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BLAST results of tobravirus primers PCR product
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GACATTTTGGATACTCGTCTTACGGATGGGA GAAAAACAAGGTCTTGCAGAGGTTC
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PepRSV-29K 361 ATGGCCAAAGCCTGTGATAACACTTCTTTGATTCAGTATAAGTTCGATTACTGCGTGAGT 420

L23972 5775 ATGGCCAAAGCCTGTGATAACACTTCTTTGATTCAGTATAAGTTCGATTACTGCGTGAGT 5834

PepRSV-29K 420 ACCAGCGAAAATCTTGCGGACCTTTGGCACATTGGTACAGTGGCTACTGGAGTACCAGTT 480

L23972 5834 GGAGTACCA 5894

PepRSV-29K 481 GTAGATGGTTGTTTCCCGTTTAGTGTAGAAATGTCTTTAATTTGGGTTGCTACTGATTCG 540

L23972 5894 GTAGATGGTTGTTTCCCGTTTAGTGTAGAAATGTCTTTAATTTGGGTTGCTACTGATTCG 5954

PepRSV-29K 541 ACTACTCGGTTAAATCCTGAAGAGCTGAACAGTACCGATTATTTAGAAGGTGACTTTAGT 600

L23972 5955 CTCGGTTAAATCCTGAAGAGCTGAACAGTACCGATTATTTAGAAGGTGACTTTAGT 6014

PepRSV-29K 601 GATCAGAGTCAATTTGAAGAGTATATGAGCTTAAATCAAGTCAAAGCGAAAGCGATTGAT 660

L23972 6015 GATCAGAGTCAATTTGAAGAGTATATGAGCTTAAATCAAGTCAAAGCGAAAGCGATTGAT 6074

PepRSV-29K 661 GTCAAGTTCAAAGGTGAGTATGTGCCTAAACTTAGGCAGGATAGAAATTTGGCTTCGTTA 720

123972 6075 GTCAAGTTCAAAGGTGAGTATGTGCCTAAACTTAGGCAGGATAGAAATTTGGCTTCGTTA 6134

PepRSV-29K 721 GAAAAGATTCCGCAGTCAATTGTGAAAGCGGCAAGCATAAAGAARAAA
\||||\\||||\||||\\||||\||||\|||||\||||\||||\\|||

123972 6135 GAAAAGATTCCGCAGTCAATTGTGAAAG AAAGARAAAA

BLAST results of PepRSV 12K ORF

PepRSV-12K 1 ATGACGAAGTGTGCTCTACCTGAATGTGAAGAAAATACTCAGAAGAATCAGATGACCTGT 60

123972 6160 MMM A GA M AR 201
PepRSV-12K 61 TCAATGAAACATGCTAATAAATATAATAGGTATTTAGCTAGTAAGTTCGATGTAAAAAGA 120
123972 6260 MAMMAMUMICAAAAATAAT AP A AT AR 6301

PepRSV-12K 121 AAATGCGAGTGCAAGAACTGTGGTTGGTTTCCTGCGATATCAGTTCAACCTGATTACGTG 180

L23972 6302 AAATGCGAGTGCAAGAACTGTGGTTGGTTTCCTGCGATATCAGTTCAACCTGATTACGTG 6361

PepRSV-12K 181 GAAGTCTACTTCTGTTGTGGCATGAAGCATTTACAAAAGTGCAAAACCGATAATCCTTTA 240

L23972 6362 GAAGTCTACTTCTGTTGTGGCATGAAGCATTTACAAAAGTGCAAAACCGATAATCCTTTA 6421

PepRSV-12K 241 AAGGAGAAACGGTTGAACACACCAAAAAGACTGTTTAGAGATGATGTAGATTTTGGTCTT 300

L23972 6422 GGAGAAACGGTTGAACACACCAAAAAGACTGTTTAGAGATGATGTAGATTTTGGTCTT 6481

PepRSV-12K 301 AATTTACTGTTTAGTGAGGTGTGT 324

L23972 6482 AATTTACTGTTTAGTGAGGTGTGT 6505

B.

