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Supplemental Table 1. In vitro enzyme activity for recombinant produced GPX-1 

PDE1 and GPX-PDE2. Activity represents the average of two assays with protein 2 

derived from at least two independent transformants selected for each construct. 3 

 GPX-PDE1 GPX-PDE2 

 nmol/min/mg proteina 

GPC-PDE, Ca2+ b 68 0 

GPC-PDE, Mg2+ 0 207 

GPI-PDE, Ca2+ c 0 0 

GPI-PDE- Mg2+ 0 714 

 4 

aNo detectable activity in the absence of Ca2+ or Mg2+ 5 

bCa2+ or Mg2+ dependent glycerophosphocholine activity 6 

cCa2+ or Mg2+ dependent glycerophosphoinositol activity 7 

 8 
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Primer name Sequences (5' - 3') Description
GPX-PDE1sF ATCATTGGCTGCACTGCAATC

GPX-PDE1sR CGCGATGTGCAATGTTATATGG

GPX-PDE2sF ACAAAGATCAAGGAATCTGAAC

GPX-PDE2sR TAATTCTAAAGCCTATCAGTGTG

GPX-PDE2qF CAGCCAGATGCTGCATGACTAG

GPX-PDE2qR CCTTGCAACCCATTCTCCAA

SAP1qF AACACCACACGGCAGTTTTGG

SAP1qR TCTGTAAACCTTCCCCAGGTG

PT1qF TGGGCCGAATTTACTACCACG

PT1qR CATCAGGGTCATGCCATACAC

GPX-PDE1RTF GTTGCTCATCATTGGCTGCACTG

GPX-PDE1RTR CCAGTGACATTCTCTCCTTGGAC

GPX-PDE2RTF CGCGGATCCATGGCTCTTAAAGCTTTTC

GPX-PDE2RTR GCAGCATCTGGCTGGAAAGTTG

SAP1RTF GGAACGGCCCTACTGTATGTTG

SAP1RTR CCAAGGTGCATGCATGAGAACG

PT1RTF GGGAAGCCTGGTACATTGCCTC

PT1RTR GTGGAACAGTTGAACCAACTGG

GSTGPX-PDE1F CGCGGATCCTCTGTTTCCATGGCTTC

GSTtGPX-PDE1F CGCGGATCCCCTCTACAAACATTTC

GSTGPX-PDE1R
CCGGAATTCCTTGTCAACTTCTCAATAAG
A

Quantitative PCR
for cluster root
zones, Pi/Phi
resupply, dark/light
treatment and
RNAi

RT PCR for RNAi

RT PCR for RNAi

Quantitative PCR
for  cluster root
zones, Pi/Phi
resupply, dark/light
treatment

RT PCR for RNAi

RT PCR for RNAi

Quantitative PCR
for RNAi

Quantitative PCR
for RNAi

Quantitative PCR
for RNAi

Construction of
plasmids for whole
and truncated
coding region
expression in
E.coli

Supplemental Table 2. Oligonucleotides Used in this Study. 
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Primer name Sequences (5' - 3') Description
GSTGPX-PDE2F CGCGGATCCGCTCTTAAAGCTTTTC

GSTGPX-PDE2R
CCGGAATTCTGGCTTTTACTTTCAAATCT
G

ProGPX-PDE1GUSF CCCAAGCTTCCTTACATTGTCAAGCAC

ProGPX-PDE1GUSR TGCTCTAGAGCCATGGAAACAGACATG

mProGPX-PDE1GUSF
AAACAATACGGGGTCCATTCTTAGACCC
G

mProGPX-PDE1GUSR GGTCTAAGAATGGACCCCGTATTGTTTTC

ProGPX-PDE2GUSF
CCCAAGCTTGTGCTTCGTTCCTCTGCTG
C

ProGPX-PDE2GUSR TGCTCTAGAGCTTTAAGAGCCATAGTAAG

m12ProGPX-PDE2GUSF
CTTAACACCAAGACCATTCAATGCGACCA
TCCCTTTCTACAT

m12ProGPX-PDE2GUSR
GTAGAAAGGGATGGTCGCATTGAATGGT
CTTGGTGTTAAGTT

m3ProGPX-PDE2GUSF
TAGCAAGAATTGGACCATCCAGAGCATAT
AAC

m3ProGPX-PDE2GUSR
TATATGCTCTGGATGGTCCAATTCTTGCT
ATG

m4ProGPX-PDE2GUSF
GAGTTTTCAAGGTCCATACTTCTTCATTT
GG

m4ProGPX-PDE2GUSR
AAATGAAGAAGTATGGACCTTGAAAACTC
AA

Contruction of the
plasmid  for
expression in
E.coli

Construction of the
plasmids for GPX-
PDE1
promoter:GUS and
P1BS mutated
promoter:GUS

Construction of the
plasmids for GPX-

PDE2
promoter:GUS and

P1BS mutated
promoter:GUS

Supplemental Table 2 (continued from previous page). 
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Primer name Sequences (5' - 3') Description

