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Figure Legends

Figure 1. Comparison of HPV DNA viral load and abundance of HPV-derived transcripts
for established HPV-driven cancers versus normal skin and cuSCCs. (A) HPV DNA viral
loads determined by type-specific gqPCR. For each sample with multiple type infection, the sum
of the type-specific viral loads is shown (for details, see Table 2.) (B) Abundance of HPV-
derived transcripts determined by mRNA-seq. Reads were filtered to remove host-derived and
low-complexity sequence prior to viral mapping (see methods), and HPV counts are each
presented as a percentage of their total dataset. The most frequently matched HPV type for the
Hela, periungual SCC, and cervical SCC samples is indicated. Cervical cancer is presented as
the union of 2 technical replicate datasets. (C) Congruence between HPV genomic load (blue;
presented as in panel A) and abundance of HPV-derived transcripts (red; presented as in panel

B) among those control samples from which both types of data were collected.

Supplemental Table S1. Primers for Viral Load gPCR.

Supplemental Table S2. mRNA-seq Read Counts.

Supplemental File S1. Putatively complete sequence of Xenopus EF1A-derived contaminating

transcript.

Supplemental File S2. Composition of viral sequences. Shown are the top ten viruses with the

greatest number of read matches from each dataset.

Supplemental File S3. Viral genome database records.
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Table S1. Primers for viral load gPCR

Primer Sequence UPL Probe Amplicon length
Genomic B2MF CAGTAGTTTCCCTGCAGTTGAG Probe 32 60nt
Genomic B2MR TGTATATGTATTTGTGCAAGTGCTG

UPL-HPV5F GGCACTCGGCTAATGGTAAA Probe 31 70nt
UPL-HPV5R TCATCGGTGCTTTGGACTC

UPL-HPV8F-2 TTCCCTGGATTTGGATCAAT Probe 4 65nt
UPL-HPV8R-2 TCTGTTGCAAACCTGCTTGA

UPL-HPV9F TTGGGCCTGTAGAGGTATTGA Probe 13 65nt
UPL-HPV9R GGTGACCTGATGTTCCAACC

UPL-HPV16F CTGGAATTTTGGTCTACAACCTC Probe 79 76nt
UPL-HPV16R AGCAATTGCCTGGGTTACAA

UPL-HPV17F GGAAAGATTAGTTTGGGCATGT Probe 153 72nt
UPL-HPV17R CCTGTAGTGCCTACACCTAATGG

UPL-HPV18F-2 TGGTAGATTTTATTGATACACAAGGAA Probe 13 74nt
UPL-HPV18R-2 ATGGAACAATGCCTGTGCT

UPL-HPV19F TGGCAAGCAGCTAGTGGTAA Probe 31 61nt
UPL-HPV19R TTTGTACCCTGGCAACTGGT

UPL-HPV20F TAATAGGCTGTGCCCCATGT Probe 123 64nt
UPL-HPV20R ACGTCGTCTGCACATGGTAA

UPL-HPV21F TGATGAGGGTAGTATGAAGAATGC Probe 31 76nt
UPL-HPV21R GGAGTTACCAATCTTGTACTGTGC

UPL-HPV49F GGACGCTGCTAAACCTTGTG Probe 159 60nt
UPL-HPV49R AATTCTAATGGAGGGCATTTACC

UPL-HPV75F TGGTTACCTACAACTGGTAAGGTTT Probe 31 76nt
UPL-HPV75R TGTATTCATCCGTGCTTTGC

UPL-HPV80F CCCTGTTTAGGGGAACATTG Probe 128 74nt
UPL-HPV80OR GGACATTTTCCAGCTTGGTT

UPL-HPV96F TGGTTGTCAACAACGGGTAA Probe 157 62nt
UPL-HPV96R CTTTGCACCCTGGCAACT

UPL-FA7F TTTGGGCTATCAGAGGTATGG Probe 13 64nt
UPL-FA7R TGACCCGATGTTCCTACACC

UPL-FA14F TGTTTATTATTGGCTGTACTCCATGT Probe 123 76nt
UPL-FA14R GCTTGATCATCATTAACACATGCT

UPL-FA16.3F-2 CAGGCCACCCACTATTTAACA Probe 4 94nt
UPL-FA16.3R-2 TCAAATGAAACATTTTGTCTGTCA

UPL-FA37F CTGAAGGATACTGAAAACAGTAATCAA Probe 31 63nt
UPL-FA37R GGTATTTTGTCTGTCATCTTTGGA

UPL-FA123F TGGTTGCACACCTTGCTTAG Probe 128 73nt
UPL-FA123R CCCTAGTTGGCTACCTGCAT

UPL-FA127F ACCATGTATTGGTGAACATTGG Probe 92 70nt
UPL-FA127R TGGGCAACTACCTTGTTGAA

UPL-FA140.2F GGCTGTGTACCTTGTATTGGAGA Probe 92 75nt
UPL-FA140.2R GCCTGTTTGATTGTTTTGTTCA

UPL-HPV16F CTGGAATTTTGGTCTACAACCTC Probe 79 76nt
UPL-HPV16R AGCAATTGCCTGGGTTACAA




Table S2. mRNA-seq read counts
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Technical Immuno- Dataset Host- Complexity- HPV- % of reads that
Sample ID replicate Description suppression ID Barcode Total Reads filtered filtered matching match HPV
Hela HelLa NA C AAA 1846552 6656 4847 2836 0.154
ILS19363-1 X Cervical SCC NA (e} ACC 3964812 55934 24412 862 0.022
ILS19363-2 X Cervical SCC NA C AGG 1010254 3344 2666 186 0.018
STA01-002 KA No A CAC 3085730 8884 6422 0 0
STA01-009 SCC Yes A CCA 3912414 8774 7006 0 0
STA01-010 SCC Yes A CGT 3553510 11270 8300 0 0
STA01-012 KA No B AAA 3875122 150878 116866 0 0
STA01-018 SCC Yes B ACC 3682590 16842 14294 0 0
STA01-021 SCC Yes A CTG 4005306 12796 10001 0 0
STA01-027 SCC Yes B AGG 1948194 53300 46304 0 0
STA01-030 SCC Yes A GAG 4516312 11962 9643 0 0
STA01-035 Periungual SCC No (e} TTA 1564822 41212 35843 916 0.059
STA01-039 SCC Yes B ATT 3907712 20664 17888 0 0
STA01-040 KA No B CAC 4427628 25678 20228 0 0
STA01-048 KA No B CGT 5506880 97680 80882 0 0
STA01-050 SCC Yes A GCT 4362932 10526 8431 0 0
STA01-063 SCC No B CTG 6276264 55170 48112 0 0
STA01-064 SCC Yes B GAG 2752572 20312 17032 0 0
STA01-066 SCC Yes A GGA 3518100 11154 8280 0 0
STA01-070 SCC Yes A GTC 4612652 11300 8458 0 0
STA01-074 SCC Yes B GCT 3540808 24170 18950 0 0
STA01-076 Normal skin Yes C GTC 3036090 11122 8966 0 0
STA01-077 KA Yes (e} TAT 2035404 242506 215066 0 0
STA01-082 KA Yes A TAT 4008340 8910 6868 0 0
STA01-084 KA No B GGA 3693034 71668 29343 0 0
STA01-091 KA Yes A TCG 3380424 11142 7884 0 0
STA01-093 SCC Yes A TGC 2636032 6346 4848 0 0
STA01-094 Normal skin Yes (e} ATT 4682778 26458 22058 0 0
STA01-095 SCC Yes A ACC 1968238 13838 7181 0 0
STA01-096 SCC Yes (e} TCG 3006402 26182 16153 0 0
STA01-097 KA No A AAA 1484220 4370 2917 0 0
STA01-098 Normal skin No (¢} CAC 3223856 56506 53292 0 0
STA01-099 SCC Yes A TTA 2772406 4266 3269 0 0
STA01-103 X KA Yes A ATT 3800810 17250 11110 0 0
STA01-103 X KA Yes B GTC 6799664 38188 34433 0 0
STA01-104 Normal skin Yes (o} TGC 3585240 20916 10031 0 0
STA01-106 ScC No (¢} GCT 3566928 49370 29962 5 1.4E-4
STA01-107 Normal skin No C GGA 5654574 126742 51461 0 0
STA01-121 SCC Yes (e} CCA 2872454 47724 23374 0 0
STA01-122 Normal skin Yes (e} CGT 2609150 33690 23698 2 7.7E-05
STA01-124 SCC Yes B TCG 2334832 17670 14925 0 0
STA01-125 Normal skin Yes (e} GAG 5906058 30702 18292 0 0
STA01-126 SCC No B TGC 3428906 21586 17737 0 0
STA01-127 Normal skin No (e} CTG 3342170 9108 5534 0 0
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Supplemental File S1. Putatively complete sequence of the Xenopus EF1A-derived contaminating transcript,
including putatively vector-derived promoter sequence.

GGGAGACTCGAGAATTACCCTCACTAAAGGGAGGTACCGCGGATGCATGAATTCCGCCGG
TGAGTTCTAACTATCCACCGCCAAACATCTAATCCACAATGGGAAAGGAAAAGACTCACA
TCAACATCGTTGTCATTGGACACGTAGATTCTGGAAAGTCCACAACAACTGGACATCTGA
TCTACAAATGTGGTGGTATCGACAAGAGAACCATCGAAAAGTTCGAGAAGGAAGCTGCTG
AGATGGGAAAAGGCTCCTTCAAGTATGCCTGGGTCTTGGACAAACTGAAGGCCGAGCGTG
AACGTGGTATTACCATTGACATCTCCCTGTGGAAATTTGAGACCAGCAAATACTATGTCA
CTATCATTGATGCTCCTGGACACAGAGATTTCATCAAGAACATGATCACTGGTACTTCTC
AGGCTGACTGTGCTGTCCTGATTGTTGCTGCTGGTGTTGGTGAATTTGAAGCTGGTATCT
CAAAGAATGGACAAACCCGTGAGCATGCCCTCCTTGCCTACACTCTGGGTGTAAAACAGC
TGATCGTTGGTATTAACAAGATGGATTCCACTGAACCCCCATACAGTCAGAAAAGATATG
AGGAAATTGTAAAGGAAGTCAGCACATACATCAAGAAGATTGGTTACAACCCTGACACTG
TTGCCTTTGTACCTATTTCTGGATGGAACGGTGACAACATGCTTGAGCCTAGCCCCAATA
TGCCATGGTTTAAGGGATGGAAAATCACCCGTAAAGAAGGATCTGGCAGCGGAACTACCC
TGCTGGAAGCTCTTGACTGCATTCTGCCACCTAGTCGCCCAACTGATAAGCCTCTCCGTC
TGCCTCTGCAGGATGTCTACAAAATTGGCGGTATTGGTACTGTACCAGTTGGTCGTGTGG
AAACTGGTGTCATTAAACCAGGCATGGTGGTTACCTTTGCCCCTGTTAATGTAACAACTG
AAGTGAAATCTGTTGAAATGCACCATGAAGCCCTTACTGAGGCCGTGCCCGGTGACAACG
TCGGCTTTAACGTCAAGAACGTTTCCGTGAAGGACGTCCGTCGTGGCAACGTTGCTGGTG
ACAGCAAGAATGACCCACCAATGGAAGCTGGTTCTTTTACCGCACAGGTTATCATCCTGA
ATCACCCAGGCCAGATTGGTGCTGGATATGCCCCTGTGTTGGATTGCCACACTGCTCACA
TTGCTTGCAAGTTTGCTGAGCTAAAGGAGAAGATTGATCGCCGTTCTGGTAAGAAACTGG
AAGACAATCCCAAGTTCCTGAAGTCTGGAGATGCTGCCATTGTTGACATGATCCCAGGAA
AGCCAATGTGCGTGGAGAGCTTCTCAGACTACCCTCCTCTTGGTCGTTTTGCTGTCCGTG
ACATGAGGCAGACTGTTGCCGTAGGAGTCATCAAGGCAGTGGAAAAGAAGGCAGCAGGAT
CTGGCAAAGTCACAAAGTCTGCTCAGAAAGCAGCGAAAACCAAATGAATATTTCCAGAGT
CTCTCACCTCAGTCATAACCAGTGGTGGAGGATTGGTCTCAGAACTCTTTCTATCAATTG
GCCATCAGAGTTTAATAGTAAAAGACTGGTTAATGATTACAATGCATCGCAAGAGCTTCA
GAAGGAAAAAAATGCTTGTGGACACATTTGTTTGTGGCAGTTTTAAGTTATTAGTGTTTT
AAATCCAGTAATTTCTAAATGGAAGCAAATTGACCAAAATCTGTCACCAAATTTGAGACC
ATTAAAAAAATTGAAAAGATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
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Supplemental File S2. Composition of viral sequences. The ten viruses with the greatest number of read matches
from are shown for each dataset.

### Dataset A, barcode AAA

Number of viruses with matches: 1

Number of reads with viral matches: 1

Percent of total dataset: 0.00007%

###

Top viral matches (genome GI, match-normalized read count, virus description):
46401626 1.0 Enterobacteria phage P1l

Total shown: 1.0

### Dataset A, barcode ACC

Number of viruses with matches: 1

Number of reads with viral matches: 1

Percent of total dataset: 0.00005%

###

Top viral matches (genome GI, match-normalized read count, virus description):
148727082 1.0 Propionibacterium phage PA6

Total shown: 1.0

### Dataset A, barcode ATT

Number of viruses with matches: 6

Number of reads with viral matches: 100

Percent of total dataset: 0.003%

###

Top viral matches (genome GI, match-normalized read count, virus description):

254305431 94.0 Human klassevirus 1

31880044 2.0 Enterobacteria phage SP6

253761958 1.0 Salivirus NG-J1l: ssRNA positive-strand viruses, no DNA stage; Picornavirales; Picornaviridae.
164519195 1.0 Helicoverpa armigera granulovirus: dsDNA viruses, no RNA stage; Baculoviridae; Betabaculovirus
134288688 1.0 Burkholderia phage phiE12-2

46401626 1.0 Enterobacteria phage P1l

Total shown: 100.0

### Dataset A, barcode CAC

Number of viruses with matches: 0

Number of reads with viral matches: 0
Percent of total dataset: 0%

### Dataset A, barcode CCA

Number of viruses with matches: 1

Number of reads with viral matches: 1

Percent of total dataset: 0.00003%

###

Top viral matches (genome GI, match-normalized read count, virus description):
28876202 1.0 Streptococcus prophage 315.2

Total shown: 1.0

### Dataset A, barcode CGT

Number of viruses with matches: 7

Number of reads with viral matches: 16

Percent of total dataset: 0.0005%

###

Top viral matches (genome GI, match-normalized read count, virus description):

17059637 8.0 Zucchini yellow mosaic virus: ssRNA positive-strand viruses, no DNA stage; Potyviridae; Potyvirus
154551150 3.0 Antheraea pernyi nucleopolyhedrovirus: dsDNA viruses, no RNA stage; Baculoviridae; Alphabaculovirus.
9627728 2.0 Potato virus Y

73852470 1.0 Emiliania huxleyi virus 86: dsDNA viruses, no RNA stage; Phycodnaviridae; Coccolithovirus

9633628 1.0 Japanese yam mosaic virus: ssRNA positive-strand viruses, no DNA stage; Potyviridae; Potyvirus
139424470 0.5 Human herpesvirus 4

82503188 0.5 Human herpesvirus 4 type 1

Total shown: 16.0

### Dataset A, barcode CTG

Number of viruses with matches: 0

Number of reads with viral matches: 0
Percent of total dataset: 0%

### Dataset A, barcode GAG

Number of viruses with matches: 0

Number of reads with viral matches: 0
Percent of total dataset: 0%

### Dataset A, barcode GCT

Number of viruses with matches: 0

Number of reads with viral matches: 0
Percent of total dataset: 0%
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Supplemental File S2 (continued). Composition of viral sequences. The ten viruses with the greatest number of read
matches from are shown for each dataset.

