHIVGYARTNLSDDGLRGRIRA
YLKGASEEHVSEFLQLIKYVSGSYDSGEGFEKLNKEISDYEMSNNSGSSRRLEFYLALPPSVYPSVCKMIRTYCMSPTSRAGWTRVI
VEKPFGRDLDSAEELSSQLGELFEEDQLYRIDHYLGKELVONLLVLRFANRLFLPLWNRDNVDNIQIVFREDFGTDGRGGYFDQYG
IIRDIIQONHLLQVFCLVAMEKPVSLKPEHIRDEKVKVLQSVNPIKDEEVVLGQYQGYKDDPTVPDDSNTPTFASIVLRVHNERWEG
VPFILKAGKALNSRKAEIRVQFKDVPGDIFKCKKQGRNEFVIRLOPSEAMYMKLTEFVQVKKPGLEMATEQSELDLSYGMRYQDVK
IPEAYERLILDTIRGDQOQHEFVRRDELKAAWQIFTPLLHDIDAGKLKAVSYKPGSRGPKEADELSEKVGYMQTHGYIWIPPTLA

>AtCyl (At3g27300.1)
MGSGQWHMEKRSTLKNDSEVKEYNPVTETGSLSIIVLGASGDLAKKKTFPALEFNLFHQGFLNPDEVHIFGYARSKITDEELRDKIR
GYLVDEKNASKKTEALSKFLKLIKYVSGPYDSEEGFKRLDKAILEHEISKKTAEGSSRRLFYLALPPSVYPPVSKMIKAWCTNKSD
LGGWTRIVVEKPFGKDLESAEQLSSQIGALFEEPQIYRIDHYLGKELVONMLVLRFANRLFLPLWNRDNIANVQIVFREDFGTEGR
GGYFDEYGIIRDIIQNHLLQVLCLVAMEKPISLKPEHIRDEKVKVLQSVIPIKDEEVVLGQYEGYRDDPTVPNDSNTPTFATTILR
INNERWEGVPFILKAGKAMSSKKADIRIQFKDVPGDIFKCONQGRNEFVIRLOQPSEAMYMKLTVKQPGLEMQTVQSELDLSYKQRY
QODVSIPEAYERLILDTIRGDQQHFVRRDELKAAWEIFTPLLHRIDKGEVKSVPYKQGSRGPAEADQLLKKAGYMQTHGYIWIPPTL

>AtCyl.1 (At5g40760.1)
MGSGQWHVEKRSTFRNDSEVREYGIVPETGCLSIIVLGASGDLAKKKTFPALFNLYRQGFLNPDEVHIFGYARTKISDEELRDRIR
GYLVDEKNAEQAEALSKFLQLIKYVSGPYDAEEGFQRLDKAISEHEISKNSTEGSSRRLEFYLALPPSVYPSVCKMIKTCCMNKSDL
GGWTRIVVEKPFGKDLESAEQLSSQIGELFDESQIYRIDHYLGKELVONMLVLRFANRFFLPLWNRDNIENVQIVFREDFGTEGRG
GYFDEYGIIRDIIQNHLLQVLCLVAMEKPISLKPEHIRDEKVKVLQSVVPISDDEVVLGQYEGYRDDDTVPNDSNTPTFATTILRI
HNERWEGVPFILKAGKALNSRKAEIRIQFKDVPGDIFRCQKQGRNEFVIRLOPSEAMYMKLTVKQPGLDMNTVQSELDLSYGQRYQ
GVAIPEAYERLILDTIKGDQQHFVRRDELKVAWEIFTPLLHRIDKGEVKSIPYKPGSRGPKEADQLLEKAGYLQTHGYIWIPPTL

>PtCyl (estExt Genewisel v1.C_LG _XVII0625)
MGSGQWMVEKRSSFRSDSEFSKEYETVPETGCLSIIVLGASGDLAKKKTFPALYNLYRRGFLOSNEVYIFGYARTKISDDDLRNRIR
GYFGKDASEHSEDVSKFLQLIKYVSGSYDTEDGFRLLDKEISEHEVSKNSAEGSSRRLFYLALPPSVYPPVCRMIRKCCMNRSDLG
GWTRIVIEKPFGKDLESAEKLSAQIGELFEEPQLYRIDHYLGKELVONLLVLRFANRFFLPLWNRDNIDNVQIVFREDFGTEGRGG
YFDEYGIIRDIIQNHLLQVLCLVAMEKPVSLKPEHIRDEKVKVLQSVLPIKDEEVVLGQYEGYRDDPTVPDHSNTPTFATVVLRIH
NERWEGVPFILKAGKALNSRKAEIRVQFKDVPGDIFKCQKQGRNEFVIRLOPSEAMYMKLTVKQPGLEMSTVQSELDLSYKQRYQG
VAIPEAYERLILDTIRGDQQHFVRRDELKAAWEIFTPLLHRIDDGEMKPLQYQPGSRGPVEADELLAKAGYVQTHGYIWIPPTL