GPX-PDE1GFPF1
GCTCTAGAGAGACCTTACATTGTCAAGC
AC

GPX-PDE1GFPF2
CAGGGGCCATGTCTGTTTCCATGGCTTC
C

GPX-PDE1GFPR1
AAGCCATGGAAACAGACATGGCCCCTGT
C

GPX-PDE1GFPR2
CGCGGATCCGACCAAGGAAGCAATTTTA
TGC

RNAiGPX-PDE1F CACCAAATATGGATACAAGGGTTC

RNAiGPX-PDE1R AAGACCCTGGCATACAAAATGAGC

RNAiGPX-PDE2F CACCGAAATTGCAAAGCACATACC

RNAiGPX-PDE2R GCCTATTCTATTAGTGTGAAGGAC

pCu416GPX-PDE1F CGCGGATCCATGTCTGTTTCCATGGC

pCu416tGPX-PDE1F CGCGGATCCATGCCTCTACAAACATTTC

pCu416GPX-PDE1R
CCGGAATTCCTTGTCAACTTCTCAATAAG
A

pCu416GPX-PDE2F CGCGGATCCATGGCTCTTAAAGCTTTTC

pCu416GPX-PDE2R
CCGGAATTCTGGCTTTTACTTTCAAATCT
G

α-TubulinF GCCTGATGGACAAATGCC

α-TubulinR GCCTGCAAATGTCATAGATAGC

LysoPLase 1F CCTGACCAACTCAAAGCCACCG

LysoPLase 1R GGAAGAAGTGGAGCGAGGTAGC

LysoPLase 2F CACTGCGGACGAGTTCTACGC

LysoPLase 2R GGTGATCGATGGCGCAGGTGGC

Quanitative PCR
for cluster roots

Quanitative PCR
for cluster roots

RT PCR for RNAi

Construction of
the plasmid for

GPX-PDE1:EGFP

Construction of
the plasmids for
GPX-PDE1 and

GPX-PDE2 RNAi

Construction of
plasmid for GPX-

PDE2 yeast
complementation

Construction of
plasmid for whole
coding region and
truncated GPX-

PDE1 yeast
complementation

Supplemental Table 2 (continued from previous page). 
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Supplemental Table 3. Yeast Strains Used in This Study. 

 

 

 
 
 
 
 
 
 

Strain Relevant  

Genotype 

Genotype 
Source 

JPV125 gde1∆ his3∆1, leu2∆0, met15∆0, ura3∆0, 

YPL110c::KanMX, MATa 
Research Genetics 

JPV203 wild type his3∆1, leu2∆0, met15∆0, ura3∆0, MATa Research Genetics 



#MEGA 

!Title alignment; 

!Format 

   DataType=Protein 

   NSeqs=30 NSites=1347 

   Identical=. Missing=? Indel=-; 

 

 

!Domain=Data; 

#La_GPX-PDE2   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#Gm19g27060    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#Sc_GDE1       MKFGKTFANH RIPEWSSQYV GYKSLKKMIK EITRLQEDIY RAHNKNSYDE GRPPTKMRDS SNSAQNYLDS PKIQKLLASF  [  80] 

#Ec_glpQ       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#Ec_ugpQ       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#Sc_PGC1       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#At1g66980     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#At3g20520     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#At5g58050     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#At5g43300     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#At5g58170     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#Gg_GDE2       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#Mm_GDE3       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#Gm17g08680    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#Os03g40670    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#Stc_glpQ1     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#Stc_glpQ2     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#At5g41080     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#At3g02040     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#At1g71340     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#Hs_GDE1/Mir16 ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#Os02g31030    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#At1g74210     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#At5g55480     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#Sb03g035370   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#At4g26690     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#At5g08030     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#Sb04g021010   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#La_GPX-PDE1   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

#At1g66970     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [  80] 

 

#La_GPX-PDE2   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#Gm19g27060    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#Sc_GDE1       FFAVDRDIEK VDTFYNSQYA EYKKRFERLL SSNQFNEIKS TLVVDANKED AVAQTLLTKD TREMNMLLKG TSQASRLSYH  [ 160] 

#Ec_glpQ       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#Ec_ugpQ       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 



#Sc_PGC1       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#At1g66980     ---------- ---------- ---------- ---------- ---------- ---------- -------MNS QQSTRTKQML  [ 160] 

#At3g20520     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#At5g58050     ---------- ---------- ---------- ---------- ---------- ---------- ---------- -----MLRFF  [ 160] 

#At5g43300     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#At5g58170     ---------- ---------- ---------- ---------- ---------- ---------- ---------- -----MLRFI  [ 160] 

#Gg_GDE2       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#Mm_GDE3       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#Gm17g08680    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#Os03g40670    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#Stc_glpQ1     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#Stc_glpQ2     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#At5g41080     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#At3g02040     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#At1g71340     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#Hs_GDE1/Mir16 ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#Os02g31030    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#At1g74210     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#At5g55480     ---------- ---------- ---------- ---------- ---------- ---------- -------MIN MRDNPTMHVL  [ 160] 