### Dataset A, barcode GGA

Number of viruses with matches: 0

Number of reads with viral matches: 0
Percent of total dataset: 0%

### Dataset A, barcode GTC

Number of viruses with matches: 1

Number of reads with viral matches: 1

Percent of total dataset: 0.00002%

###

Top viral matches (genome GI, match-normalized read count, virus description):
227811306 1.0 Thermus phage IN93

Total shown: 1.0

### Dataset A, barcode TAT

Number of viruses with matches: 1

Number of reads with viral matches: 1

Percent of total dataset: 0.00002%

###

Top viral matches (genome GI, match-normalized read count, virus description):
56692908 1.0 Pseudomonas phage F116

Total shown: 1.0

### Dataset A, barcode TCG

Number of viruses with matches: 1

Number of reads with viral matches: 1

Percent of total dataset: 0.00003%

###

Top viral matches (genome GI, match-normalized read count, virus description):

73852470 1.0 Emiliania huxleyi virus 86: dsDNA viruses, no RNA stage; Phycodnaviridae; Coccolithovirus
Total shown: 1.0

### Dataset A, barcode TGC

Number of viruses with matches: 1

Number of reads with viral matches: 1

Percent of total dataset: 0.00004%

###

Top viral matches (genome GI, match-normalized read count, virus description):
46401626 1.0 Enterobacteria phage P1l

Total shown: 1.0

### Dataset A, barcode TTA

Number of viruses with matches: 0

Number of reads with viral matches: 0
Percent of total dataset: 0%

### Dataset B, barcode AAA

Number of viruses with matches: 41

Number of reads with viral matches: 234

Percent of total dataset: 0.006%

###

Top viral matches (genome GI, match-normalized read count, virus description):
46401626 50.0 Enterobacteria phage P1l

254305431 44.0 Human klassevirus 1

9626243 32.0 Enterobacteria phage lambda

41057278 22.0 Enterobacteria phage Sf6

209447126 12.0 Stx2-converting phage 1717

212499705 6.5 Bacteriophage APSE-2

9633550 6.5 Acyrthosiphon pisum bacteriophage APSE-1
14251125 6.0 Lactococcus phage BK5-T

9627425 6.0 Enterobacteria phage T7

80159686 4.0 Clostridium phage c-st

Total shown: 189.0

### Dataset B, barcode ACC

Number of viruses with matches: 2

Number of reads with viral matches: 2

Percent of total dataset: 0.00005%

###

Top viral matches (genome GI, match-normalized read count, virus description):
9634155 1.0 Enterobacteria phage HK97

9626243 1.0 Enterobacteria phage lambda

Total shown: 2.0
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Supplemental File S2 (continued). Composition of viral sequences. The ten viruses with the greatest number of read
matches from are shown for each dataset.

### Dataset B, barcode AGG

Number of viruses with matches: 1

Number of reads with viral matches: 2

Percent of total dataset: 0.0001%

###

Top viral matches (genome GI, match-normalized read count, virus description):
9629914 2.0 Simian-Human immunodeficiency virus

Total shown: 2.0

### Dataset B, barcode ATT

Number of viruses with matches: 2

Number of reads with viral matches: 4

Percent of total dataset: 0.0001%

###

Top viral matches (genome GI, match-normalized read count, virus description):

73852470 3.0 Emiliania huxleyi virus 86: dsDNA viruses, no RNA stage; Phycodnaviridae; Coccolithovirus
162135082 1.0 Pseudomonas phage YuA

Total shown: 4.0

### Dataset B, barcode CAC

Number of viruses with matches: 1

Number of reads with viral matches: 1

Percent of total dataset: 0.00002%

###

Top viral matches (genome GI, match-normalized read count, virus description):

41057066 1.0 Orf virus: dsDNA viruses, no RNA stage; Poxviridae; Chordopoxvirinae; Parapoxvirus
Total shown: 1.0

### Dataset B, barcode CGT

Number of viruses with matches: 4

Number of reads with viral matches: 15

Percent of total dataset: 0.0003%

###

Top viral matches (genome GI, match-normalized read count, virus description):

73852470 9.0 Emiliania huxleyi virus 86: dsDNA viruses, no RNA stage; Phycodnaviridae; Coccolithovirus
254305431 4.0 Human klassevirus 1

9634155 1.0 Enterobacteria phage HK97

9626243 1.0 Enterobacteria phage lambda

Total shown: 15.0

### Dataset B, barcode CTG

Number of viruses with matches: 1

Number of reads with viral matches: 2

Percent of total dataset: 0.00003%

###

Top viral matches (genome GI, match-normalized read count, virus description):
9626243 2.0 Enterobacteria phage lambda

Total shown: 2.0

### Dataset B, barcode GAG

Number of viruses with matches: 1

Number of reads with viral matches: 5

Percent of total dataset: 0.0002%

###

Top viral matches (genome GI, match-normalized read count, virus description):

73852470 5.0 Emiliania huxleyi virus 86: dsDNA viruses, no RNA stage; Phycodnaviridae; Coccolithovirus
Total shown: 5.0

### Dataset B, barcode GCT

Number of viruses with matches: 0

Number of reads with viral matches: 0
Percent of total dataset: 0%

### Dataset B, barcode GGA

Number of viruses with matches: 2

Number of reads with viral matches: 3

Percent of total dataset: 0.00008%

###

Top viral matches (genome GI, match-normalized read count, virus description):

73852470 2.0 Emiliania huxleyi virus 86: dsDNA viruses, no RNA stage; Phycodnaviridae; Coccolithovirus
115298502 1.0 Spodoptera frugiperda ascovirus la: dsDNA viruses, no RNA stage; Ascoviridae; Ascovirus
Total shown: 3.0
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Supplemental File S2 (continued). Composition of viral sequences. The ten viruses with the greatest number of read
matches from are shown for each dataset.

### Dataset B, barcode GTC

Number of viruses with matches: 0

Number of reads with viral matches: 0
Percent of total dataset: 0%

### Dataset B, barcode TCG

Number of viruses with matches: 1

Number of reads with viral matches: 1

Percent of total dataset: 0.00004%

###

Top viral matches (genome GI, match-normalized read count, virus description):

90592717 1.0 Agrotis segetum nucleopolyhedrovirus: dsDNA viruses, no RNA stage; Baculoviridae; Alphabaculovirus.
Total shown: 1.0

### Dataset B, barcode TGC

Number of viruses with matches: 2

Number of reads with viral matches: 2

Percent of total dataset: 0.00006%

###

Top viral matches (genome GI, match-normalized read count, virus description):

73852470 1.0 Emiliania huxleyi virus 86: dsDNA viruses, no RNA stage; Phycodnaviridae; Coccolithovirus
49237297 1.0 Frog virus 3: dsDNA viruses, no RNA stage; Iridoviridae; Ranavirus

Total shown: 2.0

### Dataset C, barcode AAA

Number of viruses with matches: 3

Number of reads with viral matches: 2838

Percent of total dataset: 0.154%

###

Top viral matches (genome GI, match-normalized read count, virus description):

9626069 2836.0 Human papillomavirus - 18

230238151 1.0 Macaca fascicularis papillomavirus type 9

9628421 1.0 Simian virus 40: dsDNA viruses, no RNA stage; Polyomaviridae; Polyomavirus
Total shown: 2838.0

### Dataset C, barcode ACC

Number of viruses with matches: 1

Number of reads with viral matches: 862

Percent of total dataset: 0.022%

###

Top viral matches (genome GI, match-normalized read count, virus description):
9627100 862.0 Human papillomavirus type 16

Total shown: 862.0

### Dataset C, barcode AGG

Number of viruses with matches: 2

Number of reads with viral matches: 188

Percent of total dataset: 0.019%

###

Top viral matches (genome GI, match-normalized read count, virus description):

9627100 186.0 Human papillomavirus type 16

9626958 2.0 Moloney murine leukemia virus: Retro-transcribing viruses; Retroviridae; Orthoretrovirinae;

Gammaretrovirus; Murine leukemia virus.
Total shown: 188.0

### Dataset C, barcode ATT

Number of viruses with matches: 13

Number of reads with viral matches: 43

Percent of total dataset: 0.0009%

###

Top viral matches (genome GI, match-normalized read count, virus description):

9626958 14.0 Moloney murine leukemia virus: Retro-transcribing viruses; Retroviridae; Orthoretrovirinae;
Gammaretrovirus; Murine leukemia virus.

194186868 11.0 Bacillus phage phi29

9626205 3.0 Apple chlorotic leaf spot virus

228861315 2.0 Enterobacteria phage RB14

56718463 2.0 Enterobacteria phage M13

32469420 2.0 Streptococcus phage SM1

29366675 2.0 Enterobacteria phage T4

194100359 1.3333 Enterobacteria phage 13a

30387453 1.3333 Yersinia pestis phage phiAl122

9627425 1.3333 Enterobacteria phage T7

Total shown: 40.0
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Supplemental File S2 (continued). Composition of viral sequences. The ten viruses with the greatest number of read
matches from are shown for each dataset.

### Dataset C, barcode CAC

Number of viruses with matches: 6

Number of reads with viral matches: 21

Percent of total dataset: 0.0007%

###

Top viral matches (genome GI, match-normalized read count, virus description):

9626958 10.0 Moloney murine leukemia virus: Retro-transcribing viruses; Retroviridae; Orthoretrovirinae;

Gammaretrovirus; Murine leukemia virus.

145708074 3.0 Ralstonia phage phiRSAl
254305431 2.0 Human klassevirus 1
39653674 2.0 Streptococcus prophage EJ-1
12408699 2.0 Poliovirus

9627425 2.0 Enterobacteria phage T7
Total shown: 21.0

### Dataset C, barcode CCA

Number of viruses with matches: 8

Number of reads with viral matches: 45

Percent of total dataset: 0.002%

###

Top viral matches (genome GI, match-normalized read count, virus description):

9626958 16.0 Moloney murine leukemia virus: Retro-transcribing viruses; Retroviridae; Orthoretrovirinae;
Gammaretrovirus; Murine leukemia virus.

19387568 12.0 Spiroplasma phage 4

189418893 8.0 Human TMEV-like cardiovirus

9627425 4.0 Enterobacteria phage T7

56718463 2.0 Enterobacteria phage M13

155573622 1.0 Human herpesvirus 5

46401626 1.0 Enterobacteria phage P1l

9626096 1.0 Friend murine leukemia virus: Retro-transcribing viruses; Retroviridae; Orthoretrovirinae;
Gammaretrovirus; Murine leukemia virus.

Total shown: 45.0

### Dataset C, barcode CGT

Number of viruses with matches: 20

Number of reads with viral matches: 302

Percent of total dataset: 0.012%

###

Top viral matches (genome GI, match-normalized read count, virus description):

9626958 244.0 Moloney murine leukemia virus: Retro-transcribing viruses; Retroviridae; Orthoretrovirinae;
Gammaretrovirus; Murine leukemia virus.

9629514 20.0 Rauscher murine leukemia virus: Retro-transcribing viruses; Retroviridae; Orthoretrovirinae;
Gammaretrovirus; Murine leukemia virus.

254305431 14.0 Human klassevirus 1

238821317 2.0 Streptococcus phage PH10

209427726 2.0 Enterobacteria phage YYZ-2008

46401626 2.0 Enterobacteria phage P1l

29366675 2.0 Enterobacteria phage T4

12408699 2.0 Poliovirus

9628654 2.0 Murine type C retrovirus: Retro-transcribing viruses; Retroviridae; Orthoretrovirinae;
Gammaretrovirus; Murine leukemia virus.

9627425 2.0 Enterobacteria phage T7

Total shown: 292.0

### Dataset C, barcode CTG

Number of viruses with matches: 1

Number of reads with viral matches: 2

Percent of total dataset: 0.00006%

###

Top viral matches (genome GI, match-normalized read count, virus description):

9629514 2.0 Rauscher murine leukemia virus: Retro-transcribing viruses; Retroviridae; Orthoretrovirinae;

Gammaretrovirus; Murine leukemia virus.
Total shown: 2.0

### Dataset C, barcode GAG

Number of viruses with matches: 3

Number of reads with viral matches: 42

Percent of total dataset: 0.0007%

###

Top viral matches (genome GI, match-normalized read count, virus description):

9629514 33.0 Rauscher murine leukemia virus: Retro-transcribing viruses; Retroviridae; Orthoretrovirinae;
Gammaretrovirus; Murine leukemia virus.

9626096 7.0 Friend murine leukemia virus: Retro-transcribing viruses; Retroviridae; Orthoretrovirinae;
Gammaretrovirus; Murine leukemia virus.

148727082 2.0 Propionibacterium phage PA6

Total shown: 42.0
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Supplemental File S2 (continued). Composition of viral sequences. The ten viruses with the greatest number of read
matches from are shown for each dataset.

### Dataset C, barcode GCT

Number of viruses with matches: 2

Number of reads with viral matches: 6

Percent of total dataset: 0.0002%

###

Top viral matches (genome GI, match-normalized read count, virus description):
27531786 5.0 Human papillomavirus type 92

83642839 1.0 Ovine herpesvirus 2

Total shown: 6.0

### Dataset C, barcode GGA

Number of viruses with matches: 1

Number of reads with viral matches: 1

Percent of total dataset: 0.00002%

###

Top viral matches (genome GI, match-normalized read count, virus description):

73852470 1.0 Emiliania huxleyi virus 86: dsDNA viruses, no RNA stage; Phycodnaviridae; Coccolithovirus
Total shown: 1.0

### Dataset C, barcode GTC

Number of viruses with matches: 4

Number of reads with viral matches: 19

Percent of total dataset: 0.0006%

###

Top viral matches (genome GI, match-normalized read count, virus description):

158976983 10.0 Dengue virus type 2

189418893 4.0 Human TMEV-like cardiovirus

9630726 4.0 Human astrovirus: ssRNA positive-strand viruses, no DNA stage; Astroviridae; Mamastrovirus.
12408699 1.0 Poliovirus

Total shown: 19.0

### Dataset C, barcode TAT

Number of viruses with matches: 13

Number of reads with viral matches: 80

Percent of total dataset: 0.004%

###

Top viral matches (genome GI, match-normalized read count, virus description):

148727082 31.0 Propionibacterium phage PA6

9626958 17.0 Moloney murine leukemia virus: Retro-transcribing viruses; Retroviridae; Orthoretrovirinae;

Gammaretrovirus; Murine leukemia virus.

29366675 9.0 Enterobacteria phage T4

9629514 5.0 Rauscher murine leukemia virus: Retro-transcribing viruses; Retroviridae; Orthoretrovirinae;
Gammaretrovirus; Murine leukemia virus.