>PtCyl.1 (grail3.0054015801)
MGSGQWMVEKRSGLENDSFLKEHETAPESGCLSIIVLGASGDLAKKKTFPALYHLYRQGFLHPDEVHIFGYARTRISDDELRDRIR
GYLGKEAEVVSKFLQLIKYVSGSYDTEDGFQLLDKEISQHEVSKNSAEGSSRRLFYLALPPSVYPTVCRMIRKCCMNKSDHGGWTR
IVIEKPFGKDLESAENLSAHIGELFEEAQLFRIDHYLGKELVONLLVLRFANRFFLPLWNRDNISNVQIVFRENFGTEGRGGYFDE
YGIIRDIIQNHLLOILCLVAMEKPVSLKPEYIRDEKVKVLQSVLPIRDEDVVLGQYDGYRDDPTVPDQSNTPTFATVVLRIHNERW
EGVPFILKAGKALNSSKAEIRVQFKDVPGDIFKCQKQGRNEFVIRLOQPSEAMYMKLTVKQPGLEMSTVQSELDLSYMQRYQGVPIP
EAYERLILDTIRGDQQHFVRRDELKAAWEIFTPLLHRIDNGEMKPKEYQPGSRGPVEADELLAKAGYVQTHGYIWIPPTL

>StCy (CAA52442.1)
MAASWCIEKRGSIRNDSFRDNDNIPETGCLSIIVLGASGDLAKKKTFPALFNLYRQGFLQSNEVHIFGYARTKISDDDLRSRIRGY
LSQGKENEGEVSEFLQLIKYVSGSYDSAEGFTSLDKAISEHEFSKNSTEGSSRRLFYFALPPSVYPSVCRMIKSYCMNKSDLGGWT
RTVVEKPFGKDLASSEQLSSQIGELFDEPQIYRIDHYLGKELVONLLVLRFANRFFLPLWNRDNIDNIQIVFREDFGTEGRGGYFD
EYGIIRDIIQONHLLQVLCLVAMEKPVSQKPEHIRDEKVKVLQSMLPIEDEEVVLGQYEGYKDDPTVPNNSNTPTFATMVLRIHNER
WEGVPFIMKAGKALNSRKAE IRVQFKDVPGDI FRCQKQGRNEFVIRLOPSEAMYMKL TVKKPGLEMSTVQSELDLSYGQRYQGVVI
PEAYERLILDTIRGDQQHFVRRDELKAAWE I FTPLLHRIDNGEVKPIPYKPGSRGPAEADELLQONAGYVQTHGY IWIPPTL

>MtCyl (Q42919)
MGTNEWHVERRDSIGTESPVAREVLETGTLSIVVLGASGDLAKKKTFPALFHLYKQELLPPDEVHIFGYARSKISDDELRNKLRSY
LVPEKGASPKQLDDVSKFLQLVKYVSGPYDSEDGFRLLDKEISEHEYLKNSKEGSSRRLFYLALPPSVYPSVCKMIKTCCMNKSDL
GGWTRVVVEKPFGRDLESAEELSTQIGELFEEPQIYRIDHYLGKELVONMLVLRFANRFFLPLWNHNHIDNVQIVEFREDFGTDGRG
GYFDQYGIIRDIIPNHLLQVLCLIAMEKPVSLKPEHIRDEKVKVLESVLPIRDDEVVLGQYEGYTDDPTVPDDSNTPTFATTILRI
HNERWEGVPFIVKAGKALNSRKAEIRVQFKDVPGDIFRSKKQGRNEFVIRLOPSEAIYMKLTVKQPGLEMSAVQSELDLSYGQRYQ
GITIPEAYERLILDTIRGDQQHFVRRDELKASWQIFTPLLHKIDRGELKPVPYNPGSRGPAEADELLEKAGYVQTPGYIWIPPTL

>MtCy2 (ACJ85742)
MATKDCWQCVQRSSIENDSPLSVDNNGPENGSLSIVVLGASGDLAKKKTFPALEFNLYKQGFLLANEVCIFGYARTKISDEELRNRL
RGYLVKEKDASPEKLETVSKFLHLIKYVSGSYDSENDFRLLDKEISKHESTTNTAEGSSRRLFYLALPPSVYPSVSKMIKTACMNK
SDHGGWTRIVVEKPFGKDLESAEQLSTQIGGLFEEPQIYRIDHYLGKELVONMLVLRFANRFFLPLWNRDNIANVQIVFKEDEFGTD
GRGGYFDQYGIIRDIIQNHLLQIFCLVAMEKPVSMRPEHIRDEKVKVLESVLPIKDEDVVLGQYEGYRDDPTVPDNSNTPTFASVI
LRVHNERWEGVPFILKAGKALGSRKADIRIQFKDVPGDIFKCQKQGRNEFVMRLRPSEAMYMKLTVKQPGLEMSTVQSELDLSYRQ
RYHDVTIPEAYERFILDTIRGDQQHEFVRRDELKAFWEIFT
PLLHRIDKGEFKSIPYKFGSRGPKQADELLEKAGYVQTHGYIWIPPTL