#Sb03g035370   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#At4g26690     ---------- ---------- ---------- ---------- ---------- ---------- ---------- MRG-----LL  [ 160] 

#At5g08030     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#Sb04g021010   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#La_GPX-PDE1   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 160] 

#At1g66970     ---------- ---------- ---------- ---------- ---------- ---------- -------MNS RPSNPTKLVI  [ 160] 

 

#La_GPX-PDE2   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 240] 

#Gm19g27060    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 240] 

#Sc_GDE1       KDDLIEIQSI LAELRKQFRN LKWYAELNKR AFGKILKKLD KKVGTNQQMS TMKTRILPLQ FANDSLITKD LSLLKTIWEQ  [ 240] 

#Ec_glpQ       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 240] 

#Ec_ugpQ       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 240] 

#Sc_PGC1       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 240] 

#At1g66980     QQSSTHLLCG VVLLQLFAAQ VDAQ--RSTS PWQTLSGDAP LVIARGGFSG LFPDSSLAAY QFAMVVSVAD VVLWCDVQLT  [ 240] 

#At3g20520     --MACPRVIF LILITFFILQ TAFS-----S SWQTLSGKPP AVIARGGFSG MFPDSSIQAY QLVNITTSPD VMLWCDLQLT  [ 240] 

#At5g58050     ILFSLFLHSS VAAPKTPAAA AAVP----AK KWLTLNGQEP AVVARGGFSG LFPESSISAN DLAIGTSSPG FTMLCNLQMT  [ 240] 

#At5g43300     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 240] 

#At5g58170     IFFSLFIHLC VAAPQTPAAA AAVP----AK KWLTLNGQEP AVVARGGFSG LFPESSASAN DLAIGTSSPG LTMLCNLQMT  [ 240] 

#Gg_GDE2       ---------- ---------- ---------- ---------- ---------- ---------- ---------- --MVKHQPLQ  [ 240] 

#Mm_GDE3       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ---MADSPGC  [ 240] 

#Gm17g08680    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 240] 

#Os03g40670    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 240] 

#Stc_glpQ1     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 240] 

#Stc_glpQ2     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 240] 

#At5g41080     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 240] 

#At3g02040     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 240] 



#At1g71340     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 240] 

#Hs_GDE1/Mir16 ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 240] 

#Os02g31030    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 240] 

#At1g74210     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 240] 

#At5g55480     Q-ASKFLFLA LILIQLLSTQ LFAQ--RSKS PWQTLTGDAP LVIARGGFSG LLPDSSLDAY SFVSQTSVPG AVLWCDVQLT  [ 240] 

#Sb03g035370   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 240] 

#At4g26690     R-ASSLLLCG VILIQLLAAQ IHAQSKKPKS PWPTLTGDPP LVIARGGFSG LFPDSSYDAY NFAILTSVPD AVLWCDVQLT  [ 240] 

#At5g08030     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 240] 

#Sb04g021010   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 240] 

#La_GPX-PDE1   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 240] 

#At1g66970     R-SSTLLFCG VVLIHLFAAQ IDAQ--RSTS RWQTLNGDAP LVIARGGFSG LYPDSSIAAY QLATLTSVAD VVLWCDLQLT  [ 240] 

 

#La_GPX-PDE2   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 320] 

#Gm19g27060    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 320] 

#Sc_GDE1       VTFRINSYER VMRSTSPNAN ANDNTEFFKI ICVFIEEDDS KGLIRELTNL YSELSLIPTR IMISVLNKAA LSKSLACIDA  [ 320] 

#Ec_glpQ       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 320] 

#Ec_ugpQ       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 320] 

#Sc_PGC1       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 320] 

#At1g66980     KDGHGICFPD LNLANASNSE EVYPNRQKSY PVNGVTTKGW FPIDFSLTEL QKVLFSLIRG ILSRSGKFDE NGYSISTVQN  [ 320] 

#At3g20520     KDGVGICFPN LKLDNGSNVI RIDPHYKER- ---------- FSVDFTWKEL SD--VKLAQG VVSRPYIFDD VS-SILAIEE  [ 320] 

#At5g58050     KDGVGLCLSD IRLDNATTIS SVFPKAQKTY KVNGQDLKGW FVIDYDADTI FN-KVTLVQN IFSRPSIFDG QM-SVSAVED  [ 320] 

#At5g43300     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 320] 

#At5g58170     KDGVGLCLSD IILDNATTIS SVFPKAQKTY KVNGQDLKGW FVLDYDADTI FN-NVTLVQN IFSRPSIFDG QM-SVSAVED  [ 320] 

#Gg_GDE2       YYEPQLCLSC LTGIYGCRWK RYQRSH---- ---------- ---------- ---------- -------DDT TKWERLWFLI  [ 320] 