32469420 4.0 Streptococcus phage SM1

9634119 3.0 Enterobacteria phage HK022

254305431 2.0 Human klassevirus 1

209427726 2.0 Enterobacteria phage YYZ-2008

9628421 2.0 Simian virus 40: dsDNA viruses, no RNA stage; Polyomaviridae; Polyomavirus

9626243 2.0 Enterobacteria phage lambda

Total shown: 77.0

### Dataset C, barcode TCG

Number of viruses with matches: 4

Number of reads with viral matches: 4

Percent of total dataset: 0.00007%

###

Top viral matches (genome GI, match-normalized read count, virus description):

146261990 2.0 Murid herpesvirus 4

89889045 0.6667 Xenotropic MuLV-related virus VP62: Retro-transcribing viruses; Retroviridae; Orthoretrovirinae;
Gammaretrovirus.

9626958 0.6667 Moloney murine leukemia virus: Retro-transcribing viruses; Retroviridae; Orthoretrovirinae;
Gammaretrovirus; Murine leukemia virus.

9626096 0.6667 Friend murine leukemia virus: Retro-transcribing viruses; Retroviridae; Orthoretrovirinae;

Gammaretrovirus; Murine leukemia virus.
Total shown: 4.0

### Dataset C, barcode TGC

Number of viruses with matches: 0

Number of reads with viral matches: 0
Percent of total dataset: 0%
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Supplemental File S2 (continued). Composition of viral sequences. The ten viruses with the greatest number of read
matches from are shown for each dataset.

### Dataset C, barcode TTA

Number of viruses with matches: 6

Number of reads with viral matches: 1132

Percent of total dataset: 0.072%

###

Top viral matches (genome GI, match-normalized read count, virus description):
9627100 916.0 Human papillomavirus type 16

39653674 174.0 Streptococcus prophage EJ-1

254305431 26.0 Human klassevirus 1

9626243 8.0 Enterobacteria phage lambda

148727082 6.0 Propionibacterium phage PA6

9626958 2.0 Moloney murine leukemia virus: Retro-transcribing viruses; Retroviridae; Orthoretrovirinae;

Gammaretrovirus; Murine leukemia virus.
Total shown: 1132.0
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Supplemental File S3. Viral genome database records (do not print: read/search/zoom on your computer).

>t NC_010314.1|NC_010314 Abaca bunchy top virus DNA-N, complete genome. >gi|219504396 | gb|NC_011808.1|NC_011808 Asparagus virus 2 RNA 1, complete genome.

>g1[167006427 |gb|NC_010315.1|NC_010315 Abaca bunchy top virus segment 2, complete sequence. >gi|219504472 | gb|NC_011809.1|NC_011809 Asparagus virus 2 RNA 2, complete genome.

>91[167006428 |gb|NC_010316.1|NC_010316 Abaca bunchy top virus DNA-S, complete genome. >gi 169303556 | gb|NC_010416.1|NC_010416 Asparagus virus 3, complete genome.

>91[167006430 |gb|NC_010317.1|NC_010317 Abaca bunchy top virus DNA-M, complete genome. >g 209902360 | gb| NC_011400.1[NC_011400 Astrovirus MLB1, complete genome.

>91[167006432 |gb|NC_010316,1|NC_010318 Abaca bunchy top virus segment 5, complete sequence. >gi 255357299 | gb| NC_013060.1|NC_013060 Astrovirus VAL, complete genome.

>g1[167006434 |gb|NC_010319.1|NC_010319 Abaca bunchy top virus DNA-R, complete genome. >gi 9631195 |gb[NC_001987.1|NC_001987 Ateline herpesvirus 3, complete genome.

> NC_011646.1|NC_011646 Abalone shriveling syndrome-associated virus, complete genome. >gi |19 _003470.1C_003470 Atkinsonella hypoxylon partitivirus RNA 1, complete sequence.
919626953 | gb|NC_001499.1|NC_001499 Abelson murine leukemia virus, complete genome. >gi |19 003471.1NC_003471 Atkinsonella hypoxylon partitivirus RNA 2, complete sequence.
>91[39980672 | gb|NC_001928.2|NC_001928 Abutilon mesaic virus DNA A, complete sequence. >gi 003472.1NC_003472 Atkinsonella hypoxylon partitivirus RNA 3, complete sequence.
>91[39980679 | gb | NC_001929.2|NC_001929 Abutilon mosaic virus DNA B, complete sequence. >gi 83722643 | gb|NC_007654.1NC_007654 Atlantic salmon swim bladder sarcoma virus, complete genome.
g1 (55818881 | gb | NC_006450. 1 |NC_006450 Acanthamoeba polyphaga mimivirus, complete genome. >gi|37059720 | gb|NC_005099.1NC_005099 St. Augustine decline satellite virus, complete genome.
>91[119953744 |gb|NC_008724.1|NC_008724 Acanthocystis turfacea Chlorella virus 1, complete genome. >gi|212 7003900.1NC_003900 Aura virus, complete genome.

>1[23334625 | gb|NC_004290.1|NC_004290 Acheta domesticus densovirus, complete genome. >gi[171 003243.1|NC_003243 Australian bat lyssavirus, complete genome.

>91[9626510| gb|NC_001447.1|NC_001447 Acholeplasma phage L2, complete genome. >gi[9627742 | gb | NC_001623.1|NC_001623 Autographa calif complete genone.
>91[9625557 |gb|NC_001341.1|NC_001341 Acholeplasma phage MV-L1, complete genome. >gi 31543992 | gb | NC_004828.1NC_004828 Avian adeno-associated virus ATCC VR-865, complete genome.
>91[146411811 |gb|NC_009452.1|NC_009452 Acidianus bottle-shaped virus, complete genome. >gi 51949968 | gb|NC_006263.1|NC_006263 Avian adeno-associated virus strain DA-1, complete genome.
>g1[45655866 | gb|NC_005830.1|NC_005830 Acidianus filamentous virus 1, complete genome. >g 9626152 |gb|NC_001402.1|NC_001402 Avian carcinoma virus, complete genome.

>91[157929273 |gb|NC_009884.1|NC_009884 Acidianus £ilamentous virus 2, complete genome. >gi 21389214 | gb|NC_003990.1NC_003990 Avian encephalomyelitis virus, complete genome.
91162329288 |gb|NC_010155.1|NC_010155 Acidianus £ilamentous virus 3, complete genome. >gi 49248517 | gb|NC_005947.1NC_005947 Avian endogenous retrovirus EAV-HP, complete genome.
91162329357 |gb|NC_010152.1|NC_010152 Acidianus £ilamentous virus 6, complete genome. >gi 9626201 |gb | NC_001408.1|NC_001408 Avian leukosis virus - RSA, complete genome.

91162329424 |gb|NC_010153.1|NC_010153 Acidianus £ilamentous virus 7, complete genome. >gi 83716025 | gb|NC_007652.1NC_007652 Avian metapneumovirus.

>91[162329482 |gb|NC_010154.1|NC_010154 Acidianus £ilamentous virus 8, complete genome. >g 9629900 | gb [ NC_001866.1|NC_001866 Avian myelocytomatosis virus, complete genome.
>91[171473648 | gb|NC_010537.1|NC_010537 Acidianus £ilamentous virus 9, complete genome. >gi 15081567 | gb|NC_003043.1NC_003043 Avian paramyxovirus 6, complete genome.

91 [159341058 | gb [ NC_009965.1|NC_009965 Acidianus rod-shaped virus 1, complete genome. >gi| 168495103 |gb|NC_010355.1|NC_010355 Azospirillum phage Cd, complete genome.

>91[270281746 [gb|NC_013585.1|NC_013585 Acidianus spindle-shaped virus 1, complete genome. >gi 9627180 | gb|NC_001536.1]NC_001538 BK polyomavirus, complete genome.

175750386 | gb | NC_007409.1|NC_007409 Acidianus two-tailed virus, complete genome. >gi 156563990 | gb| NC_009760.1[NC_009760 Bacillus phage 0305phiB-36, complete genome.

91 [28173057 | gb | NC_002700.2|NC_002700 Acinetobacter phage AP205, complete genome. >gi|211956446|gb|NC_011523.1|NC_011523 Bacillus phage AP0, complete genome.

>91[14251190| gb|NC_002795. 1| NC_002795 Aconitum latent virus, complete genome. >gi 22855148 | gb | NC_004165.1|NC_004165 Bacillus phage B103, complete genome.

91 [151266287 |gb|NC_009643.1|NC_009643 Actinomyces phage Av-1, complete genome. oy - 006557.1NC_006557 Bacillus phage BCTAlc, complete genome.
>1[48697401 | gb|NC_005885.1|NC_005885 Actinoplanes phage phiAsp2, complete genome. >gi 38640276 | gb | NC_005258.1NC_005258 Bacillus phage Bam3Sc, complete genome.
>91[10314009 | gb | NC_002548.1|NC_002548 Acute bee paralysis virus, complete genome. >gi[77020191 |gb|NC_007457.1NC_007457 Bacillus phage Cherry, complete genome.
>1[9633550 | gb|NC_000935.1|NC_000935 Acyrthosiphon pisum bacteriophage APSE-1, complete genome. >gi 891 007814.1NC_007814 Bacillus phage Fah, complete genome.

>g1[20451015 | gb|NC_003780.1|NC_003780 Acyrthosiphon pisum virus, complete genome. >gi 12248100 | gb | NC_002649.1NC_002649 Bacillus phage GA-1, complete genome.

>1[9632547 | gb|NC_002077.1|NC_002077 Adeno-associated virus - 1, complete genome. >gi[62327519 | gb | NC_006945.1|NC_006945 Bacillus phage GILlGc, complete genome.

91 [110645916 |gb|NC_001401.2|NC_001401 Adeno-associated virus - 2, complete genome. >gi[77020137 | gb|NC_007458.1NC_007458 Bacillus phage Gamma, complete genome.
>91[9628918 | gb|NC_001729.1|NC_001729 Adeno-associated virus - 3, complete genome. >gi[197261511|gb|NC_011167.1|NC_011167 Bacillus phage IEBH, complete genome.
>91[9629641|gb|NC_001829.1|NC_001829 Adeno-associated virus - 4, complete genome. >gi 9630125 | gb|NC_001884.1|NC_001884 Bacillus phage SPEc2, complete genome.

> |NC_006152.1|NC_006152 Adeno-associated virus 5, complete genome. >gi 209972829 gb|NC_011421.1[NC_011421 Bacillus phage SPO1, complete genome.

g1 |NC_006260.1|NC_006260 Adeno-associated virus - 7, complete genome. >gi | 111146921 |gb|NC_004166.2|NC_004166 Bacillus phage SPP1, complete genome.

1 (51949963 | gb | NC_006261.1|NC_006261 Adeno-associated virus - B, complete genome. >gi 216905965 | gb|NC_011645.1|NC_011645 Bacillus phage TP21-L, complete genome.

91[29567085 | gb|NC_004690.1|NC_004690 Adoxophyes honmai NPV, complete genome. >gi 85701379 | gb|NC_007734.1|NC_007734 Bacillus phage WBeta, complete genome.

132698539 gb |NC_005038. 1 |NC_005038 Adoxophyes orana granulovirus, complete genome. >gi 31415740 | gb | NC_004820.1NC_004820 Bacillus prophage phBC6ASI, complete genome.

>91|209978775 |gb|NC_011423.1|NC_011423 Adoxophyes orana nucleopolyhedrovirus, complete genome. >gi|31415816 | g |NC_004821.1NC_004821 Bacillus prophage phBC6AS2, complete genome.

9178765373 | gb|NC_007548.1|NC_007548 Adult diarrheal rotavirus strain J19, complete genome. >gi 22854993 | gb|NC_004167.1|NC_004167 Bacillus phage phil0s, complete genome.

>91[78766369 | gb|NC_007549.1|NC_007549 Adult diarrheal rotavirus strain J19, complete genome. >gi | 194186868 |gb|NC_011048.1|NC_011048 Bacillus phage phi29, complete genome.

>91|78766647 | gb|NC_007550.1|NC_007550 Adult diarrheal rotavirus strain J19, complete genome. >gi 193506277 | gb|NC_009737.2|NC_009737 Bacillus virus 1, complete genome.

>91|78766821| gb|NC_007551.1|NC_007551 Adult diarrheal rotavirus strain J19, complete genome. >gi 212499705 |gb|NC_011551.1|NC_011551 Bacteriophage APSE-2, complete genome.

g 007552.1[NC_007552 Adult diarrheal rotavirus strain J19, complete genome. >gi 200003956 | gb|NC_011222.1|NC_011222 Bacteroides phage B40-8, complete genome.

>91[78767273 | gb|NC_007553.1|NC_007553 Adult diarrheal rotavirus strain J19, complete genome. >gi 226377837 | gb|NC_012534.1|NC_012534 Bagaza virus, complete genome.

g1 007554.1[NC_007554 Adult diarrheal rotavirus strain J19, complete genome. >gi 9627983 | gb | NC_001642.1|NC_001642 Bamboo mosaic virus, complete genome.

>91[78767691| gb|NC_007555.1|NC_007555 Adult diarrheal rotavirus strain J19, complete genome. >gi 19909349 | gb | NC_003497.1NC_003497 Bamboo mesaic virus satellite RNA, complete genome.

g1 0075561 [NC_007556 Adult diarrheal rotavirus strain J19, complete genome. >gi | 156447513 | gb| NC_009745.1|NC_009745 Banana bract mosaic virus, complete genome.

>91[78767973 | gb|NC_007557.1|NC_007557 Adult diarrheal rotavirus strain J19, complete genome. >gi|19744927|gb|NC_003473.1|NC_003473 Banana bunchy top virus DNA 3, complete sequence.
>91|78768152| gb|NC_007558.1|NC_007558 Adult diarrheal rotavirus strain J19, complete genome. ory 7003474.1NC_003474 Banana bunchy top virus DNA 4, complete sequence.
>91[229342011 |gb|NC_012636.1|NC_012636 Aedes aegypti densovirus, complete genome. >gi|19744931|gb|NC_003475.1NC_003475 Banana bunchy top virus DNA 2, complete sequence.
>91[23334602| gb|NC_004285. 1 |NC_004285 Aedes albopictus densovirus, complete genome. >gi|19744932 | gb|NC_003476.1NC_003476 Banana bunchy top virus DNA 6, complete sequence.
>1|254688376 |gb|NC_012932.1|NC_012932 Aedes flavivirus, complete genome. >gi |19 7003477.1NC_003477 Banana bunchy top virus DNA 5, complete sequence.
>91[83721691| gb|NC_007666.1|NC_007666 Aedes pseudoscutellaris reovirus segment 1, complete sequence. >gi |19 7003479.1NC_003479 Banana bunchy top virus DNA 1, complete sequence.
>91[83721693 | gb|NC_007667.1|NC_007667 Aedes pseudoscutellaris reovirus segment 2, complete sequence. >gi 13559817 |gb|NC_002729.1NC_002729 Banana mild mosaic virus, complete genome.

>gi|8 007668 .1|NC_007668 Aedes pseudoscutellaris reovirus segment 3, complete sequence. >g 65372047 | gb|NC_007002.1|NC_007002 Banana streak GF virus, complete genome.

>91[83721697 | gb|NC_007669.1|NC_007669 Aedes pseudoscutellaris reovirus segment 4, complete sequence. >gi[62327614 g | NC_006955.1|NC_006955 Banana streak Mysore virus, complete genome.

>gi|8 007670.1[NC_007670 Aedes pseudoscutellaris reovirus segment 5, complete sequence. >gi |1 003381.1NC_003381 Banana streak OL virus, complete genome.

>91[83721701| gb|NC_007671.1|NC_007671 Aedes pseudoscutellaris reovirus segment 6, complete sequence. oy 008018.1|NC_008018 Banana streak virus, complete genome.