>NtCy (CAA04992)
MAASWCIEKRGSLRLDSFRENDNIPETGCLSIIVLGASGDLAKKKTFPALFNLYRQGFLOSNEVHIFGYARTKISDDDLRSRIRGY
LSKGKEYEEVSEFLQLIKYVSGSYDSGEGFSLLDKAIAEHEFAKNSTEGSSRRLFYFALPPSVYPSVCRMIKNYCMNKSDLGGWTR
IVVEKPFGKDLASAEQLSSQIGELFNEPQIYRIDHYLGKELVONVLVLRFANRFFLPLWNRDNIDNIQIVFREDFGTEGRGGYFDE
YGIIRDIIQONQLLQVLCLVAMEKPVSQKPEHVRDEKVKVLOSMLPIKDEEVVLEQYEGYKDDPTVPGNSNTPTFATMVLRIHNERW
EGVPFIMKAGKALNSRKAEIRVQFKDVPGDIFRCKKQGRNEFVIRLOQPSEAMYMKLTVKKPGLEMSTVQSELDLSYGQRYQGVVIP
EAYERLILDTIRGDQQHFVRRDELKAAWEIFTPLLHRIDDGEIKPIPYKPGSRGPAEADELLONVGYVQTHGYIWIPPTL

>0sCy (LOC _0s02g38840.1)
MSGGSSPRSRRSSFNSLSRDLELPSEQGCLSVIVLGASGDLAKKKTFPALFHLFAQGFIQSGEVHIFGYARSNLSDDGLRERIRGY
LKGASEEHLSDFLQHIKYVSGSYDSGEGFEKLNKEISEYEKSNKSESPRRLEFYLALPPSVYPSVCKMIRTYCMNPSGWTRVIVEKP
FGKDLDSSEELSAQLGELFDENQLYRIDHYLGKELVONLLVLRFANRLFLPLWNRDNIDNIQIVFREDFGTDGRGGYFDQYGIIRD
IIQONHLLOQVFCLVAMEKPVSLKPEHIRDEKVKVLQSVNPIKHDEVVLGQYEGYKDDPTVPDDSNTPTFASVVFRVHNERWEGVPFE I
LKAGKALSSRKAEVRVQFKDVPGDIFKCKRQGRNEFVIRLOPSEAMYMKLTVKKPGLEMATEQSELDLSYGMRYQNVKIPEACERL
ILDTIRGDQQHFVRRDELKAAWQIFTPLLHDIDEGKVKSIPYQPGSRGPKEADELSERVGYMQTHGYIWIPPTLA



Plastidial P1-G6PDH

>NtP1 (CAA04994)
MGGQLQLNPCSSSSVATTFHNGAHKFCRNFNILPFKAHSLESSVASTFHNGIYSRIQPRKHFEIMSSNGFHLNAVSLLDGSASKSM
PEQVPLTELENAETTVSITVIGASGDLAKKKIFTALFALFYEDCLPENFIVFGYSRTKMSDEELRNMISKTLTCRIDQRENCEAKM
DHFLERCFYHSGQYHSEDDFAELDYKLKAKEGSRVSNRLFYLSIPPNIFVDVVRCASLKASSTSGWTRVIVEKPFGRDLESSSELT
RCLKKYLTEEQIFRIDHYLGKELVENLSVLRFSNLVFEPLWSRNYIRNVQFIFSEDSGTEGRGGYFDNYGIIRDIMONHLLQILAL
FAMETPVSMDAEDIRNEKVKVLRSMRPLQLEDVVLGQYKGHSKGGKLYPAYTDDPTVPNGSVTPTFSAAALEFINNARWDGVPFLMK
AGKALHTRRAEIRVQFRHVPGNLYKRNFGTDLDKATNELVLRLOQPDEAIYLKINNKVPGLGMRLDRSDLNLLYKAKYRGEIPDAYE
RLLLDAIEGERRLFIRSDELDAAWALFTPLLKELEEKKIAPELYPYGSRGPVGAHYLAAKHNVRWGDLSGDD