#Mm_GDE3       CSIWARCLHC L---YSCHWR KYPKQK---- ---------- ---------- ---------- -------MQT SKCDCIWFGL  [ 320] 

#Gm17g08680    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 320] 

#Os03g40670    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 320] 

#Stc_glpQ1     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 320] 

#Stc_glpQ2     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 320] 

#At5g41080     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 320] 

#At3g02040     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 320] 

#At1g71340     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 320] 

#Hs_GDE1/Mir16 ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 320] 

#Os02g31030    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 320] 

#At1g74210     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 320] 

#At5g55480     KDAIGLCFPD VKMMNASNIQ DVYPKRKTSY LLNGVPTQDW FTIDFNFKDL TK--VILKQG ILSRSAAFDG NSYGISTVKD  [ 320] 

#Sb03g035370   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 320] 

#At4g26690     KDALGICFPD LTMRNSSSIE AVYPTRQKSY PVNGVPTSGW FTIDFSLKDL KD--VNLIRG ILSRSKKFDG NSNPIMTVQS  [ 320] 

#At5g08030     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 320] 

#Sb04g021010   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 320] 

#La_GPX-PDE1   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 320] 

#At1g66970     KDGLGICFPD LNLANASTID RVYPNREKSY SVNGVTTKGW FPNDFSLTEL QN--FLLIRG ILSRTDRFDG NGYLISTIED  [ 320] 

 

#La_GPX-PDE2   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 400] 

#Gm19g27060    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 400] 



#Sc_GDE1       ILKVIPSLND SEDINRRNFF HHHIIAIGKL IRKQEILSRK KKSQPSKYTN SEGEIVTDLR TLHTTLSAPA ESDSITEEEK  [ 400] 

#Ec_glpQ       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 400] 

#Ec_ugpQ       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 400] 

#Sc_PGC1       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 400] 

#At1g66980     VATQMKPALF WLNVQHDEFY EQHNLSMSSF LLSTSRTVSI DFISSPEVNF FRKIAGGFGN NGPSFVFQFM GKEDFEPTTN  [ 400] 

#At3g20520     VA-KLTASGL WLNIQDSAFY AKHNLSMRNS VVSLSRRLKV NFISSPGISF LKSMKNSVKP TVTKLIFRFL KQEHIEPFTN  [ 400] 

#At5g58050     VLGTKPPK-F WLSVQYDAFY MEHKLSPAEY LRSLRFRG-I NVISSPEIGF LKSIGMDAGR AKTKLIFEFK DPEAVEPTTN  [ 400] 

#At5g43300     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 400] 

#At5g58170     VLGTKPPK-F WLSVQYDAFY MEHKLSPAEY LRSLQFRG-I NVISSPEIGF LKSIGMDAGR AKTKLIFEFK DPEAVEPTTN  [ 400] 

#Gg_GDE2       LTSSFFLTLV WFYFWWEVHN DYNEINWFLY NRMG------ -YWSDWSIPI LVTTAAGFTY ITVLLILALC HIAVGQQMNL  [ 400] 

#Mm_GDE3       LFLTFLLSLG WLYIGLILLN DLHNFNEFLF RHWG------ -HWMDWSLIV LLVVSLLVTY ASLLLLLGLL LQLCGQPLHL  [ 400] 

#Gm17g08680    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 400] 

#Os03g40670    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 400] 

#Stc_glpQ1     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 400] 

#Stc_glpQ2     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 400] 

#At5g41080     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 400] 

#At3g02040     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 400] 

#At1g71340     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 400] 

#Hs_GDE1/Mir16 ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 400] 

#Os02g31030    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 400] 

#At1g74210     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 400] 

#At5g55480     ISTQLKPEGF WLNVQHDAFY AQHNLSMSSF LLSISKTVII DYLSSPEVNF FRNIGRRFGR NGPKFVFRFL EKDDVEVSTN  [ 400] 

#Sb03g035370   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 400] 

#At4g26690     VSTQMKPSFF WLNVQHDAFY AQHNLSMSSF LVAASKTVLI DFISSPEVNF FKKIAGRFGR NGPSLVFRFL GQDEFEPTTN  [ 400] 

#At5g08030     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 400] 

#Sb04g021010   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 400] 

#La_GPX-PDE1   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 400] 

#At1g66970     VVTTLNREGF WLNVQHDAFY EQQNLSMSSF LLSVSRTVSI DFISSPEVNF FKKITGSFGR NGPTFVFQFL GKEDFEPTTN  [ 400] 

 

#La_GPX-PDE2   ---------- ---------- ---------- ---------- --------MA LK------AF HVSDIPSIDI VP--ETH-LS  [ 480] 

#Gm19g27060    ---------- ---------- ---------- ---------- --------.. ..------.V ..T.V..L.L ..--.NAS.A  [ 480] 