>91[83721703 | gb|NC_007672.1|NC_007672 Aedes pseudoscutellaris reovirus segment 7, complete sequence. oy 007003.1NC_007003 Banana streak virus strain Acuminata Vietnam, complete genome.
>91[83721705 | gb|NC_007673.1|NC_007673 Aedes pseudoscutellaris reovirus segment 8, complete sequence. >gi | 161622648 | gb|NC_010107.1|NC_010107 Bandicoot papillomatosis carcinomatosis virus type 1, complete genome.
>91[83721707 | gb|NC_007674.1|NC_007674 Aedes pseudoscutellaris reovirus segment 9, complete sequence. >gi|189475225|gb|NC_010817.1|NC_010817 Bandicoot papillomatosis carcinomatosis virus type 2, complete genome.
1 (109289986 |gb|NC_008208.1|NC_008208 Aeromonas phage 25, complete genome. >gi[23238115 | gb|NC_004198.1|NC_004198 Banna virus segment 12, complete sequence.
>1[66391804 | gb|NC_007022.1|NC_007022 Aeromonas phage 31, complete genome. >gi[23238117 | gb | NC_004200.1NC_004200 Banna virus segment 11, complete sequence.

>91[37651481| gb|NC_005135.1|NC_005135 Aeromonas phage 44RR2.8t, complete genome. >gi 23238119 | gb|NC_004201.1NC_004201 Banna virus segment 10, complete sequence.

>g1|38639923 | gb | NC_005260. 1 |NC_005260 Aeromonas phage Aehl, complete genome. >gi[23238121|gb|NC_004202.1|NC_004202 Banna virus segment 9, complete sequence.

91 [158518661 |gb|NC_009542.2|NC_009542 Aeromonas phage phi0l8?, complete genome. >gi[23238123 | gb|NC_004203.1|NC_004203 Banna virus segment 8, complete sequence.
>91[9626669|gb|NC_001467.1|NC_001467 African cassava mosaic virus DNA A, complete sequence. >gi 23238125 | gb | NC_004204.1|NC_004204 Banna virus segment 7, complete sequence.

>1[9626670 | gb|NC_001468.1|NC_001468 African cassava mosaic virus DNA B, complete sequence. >gi[23238127 | gb|NC_004211.1|NC_004211 Banna virus segment 1, complete sequence.

>91[30315610| gb|NC_004763.1|NC_004763 African green monkey polyomavirus, complete genome. >gi[23238129 | gb|NC_004217.1|NC_004217 Banna virus segment 2, complete sequence.

>1[189490154 |gb|NC_010820.1|NC_010820 Simian foamy virus 3, complete genome. >gi|23238131|gb|NC_004218.1|NC_004218 Banna virus segment 3, complete sequence.

g1 (50261322 | gb|NC_005996.1|NC_005996 African horsesickness virus segment 2, complete genome. >gi[23238133|gb|NC_004219.1|NC_004219 Banna virus segment 4, complete sequence.

91 (50261344 | gb|NC_006009.1|NC_006009 African horsesickness virus segment 10, complete sequence. >gi|23238135 | gb | NC_004220.1|NC_004220 Banna virus segment 5, complete sequence.

91 (50253371 | gb|NC_006011.1|NC_006011 African horsesickness virus segment 7, complete sequence. >gi[23238137 | gb|NC_004221.1|NC_004221 Banna virus segment 6, complete sequence.

>1[50261320| gb|NC_006012.1|NC_006012 African horsesickness virus segment 4, complete sequence. > 396903 |gb|NC_013458.1|NC_013456 Barfin flounder nervous necrosis virus RNA 1, complete genome.
1 (50261324 gb|NC_006016.1|NC_006016 African horsesickness virus segment 8, complete sequence. >gi 262396906 | gb|NC_013459.1|NC_013459 Barfin £lounder nervous necrosis virus RNA 2, complete genome.
g1 (50261326 gb|NC_006017.1|NC_006017 African horsesickness virus segment 3, complete sequence. >gi|194351529 | gb|NC_011063.1|NC_011063 Barfin £lounder virus BF93Hok RNAL, complete sequence.

g1 (50261328 | gb|NC_006018.1|NC_006018 African horsesickness virus segment 6, complete sequence. >gi|194351532 | gb|NC_011064.1|NC_011064 Barfin flounder virus BF93Hok RNA2, complete sequence.
>1[50261330| gb|NC_006019.1|NC_006019 African horsesickness virus chromosome segment 9, complete genome. >gi|189311143|gb|NC_010798.1|NC_010798 Barley dwarf virus, complete genome.

g1 (50253373 gb|NC_006020.1|NC_006020 African horsesickness virus chromosome segment 5, complete genome. >gi |19  003482.1|KC_003482 Barley mild mosaic virus RNA2, complete sequence.

g1 (50253375 | gb|NC_006021.1|NC_006021 African horsesickness virus chromosome genome segment 1, complete genome. >gi 19749338 | gb|NC_003483.1NC_003483 Barley mild mosaic virus RNA 1, complete sequence.

> 9581 |gb|NC_012519.1|NC_012519 African oil palm ringspot virus, complete genome. >gi 19744917 | gb|NC_003469.1NC_003469 Barley stripe mosaic virus RNA 1, complete sequence.

>91[9626113 |gb|NC_001659.1|NC_001659 African swine fever virus, complete genome. ory 003478.1NC_003478 Barley stripe mosaic virus RNA 3, complete sequence.
9119352426 gb|NC_003434.1|NC_003434 Ageratum enation virus, complete genome. >gi|19744922 | gb|NC_0034B1.1NC_003481 Barley stripe mosaic virus RNA 2, complete sequence.
>1[226597568 | gb|NC_012557.1|NC_012557 Ageratun leaf Cameroon betasatellite, complete genome. >gi 29366744 | gb | NC_004666.1|NC_004666 Barley yellow dwarf virus-GAV, complete genome.
>41[33300797 | gb|NC_005046.1|NC_005046 Ageratun leaf curl disease associated sequence virion, complete genome. >gi |20 7003680.1NC_003680 Barley yellow duarf virus - MAV, complete genome.

g1 [54646388 | gb | NC_006384.1|NC_006384 Ageratum leaf curl virus - [G52], complete genome. >gi 30090015 | gb | NC_002160.2|NC_002160 Barley yellow dwarf virus-PAS, complete genome.
>91[218547381|gb|NC_011762.1|NC_011762 Ageratun yellow leaf curl beta - [Pakistan:Lahore:2005], complete genome. >gi|30146774 | gb|NC_004750.1NC_004750 Barley yellow duarf virus - PAV, complete genome.
>g1[22128013 | gb|NC_004090.1|NC_004090 Ageratum yellow vein China virus, complete genome. >gi |1 002990.1NC_002990 Barley yellow mosaic virus RNA 1, complete seguence.
291166306483 95 NC 0070671 NC 007067 Ageratum yellow vein China virus-associated DHA heta, complete genome. >gi | 15808067 |gb|NC_002991.1|NC_002991 Barley yellow mosaic virus RNA 2, complete sequence.
>1[189426769 | gb|NC_010812.1|NC_010812 Ageratun yellow vein Hualian virus-(Taiwan:Hsinchu:tom:2003) DNA A, complete sequence. >gi 9629246 | gb|NC_001786.1|NC_001786 Barmah Forest virus, complete genome.

>91[14647158 | gb|NC_002981.1|NC_002981 Ageratun yellow vein Sri Lanka virus segment A, complete genome. >gi 156447515 |gb|NC_009741.1|NC_009741 Basella rugose mosaic virus, complete genome.

>91[29135250| gb|NC_004627.1|NC_004627 Ageratun yellow vein Taiwan virus, complete genome. >gi 153805661 |gb| NC_009695. 1|NC_009695 Bat SARS CoV REL/2004, complete genome|

91[29126650| gb | NC_004626.1|NC_004626 Ageratun yellow vein virus, complete genome. 41| 153805647 | gb | NC_009696. 1 |NC_009696 Bat SARS Cov Rml/2004, complete genome.

>g1[18959285 | gb|NC_003414.1|NC_003414 Ageratun yellow vein virus-associated DNA 1, complete genome. >gi 153863948 |gb|NC_009693.1|NC_009693 Bat SARS CoV Rp3/2004, complete genome.

>1[18702122| gb|NC_003403.1|NC_003403 Ageratun yellow vein virus-associated DNA beta, complete genome. >gi 281486431 |gb|NC_013664.1|NC_013664 Bat SARS CoV Rs672/2006, complete genome.

>1[273809542 |gb|NC_013597.1|NC_013597 Aggregatibacter phage 51249, complete genome. >gi 169822550 | gb|NC_010437.1|NC_010437 Bat coronavirus 12, complete genome.

>1[48843530| gb|NC_005903.1|NC_005903 Agropyron mosaic virus, complete genome. >gi 169822542 | gb|NC_010436.1|NC_010436 Bat coronavirus 18, complete genome.

>91[209170884 |gb|NC_011345.1|NC_011345 Agrotis ipsilon multiple nucleopolyhedrovirus, complete genome. >gi 160707867 | gb| NC_009988 . 1|NC_009988 Bat coronavirus EKU2, complete genome.

>g1[52627071| gb|NC_005839.2|NC_005839 Agrotis segetun granulovirus, complete genome. >gi 153863936 | gb| NC_009694.1|NC_009694 Bat coronavirus EKU3, complete genome.
>91[90592717 | gb|NC_007921.1|NC_007921 Agrotis segetun nucleopolyhedrovirus, complete genome. >gi 126030112 | gb|NC_009019.1|NC_009019 Bat coronavirus EKU4-1, complete genome.

>91[9630643 |gb|NC_001918.1|NC_001916 Aichi virus, complete genome. >gi 126030122 | gb| NC_009020.1|NC_009020 Bat coronavirus KU5-1, complete genome.

>91[157939615 |gb|NC_009894.1|NC_009894 Akabane virus segment L, complete sequence. >gi 169822558 | gb|NC_010438.1|NC_010438 Bat coronavirus EKUS, complete genome.

>91[157939617 |gb|NC_009895.1|NC_009895 Akabane virus segment M, complete sequence. >gi 126030132 | gb| NC_009021.1|NC_009021 Bat coronavirus EKUS-1, complete genome.

>91[157939567 |gb|NC_009896.1|NC_009896 Akabane virus segment S, complete sequence. >gi | 113882957 | gb|NC_008315.1|NC_008315 Bat coronavirus (BECoV/133/2005), complete genome.

>1[10140926 | gb |NC_002531.1|NC_002531 Alcelaphine herpesvirus 1, complete genome. >gi 12085135 | gb | NC_002643.1|NC_002643 Bdellovibrio phage phiMi2K, complete genome.

>91[9626278 | gb|NC_001662.1|NC_001662 Aleutian mink disease virus, complete genome. >g1[9630729 |gb|NC_001944.1|NC_001944 Beak and feather disease virus, complete genome.

>91[9626924 | gb|NC_001495.1|NC_001495 Alfalfa mosaic virus RNA 1, complete sequence. >gi 19919896 | gb | NC_003504.1NC_003504 Bean calico mosaic virus DNA A, complete sequence.

1 (50355594 gb|NC_002024.2|NC_002024 Alfalfa mosaic virus RNA 2, complete sequence. >gi 19919902 g |NC_003505.1NC_003505 Bean calico mosaic virus DNA B, complete sequence.

>1[9626928 | gb|NC_002025.1|NC_002025 Alfalfa mosaic virus RNA 3, complete sequence. >gi 21553928 | gb|NC_004047.1|NC_004047 Bean common mosaic necrosis virus, complete genome.
>1[189009878 |gb|NC_010736.1|NC_010736 Algerian watermelon mosaic virus, complete genome. >gi | 18677787 |gb|NC_003397.1|NC_003397 Bean common mosaic virus, complete genome.

>g1[24432113 | gb|NC_004355.1|NC_004355 Alkhurma virus, complete genome. >gi 9630663 |gb|NC_001930.1|NC_001930 Bean dwarf mosaic virus DNA B, complete genome.
>91[190336512 |gb|NC_010947.1|NC_010947 Allamanda leaf curl virus DNA-A, complete genome. >gi 9630666 |gb|NC_001931.1|NC_001931 Bean dwarf mosaic virus DNA A, complete genome.
>g1[224923887 |gb|NC_012211.1|NC_012211 Allium virus X, complete genome. >gi 21493006 | gb | NC_004042.1NC_004042 Bean golden mosaic virus DNA A, complete sequence.
>g1[164607202 |gb|NC_010249.1|NC_010249 Allpahuayo virus segment L, complete sequence. >gi 21493011 |gb|NC_004043.1|NC_004043 Bean golden mosaic virus DNA B, complete sequence.

1 [164682564 |gb|NC_010253.1|NC_010253 Allpahuayo virus segment S, complete sequence. >gi 9626462 |gb|NC_001436.1|NC_001438 Bean golden yellow mosaic virus DNA B, complete sequence.
9175750459 gb|NC_007408.1|NC_007408 Alstroemeria virus x, complete genome. >gi 9626465 |gb|NC_001439.1|NC_001439 Bean golden yellow mosaic virus DNA A, complete sequence.
>91[85718599 | gb|NC_007731.1|NC_007731 Alternanthera mosaic virus, complete genome. >gi 18314284 | gb|NC_003369.1NC_003369 Bean leafroll virus, complete genome.

>91|71658834 | gb|NC_007211.1|NC_007211 Alternanthera yellow vein virus DNA-A, complete sequence. >gi 19881396 | gb|NC_003495.1NC_003495 Bean pod mottle virus RNA 2, complete sequence.
>1[148628664 |gb|NC_009562.1|NC_009562 Alternanthera yellow vein virus satellite DNA beta, complete genome. >gi 19881398 | gb | NC_003496.1NC_003496 Bean pod mottle virus RNA 1, complete sequence.
>91[190643480 |gb|NC_010984.1|NC_010984 Alternaria alternata dsRNA mycovirus segment L, complete sequence. >gi 176428594 | gb|NC_010560.1|NC_010560 Bean yellow disorder virus RNA 1, complete sequence.

g1 [190643486 |gb|NC_010989.1|NC_010989 Alternaria alternata dsRNA mycovirus segment ll, complete sequence. >gi 177882060 | gb|NC_010561.1|NC_010561 Bean yellow disorder virus RNA 2, complete sequence.
>91[190643491 |gb|NC_010990.1|NC_010990 Alternaria alternata dsRNA mycovirus segment M2, complete sequence. >gi 40806838 | gb|NC_003493.2|NC_003493 Bean yellow dwarf virus, complete genome.

>g1[190643496 |gb|NC_010991.1|NC_010991 Alternaria alternata dsRNA mycovirus segment S, complete sequence. >gi 19881394 | gb|NC_003492.1NC_003492 Bean yellow mosaic virus, complete genome.

g1 [164682561 |gb|NC_010247.1|NC_010247 Amapari virus segment S, complete sequence. >gi | 164607205 | gb|NC_010255.1|NC_010255 Bear Canyon virus segment L, complete sequence.
>91[164607199 |gb|NC_010251.1|NC_010251 Amapari virus segment L, complete sequence. >gi| 164607208 gb| NC_010256.1|NC_010256 Bear Canyon virus segment S, complete sequence.
>g1[158711659 |gb|NC_009944.1|NC_009944 Amasya cherry disease associated chrysovirus segment 4, complete sequence. >gi 50080143 | gb|NC_004452.3 |NC_004452 Beet black scorch virus, complete genome.