>0sP1 (LOC_0s03g29950)
MAGTGLRFRQGAIFFSGAHAAAHPRTRTPHHHCSPQRTHDARGRCRLTAKSANGRPQISASFRDVAIDGAQSEDGAPEQGGSTVSI
TVVGASGDLAKKKIFPALFALYYEDCLPEHFTVFGYARSKMSDEELRNMISLTLTCRIDQRENCSDKMEQFLKRCEFYQSGQYNSEE
GFSELDRKLKEKEAGKVPNRLEFYLSIPPNIFVDVVRSASRTASSQDGWTREFIVEKPFGRDSESSGELTRNLKKYLAEEQIFRIDHY
LGKELVENLSVLRFSNLVFEPLWSRNYIRNVQLIFSEDFGTEGRGGYFDNYGIIRDIMONHLLQILALFAMETPVSLDAEDIRNEK
VKVLRSMRQLRLEDVVVGQYKGHSKGGKTYPAYVDDPTVPSGSITPTFAAAALFIDNARWDGVPFLMKAGKALHTRRAEIRVQFRR
VPGNLYGRRSRSVGGGGTTATRELEKATNELVLRVQPDEATIYLKINSKVPGLGMRLDSSDLNLLYSERYPAEIPDAYERLLLDAIE
GERRLFIRSDELDAAWAIFTPVLADLEANKVAPELYPYGSRGPVGAHYLAANHNVRWGDIS

>SbP1 (fgeneshl pg.C_chr 1003339)
MAATAALSFHPAAFSVSAHPREAAAATTKQPLRHCSPLRSVVPRRTCLLRARSSNGRPQISASFGNSNEVLDGMPTGDGPPAPGQG
GSTVSITVVGASGDLAKKKIFPALFALFYEDCLPEHFTVFGYARSKMSDEELRNMISTTLTCRIDKRENCGDKMEQFLKRCEYQSG
QYNSEEGFAELDRKLKEKEAGRLPNRLFYLSIPPNIFVDVVRSASRTASSSSGWIRFIVEKPFGRDSESSGELTRSLKKIDHYLGK
ELVENLSVLRFSNLVFEPLWSRNYIRNVQFIFSEDFGTEGRGGYFDNYGIIRDIMONHLVQILALFAMETPVSLDAEDIRNEKVKV
LRSMRQLKLEDVVVGQYKGHSKGGRSYPGYADDPTVPKGSVTPTFAAAALFIDNARWDGVPFLMKAGKALHTRRAEIRVQFRRVPG
NLYRRNIGTDLDKATNELVLRVQPDEAIYLKINNKVPGLGMRLDRSNLNLLYSERYRREIPDAYERLLLDAMEGERRLFIRSDELD
AAWAIFTPVLRELEDRKVAPELYPYGSRGPVGAHYLAANYNVRWGDITSDDAAF

>AtP1 (At5935790.1)
MATHSMIIPSPSSSSSSLATAASPFKETLPLFSRSLTFPRKSLFSQVRLRFFAEKHSQLDTSNGCATNFASLQDSGDQLTEEHVTK
GESTLSITVVGASGDLAKKKIFPALFALFYEGCLPQDFSVFGYARTKLTHEELRDMISSTLTCRIDQREKCGDKMEQFLKRCFYHS
GQYNSEEDFAELNKKLKEKEAGKISNRLYYLSIPPNIFVDVVRCASLRASSENGWTRVIVEKPFGRDSESSGELTRCLKQYLTEEQ
IFRIDHYLGKELVENLSVLREFSNLVFEPLWSRNYIRNVQLIFSEDFGTEGRGGYFDQYGIIRDIMONHLLQILALFAMETPVSLDA
EDIRSEKVKVLRSMKPLRLEDVVVGQYKGHNKGGKTYPGYTDDPTVPNHSLTPTFAAAAMEFINNARWDGVPFLMKAGKALHTRGAE
IRVQFRHVPGNLYKKSFATNLDNATNELVIRVQPDEGIYLRINNKVPGLGMRLDRSDLNLLYRSRYPREIPDAYERLLLDAIEGER
RLFIRSDELDAAWDLFTPALKELEEKKIIPELYPYGSRGPVGAHYLASKYNVRWGDLGEA