Sequence alignment of tobravirus primers PCR product versus Tobacco rattle virus (TRV)

PCR Seq 1 ATAAACAAAGAGAAATGCAGAGGCAGAGCTTTTTGAAGAGTTTCAGGGATAACGCAACGA
rRv(a195288) 622 AcoArCAchbAGkAAtTCTcbbAbAmattetateracantrsbotheAsblohad
PCR Seq 61 CT--TCCGACTCGGTCGTCACTGATGCGCAGTATGAGATGTATAATGCATTCAAGAATGG
TRV (HM195288) 682 GTGG%AAéLGAéAéATé*éGGAégA—ééAGC%G%é—é£$é$£CGA$CAA$$TCGAGAGAA
PCR Seq 119 TGTGGATAAACCTAATTTTGTTAGGTGTAACAACACTTTCCAAGATTGCAATTGCAGGGG
rRv(195288) 740 TbTACCOCACCHMCCORHALb I AR At n At rhcatbrAbadd
PCR Seq 179 TTATACTAAAGATGGATTGCGGCGCGGTGCAGAACATGCAATCGCTCTCCATAGTTTGTA
rRv(ae195288) 800 AbThTCt CARGTandaabarabiibbochoritbribdtbrtalbabbiab s
PCR Seq 239 TGACTTCGAGCTCGACAGCGTGGCAGACGCTATGATCGAAAAGAAGACGAAATTCCTGCA

TRV (HM195288) 857 TGACTTCAAGTTGAAAGACTTGATGTCTACAATGGTTGAGAAAAAGACAAAAGTGGTACA
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CGCAGCTATGCTTTTCGCACCTGAGGCAATTATGATAGAGGAAGGTCCACTACCTGATGT

TGCTGCTATGCTTTTTGCTCCTGAGAGTATGCTAGTGGACGAGGGTCCATTACCTTCTGT

TAATGGTTACTACCACAGAGTGCAAAAGAATCTTGGAACTAGGCCCGAGAGAATTATGTT

TGATGGTTACTACA------ TGAAAAAGAAT----——-———-—————~— GGGAAGATCTACTT

TGGTTTTCACGACGACCCTTCCTATAATTATATTCACACCTGGTCTGAGTATAAAAAATA

CGGTTTCGAAAAGGATCCTTCTTTTTCTTATATTCATGATTGGGAAGAGTACAAGAAATA

CTTATTAGGAAAATCTTTTGTTCGACGTGGCCATACTTTCTTCTTTGAGCCGTGGCAGAG

TCTACTGGGAAAGCCAGTGAGTTACCAAGGGAACGTGTTCTACTTCGAACCGTGGCAAGT

TAGAGGAGATACGATGTTCTTTACATTGTATAGGATGACTAATGTTCCCAGAACTGGCTT

GAGAGGAGATACAATGCTATTTTCAATCTACAGGATAGCTGGAGTTCCGAGG-CGGTCTC

GTTTGG-AGAAGAGTATTACAGGAGGTTGTACATTAAAAGGTGGGCTGGAATGGTGATTG

TTTCATCACAAGAGTACTACCGAAGAATATATATCAGTAGATGGGAAAACATGGTTGTTG

CGCCGGTCTTC
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Sequence alignment of PepRSV 29K ORF versus Tobacco rattle virus (TRV)
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ATGGAGAACGATAAGTCGTTAGTTGCTTTGAAGAAGAAGACTTTTGAATTGTCTAACTTT