>g1[158711661 |gb|NC_009945.1|NC_009945 Amasya cherry disease associated chrysovirus segment 3, complete sequence. >gi 55831382 | gb | NC_006460.1|NC_006460 Beet black scorch virus satellite RNA, complete genome.
g1 [158713823 |gb|NC_009946.1|NC_009946 Amasya cherry disease associated chrysovirus segment 2, complete sequence. >gi| 14010734 | gb | NC_002766.1NC_002766 Beet chlorosis virus, complete genome.

>g1[158713825 |gb|NC_009947.1|NC_009947 Amasya cherry disease associated chrysovirus segment 1, complete sequence. >gi|212681403 | gb|NC_011556.1|NC_011556 Beet cryptic virus 1 RNA 1, complete genome.
>1[55770802| gb|NC_006440.1|NC_006440 Amasya cherry disease-associated mycovirus, complete genome. >gi|212681415|gb|NC_011557.1|NC_011557 Beet cryptic virus 1 RNA 2, complete genome.

1 [55770804 | gb | NC_006441.1|NC_006441 Amasya cherry disease-associated mycovirus, complete genome. >gi|169303562|gb|NC_010417.1|NC_010417 Beet curly top Iran virus-[K], complete genome.

oy |NC_005832.1|NC_005832 Ambystoma tigrinum virus, complete genome. >gi[9626213|gb | NC_001412.1|NC_001412 Beet curly top virus - California [Logan], complete genome.
>g1[162682776 | gb|NC_010584.1|NC_010584 American grass carp reovirus segment 1, complete sequence. >gi 30146803 | gb|NC_004753.1|NC_004753 Beet mild curly top virus - [Worlandd], complete genome.
>g1[162682778 |gb|NC_010585.1|NC_010585 American grass carp reovirus segment 2, complete sequence. >gi 19881389 | gb|NC_003491.1NC_003491 Beet mild yellowing virus, complete genome.

>gi NC_010586.1|NC_010586 American grass carp reovirus segment 3, complete sequence. >gi 40254027 |gb|NC_005304.1|NC_005304 Beet mosaic virus, complete genome.

>g1[162682782 |gb|NC_010587.1|NC_010587 American grass carp reovirus segment 4, complete sequence. >gi[199 003513.1NC_003513 Beet necrotic yellow vein virus RNA 5, complete sequence.
>g1[162682784 |gb|NC_010588.1|NC_010588 American grass carp reovirus segment 5, complete sequence. >gi[19919907 |gb|NC_003514.1|NC_003514 Beet necrotic yellow vein virus RNA 1, complete sequence.
>g1[182682786 |gb|NC_010589.1|NC_010589 American grass carp reovirus segment 6, complete sequence. >gi[199 003515.1NC_003515 Beet necrotic yellow vein virus RNA 2, complete sequence.
>g1[162682788 |gb|NC_010590.1|NC_010590 American grass carp reovirus segment 7, complete sequence. >gi|19919915 | gb|NC_003516.1|NC_003516 Beet necrotic yellow vein virus RNA 3, complete sequence.
91 (162682791 |gb|NC_010591.1|NC_010591 American grass carp reovirus segment 8, complete sequence. >gi|19919917 | gb|NC_003517.1|NC_003517 Beet necrotic yellow vein virus RNA 4, complete sequence.
1 (162682793 |gb|NC_010592.1|NC_010592 American grass carp reovirus segment 9, complete sequence. >gi | 268529021 | gb| NC_005209.2|NC_005209 Beet pseudo-yellows virus RNA 1, complete genome.

>gi NC_010593.1|NC_010593 American grass carp reovirus segment 10, complete sequence. >gi | 268529022 | gb| NC_005210.2|NC_005210 Beet pseudo-yellows virus RNA 2, complete genome.
>1[162682797 |gb|NC_010594.1|NC_010594 American grass carp reovirus segment 11, complete sequence. >gi 20260798 | g | NC_003693.1NC_003693 Beet ringspot virus RNA 1, complete sequence.

>1[19697298 | gb|NC_003451.1|NC_003451 American plum line pattern virus RNAL, complete genome. oy 003694.1C_003694 Beet ringspot virus RNA 2, complete sequence.
>1[19697300| gb|NC_003452.1|NC_003452 American plum line pattern virus RNA2, complete genome. >gi|30146811|gb|NC_004754.1|NC_004754 Beet severe curly top virus - Cfh, complete genome.
>1[19697302| gb|NC_003453.1|NC_003453 American plum line pattern virus RNA3, complete genome. >gi|19919953 | gb|NC_003503.1NC_003503 Beet soil-borne mosaic virus RNA 2, complete seguence.

>91[9964314 | gb|NC_002520.1|NC_002520 Amsacta moorei entomopoxvirus 'L', complete genome. >gi 19919961 |gb | NC_003506.1|NC_003506 Beet soil-borne mosaic virus RNAL, complete sequence.
>91[212525933 |gb|NC_011559.1|NC_011559 Anagyris vein yellowing virus, complete genome. >gi|19919963 | gb|NC_003507.1|NC_003507 Beet soil-borne mosaic virus RNA3, complete genome.

>91[19744949 | gb|NC_003466.1|NC_003466 Andes virus segment S, complete sequence. >gi|199 7003508.1KC_003508 Beet soil-borne mosaic virus RNAY, complete genome.
>1|23464593 | gb|NC_003467.2|NC_003467 Andes virus segment M, complete genome. >gi 19919927 |gb|NC_003518.1NC_003518 Beet soil-borne virus RNA 2, complete sequence.
>1[23464594 | gb|NC_003468.2|NC_003468 Andes virus segment L, complete genome. >gi[199 003519.1NC_003519 Beet soil-borne virus RNA 3, complete sequence.
>1[85718592 | gb|NC_007733.1|NC_007733 Angelonia flower break virus, complete genome. >gi[199 7003520.1NC_003520 Beet soil-borne virus RNA 1, complete sequence.
>91[282174037 |gb|NC_013668.1|NC_013668 Anguillid herpesvirus 1, complete genome. >gi 19919941 |gb|NC_003510.1NC_003510 Beet virus Q RNA 1, complete sequence.

>91[208429851 |gb|NC_011317.1|NC_011317 Anopheles gambiae densonucleosis virus, complete genome. >gi|199 003511.1NC_003511 Beet virus O RNA 2, complete sequence.

g1 [154551150 |gb|NC_008035.3|NC_008035 Antheraea pernyi nucleopolyhedrovirus, complete genome. >gi[199 003512.1NC_003512 Beet virus O RNA 3, complete sequence.

1 [116326069 |gb|NC_008520.1|NC_008520 Anticarsia gemmatalis nucleopolyhedrovirus, complete genome. >gi 21557557 | gb|NC_004045.1|NC_004045 Beet western yellows STO associated virus, complete genome.
>91[24943167 | gb|NC_004365.1|NC_004365 Aphid lethal paralysis virus, complete genome. oy 004756.1C_004756 Beet western yellows virus, complete genome.

>91[20178606 | gb|NC_003676.1|NC_003676 Apoi virus, genome. >gi[9627404 |gb | NC_001598.1|NC_001598 Beet yellows virus, complete genome.

>1[9626205 | gb|NC_001409.1|NC_001409 Apple chlorotic leaf spot virus, complete genome. >gi 62327451 | gb| NC_006956.1|NC_006956 Begomovirus-associated DNA-II, complete genome.

oy ©_003787.1|NC_003787 Apple latent spherical virus segment 1, complete sequence. >gi[62327464 | gb | NC_006957.1NC_006957 Begomovirus-associated DNA-ITT, complete genome.

oy 003788.1[NC_003788 Apple latent spherical virus segment 2, complete sequence. >gi 89888070 | gb|NC_007803.1|NC_007803 Beilong virus, complete genome.

oy 003464.1[NC_003464 Apple mosaic virus RNA 1, complete sequence. >gi 151266411 | gb|NC_009642.1|NC_009642 Bell pepper mottle tobamovirus, complete genome.

>t 003465.1[NC_003465 Apple mosaic virus RNA 2, complete sequence. >gi 222822598 | gb|NC_012041.1|NC_012041 Bhendi yellow vein Bhubhaneswar virus DNA-A, complete genome.
oy 003480.1[NC_003480 Apple mosaic virus RNA 3, complete sequence. >gi 221186001 |gb|NC_011919.1|NC_011919 Bhendi yellow vein Delhi virus [2004:New Delhi] DNA-A, complete genome.
oy 001749.2[NC_001749 Apple stem grooving virus, complete genome. >gi 19073908 | gb|NC_003418.1NC_003418 Bhendi yellow vein mosaic virus, complete genome.

oy " 003462.1|NC_003462 Apple stem pitting virus, complete genome. >gi| 18702397 |gb|NC_003405.1NC_003405 Bhendi yellow vein mosaic virus-associated DNA beta, complete genome.
1 (62362154 | gb | NC_006946.1|NC_006946 Apricot pseudo-chlorotic leaf spot virus, complete genome. >gi 83722647 |gb | NC_007655.1NC_007655 Bitter gourd leaf curl disease-associated DNA beta, complete genome.
>91[81079705 | gb|NC_007582.1|NC_007562 Aquareovirus A segment 1, complete sequence. >gi[51014188|gb|NC_001411.2|NC_001411 Black beetle virus, complete genome.

>gifs 007583.1[NC_007583 Aquareovirus A segment 2, complete sequence. >gi[9632343 | gb | NC_002037.1|NC_002037 Black beetle virus RNA 2, complete sequence.

>gifs 007584.1[NC_007584 Aquareovirus A segment 3, complete sequence. >gi 20451021 |gb|NC_003784.1|NC_003784 Black queen cell virus, complete genome.

oy 007585 1|NC_007585 Aquareovirus A segment 4, complete genome. >gi 109240522 | gb|NC_008182.1|NC_008182 Black raspberry necrosis virus RNAL, complete genome.

oy 007586 1|NC_007586 Aquareovirus A segment 5, complete genome. >gi 109240529 | gb|NC_008183.1|NC_008183 Black raspberry necrosis virus RNA2, complete sequence.
oy 007587 .1|NC_007587 Aquareovirus A segment 7, complete genome. >gi 157939583 | gb| NC_009890. 1|NC_009890 Black raspberry virus F, complete genome.

>91[80160891 | gb |NC_007588. 1 |NC_007588 Aquareovirus A segment 8, complete genome. >gi 212525344 | gb|NC_011553.1|NC_011553 Blackberry chlorotic ringspot virus RNAL, complete genome.
oy 007589 .1|NC_007589 Aquareovirus A segment 9, complete genome. >gi 212525346 | gb|NC_011554.1|NC_011554 Blackberry chlorotic ringspot virus RNA2, complete genome.
oy 007590.1[NC_007590 Aquareovirus A segment 10, complete genome. >gi|269124268 | gb|NC_011555.2NC_011555 Blackberry chlorotic ringspot virus.

>91[80161401| gb|NC_007591.1|NC_007591 Aquareovirus A segment 11, complete genome. >gi 117413398 | gb| NC_008558. 1|NC_008558 Blackberry virus ¥, complete genome.

91 [80161607 | gb|NC_007592.1|NC_007592 Aquareovirus A segment 6, complete genome. >gi[62421185 | gb | NC_006962.1|NC_006962 Blackberry yellow vein-associated virus RNAL, complete sequence.
>1[38147300| gb|NC_005166.1|NC_005166 Golden shiner reovirus segment 1, complete sequence. >gi 259493850 | gb| NC_006963.2|NC_006963 Blackberry yellow vein-associated virus RNA2, complete genome.
>1[38147302| gb|NC_005167.1|NC_005167 Golden shiner reovirus segment 2, complete sequence. >gi| 19919937 |gb|NC_003502.1NC_003502 Blackcurrant reversion virus RNA 2, complete seguence.
>1|38147304 | gb|NC_005168.1|NC_005168 Golden shiner reovirus segment 3, complete sequence. >gi 19919939 | gb|NC_003509.1NC_003509 Blackcurrant reversion virus RNAL, complete sequence.
>1[38147306 | gb|NC_005169.1|NC_005169 Golden shiner reovirus segment 4, complete sequence. >gi 20889342 | gb | NC_003872.1NC_003872 Blackcurrant reversion virus satellite RNA, complete genome.
>1[38147308 | gb|NC_005170.1|NC_005170 Golden shiner reovirus segment 5, complete sequence. >gi 190336530 gb|NC_010837.1|NC_010837 Blainvillea yellow spot virus DNA-A, complete genome.
>91[38147310| gb|NC_005171.1|NC_005171 Golden shiner reovirus segment 6, complete sequence. >gi|190336536|gb|NC_010838.1|NC_010838 Blainvillea yellow spot virus DNA-B, complete genome.
>g1[38147312| gb|NC_005172.1|NC_005172 Golden shiner reovirus segment 7, complete sequence. >gi|33235703 | gb| NC_005041.1|NC_005041 Blattella germanica densovirus, complete genome.
>g1[38147315 | gb|NC_005173.1|NC_005173 Golden shiner reovirus segment 8, complete sequence. >gi 50198872 g | NC_005962.1NC_005982 Blotched snakehead virus, complete genome.

>g1[38147317 | gb|NC_005174.1|NC_005174 Golden shiner reovirus segment 9, complete sequence. i [502 " 005983.1NC_005983 Blotched snakehead virus, complete genome.

>91[36147319| gb|NC_005175.1|NC_005175 Golden shiner reovirus segment 10, complete sequence. >gi 21263121 |gb|NC_003138.2|NC_003138 Blueberry red ringspot virus, complete genome.
>1[38147321| gb|NC_005176.1|NC_005176 Golden shiner reovirus segment 11, complete sequence. >gi|199 7003499.1NC_003499 Blueberry scorch virus, complete genome.

> 006056 1|NC_006056 Arabis mosaic virus RNA 2, complete sequence. >gi[50253377 | gb|NC_006007.1|NC_006007 Bluetongue virus segment 8, complete sequence.

g1 006057.1|NC_006057 Arabis mosaic virus RNA 1, complete sequence. >gi 50253379 | gb | NC_006008.1|NC_006008 Bluetongue virus segment 9, complete sequence.

oy 003523.1|NC_003523 Arabis mosaic virus large satellite RNA, complete genome. >gi 50253381 |gb|NC_006010.1|NC_006010 Bluetongue virus segment 6, complete sequence.
>91[9627203 | gb|NC_001546.1|NC_001546 Arabis mosaic virus small satellite RNA, complete genome. >gi 50253383 | gb|NC_006013.1|NC_006013 Bluetongue virus segment 2, complete sequence.

91 [119756985 |gb|NC_008695.1|NC_008695 Archaeal BJ1 virus, complete genome. >gi 50253385 | gb|NC_006014.1|NC_006014 Bluetongue virus segment 3, complete sequence.
>1|255614072 |gb|NC_009026.2|NC_003026 Bussuquara virus, complete genome. >gi 50253387 |gb| NC_006015.1|NC_006015 Bluetongue virus segment 10, complete sequence.
>91[9625551 | gb|NC_001339.1|NC_001339 Artichoke mottled crinkle virus, complete genome. >gi 50253389 | gb | NC_006022.1|NC_006022 Bluetongue virus segment 7, complete seguence.