>PtPl (fgenesh4 pm.C_LG_XIV000487)
MATHFSPCSSSSTNFLPSSCFKNETTVLESRFAVTVPRKSTWVTONHSRIQGRKHFHIKSSNGHPLNAVSLODGOKAEKEESTLST
TVVGASGDLAKKKIFPALFALFYEDWLPENFTVFGYARTKLTDEELRNMISGTLTCRIDQRENCEDKMDQFLKRCFYHAGQYDSEG
DFSELNSKLKEKEAGKVSNRLEYLSIPPNIFVDVVRSASLRASSLNGWTRVIVEKPFGRDSESSGELTRCLKQYLTEDQIFRIDHY
LGKELVENLSVLRFSNLVFEPLWSRDYIRNVQLIFSEDFGTEGRGGYFDNYGIIRDIMONHLLQILALFAMETPVSLDAEDVRNEK
VKVLRSMKPLQLEDVIVGQYKGHSKSGRSYPAYTDDPTVPKDSRTPTFAAAALFINNARWDGVPFLMKAGKALHTRRAEVRVQFRH
VPGNLYKRNFGTDLDKATNELVLRVQPDEAIYLKINNKVPGLGMRLDRSDLNLLYSARYPREIPDAYERLLLDATAGERRLEIRSD
ELDAAWALFTPMLKELELKKIVPELYPHGSRGPVGAHYLAAKYNVRWGDLSSDDS

>StP1 (CAAS58775.1)
MGVQLRLNPCSSSSAATSPSTFHNGTPYFCKKENFLPFRTQPLNWVSGIYSRIQPRKHFEVESSNGFPLNAVSVQDVQVPLTELGS
GDTTVSITVIGASGDLAKKKILPALFALFYEDCLPENFVVFGYSRTKLSDEELRNMISTTLTCRIDKRENCDAKMEHFLERCEFYHS
GQYNSEDDFAELDYKLKEKEGCRVSNRLEYLSIPPNIFVDVVRCASLKASSTSGWTRVIVEKPFGRDLESSSELTRSLKKYLTEEQ
IFRIDHYLGKELVENLSVLREFSNLVFEPLWSRNYIRNVQFIFSEDFGTEGRGGYFDHYGIIRDIMONHLLQILALFAMETPVSLDA
EDIRNEKVKVLRSMRPLQLEDVVLGQYKGHSNGAKSYPAYTDDPTVPNGSITPTFSAAALFIDNARWDGVPFLMKAGKALHTKRAE
IRVQFRHVPGNLYKRNFGTDMDKATNELVLRLOPDEATIYLKINNKVPGLGMRLDRSDLNLLYKAKYRGEIPDAYERLLLDATEGER
RLFIRSDELDAAWALFTPLLKELEEKKIAPELYPYGSRGPVGAHYLAAKHNVRWGDLSGDD



Plastidial P2-G6PDH

>HvP2 (CAL44728)
MALSCMRCPSVAAGPAVRRPSSSVALSLARCGGRPAAVASGGWRIHAVAGKGVVKGPMDTAVENTVAPAAPSPVENGTSSAITVEE
YEDLASLAKDDEASVSITVVGASGDLAKKKIFPALFALYYEGCLPKHFSIFGYARSKMTDAELRHMVSKTLTCRIDKRENCSEKME
EFLKRCFYHSGQYDSEEDFRELGKKIELHQGPRVSNHLEFYLSIPPNIFLDVVKCASKSASSASGWTRVIVEKPFGRDSESSAALTR
GLKEFLAEDQIFRIDHYLGKELVENLSVLREFSNLVFEPLWSRQYIRNVQLIFSEDFGTEGRGGYFDSYGIIRDIMONHLLQILALF
AMETPISLEAEDIRNEKVKVLRSMKPLRLEDVVIGQYKSHTKGGITYPGYTEDKTVPKGSLTPTFAAAALFINNARWDGVPEFLMKA
GKALHTKQAEIRVQFRHVPGNLYKGSFGTDLDRATNELVIRVQPDGGIYLKINNKIPGLGMRLDRSNLNLHYAARYPKEIPDAYER
LLLDAIEGERRLFIRSDELDAAWELFTPLLKELEQKRMAPELYPYGSRGPVGAHYLAAKYNVRWGDLGGSEH

>NtP2 (AAF87216.1)
MVTLYSSPSTHSSGAVASYSNSSIGLYNYHHNKQIAVSSILSRKFGSLQOINQKPFWNAVRMODGAVATPPSKIENETPLKKLKNGI
LPVAPPKEQKDTIDFDSNKAKSTVSITVVGASGDLAKKKIFPALFALY YEGCLPEHFTIFGYARSKMTDAELRNMVSKTLTCRIDK
RENCGEKMEQFLERCFYHSGQYDSLENFAELDKKLKEHEAGRFSNRLFYLSIPPNIFINAVRCASLSASSAHGWTRVIVEKPFGRD
SESSAALTRSLKQYLNEDQIFRIDHYLGKELVENLSVLRFSNLIFEPLWSRQYIRNVQFIFSEDFGTEGRGGYFDHYGIIRDIMON
HLLOQILALFAMETPVSLDAEDIRNEKVKVLRSMRPLQLDDVIIGQYKSHTKGDVTYPGYTDDKTVPKDSLTPTFAAAALFIDNARW
DGVPFLMKAGKALHTRSAETRVQFRHVPGNLYNKNFGSDLDOATNELVIRVQPNEAT YLK INNKVPGLGMRLDRSNLNLLY SARYS
KEIPDPYERLLLDAIEGERRLFIRSDELDAAWSLFTPVLKELEDKKIVPEYYPYGSRGPIGAHYLAARYKVRWGDLV