#Sc_GDE1       SSACTLSYIL EELPIHLRPC LFQHDNYKRT PLHYSCQYGL SEVTKLIIKL M.EWNIWNEI PID.VSAFGD AESLTPLH.C  [ 480] 

#Ec_glpQ       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ---------M  [ 480] 

#Ec_ugpQ       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 480] 

#Sc_PGC1       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 480] 

#At1g66980     RTYGSILSNL SFVKTFASGI LVPKSYILPL DDKQYLLPHT SLVQDAHKAG ..LYASGF.N D.DIAYNYSW D.--VSEY..  [ 480] 

#At3g20520     QSYGSLAKNL SYIRTFSSGI LVPKSYIWPV DSALYLQPHT SLVTDAHKEG .QVFASEF.N DFVIAYNYSY D.--TAEY..  [ 480] 

#At5g58050     KKYSEIQQNL AAIKAFASGV LVPKDYIWPI DSAKYLKPAT TFVADAHKAG .EVYASGF.N DLRTSFNYSY D.--SAEY.Q  [ 480] 

#At5g43300     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 480] 

#At5g58170     KKYSEIQQNL AAIKAFASGV LVPKDYIWPI DSAKYLKPAT TFVADAHKAG .EVYASGF.N DLRTSFNYSY D.--SAEY.Q  [ 480] 

#Gg_GDE2       HWLHKIGLMT TLITTVVT-- -MSSIAQLWD DEWEMVFISL QATAPFLHIG ALAAVTALSW LIAGQFARME KA--TSQM.M  [ 480] 

#Mm_GDE3       HSLHKVLLLL IVLLVAAG-- -LVGLDIQWR QEWHSLRLSL QATAPFLHIG AVAGITLL.W P.A.TFYRIH PR--GPKV.L  [ 480] 

#Gm17g08680    ---------- ---------- ---------- ---------- ---------- ---------- ---MASLPSF A.--FVFL.L  [ 480] 

#Os03g40670    ---------- ---------- ---------- ---------- ---------- ---------- ---MAAFWL. SI--IVLV.L  [ 480] 

#Stc_glpQ1     ---------- ---------- ---------- ---------- ---------- ------MGTQ ESDERAGGGT GR--RALLGA  [ 480] 



#Stc_glpQ2     ---------- ---------- ---------- ---------- ---------- ---------- ---------- --------MH  [ 480] 

#At5g41080     ---------- ---------- ---------- ---------- --------.. .R------TV L...V..LPD SV--YGLSEG  [ 480] 

#At3g02040     ---------- ---------- ---------- ---------- --------.S ..------.I ...EV..L.H F.--.NPS.I  [ 480] 

#At1g71340     ---------- ---------- ---------- --------MA IFEWRHRRRP FDGGGTRRRR FF.PLY.RNF KR---.ILFA  [ 480] 

#Hs_GDE1/Mir16 ---------- ---------- ---------- ---------- --------.W .WEDQGGLLG PF.FLLLVLL LVTRSPVNAC  [ 480] 

#Os02g31030    ---------- ---------- ---------- ---------- --------.. .-------DV LAAGA.ATSA IL--AEVDAA  [ 480] 

#At1g74210     ---------- ---------- ---------- ---------- ---------- ---------- ---M.LTRCL PL--IWLS.L  [ 480] 

#At5g55480     QTYGSLAGNL TFLKTFASGV LVPKSYIWPI ES-QYLLPRT SFVQDAHKAG .EVYASGFGN DFDLAYNYSF D.--LAEY..  [ 480] 

#Sb03g035370   ---------- ---------- ---------- ---------- ---------- ---------- ---MR..LYC A.--LFLL.L  [ 480] 

#At4g26690     RTYGSILSNL TFVKTFASGI LVPKSYILPL DDQQYLLPHT SLVQDAHKAG .EVFVSGF.N DIDIAHDYSF D.--VSEY..  [ 480] 

#At5g08030     ---------- ---------- ---------- ---------- ---------- ---------- ---MAFKYLL PL--LLLS.L  [ 480] 

#Sb04g021010   ---------- ---------- ---------- ---------- --------.. .LKAARVADV PTL.VVAPGL .V--.AGTA.  [ 480] 

#La_GPX-PDE1   ---------- ---------- ---------- ---------- ---------- ---------M S..MAS.TSF AS--LVFM.L  [ 480] 

#At1g66970     RTYGSILSNL TFVKTFASGI LVPKSYILPL DDEQYLVPHT SLVQDAHKAG .QVYVSGF.N D.DIAYNYSS D.--VSEY..  [ 480] 

 

#La_GPX-PDE2   LHSTPFSNGV K-----FKVP EFVVIGHRGY G--------M NALQSLDRRM KAIKENSIMS FNAAANFPIH FIEF-DVQVT  [ 560] 

#Gm19g27060    .C.SR.P..L EMCRSGLEI. K........N .--------. .V...S.... R.....T... .....T..LD ....-.....  [ 560] 