>91[219552941 |gb|NC_011807.1[NC_011807 Asparagus virus 2 RNA 3, complete genome. -I 2 >gi[50253391 | gb|NC_006023.1|NC_006023 Bluetongue virus segment 1, complete seguence.
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85857779 | gb|NC_006024.2 |NC_006024 Bluetongue virus segment 4, complete sequence.
50253395|gb|NC_006025. 1 [NC_006025 Bluetongue virus segment 5, complete sequence.
237643549 gb|NC_012672.1|NC_012672 Bombyx mandarina nucleopolyhedrovirus, complete genome.
9630816 |gb|NC_001962.1[NC_001962 Bombyx mori NPV, complete genome.

©_006630.1|NC_006630 Bombyx mori cypovirus 1 satellite RNA, complete genome.
23334611|gb|NC_004287.1|NC_004287 Bombyx mori densovirus 5, complete genome.
22681027| gb|NC_004142.1|NC_004142 Boolarra virus RNAL, complete genome
22711868 | gb|NC_004145.1|NC_004145 Boolarra virus RNA 2, complete sequence.
003679.1[NC_003679 Border disease virus X818, complete genome.
005809 1|NC_005809 Bordetella phage BIP-1, complete genome.
45429963 | gb|NC_005808 .1 |NC_005808 Bordetella phage BMP-1, complete genome.
41179361 |gb|NC_005357 .1 |NC_005357 Bordetella phage BPP-1, complete genome.
9627493 | gb| NC_001607.1|NC_001607 Borna disease virus, complete genome.

167851790 | gb[NC_010349.1|NC_010349 Botryotinia fuckeliana partitivirus 1 RNAL, complete sequence.
167851792 |gb|NC_010350.1|NC_010350 Botryotinia fuckeliana partitivirus 1 RNA2, complete sequence.
167832337 | gb|NC_010351.1|NC_010351 Botryotinia fuckeliana partitivirus 1 RNA3, complete sequence.

134141995 | gb|NC_009224.1|NC_009224 Botryotinia fuckeliana totivirus 1, complete genome.
209571591 | gb|NC_011372.1|NC_011372 Botrytis cinerea debilitation-related virus, complete genome.
11125722 gb|NC_002604.1|NC_002604 Botrytis virus F, complete genome.
37595815|gb|NC_005132.1|NC_005132 Botrytis virus X, complete genome.
213496077 | gb|NC_011592.1|NC_011592 B 1 tabilis chlorotic

48696557 | gb|NC_005889. 1 |NC_005889 Bovine adeno-associated virus, complete genome.
52801677|gb|NC_006324.1|NC_006324 Bovine adenovirus A, complete genome.

9630091 |gb|NC_001876.1|NC_001876 Bovine adenovirus B, complete genome.

34303903 | gb|NC_002685.2 |NC_002685 Bovine adenovirus D, complete genome.

9631282 |gb|NC_002068.1|NC_002068 Bovine circovirus, complete genome.
15081544 | b |NC_003045.1|NC_003045 Bovine coronavirus, complete genome.

9629892 gb|NC_001859.1|NC_001859 Bovine enterovirus, complete genome.

10086361 [gblic_002526. 1|8 002526 Bovine ophsmeral fover virs. complete genone.
9629644 |gb|NC_001831.1NC_001831 Bovine foamy virus, complete gen

9629818 g5(NC_001847.1[NC 001647 Bovine herpesvirus 1, complets Senome.
13095578 | gb [NC_002665.1|NC_002665 Bovine herpesvirus 4, complete genome.

123318702 |gb|NC_005261.2|NC_005261 Bovine herpesvirus 5, complete genome.

9626219 gb|NC_001413.1NC_001413 Bovine immunodeficiency virus, complete genome.
25057978 | gb|NC_004421.1|NC_004421 Bovine kobuvirus, complete genome.
9626225|gb|NC_001414.1|NC_001414 Bovine leukemia virus, complete genome.

9627056 | gb|NC_001522.1NC_001522 Bovine papillomavirus - 1, complete genome.
164399231 |gb[NC_010193.1|NC_010193 Bovine papillomavirus-10, complete genome.
23216976/ gb|NC_004197.1|NC_004197 Bovine papillomavirus - 3, complete genome.
23217014|gb|NC_004195.1|NC_004195 Bovine papillomavirus type 5, complete genome.
156522770 gb|NC_009752.1|NC_009752 Bovine papillomavirus 6, complete genome.
164398797 |gb|NC_010192.1|NC_010192 Bovine papillomavirus-9, complete genome.
41057437 |gb|NC_005337.1|NC_005337 Bovine papular stomatitis virus, complete genome.
9634109 |gb|NC_002161.1|NC_002161 Bovine parainfluenza virus 3, complete genome.
9627190 | gb| NC_001540.1NC_001540 Bovine parvovirus, complete genome.

51949957 | gb|NC_006259. 1 |NC_006259 Bovine parvovirus 2, complete genome.

9626482 |gb|NC_001442.1|NC_001442 Bovine polyomavirus, complete genome.

253756580| gb|NC_012948.1|NC_012948 Bovine respiratory coronavirus AH187, complete genome.

253756593 gbic_012943.1[NC_012345 Bovine respiratory coronavirus bovine/Us/CH-440-1C/ 1936, conplete ganone.

9631267 |gb|NC_001989.1|NC_001989 Bovine respiratory syncytial virus, complete gen

168480155 |gb|NC_010354.1|NC_010354 Bovine rhinitis B virus, complete genome.

9626649 |gb|NC_001461.1NC_001461 Bovine viral diarrhea virus 1, complete genome.

9629506 | gb|NC_002032.1NC_002032 Bovine viral diarrhea virus genotype 2, complete genome.
240114604 | gb|NC_012812.1|NC_012812 Bovine viral diarrhea virus 3 Th/04_KhonKaen, complete genome.
77118348 | gb|NC_007447.1|NC_007447 Breda virus, complete genome.

148717937 | gb|NC_009530.1|NC_009530 Brevicoryne brassicae picorna-like virus, complete genome.

: 004006. 1 |KC_004006 Broad bean mottle virus RNA 3, complete sequence.

004007.1[NC_004007 Broad bean mottle virus RNA 2, complete sequence.
004008 1[NC_004008 Broad bean mottle virus RNA 1, complete sequence.
25140191 | gb|NC_004423.1|NC_004423 Broad bean necrosis virus RNA 1, complete sequence.
004424.1|NC_004424 Broad bean necrosis virus RNA 2, complete sequence.
25140197 | gb|NC_004425 .1 |NC_004425 Broad bean necrosis virus RNA 3, complete sequence.
005289.1[NC_005289 Broad bean wilt virus 1 RNA 1, complete sequence.
"005290.1[NC_005290 Broad bean wilt virus 1 RNA 2, complete sequence.
14717378 | gb|NC_003003.1|NC_003003 Broad bean wilt virus 2 RNAL, complete sequence.
14717380 gb|NC_003004.1|NC_003004 Broad bean wilt virus 2 RNA2, complete sequence.
9626931 |gb|NC_002026.1|NC_002026 Brome mosaic virus RNA 1, complete sequence.
9626933 | gb|NC_002027.1|NC_002027 Brome mosaic virus RNA 2, complete sequence.
176121034 | gb|NC_002028.2|NC_002028 Brome mosaic virus RNA 3, complete sequence.
20070095 |gb|NC_003501.1 |NC_003501 Brome streak mosaic virus, complete genome.
190149257 |gb|NC_010944.1|NC_010944 Brugmansia sp. tobamovirus, complete genome.
30315603 | gb|NC_004764.1|NC_004764 Budgerigar fledgling disease polyomavirus, complete genome.
212681405 gb|NC_011548.1|NC_011548 Bulbul coronavirus HKUL1-796, complete genome.
9630656 |gb|NC_001925.1NC_001925 Bunyamwera virus L segment, complete sequence.
9630658 |gb|NC_001926.1NC_001926 Bunyamwera virus M segment, complete sequence.
9630660 |gb|NC_001927.1NC_001927 Bunyamwera virus segment S, complete sequence.
126010934 |gb[NC_009015.1|NC_009015 Burkholderia ambifaria phage BcepFl, complete genome.
47777280| gb|NC_005263.2 |NC_005263 Burkholderia phage Beepl, complete genome.
77864625|gb|NC_007497.1|NC_007497 Burkholderia phage Bcepl?6, complete genome.
158997720  gb | NC_005262.2|NC_005262 Burkholderia phage Bcep22, complete genome.
47842848 | gb|NC_005342.2 |NC_005342 Burkholderia phage Beepd3, complete genome.
47835019| gb|NC_004333.2|NC_004333 Burkholderia phage Beep78l, complete genome.
72257064 | gb|NC_005886.2 [NC_005886 Burkholderia phage BcepBlR, complete genome.
48697190 | gb|NC_005887 . 1 [NC_005887 Burkholderia phage BcepC6e, complete genome.
146329912 |gb|NC_009447.1|NC_009447 Burkholderia phage BcepGomr, complete genome.
238801616|gb|NC_012743.1|NC_012743 Burkholderia phage BcepIL02, complete genome.
48696910|gb|NC_005882. 1 [NC_005882 Burkholderia phage Beephu, complete genome.
149882900  gb | NC_009604.1|NC_009604 Burkholderia phage BcephY3, complete genome.
91214206 |gb|NC_005091.2 [NC_005091 Burkholderia phage BcepNazgul, complete genome.
198449262 |gb|NC_011216.1|NC_011216 Burkholderia phage X510, complete genome.
255033713| gb| NC_013055.1|NC_013055 Burkholderia phage X59, complete genome
38707890 | gb|NC_005284. 1 |NC_005284 Burkholderia phage phil026b, complete genome.
117676329 | gb|NC_007145.2|NC_007145 Burkholderia prophage phi52237, complete genome.
148747798 | gb|NC_009235.2|NC_009235 Burkholderia phage phif4d-2, complete genome.
17975161 gb | NC_003309.1|NC_003309 Burkholderia phage phiE125, complete genome.
134288688 | gb | NC_009236.1|NC_009236 Burkholderia phage phiE12-2, complete genome.
134288739 | gb|NC_009234.1|NC_009234 Burkholderia phage phiE202, complete genome
134288788 | gb|NC_009237.1|NC_009237 Burkholderia phage phiE255, complete genome.
269954638 | gb|NC_013527.1|NC_013527 Butterbur mosaic virus, complete genome.
20806015|gb|NC_003866. 1 |NC_003866 Cabbage leaf curl virus DNA A, complete sequence.
20889306 | gb|NC_003887. 1 |NC_003887 Cabbage leaf curl virus DNA B, complete sequence.
9627246 |gb|NC_001574.1|NC_001574 Cacao swollen shoot virus, complete genome.
219552915|gb|NC_011803.1|NC_011803 Cactus mild mottle virus, complete genome.
37591172 | gb|NC_002815.2 |NC_002815 Cactus virus X, complete genome.
21699776| gb|NC_004064 . 1 NC_004064 Calicivirus strain N8, complete genome.
260513686] gb|NC_013287.1|NC_013287 Calicivirus isolate Allston 2008/US, complete genome.
260513682 | b Hc_013206. 1N 013286 Calicivirus isolate Klistan 2003/US. complete genome.
60677687 | gb|NC_006875. 1 [NC_006875 Calicivirus isolate 1CG, complete gen
237781146 |gb NG 012699 111G 012699 Caliciviras pig/AB90/CAN, conplete enome.
224504298| gb|NC_012126.1|NC_012126 California sea lion anellovirus, complete genome.
004367.1|NC_004367 Callitrichine herpesvirus 3, complete genome.
18640237 |gb|NC_003391.1|NC_003391 Camelpox virus, complete genome.
007985.1[NC_007985 Campoletis sonorensis ichnovirus segment O, complete genome.
946 007986 1|NC_007986 Campoletis sonorensis ichnovirus segment C, complete sequence.
007987.1|NC_007987 Campoletis sonorensis ichnovirus segment B, complete sequence.
94676033 | gb|NC_007988 . 1|NC_007988 Campoletis sonorensis ichnovirus segment E, complete sequence.
6 007989.1|NC_007989 Campoletis sonorensis ichnovirus segment G, complete sequence.

946 007990.1|NC_007990 Campoletis sonorensis ichnovirus segment G2, complete sequence.

946 007991.1|NC_007991 Campoletis sonorensis ichnovirus segment H, complete sequence.
946 007992.1|NC_007992 Campoletis sonorensis ichnovirus segment I, complete sequence.
946 " 007993.1|NC_007993 Campoletis sonorensis ichnovirus segment J, complete sequence.
94676104 |gb|NC_007994.1|NC_007994 Campoletis sonorensis ichnovirus segment L, complete sequence.

94676120 | gb|NC_007995.1|NC_007995 Campoletis sonorensis ichnovirus segment 12, complete sequence.

94676136 | gb|NC_007996.1|NC_007996 Campoletis sonorensis ichnovirus segment M, complete sequence.
94676156 | gb|NC_007997.1|NC_007997 Campoletis sonorensis ichnovirus segment A, complete sequence.

94676174 |gb|NC_007998.1|NC_007998 Campoletis sonorensis ichnovirus segment O1, complete sequence.

94676188 | gb|NC_007999.1|NC_007999 Campoletis sonorensis ichnovirus segment P, complete sequence.
946 008000.1|NC_008000 Campoletis sonorensis ichnovirus segment T, complete sequence.
946 008001.1|NC_008001 Campoletis sonorensis ichnovirus segment U, complete sequence.
94676233 | gb|NC_008002.1|NC_008002 Campoletis sonorensis ichnovirus segment Z, complete sequence.
94717689 | gb|NC_008003.1|NC_008003 Campoletis sonorensis ichnovirus segment V, complete genome.

946 008004.1|NC_008004 Campoletis sonorensis ichnovirus segment F, complete sequence.

946 008005.1|NC_008005 Campoletis sonorensis ichnovirus segment A2, complete sequence.

946 0080061 |NC_008006 Campoletis sonorensis ichnovirus segment N, complete sequence.

94717691 | gb|NC_008007.1|NC_008007 Campoletis sonorensis ichnovirus chromosome segment W, complete genome.

94676281 | gb|NC_008008.1|NC_008008 Campoletis sonorensis ichnovirus segment D, complete sequence.
188 " 003410.1|NC_003410 Canary circovirus, complete genome.

9.1|NC_005309 Canarypox virus, complete genome.
9629096 gb|NC_001734.1|NC_001734 Canine adenovirus, complete genome.
27881465 | gb|NC_004542. 1 |NC_004542 Canine calicivirus, complete genome.

9630645 |gb|NC_001921.1(NC_001921 Canine distemper virus, complete genome.

27151463 | gb|NC_004442.1|NC_004442 Canine minute virus, complete genome.

9627734 |gb|NC_001619.1|NC_001619 Canine oral papillomavirus, complete genome.

56693036 | gb|NC_006564 . 1 |NC_006564 Canine papillomavirus 2, complete genome.
113200740 gb | NC_008297.1|NC_008297 Canine papillomavirus 3, complete genome.
258611051 | gb|NC_013236.1|NC_013236 Canine papillomavirus 5, complete genome.

258611059| gb|NC_013237.1|NC_013237 Canine papillomavirus 6, complete genome.

82547780 | gb|NC_007612.1|NC_007612 Canine papillomavirus 7, complete genome.

164429763 |gb|NC_010226.1|NC_010226 Canine papillomavirus 4, complete genome.

9627186 |gb| NC_001539.1|NC_001539 Canine parvovirus, complete genome.