>0sP2 (LOC_0s07¢22350)
MALSCMRCSPAAGAVRRGLASAAPPAALSFARCGLRRAAALGWRVAAVATTGVQGAKDAGLEKAARSASQSKVENGSPSEIILDDF
EDLSPLSENDDSTVSITVVGASGDLAKKKIFPALFALYYEDCLPKHFTIFGYARSKMTDAELRNMVSKTLTCRIDKRENCNEKMEE
FLKRCEFYHSGQYDSEEHFMDLDKKLKQHEGSRVSNRLEFYLSIPPNIFLDVVKCASKSASSGNGWTRVIVEKPFGRDSDSSSALTRG
LKQYLVEDQIFRIDHYLGKELVENLSVLRFSNLVFEPLWSRQYIRNVQLIFSEDFGTEGRGGYFDRYGIIRDIMONHLLQILALFA
METPVSLEAEDIRNEKVKVLRSMKPLQLEDVVIGQYKSHTKGGTTYPGYTEDKTVPKDSVTPTFAAAALFINNARWDGVPFLMKAG
KALHTKGAEIRVQFRHVPGNLYKRSFGTDLDTATNELVIRVQPDEAIYLKINNKIPGLGMRLDRSNLNLHYAARYSKEIPDAYERL
LLDAIEGERRLFIRSDELDAAWELFTPLLKELEEKRIAPELYPYGSRGPVGAHYLAAKYNVRWGDLTTEQKA

>SbP2 (estExt GenewiselPlus.C_chr 60876)
MALSCMRCPAGATGSARRAPFATAAAAVSFARCGGLGRSASAAAAACWRIHAVAPQGAKAPMTADVKHVVTPPASPKVENGSPSET
TLDEFEDLSALCKNGNDDSTVSITVVGASGDLAKKKIFPALFALYYEDCLPKHFTIFGYARSKMTDAELRNMVSKTLTCRIDKREN
CSEKMEEFLKRCFYHSGQYDSEEHFLDLDKKLKQHEGPRVSNRLFYLSIPPNIFLDVVKCASKSASSVNGWTRVIVEKPEFGRDSES
SAALTRGLKQYLVEDQIFRIDHYLGKELVENLSVLREFSNLVFEPLWSRQYIRNVQLIFSEDFGTEGRGGYFDGYGIIRDIMONHLL
QILALFAMETPISLEAEDIRNEKVKVLRSMKPLQLEDVVVGQYKSHTKGGTTYPGYTDDKTVPKDSVTPTFAAAALEFINNARWDGV
PFLMKAGKALHTKRAEIRVQFRHVPGNLYKGSFGTDLDRATNELVIRVQPDEATYLKINNKIPGLGMRLDRSNLNLHYAARYSKET
PDAYERLLLDAIEGERRLFIRSDELDAAWSLFTPLLKELEEKRIAPELYPYGSRGPVGAHYLAAKYNVRWGDLSAEHYKA

>AtP2 (At5g13110.1)
MAALSSSVTTRSYHSGYLASFSPVNGDRHRSLSFLSASPQGLNPLDLCVRFQRKSGRASVFMQDGAIVTNSNSSESKTSLKGLKDE
VLSALSQEAAKVGVESDGQSQSTVSITVVGASGDLAKKKIFPALFALYYEGCLPEHFTIFGYSRSKMTDVELRNMVSKTLTCRIDK
RANCGEKMEEFLKRCFYHSGQYDSQEHFTELDKKLKEHEAGRISNRLFYLSIPPNIFVDAVKCASTSASSVNGWTRVIVEKPEGRD
SETSAALTKSLKQYLEEDQIFRIDHYLGKELVENLSVLRFSNLIFEPLWSRQYIRNVQFIFSEDFGTEGRGGYFDNYGIIRDIMON
HLLQILALFAMETPVSLDAEDIRNEKVKVLRSMRPIRVEDVVIGQYKSHTKGGVTYPAYTDDKTVPKGSLTPTFAAAALFIDNARW
DGVPFLMKAGKALHTRSAEIRVQFRHVPGNLYNRNTGSDLDQATNELVIRVQPDEAIYLKINNKVPGLGMRLDRSNLNLLYSARYS
KEIPDAYERLLLDAIEGERRLFIRSDELDAAWSLEFTPLLKEIEEKKRIPEYYPYGSRGPVGAHYLAAKHKVQWGDVSIDQ