#Sc_GDE1       VLGAHPKTTE VLLQSLDPNV KLKSSSLLHL ATEWNNYPLL HV.L.SK.FD INYQD.ELHE TPLYLACRLN .F.AAVCLLY  [ 560] 

#Ec_glpQ       KLTLKNLSMA IMMSTIVMGS SAMAADSN-- ---------E KIVIAHRGAS GYLP.HTLPA KAM.YAQGAD YL.Q-.LVM.  [ 560] 
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#At5g08030     ITSDAY.DYI KPYVIGI.PW KDTIVPV--- NNN-.LMTPT DLVARAHSRN .QVHPYTYRN .NQFLHLEFN Q.PYLEYDYW  [ 880] 

#Sb04g021010   ----...... V....AS.M. .-....A--- R.I..H..A. P....AN... ....T..... .......... VN.......P  [ 880] 

#La_GPX-PDE1   ITSDSYF.YI KDYVVGI.PW KET.VTV--- VNN-YLQTPS DLV.RAHAHN .QVHTYTYRN .NKFLCFNFN Q.PYQEYDYW  [ 880] 

#At1g66970     -----AI.DI K.FANAVVIN KDS.FPN--- SDS.LTGQT- NVVERLQK.Q .PVYVELFRN .F.SQAYDFF S.ATVEINAY  [ 880] 

 

#La_GPX-PDE2   EITEAVTNLI TSAKVVVDEE GLNE------ ---------- ---------- ---------- ----KLKLHS KPKFSQLELS  [ 960] 

#Gm19g27060    ......ADM. KPT.GGEG.- ..A.GCG--- ---------- ---------- ---------- ----.VQGN. ..Q...Q...  [ 960] 

#Sc_GDE1       LVSTR.IGHR GLG.NNPNKS LQIGENTVES FIMAASLGAS YVEFDVQLTK DNVPVVYHDF LVAETGVDIP MHELTLEQFL  [ 960] 

#Ec_glpQ       YNKAG.NG.F .DFPDKAVKF LNK.------ ---------- ---------- ---------- ---------- ----------  [ 960] 

#Ec_ugpQ       LLRWG.DCIC .D.ID.IGPN FTAQ------ ---------- ---------- ---------- ---------- ----------  [ 960] 

#Sc_PGC1       SKWVHIKLCG W.IAY.IFLF LRTIHFL--- ---------- ---------- ---------- ---------- ----------  [ 960] 

#At1g66980     IFGAGINGT. .EFPYTAARY KR.RCLGR-- -----EEVPP YMLPVNPGGV LTLISTSSLP PAQDPNPIFT HDDVTEPP.P  [ 960] 

#At3g20520     VRDVQIDGI. .DFPATTARY RK.KCYG--- ---------- EFGLTTTGEL ITFANPMLLP PAEAPYPALL DSDVTEPP.P  [ 960] 

#At5g58050     IAGRG.DGV. .EFPATATRY LRSPCSDLN- -----KDQPY AILPADAGAL LTVADKEAQL PAIPPNPPLD AKDVIDPP.P  [ 960] 

#At5g43300     D.S..IA.IE VTNEDDCEG. DERKCLIR-- ---------- ---------- ---------- ----FGEERK .VEITKDMIT  [ 960] 



#At5g58170     ISGSG.DGV. .EFPATATRY LKSPCSDLN- -----KEQPY AILPAEAGGL VVVADKEAQP PASAPNPPLE AKDVIDPP.P  [ 960] 

#Gg_GDE2       VGVFIFQ.YH NDQWRLGSIR TY.PEQIM-- ---------- ---------- ---------L SAAVRRSSRD VKIMKEKLIF  [ 960] 

#Mm_GDE3       LSIFLLRGGC AKRNRTG--- ---------- ---------- ---------- ---------- ---------- ---LETAV.L  [ 960] 

#Gm17g08680    INKIG.DG.F .DFTGSLHRY QEWTSN---- ---------- ---------- ---------- -------HKD DDDK---N.L  [ 960] 

#Os03g40670    LGEIG.DG.F .DFTGTLHRF QECTTP---- ---------- ---------- ---------- --------YP .NEKNAEA.L  [ 960] 

#Stc_glpQ1     ----SDPDAY GDVFGAFRTY FATGIDG--- ---------- ---------- ---------- ---------V FTDNPDTGVL  [ 960] 

#Stc_glpQ2     VVRD..D--- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [ 960] 

#At5g41080     ..I.ST.RMM IRPPPSSSPL PSPSK-D--- ---------- ---------- ---------- ----DDVAIT R.E...K.I.  [ 960] 

#At3g02040     ......REMM KPSNRDA.G- ---------- ---------- ---------- ---------- -------TKP ..N..DR...  [ 960] 

#At1g71340     MFQGLMED.R .ECLEEGFSI RT-------- ---------- ---------- ---------- ---------- ----------  [ 960] 