259120449| gb|NC_013261.1|NC_013261 Canna Yellow Streak Virus, complete genome.
97331426|gb|NC_008032.1|NC_008032 Capra hircus papillomavirus type 1, complete genome.
9626651 |gb|NC_001463.1|NC_001463 Caprine arthritis-encephalitis virus, complete genome.
113200755 |gb[NC_008301.1|NC_008301 Capsicum chlorosis virus segment S, complete sequence.
113200758 | gb | NC_008302.1|NC_008302 Capsicum chlorosis virus segment L, complete sequence.
113200760 | gb | NC_008303.1|NC_008303 Capsicum chlorosis virus segment M, complete sequence.
9627420|gb| NC_001600.1[NC_001600 Cardamine chlorotic fleck virus, complete genome.

166369054 | gb[NC_010297.1[NC_010297 Cardiospermun yellow leaf curl virus satellite DNA beta, complete genome.

212286048| gb|NC_011530.1|NC_011530 Caretta caretta papillomavirus 1, complete genome
189042976 | gb|NC_003500.2|NC_003500 Carnation Ttalian ringspot virus, complete genome.
19919889 | gb [ NC_003498.1|NC_003498 Carnation etched ring virus, complete genome.
9633804 gb| NC_001265.1|NC_001265 Carnation mottle virus, complete genome.

20069869 gb|NC_003530. 1 |NC_003530 Carnation ringspot virus RNA 1, complete sequence.
20069874 |gb|NC_003531.1|NC_003531 Carnation ringspot virus RNA 2, complete sequence.
9628907 | gb| NC_001726.1|NC_001726 Carrot mottle mimic virus, complete genome.
211774534|gb|NC_011515.1|NC_011515 Carrot mottle virus, complete genome.
20889313|gb|NC_003871.1|NC_003871 Carrot red leaf luteovirus associated RNA, complete genome.
51980895 gb|NC_006265. 1 [NC_006265 Carrot red leaf virus, complete genome.

254666617| gb|NC_013007.1|NC_013007 Carrot yellow leaf virus, complete genome.
23334621 |gb|NC_004288. 1 |NC_004288 Casphalia extranea densovirus, complete genome.
237688319 gb|NC_012698.1|NC_012698 Cassava brown streak virus, complete genome.
9628107 |gb| NC_001658.1|NC_001658 Cassava common mosaic virus, complete genome.
9627994 | gb| NC_001648.1[NC_001648 Cassava vein mosaic virus, complete genome.
255987652 | gb|NC_013111.1|NC_013111 Cassava virus C.
255987654 | gb|NC_013112.1|NC_013112 Cassava virus C.
255987656 | gb|NC_013113.1|NC_013113 Cassava virus C.

66090796 | gb|NC_006999. 1 |NC_006999 Cassia yellow blotch virus RNAL, complete sequence.
66090625|gb[NC_007000.1[NC_007000 Cassia yellow blotch virus RNA2, complete sequence.
66090969 | gb|NC_007001.1|NC_007001 Cassia yellow blotch virus RNA3, complete sequence.
9626938 | gb|NC_001497.1|NC_001497 Cauliflower mosaic virus, complete genome.
213159161 | gb|NC_011587.1|NC_011587 Caviid herpesvirus 2, complete genome.

9627242 |gb|NC_001564.1|NC_001564 Cell fusing agent virus, complete genome.

168572144 |gb[NC_010705.1[NC_010705 Ceratocystis polonica partitivirus segment 1, complete genome.

168572146 | gb|NC_010706.1[NC_010706 Ceratocystis polonica partitivirus, complete genome.

189022230 gb|NC_010754.1|NC_010754 Ceratocystis resinifera partitivirus RNA 2, complete sequence.
189022232 | gb|NC_010755.1|NC_010755 Ceratocystis resinifera partitivirus RNA 1, complete sequence.

56694721 |gb|NC_006560. 1 [NC_006560 Cercopithecine herpesvirus 2, complete genome.
239505241| gb|NC_012783.1|NC_012783 Cercopithecine herpesvirus 5, complete genome.
126882977 | gb | NC_002686.2|NC_002686 Cercopithecine herpesvirus 9, complete genome.
20087066|gb|NC_003533.1|NC_003533 Cereal yellow dwarf virus-RPV satellite RNA, complete genome.

30089981 gb|NC_002198.2|NC_002198 Cereal yellow dwarf virus-RPS, complete genome
30146796|gb|NC_004751.1|NC_004751 Cereal yellow dwarf virus-RPV, complete genome.
b|NC_004324.3 [NC_004324 Cestrum yellow leaf curling virus, complete genome.

86476036 | gb|NC_007193.2 [NC_007193 Chaetoceros salsugineum DNA virus, complete genome.
4

48696977 | gb|NC_005883. 1 |NC_005883 Chalara elegans RNA Virus 1, complete genome
172088171 |gb|NC_010562.1|NC_010562 Chapare virus segment S, complete sequence.
172088174 |gb|NC_010563.1|NC_010563 Chapare virus segment L, complete sequence.
11067737 |gb|NC_002588.1|NC_002588 Chayote mosaic virus, complete genome.

29028717 | gb|NC_004618. 1 NC_004618 Chayote yellow mosaic virus, complete genome.
212286056] gb|NC_011531.1|NC_011531 Chelonia mydas papillomavirus 1, complete genome.

gt

110611896 | gb|NC_008251.1C_008251 Malva mosaic virus, complete genome.

virus, complete genome.

[gb|NC_012212.1|xC_012212 Chaetoceros socialis £. radians RNA virus segment 1, complete genome.
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9630733 |gb|NC_001946.1|NC_001946 Cherry green ring mottle virus, complete genome.
9635790 gb|NC_002500.1|NC_002500 Cherry mottle leaf virus, complete genome.

9635564 |gb|NC_002468.1|NC_002468 Cherry necrotic rusty mottle virus, complete genome.
52093349 gb|NC_006271.1|NC_006271 Cherry rasp leaf virus, complete genome.
52133185|gb|NC_006272.1|NC_006272 Cherry rasp leaf virus RNA2, complete sequence.
20260783 | gb|NC_003689.1|C_003689 Cherry virus A, complete genome.

9626429 gb|NC_001427.1|NC_001427 Chicken anemia virus, complete genome.

20514394 |gb|NC_003790.1|NC_003790 Chicken astrovirus, complete genome.
166153475 | gb|NC_010289.1|NC_010289 Chickpea chlorotic dwarf Sudan virus, complete genome.
194322731 |gb|NC_011056.1|NC_011058 Chickpea chlorotic dwarf virus, complete genome.
110645391 |gb|NC_008249.1|NC_008249 Chickpea chlorotic stunt virus, complete genome.

20451032| g |NC_003776.1|KC_003778 Chicory yellow mottle virus large satellite RNA, complete genome.

21326227|gb|NC_003971.1NC_003971 Chicory yellow mottle virus satellite RNA, complete genome.
55831383 | gb|NC_006452.1|NC_006452 Chicory yellow mottle virus satellite RNA L1, complete genome.

55831385 ghb[NC_006453.1|C_006453 Chicory yellow mottle virus small satellite RNA, complete genome.

27754751 | gb|NC_004162.2|NC_004162 Chikungunya virus, complete genome.
255983871 | gb|NC_013103.1|NC_013103 Chilli leaf curl Multan alphasatellite, complete genome.
29135243 |gb|NC_004628.1|NC_004628 Chilli leaf curl virus, complete genome.

33300801 gl NC_005048.1|C_005048 Chilli leaf curl disease associated sequence virion, complete genome.

45004654 |gb|NC_005778.1|NC_005778 Chilli veinal mottle virus, complete genome.
9635444 |gb|NC_002356.1|NC_002356 Chinese wheat mosaic virus RNA2, complete sequence.
9635457 |gb|NC_002359.1|NC_002359 Chinese wheat mosaic virus RNAL, complete sequence.
20564177 |gb|NC_003830.1C_003830 Chino del tomate virus DNA A, complete sequence.
20564183 | gb|NC_003831.1NC_003831 Chino del tomate virus DNA B, complete sequence.
47566140 | gb|NC_008355. 1|NC_008355 Chlamydia phage 3, complete genome.

77020114 |gb|NC_007461.1|NC_007461 Chlamydia phage 4, complete genome.

9791176 |gb|NC_002180.1|NC_002180 Chlanydia phage CPAR39, complete genome.

9629143 |gb|NC_001741.1[NC_001741 Chlanydia phage Chpl, complete genome.
9634948 | gb|NC_002194.1|NC_002194 Chlanydia phage Chp2, complete genome.

9632287 |gb|NC_001998.1|NC_001998 Chlanydia phage PhiCPG1, complete genome.

9626665 |gb|NC_001466.1|NC_001466 Chloris striate mosaic virus, complete genome.
58042841 |gb|NC_005137.2|NC_005137 Choristoneura fumiferana DEF MNPV, complete genome.
57977268 |gb|NC_004778.3 |NC_004778 Choristoneura fumiferana MNPV, complete genome.
109255272 | gb|NC_008166.1|NC_008168 Choristoneura occidentalis granulovirus, complete genome.
188543025 |gb|NC_010711.1|NC_010711 Chronic bee paralysis virus RNA 1, complete genome.
188543030 gb|NC_010712,1|NC_010712 Chronic bee paralysis virus RNA 2, complete genome.
154814487 |gb|NC_009087.2|NC_009087 Chrysanthemun virus B, complete genome.

68304136 |gb|NC_007151.1|KC_007151 chalcites complete genome.
254688514 | gb|NC_013020.1|NC_013020 Circovirus-like genome BEC-A, complete genome.
254688533 | gb|NC_013028.1[NC_013028 Circovirus-like genome CB-A, complete genome.

254688530| gb|NC_013027.1[NC_013027 Circovirus-like genome RW-E, complete genome.

255046528 | gb|NC_013030.2 [NC_013030 Circovirus-like genome SAR-A, complete genome.
254688511 | gb|NC_013018.1|NC_013018 Circovirus-like genome SAR-3, complete genome.

20889381 |gb|NC_003877.1|NC_003877 Citrus leaf blotch virus, complete genome.
20087059 | gb|NC_003546.1|NC_003546 Citrus leaf rugose virus RNA 3, complete sequence.

20087062 |gb|NC_003547.1|NC_003547 Citrus leaf rugose virus RNA 2, complete sequence.

20087064 |gb|NC_003548.1|NC_003548 Citrus leaf rugose virus RNA 1, complete sequence.
109255260 | gb|NC_008169.1|NC_008169 Citrus leprosis virus C RNA-1, complete genome.

109255267 |gb|NC_008170.1|NC_008170 Citrus leprosis virus C RNA-2, complete genome.

52630359 |gb|NC_006314.1|NC_006314 Citrus psorosis virus RNAL, complete genome.

52630362 |gb|NC_006315.1|NC_006315 Citrus psorosis virus RNA2, complete genome.

52630364 |gb|NC_006316.1|NC_006316 Citrus psorosis virus RNA3, complete genome

62327635 gb|NC_006950. 1 |NC_006950 Citrus sudden death-associated virus, complete genome.
9626265 |gb|NC_001661.1|NC_001661 Citrus tristeza virus, complete genome.
148717839 | gb|NC_009536.1|NC_009536 Citrus variegation virus chromosome RNA 3, complete genome.
148724420 | gb|NC_009537.1|NC_009537 Citrus variegation virus RNAL, complete sequence.
148724422 | gb|NC_009536.1|NC_009538 Citrus variegation virus RNA2, complete sequence.

18450268 | gb | NC_003382.1|NC_003362 Citrus yellow mosaic virus, complete genome.

113195403 |gb|NC_008293.1|NC_008293 Clanis bilineata nucleopolyhedrosis virus, complete genome.
12657941 gb|NC_002657.1|NC_002657 Classical swine fever virus, complete genome.
282598772 | gb|NC_013698.1|NC_013698 Clavibacter phage CMP1, complete genome.
146411800 | gb|NC_009451.1|NC_009451 Clerodendron yellow mosaic virus, complete genome.
209363613| gb|NC_011346.1[NC_011346 Clerodendrun golden mosaic China virus DNA A, complete genome.
209363620|gb|NC_011347.1[NC_011347 Clerodendrun golden mosaic China virus DNA B, complete genome.
188572148 | gb|NC_010713.1|NC_010713 Clerodendrun golden mosaic virus DNA-A, complete sequence.
188572155 | gb|NC_010714.1|NC_010714 Clerodendrun golden mosaic virus DNA-B, complete sequence.
208429855|gb|NC_011318.1|NC_011318 Clostridiun phage 39-0, complete genome.

80159686 |gb|NC_007581.1|NC_007581 Clostridium phage c-st, complete genome.

20065963 | gb|NC_003524.1NC_003524 Clostridium phage phi3626, complete genome.
134287335 | gb|NC_009231.1|NC_009231 Clostridium phage phiC2, complete genome.
209901237 | gb|NC_011398.1|NC_011398 Clostridium phage phiCD27, complete genome.
110804020 | gb | NC_008265.1|NC_008265 Clostridiun phage phisM101, complete genome.

90592637 |gb|NC_007917.1|KC_007917 Clostridium phage phi CDI19, complete genome.

9629178 |gb|NC_001753.1|NC_001753 Clover yellow mosaic virus, complete genome.

20087030 |gb|NC_003536. 1 |KC_003536 Clover yellow vein virus, complete genome.

195546694 |gb|NC_011108.1|NC_011108 Cocksfoot mild mosaic virus, complete genome.

38349471 |gb|NC_002618.2|NC_002618 Cocksfoot mottle virus, complete genome.

20428636 |gb|NC_003742.1|NC_003742 Cocksfoot streak virus, complete genome.

9626658 |gb|NC_001465.1|NC_001465 Coconut foliar decay virus, complete genome.
156616260 | gb|NC_009764.1|NC_009764 Coleus vein necrosis virus, complete genome.

22960697 | gb|NC_004180.1|KC_004180 Colorado tick fever virus segment 9, complete sequence.
22960700 | gb|NC_004181.1NC_004181 Colorado tick fever virus segment 1, complete sequence.
22960702 |gb|NC_004182.1|NC_004182 Colorado tick fever virus segment 2, complete sequence.
22960704 |gb|NC_004183.1|NC_004183 Colorado tick fever virus segment 3, complete sequence.
22960706 |gb|NC_004184.1[NC_004184 Colorado tick fever virus segment 4, complete sequence.
22960708 | gb|NC_004185.1[NC_004185 Colorado tick fever virus segment 5, complete sequence.
22960710|gb|NC_004186.1|NC_004186 Colorado tick fever virus segment 6, complete sequence.
22960712 |gb|NC_004187.1|NC_004187 Colorado tick fever virus segment 7, complete sequence.
22960714 |gb|NC_004188.1|NC_004188 Colorado tick fever virus segment 8, complete sequence.
22960716|gb|NC_004189.1|NC_004189 Colorado tick fever virus segment 10, complete sequence.
22960718 |gb|NC_004190.1|NC_004190 Colorado tick fever virus segment 12, complete sequence.
22960720 | gb|NC_004191.1|NC_004191 Colorado tick fever virus segment 11, complete sequence.
9635461 |gb|NC_002361.1|NC_002361 Columbid circovirus, complete genome.

9625564 |gb|NC_001343.1|NC_001343 Conmelina yellow mottle virus, complete genome.