>AtP2.1 (Atl1g24280.1)
MSSLSCPTYRSRTSSSSPFLSNHHHSSLINVVDPRRSLSFHYASPQGLNLAELCVVRSQRRSVQSSVVVQODGSVATESSSSEEAKD
VGVLTIPSLEADKVVAESDGGEQLSTVSITVVGASGDLAKKKIFPALFALYYEGCLPEHFTIFGYARSKMTDAELRVMVSKTLTCR
IDKRANCGEKMEEFLKRCEFYHSGQYDSQEHFVALDEKLKEHEGGRLSNRLFYLSIPPNIFVDAVKCASSSASSVNGWTRVIVEKPF
GRDSKTSAALTKSLKQYLEEDQIFRIDHYLGKELVENLSVLREFSNLIFEPLWSRQYIRNVQFIFSEDFGTEGRGGYFDNYGIIRDI
MONHLL
QILALFAMETPVSLDAEDIRNEKVKVLRSMRPIKLEDVVIGQYKSHSIGGVTYPSYTDDKTVPKGSLTPTFAAAALEFIDNARWDGV
PFLMKAGKALNTRSAEIRVQFRHVPGNLYNRNSGTDRDQTTNELVIRVQPDEAIYLKINNKVPGLGMRLDQSNLNLLYSARYSKET
PDAYERLLLDAIEGERRLFIRSDELDAAWALFTPLLKEIEEKKTTPEFYPYGSRGPVGAHYLAAKHKVQWGDLSLDQ

>PtP2 (estExt Genewisel v1.C_LG_I7789)
MATLYSTTCRSISYSLTPSSSSSSSLSINGONHHQRLNFSSCIAKRVLPVKVSFHSRRNFHLNVVLMQODGAVATPVTPVENETPEFK
KLKDGFLSSVPSTEEIKEAASFDVNKDESTVSITVVGASGDLAKKKIFPALFALYYEGCLPEHFTIFGYARSKMTDAELRNMVSKT
LTCRIDKRENCDEKMDQFLKRCFYHSGQYGSQENFAELDKKLKEHEGARVSNRLFYLSIPPNIFIEAVKCASSSASSGIGWTRVIV
EKPFGRDSDSSAALTKALKQYLDEDQIFRIDHYLGKELVENLSVLRFSNLIFEPLWSRQYIRNVQLIFSEDFGTEGRGGYFDNYGI
IRDIMONHLLOQILALFAMETPVSLDAEDIRNEKVKVLRSMRPLOLEDVVVGQYKNHTKGGVTYPAYTDDNTVPKGSLTPTFAAAAL
FIDNARWDGVPFLMKAGKALHNKSAEIRVQFRHVPGNLYNRNFGTDLDRATNELVIRVQPDEAIYLKINNKVPGLGMRLDRSNLHL
HYAARYSKEIPDAYERLLLDAIEGERRLFIRSDELDAAWALFTPVLKELEEKKIIPEYYPYGSRGPVGAHYLAARYKVRWGDLGIE
Q

>PtP2.1 (eugene3.00031378)
MAALYSTTCRSHSYSLLPSSSSSSSFHGONHQRLNFSSYIAKRVLPAKVSFHSRRNYHLNVVLMQODGAVATPATLVENETPFKKLK
GGLLSSVPSTQEFKEAASFDVNKDESTVSITVVGASGDLAKKKIFPALFALYYEGCLPKHFTIFGYARSKMTDAELRNMVSKTLTC



RIDKRENCGEKMDQFLKRCFYHSGQYDSLENFAELDKKLKEHEGGRVSNRLEFYLSIPPNIFIDAVKCTSSSASSSIGWTRVIVEKP
FGRDSDSSAALTKALKQYLEEDQIFRIDHYLGKELVENLSVLRFSNLIFEPLWSRRYIRNVQLIFSEDFGTEGRGGYFDNYGIIRD
IMONHLLOILALFAMETPVSLDAEDIRNEKVKVLRSMRPLQLEDVVVGQYNSHTKGGVTYPAYIDDSTVPKGSLTPTFAAAALFEFID
NARWDGVPFLMKAGKALHKKRAEIRVQFRHVPGSLYNQDFGNDLDLATNELVIRVQPDEAIDLKINNKVPGLGMRLDRSNLNLLYA
ARYSKEIPDAYERLLLDATIEGERRLFIRSDELDAAWALFTPVLKELEEKNVIPEYYPYGSRGPVGAHYLAARYNVRWGDLSIEQ