#Hs_GDE1/Mir16 .SHLGSSYIT D.MVEDCEPH F--------- ---------- ---------- ---------- ---------- ----------  [ 960] 

#Os02g31030    ......SE.. .VPEPDLNAD N.SNG----- ---------- ---------- ---------- ----AA.DAA T.H...C.I.  [ 960] 

#At1g74210     INEIG.DG.F .DFTGSLHNF QEWTSP---- ---------- ---------- ---------- --------LP DTSK.PRQ.L  [ 960] 

#At5g55480     VTGAGINGT. .EFPLTAARY KR.SCLTR-- -----KDVPP YMIPVQPAGL LTIVSPASLP PAEAPSPVFT DADVTEPP.P  [ 960] 

#Sb03g035370   IN.VG.DG.F .DFTGTLHRY QELTSP---- ---------- ---------- ---------- --------.P .DE-TANS.L  [ 960] 

#At4g26690     ITGAGINGT. .EFPFTAARY KR.LCLGR-- -----KETIP YMAPAQPGAL LTLVSPTAFP PAEAPNPVFT DADVTEPP.P  [ 960] 

#At5g08030     LNKIG.DG.F .DFTGSLHNY QELKSP---- ---------- ---------- ---------- --------LP QQQ-------  [ 960] 

#Sb04g021010   ...D..SE.. ALPEPDLEVD N.SNQ----- ---------- ---------- ---------- ----AARGAT T.N...R.I.  [ 960] 

#La_GPX-PDE1   VKKIG.DG.F .DFTGSLHKY QEWTSSNR-- ---------- ---------- ---------- -------HNE SDDKTASR.L  [ 960] 

#At1g66970     IYGAGINGT. .EFPFTAARY KR.RCLGR-- -----EEVPP YMLPVNPGGL LNVMSPLSLP PAQAPNQDFI EADVTEPP..  [ 960] 

 

#La_GPX-PDE2   FLLKLIPQLI QI-------- ---------- ---------- ---------- ---------- ---------- ----------  [1040] 

#Gm19g27060    ..F......L ..-------- ---------- ---------- ---------- ---------- ---------- ----------  [1040] 

#Sc_GDE1       D.NNADKEH. .RGAGHSPHH VNGADTALQK YRGRSVDDSD VSTLRRAWDL HDNDPNGKSN NAHWSDNRMR LTKTFKKNNF  [1040] 

#Ec_glpQ       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1040] 

#Ec_ugpQ       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1040] 

#Sc_PGC1       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1040] 

#At1g66980     PVIAKS.TST LGTPSTIAKP LISWSVAGVV LFLVLLTLVF CFHRKRETRL RQQKLKALIP LEHYTYAQVK RITKSFAEVV  [1040] 

#At3g20520     EARSQP.ASS PSKAEEKAIE VP-----FAF IAMAILVCFF ISV------- ---------- ---------- ----------  [1040] 

#At5g58050     PVA..AS-NG TEGGPPQTPP RSGTVAIAAN LSLSLLAMMA LGLLYTA--- ---------- ---------- ----------  [1040] 

#At5g43300     L.N.FV.K.L ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1040] 

#At5g58170     PVAN.AASNA TGGAQSHPPP ASGTVANAAN LGLSLLAMLA LGV------- ---------- ---------- ----------  [1040] 

#Gg_GDE2       SEINNGVETT DELSLCSENG YANEMVTPTD HRDTRLRMN- ---------- ---------- ---------- ----------  [1040] 

#Mm_GDE3       TKINN----- ---------- FASE------ ---------- ---------- ---------- ---------- ----------  [1040] 

#Gm17g08680    HKIA.LVSSY E--------- ---------- ---------- ---------- ---------- ---------- ----------  [1040] 

#Os03g40670    QKINYMLKD- SGY------- ---------- ---------- ---------- ---------- ---------- ----------  [1040] 

#Stc_glpQ1     AREDFVNG-- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1040] 

#Stc_glpQ2     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1040] 

#At5g41080     .....LS... .H-------- ---------- ---------- ---------- ---------- ---------- ----------  [1040] 

#At3g02040     .......E.. .H-------- ---------- ---------- ---------- ---------- ---------- ----------  [1040] 

#At1g71340     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1040] 

#Hs_GDE1/Mir16 ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1040] 

#Os02g31030    ...R...E.V .--------- ---------- ---------- ---------- ---------- ---------- ----------  [1040] 

#At1g74210     SQIASLVLPY AKA------- ---------- ---------- ---------- ---------- ---------- ----------  [1040] 

#At5g55480     PVSARA.TTT PGPQSTGEKS PN----GQTR VALSLLLSAF ATVFAS---- -------LLL L--------- ----------  [1040] 



#Sb03g035370   VKISQMISAY EGL------- ---------- ---------- ---------- ---------- ---------- ----------  [1040] 

#At4g26690     PVTAKA.TSS PGTPSTNAQA PS----GQTR ITLSLLLSVF AMVLAS---- -------LLL L--------- ----------  [1040] 

