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Supplemental Figure S2

gRT-PCR analysis of SPX1 (A and B), PHT1;4 (C and D) and At4 (E and F)
expression in the shoot (A, C and E) and root (B, D, and F) of split-root wild-
type and cax7/cax3 plants. Plants were grown on +Pi (250 uM KH,PO,)

plates for 17 days, and transferred to Petri dishes divided into two sections
with roots split into two halves, and grown for another 5 days (+: plants
grown in +Pi; -: plants grown in -Pi; +/-: plants with one half of roots in +Pi
and the other half in -Pi). Error bars represent SD of two technical repeats.