>StP2 (CAB52708.1)
MVTLYSSPSTNCSGAFSSYSNSSIGFYNYHYNFPISSRKFGSHKISLQINAVRMODGAVVAQPSKTQDETPLKKLKDGILSKEQKH
TEFDFDCNKDKSTVSITVVGASGDLAKKKIFPALFALYYEGCLPEHFTIFGYARSKMSDDELRNMVSKTLTCRIDKRENCGEKMEQF
LERCFYHSGQYDSQEHFAELDKKLKEHEAGRFSNRLEYLSIPPNIFINAVRCASLSASSAHGWTRVIVEKPFGRDSESSAALTGAL
KQYLKEDQIFRIDHYLGKELVENLSVLRFFNLIFEPLWSRQYIRNVQFIFSEDFGTEGRGGYFDHYGIIRDIMONHLLQILALFAM
ETPVSLDAEDIRNEKVKVLRSMRPLQLDDVIVGQYKSHTKGGVNYPGYTDDKTVPKDSLTPTFAAAALFIDNARWDGVPEFLMKAGK
ALHTRSAEIRVQFRHVPGNLYNKNFGSDLDQATNELVIRVQPDEATIYLKINNKVPGLGMRLDRSNLNLLYSARYAKEIPDAYERLL
LDAIEGERRLFIRSDELDAAWSLEFTPVLKELEHKKIVPESYPYGSRGPIGAHYLAARYKVRWGDLA

>ZmP2 (ACG29334)
MALSCMRCPAGAGAASARRAAAQPLAAEAAVSFARCRGFGRSATAATSAWFWRNHAVASQGVKAPMDADVKNAVIPPTSPKVESGS
PSEITLDEFEDLSALCKNDDSTVSITVVGASGDLAKKKIFPALFALYYEDCLPKHFTIFGYARSKMTDAELRNMVSKTLTCRIDKR
ENCSEKMEEFLKRCFYHSGQYDSEEHFIDLDKKLKQHEGSRVSNRLEYLSIPPNIFLDVVKCASKSASSVNGWTRVIVEKPFGRDS
ESSAALTSGLKQYLVEDQIFRIDHYLGKELVENLSVLRFSNLVFEPLWSRQYIRNVQLIFSEDFGTEGRGGYFDGYGIIRDIMONH
LIQILALFAMETPISLEAEDIRNEKVKVLRSMKPLQLEDVVVGQYKSHTKGGTTYPGYTDDKTVPKDSVTPTFAAAALEINNARWD
GVPFLMKAGKALHTKRAEIRVQFRHVPGNLYKGSFGTDLDRATNELVIRVQPDEATYLKINNKIPGLGMRLDRSNLNLHYAARYSK
EIPDAYERLLLDAIEGERRLFIRSDELDAAWSLFTPLLKELEEKRIAPELYPYGSRGPVGAHYLAAKYNVRWGDLSAEHYKA



Legends to Supplementary Figures

Figure S1: Relative growth rate of barley seedlings upon 0.1 mM ABA. Barley
seedlings were grown for 3 days in hydroculture without any nitrogen source, then
grown under 5 mM ammonium phosphate for 7 days; then seedlings were supplied
with 0.1 mM of ABA and representative samples collected at given times.
Appearance of control plants is shown above in comparison with ABA treated plants

(below).

Figure S2: Western blots of P1- and Cy-G6PDH isoforms from crude extracts of
roots (A) and leaves (B) of barley plants subjected to an ABA treatment. The
seedlings were grown on a medium supplied with 0.1 mM of ABA and samples
collected at given times. Detection of Cy- and P1-G6PDH isoforms was made using

antibodies raised against potato proteins (Wendt et al., 2000).

Figure S3: G6PDH transcript expression profiles after ABA treatment. Semi-
quantitative RT-PCR were performed with RNA extracted from roots (A) and leaves
(B) of samples collected at given times from seedlings supplied with 0.1 mM of
ABA.

The graphs show the quantification of transcript obtained using Image J software
(NIH — USA) indicated by bars. Data shown are average * standard error of five
different determinations. A statistical one- way ANOVA analysis was performed

using Jandel SigmaPlot 11.0 Software; other details in the text.



3d 3d 7d
|-N +NH" +NH,”




A - ROOTS

ABA ————
0 3h 6h 9h 12h 24h 48h

cyt ! e e B &J

B - LEAVES

ABA ———
0 3h 6h 9h 12h 24h48h

cyt “vw-""

-

P1 sawr o vue s




CY Transcript

400

300 |

200 |

100 |

- - —

1

1

A - Roots - Cy transcript

I 1

T T T
» > o> P o> o> P
&0 ¥ ®F Y Y R @
o ¥ P aef ,\fi‘“" ,,,&0“ t,;!;“‘>

CY Transcript

400

300 |

200 |

100 |

- — C— —
— —

B - Leaves - Cy transcript

LLlll

Y oF o oF oF o oF
© oh oh ot oF o o
o® o 0 o r\'to q}t‘\ I\