#At5g08030     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1040] 

#Sb04g021010   ...R...E.V .--------- ---------- ---------- ---------- ---------- ---------- ----------  [1040] 

#La_GPX-PDE1   HKIASLVTSY ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1040] 

#At1g66970     PVIAKA.TST PGTPSTIAQA PS----GQTR LKLSLLLSVF FLS------- -------LLL L--------- ----------  [1040] 

 

#La_GPX-PDE2   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#Gm19g27060    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#Sc_GDE1       KGNARGHSIA SSFVTLKELF KKIPANVGFN IECKFPMLDE AEEEELGQIM MEMNHWVDTV LKVVFDNANG RDIIFSSFHP  [1120] 

#Ec_glpQ       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#Ec_ugpQ       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#Sc_PGC1       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#At1g66980     GRGGFGIVYK GTLSDGRVVA VKVLKDTKGN GEDFINEVAT MSRTSHLNIV SLLGFCSEGS KRAIIYEFLE NGSLDKFILG  [1120] 

#At3g20520     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#At5g58050     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#At5g43300     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#At5g58170     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#Gg_GDE2       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#Mm_GDE3       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#Gm17g08680    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#Os03g40670    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#Stc_glpQ1     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#Stc_glpQ2     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#At5g41080     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#At3g02040     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#At1g71340     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#Hs_GDE1/Mir16 ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#Os02g31030    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#At1g74210     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#At5g55480     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#Sb03g035370   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#At4g26690     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#At5g08030     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#Sb04g021010   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#La_GPX-PDE1   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

#At1g66970     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1120] 

 

#La_GPX-PDE2   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#Gm19g27060    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#Sc_GDE1       DICIMLSLKQ PVIPILFLTE GGSEQMADLR ASSLQNGIRF AKKWNLLGIV SAAAPILKAP RLVQVVKSNG LVCVTYGVDN  [1200] 

#Ec_glpQ       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#Ec_ugpQ       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#Sc_PGC1       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#At1g66980     KTSVNMDWTA LYRIALGVAH GLEYLHHSCK TRIVHFDIKP QNVLLDDSFC PKVSDFGLAK LCEKKESILS MLDTRGTIGY  [1200] 



#At3g20520     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#At5g58050     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#At5g43300     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#At5g58170     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#Gg_GDE2       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#Mm_GDE3       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#Gm17g08680    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#Os03g40670    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#Stc_glpQ1     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#Stc_glpQ2     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#At5g41080     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#At3g02040     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#At1g71340     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#Hs_GDE1/Mir16 ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#Os02g31030    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#At1g74210     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#At5g55480     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#Sb03g035370   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#At4g26690     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#At5g08030     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#Sb04g021010   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#La_GPX-PDE1   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

#At1g66970     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1200] 

 

#La_GPX-PDE2   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#Gm19g27060    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#Sc_GDE1       NDPENASIQI EAGVDAVIVD SVLAIRRGLT KKNEK----- ---------- ---------- ---------- ----------  [1280] 

#Ec_glpQ       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#Ec_ugpQ       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#Sc_PGC1       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#At1g66980     IAPEMISRVY GNVSHKSDVY SYGMLVLEII GARNKEKANQ ACASNTSSMY FPEWVYRDLE SCKSGRHIED GINSEEDELA  [1280] 

#At3g20520     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#At5g58050     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#At5g43300     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#At5g58170     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#Gg_GDE2       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#Mm_GDE3       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#Gm17g08680    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#Os03g40670    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#Stc_glpQ1     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#Stc_glpQ2     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#At5g41080     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#At3g02040     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#At1g71340     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#Hs_GDE1/Mir16 ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 



#Os02g31030    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#At1g74210     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#At5g55480     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#Sb03g035370   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#At4g26690     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#At5g08030     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#Sb04g021010   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#La_GPX-PDE1   ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

#At1g66970     ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  [1280] 

 

#La_GPX-PDE2   ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#Gm19g27060    ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#Sc_GDE1       ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#Ec_glpQ       ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#Ec_ugpQ       ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#Sc_PGC1       ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#At1g66980     KKMTLVGLWC IQPSPVDRPA MNRVVEMMEG SLEALEVPPR PVLQQIPISN LHESSILSED VSVYTEG [1347] 

#At3g20520     ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#At5g58050     ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#At5g43300     ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#At5g58170     ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#Gg_GDE2       ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#Mm_GDE3       ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#Gm17g08680    ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#Os03g40670    ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#Stc_glpQ1     ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#Stc_glpQ2     ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#At5g41080     ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#At3g02040     ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#At1g71340     ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#Hs_GDE1/Mir16 ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#Os02g31030    ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#At1g74210     ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#At5g55480     ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#Sb03g035370   ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#At4g26690     ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#At5g08030     ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#Sb04g021010   ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#La_GPX-PDE1   ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 

#At1g66970     ---------- ---------- ---------- ---------- ---------- ---------- ------- [1347] 