ATGGAA---GACAAGTCATTGGTTACGCTTAAGAAGAAGACTTTCGAAGTTTCGAAGTTT

AGTAGGTTGGGTTCGGTCGAGTTGTTCGTCGATTCAAAAAGAAAGAGACCGAAGTACTTT

TCGAACTTAGGTGCTATTGAACTGTTTGTGGATGGTAGGAGAAAGAGACCGAAGTATTTC

CACAGACGTAGGCAGGTTGTTTTGAATAATGTAGCAGGCTCTTTAACTGAACACAAGTTA

CATAGAAGAAGAGAGACTGTCCTAAATCATGTTGGTGGAAAGAAGAGTGAACATAAGTTA

GGTGCTTTCAAAGTAGAAGATGTTGGAAGAATCAAGAGTTATGCCTTCTTGAGGATCGTA

GACGTTTTTGATCAGAGGGACTACAAAATGATTAAATCTTACGCGTTTTTGAAGATAGTA

GCAATTCAACTTGTTGTGTCTTCGCATTTACCTAGGGATACCCCTGGGCACTTGCAAGTT

GGTGTGCAACTTGTTGTTACATCACATCTACCTGCAGATACGCCTGGGTTTATTCAAATC

GACATTTTGGATACTCGTCTTACGGATGGGAGAAAGAAAAACAAGGTCTTGCAGAGGTTC

GATCTGTTGGATTCGAGACTTACTGAGAAAAGAAAGAAAGGAAAGACTATTCAGAGATTC

ATGGCCAAAGCCTGTGATAACACTTCTTTGATTCAGTATAAGTTCGATTACTGCGTGAGT

AAAGCTCGAGCTTGCGATAATTGTTCAGTTGCGCAGTACAAGGTTGAATACAGTATTTCT

ACCAGCGAAAATCTTGCGGACCTTTGGCACATTGGTACAGTGGCTACTGGAGTACCAGTT

ACACAAGAGAATGTACTCGATGTCTGGAAGGTGGGTTGTATTTCTGAAGGCGTTCCGGTC

GTAGATGGTTGTTTCCCGTTTAGTGTAGAAATGTCTTTAATTTGGGTTGCTACTGATTCG

TGTGACGGTACATACCCTTTCAGTATTGAAGTGTCGCTCATTTGGGTTGCTACTGATTCG

ACTACTCGGTTAAATCCTGAAGAGCTGAACAGTACCGATTATTTAGAAGGTGACTTTAGT

ACTAGGCGTCTTAATGTGGAAGAACTGAACAGTTCAGATTACATTGAAGGCGATTTTACC

GATCAGAGTCAATTTGAAGAGTATATGAGCTTAAATCAAGTCAAAGCGAAAGCGATTGAT

GATCAGGAGGTTTTCGGTGAGTTCATGTCTTTGAAACAAGTTGAGATGAAGACGATTGAG

GTCAAGTTCAAAGGTGAGTATGTGCCTAAACTTAGGCAGGATAGAAAT --TTGGCTTCGT

GCGAAGTATGACGGTCCTTACAGACC--AGCTACTACTAGACCAAAATCATTGTTGTCGA

TAGAAAAGATTCCGCA---GTCAATTGTGAAAG---CGGC---AAGCATAAAGAAAAAA

GTGAAGATGTTAAGGGAGCGTCTAAAAAGAAAAACTCGTCTTAATGCATAAAGAAATTT
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Sequence alignment of PepRSV 12K ORF versus Tobacco rattle virus (TRV)

PepRSV-12K 1 ATGACGAAGTGTGCTCTACCTGAATGTGAA-GAAAATACTCAGAAGAATCAGATGACCTG 59
TRV (HM195288) 6058 A%éiééT—é%é*Aé%éAAGGGTTG$é%éggTéAAGTCAé$GTTCTTGG%éACGAéAéGTG
PepRSV-12K 60 TTCAATGAAACATGCTAATAAATATAATAGGTATTTAGCTAGTAAGTTCGATGTAAAAAG 119
TRV (HM195288) %%GTL%TGGTég%éé$££C£AG$TGCGAgAéCAAGTTéé%GACiTéG%TéG%é%C£CGCé
PepRSV-12K 120 AAAATGCGAGTGCAAGAACTGTGGTTGGTTT-CCTGCGATATCAGTTCAACCTGATTACG 178
Ry (s01195285) rhastrtclonahehrabibdatidtbortirbrtotrh hatoarrtthls
PepRSV-12K 179 TG-GAAGTCTACTTCTGTTGTGGCATGAAGCATTTACAAAAGTG----—-———-——— CAAA 225
Ry (101 95288) brrbhnbtobmanrtbbittbblcomionticetrohihbireamanacorertort
PepRSV-12K 226 ACCGATAATCCTTTAAAGGAGAAACGGTTGAACACAC-CAAAAAGACT-GTTTAGAGATG 283
Ry (s01195285) sbeacarteacatareashoabatreMdnotnochidhack e acad
PepRSV-12K 284 ATGTAGATTTTGGTCTT---AATTTACTGTTTAGTGAG-GTGTGT 324

TRV (HM195288) C$AAAAAG$C$CA$AA$TCGLAA$CCéAAAAAAéGé£éAéAéAA$

Figure S3. (A) Sequence alignment of PepRSV sequences. 668 nucleotides of sequence was obtained after
sequencing a PCR product amplified using generic tobravirus primers from reverse-transcribed RNA extracted
from PVX 2.7-infected Arabidopsis. The top BLAST hit is shown (accession number L23972), which
corresponds to the Pepper ringspot virus RNA1 genome sequence. Sequence alignments are shown between the
published PepRSV sequence (JF268315) and the sequences amplified from N. benthamiana infected with PV X
2.7-derived PepRSV with either PRSV29KXbal.R+PRSV29KBamH.R (PepRSV-29K ORF) or
PRSV12KXbal.F+PRSV12KBamHI (PepRSV-12K ORF). Mismatches are boxed in black. (B) The same
sequences used in (A) were aligned with their corresponding regions in Tobacco rattle virus (TRV: accession
number HM195288). Overall identity in these regions was found to be 55%, 62% and 54% respectively, for the
RNAL PCR product, the 29K ORF and the 12K ORF sequences.