9629720 gb|NC_001838.1|NC_001838 Common chimpanzee papillomavirus 1, complete genome.
78762702 | gb|NC_007523.1|NC_007523 Coniothyrium minitans RNA virus, complete genome.
151266257 | gb|NC_009644.1|NC_009644 Corchorus golden mosaic virus DNA-A, complete sequence.
151266263 | gb|NC_009646.1|NC_009646 Corchorus golden mosaic virus DNA-B, complete sequence.
116294325 | gb|NC_008492.1|NC_008492 Corchorus yellow spot virus DNA A, complete sequence.
116294330 gb|NC_008493.1|NC_008493 Corchorus yellow spot virus DNA B, complete sequence.

53851026 |gb|NC_006358.1|NC_006358 Corchorus yellow vein virus - [Hoa Binh] DNA A, complete genome.
53851032 | gb|NC_006359.1|C_006359 Corchorus yellow vein virus - [Hoa Binh] DNA B, complete genome.

187251953 |gb|NC_010646.1|NC_010646 Beluga Whale coronavirus Sifl, complete genome.
160693214 | gb|NC_009799.2|NC_009799 Corynebacteriun phage BFK20, complete genome.
157310906 | gb|NC_009816.1|NC_009816 Corynebacteriun phage P1201, complete genome.

57 006633.1|NC_006633 Cotesia congregata bracovirus segment Circlel, complete sequence.
57 006634.1|NC_006634 Cotesia congregata bracovirus segment Circle2, complete sequence.
57 006635.1|NC_006635 Cotesia congregata bracovirus segment Circle3, complete sequence.
57659152 gb|NC_006636.1|NC_006636 Cotesia congregata bracovirus segment Circled, complete sequence.

57659187 |gb|NC_006637.1|NC_006637 Cotesia congregata bracovirus segment Circles, complete genome.

i57 006638.1|NC_006638 Cotesia congregata virus segment Circle6, complete sequence.

006639.1|NC_006639 Cotesia congregata virus segment Circle?, complete sequence.

57753407 | gb|NC_006640.1|NC_006640 Cotesia congregata virus segment CircleS, complete sequence.
ils 006641.1|NC_006641 Cotesia congregata bracovirus segment Circled, complete sequence.
57 006642.1|NC_006642 Cotesia congregata bracovirus segment Circlel0, complete sequence.
57659287 |gb|NC_006643.1|NC_006643 Cotesia congregata bracovirus segment Circlell, complete sequence.
57753395 |gb|NC_006644.1|NC_006644 Cotesia congregata bracovirus segment Circlel2, complete sequence.
57659323 |gb|NC_006645.1|NC_006645 Cotesia congregata bracovirus segment Circlel3, complete sequence.
57753388 | gb|NC_006646.1|NC_006646 Cotesia congregata bracovirus segment Circleld, complete sequence.
57659365 |gb|NC_006647.1|NC_006647 Cotesia congregata bracovirus segment Circlels, complete sequence.
57659393 |gb|NC_006648.1|NC_006648 Cotesia congregata bracovirus segment Circlel?, complete sequence.

57753378 | gb|NC_006649.1|NC_006649 Cotesia congregata virus segment Circlels, complete sequence.

57753371 |gb|NC_006650.1|NC_006650 Cotesia congregata bracovirus segment Circlel9, complete genome.
ils 006651.1|NC_006651 Cotesia congregata bracovirus segment Circle20, complete sequence.
57659461 |gb|NC_006652.1|NC_006652 Cotesia congregata bracovirus segment Circle2l, complete sequence.
5 006653.1|NC_006653 Cotesia congregata bracovirus segment Circle22, complete sequence.
5 006654.1|NC_006654 Cotesia congregata bracovirus segment Circle23, complete sequence.
006655.1|NC_006655 Cotesia congregata bracovirus segment Circles, complete sequence.
57659582 | gb|NC_006656.1|NC_006656 Cotesia congregata bracovirus segment Circle26, complete sequence.
57659613 |gb|NC_006657.1|NC_006657 Cotesia congregata bracovirus segment Circle30, complete sequence.
57659643 | gb|NC_006658.1|NC_006658 Cotesia congregata bracovirus segment Circle3l, complete genome.
57659681 |gb|NC_006659.1|NC_006659 Cotesia congregata bracovirus segment Circle32, complete sequence.
57659716 |gb|NC_006660.1|NC_006660 Cotesia congregata bracovirus segment Circle33, complete sequence.
57659745 | gb|NC_006661.1|NC_006661 Cotesia congregata bracovirus segment Circle3s, complete sequence.
57659767 |gb|NC_006662.1|NC_006662 Cotesia congregata bracovirus segment Circle36, complete sequence.

28867231 |gb|NC_004580.1|NC_004580 Cotton leaf crumple virus DNA A, complete sequence.
28867236 | gb|NC_004581.1|NC_004581 Cotton leaf crumple geminivirus DNA B, complete sequence.

1288 004582.1|NC_004582 Cotton leaf curl Alabad virus, complete genome.

7 007290.1|NC_007290 Cotton leaf curl Bangalore virus segment A, complete genome

7 007219.1NC_007219 Cotton leaf curl Bangalore virus-associated DNA beta, complete genome.
224591438|gb|NC_012137.1|NC_012137 Cotton leaf curl Burevala virus - [India:Vehari:2004], complete genome.

272569246|gb|NC_013593.1[NC_013593 Cotton leaf curl Gezira alphasatellite, complete genome.
156151352 | gb|NC_009740.1|NC_009740 Cotton leaf curl Gezira beta, complete genome.
281334030| gb|NC_013637.1|NC_013637 Cotton leaf curl Gezira betasatellite, complete genome.
9845214 gb|NC_002510.1|NC_002510 Cotton leaf curl Gezira virus, complete genome.

62327499 g |NC_006935.1|1C_006935 Cotton leaf curl Gezira virus satellite DNA beta extrachromosomal, complete genome.

26872853 gib|NC_004583. 1 |I¥C_004583 Cotton leaf curl Kokhran virus, complete genome.

148724441 gb | NC_009535.1|NC_009535 Cotton leaf curl Multan virus satellite DNA beta, complete genome.

28913321 |gb|NC_004607.1|NC_004607 Cotton leaf curl Multan virus, complete genome.

85362699 |gb|NC_007721.1|NC_007721 Cotton leaf curl Multan virus satellite U36-1, complete genome.
16507262 |gb|NC_003199.1|NC_003199 Cotton leaf curl Rajasthan virus segment A, complete genome.
16507269 | gb | NC_003200.1|NC_003200 Cotton leaf curl virus-associated DNA beta, complete genome.
9627196 |gb|NC_001541.1|NC_001541 Cottontail rabbit papillomavirus, complete genome.

21427633 | gb|NC_004013.1NC_004013 Cowpea aphid-borne mosaic virus, complete genome.

003541.1|NC_003541 Cowpea chlorotic mottle virus RNA 2, complete sequence.

20087041 gbC_003542.1 [NC 003542 Cowpea chlorotic mottle virus RNA 3, complete sequence.

003543.1|NC_003543 Cowpea chlorotic mottle virus RNA 1, complete sequence.

20095237 | gb C_003549. 1 [NC_003543 Cowpea mosaic virus RNA 1, complete sequence.

003550.1|NC_003550 Cowpea mosaic virus RNA 2, complete sequence.

003535.1|NC_003535 Cowpea mottle virus, complete genome.
62327280 | gb|NC_006952.1|NC_006952 Cowpea severe leaf curl-associated DNA beta, complete genome.
20087032 | gb|NC_003544.1NC_003544 Cowpea severe mosaic virus RNA 2, complete sequence.

20087033 | gb|NC_003545.1|NC_003545 Cowpea severe mosaic virus RNA 1, complete seguence.

30844336 | gb|NC_003663.2 |NC_003663 Cowpox virus, complete genome.

122809020 | gb | NC_008794.1|NC_008794 Crassocephalun yellow vein virus - Jinghong, complete genome.
21321708 |gb|NC_003924.1|NC_003924 Cricket paralysis virus, complete genome.

75905471 |gb|NC_005300.2|NC_005300 Crimean-Congo hemorrhagic fever virus segment M, complete sequence.
005301.3|NC_005301 Crimean-Congo hemorrhagic fever virus segment L, complete sequence.
005302.1|NC_005302 Crimean-Congo hemorrhagic fever virus segment S, complete sequence.

008030.1|NC_008030 Crocodilepox virus, complete genome.
005997.1|NC_005997 St Croix River virus segment 1, complete genome.

50253407 | gb|NC_005998.1|NC_005998 St Croix River virus chromosome segment 2, complete genome.

005999.1|NC_005999 St Croix River virus chromosome segment 3, complete genome.
50253411 |gb|NC_006000.1|NC_006000 St Croix River virus chromosome segment 4, complete genome.
50253413 |gb|NC_006001.1|NC_006001 St Croix River virus chromosome segment 5, complete genome.
50253415 gb|NC_006002.1|NC_006002 St Croix River virus chromosome segment 6, complete genome.
50253417 | gb|NC_006003.1|NC_006003 St Croix River virus chromosome segment 7, complete genome.

006004.1|NC_006004 St Croix River virus chromosome segment 8, complete genome.
50253421 |gb|NC_006005.1|NC_006005 St Croix River virus chromosome segment 9, complete genome.
50253423 | gb|NC_006006.1|NC_006006 St Croix River virus chromosome segment 10, complete genome

117949597  gb| NC_008579. 1| NC_008579 Croton yellow vein mosaic virus satellite DNA beta, complete genome.

23395818 | gb|NC_004300.1C_004300 Croton yellow vein mosaic virus, complete genome.

90403553 |gb|NC_007922.1NC_007922 Crow polyomavirus, complete genome.

18251496 | gb|NC_003355.1|NC_003355 Crucifer tobamovirus, complete genome.

9626818 |gb|NC_001492.1|NC_001492 Cryphonectria hypovirus 1, complete genome.

20087056 |gb|NC_003534.1|NC_003534 Cryphonectria hypovirus 2, genome.

9633630 gb|NC_000960.1|NC_000960 Cryphonectria hypovirus 3, complete genome.
55733713|gb|NC_006431.1|NC_006431 Cryphonectria hypovirus 4 endogenous virus, complete genome.
21556070 | gb|NC_004046. 1|NC_004046 Cryphonectria parasitica mitovirus 1-NB631, complete genome.
33622203 | gb|NC_005068 . 1|NC_005068 Cryptophlebia leucotreta granulovirus, complete genome.

>gi

001 gb|NC_004725.1|NC_004725 Cucumber Bulgarian latent virus, complete genome.
12018227 | gb|nc,

9626472 | gb|NC_001440. 1 |NC_001440 Cucunber mosaic virus RNA 3, complete sequence.
9632334 |gb|NC_002034.1|NC_002034 Cucumber mosaic virus RNA 1, complete sequence.

>gi

9632336 |gb|NC_002035.1|NC_002035 Cucumber mosaic virus RNA 2, complete sequence.
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1[30387379| gb[NC_004775.1|1C_004775 Enterobacteria phage epsilonis, complete genome.
o genone.
o

9626243 |gb|NC_001416.1|NC_001416 Enterobacteria phage lambda, complete

11119632 | gb [ NC_002602.2|NC_002602 Cucumber mosaic virus satellite RNA, complete genome.
167583555 | gb| NC_010324.1{NC_010324 Enterobacteria phage phiBcol2, complete genom

>t X
>91[118725119 | gb|NC_008614.1|NC_008614 Cucumber mottle virus, complete genome.
>91[9626671|gb|NC_001469.1|NC_001469 Cucumber necrosis virus, complete genome.
jory ©_006941.1|NC_006941 Cucumber vein yellowing virus, complete genome. 41| 161617915 | gb|NC_010106. 1|NC_010106 Enterobacteria phage phiEcoM-GJl, complete genome.
jory 003688 1|NC_003688 Cucurbit aphid-borne yellows virus, complete genome. >gi | 18249864 | gb | NC_003356.1|NC_003356 Enterobacteria phage phiP27, complete genome.
>g1[14717136 | gb | NC_002984.1|NC_002984 Cucurbit leaf curl virus DNA A, complete sequence. >gi| 155370093 | gb| NC_007804.2|NC_007804 Escherichia phage phiV10, complete genome.
g1 [14717141| gb|NC_002985.1|NC_002985 Cucurbit leaf curl virus DNA B, complete sequence. >gi 9626372 | gb|NC_001422.1|NC_001422 Enterobacteria phage phiX174, complete genome.
jory 004809 1|NC_004809 Cucurbit yellow stunting disorder virus RNAL, complete sequence. >gi[9630317 | gb|NC_001890.1|NC_001890 Enterobacteria phage Qbeta, complete genome.
jory 004810.1[NC_004810 Cucurbit yellow stunting disorder virus RNA2, complete genome. >gi|225626377|gb|NC_012419.1[NC_012419 Enterococcus phage EFAP-1, complete genome.
>91[47177087 | gb|NC_005875. 1 |NC_005875 Cucurbita yellow vein virus-associated DNA beta, complete genome. >gi | 158079296 | gb|NC_009904.1|NC_009904 Enterococcus phage phiEF24C, complete genome.
>91[166159177 |gb|NC_008604.2|NC_008604 Culex flavivirus, complete genome. >gi 282598706 | gb| NC_013696.1|NC_013696 Enterococcus phage phiEf1l, complete genome.
1 (15320794 gb|NC_003084.1|NC_003084 Culex nigripalpus NPV, complete genome. >gi|281416323|gb|NC_013646.1|NC_013646 Enterococcus phage phiFLIA, complete genome.
>1[237642069 |gb|NC_012685.1|NC_012685 Culex pipiens densovirus, complete genome. >gi| 281416490 | gb| NC_013643.1|NC_013643 Enterococcus phage phiFL2A, complete genome.
>91[164607211 |gb|NC_010252.1|NC_010252 Cupixi virus segment L, complete sequence. >gi| 281416213 | gb|NC_013648.1|NC_013648 Enterococcus phage phiFL3A, complete genome.
>g1[164607214 |gb|NC_010254.1|NC_010254 Cupixi virus segment S, complete sequence. >gi|281416434|gb|NC_013644.1|NC_013644 Enterococcus phage phiFLdA, complete genome.
g1 [190643450 |gb|NC_010985.1|NC_010985 Curvularia thermal tolerance virus RNAL, complete sequence. >gi|33354433 | gb|NC_004994.2|NC_004994 Enzootic nasal tumour virus of goats, complete genome.
g1 [190643457 |gb|NC_010986.1|NC_010986 Curvularia thermal tolerance virus RNA2, complete sequence. >gi 22681117 |gb|NC_004136.1NC_004136 Epinephelus tauvina nervous necrosis virus RNA 2, complete sequence.
>g1[254729462 | gb|NC_013021.1|NC_013021 Cyanophage PSS2, complete genome. >gi 22681120 | gb|NC_004137.1NC_004137 Epinephelus tauvina nervous necrosis virus RNA 1, complete sequence.
>91[194871987 |gb|NC_011097.1|NC_011097 Cycad leaf necrosis virus, complete genome. >gi 15320657 |gb|NC_003083.1|NC_003083 Epiphyas postvittana NPV, complete genome.
>91[20514400 | gb|NC_003791.1|NC_003791 Cycas necrotic stunt virus RNA 1, complete sequence. >gi|194351523 | gb|NC_011065.1|NC_011065 Epirus cherry virus.
g1 [111572515 | gb|NC_003792.2|NC_003792 Cycas necrotic stunt virus RNA 2, complete sequence. >gi 194351525 gb|NC_011066.1|NC_011066 Epirus cherry virus.
>1[14602241| gb|NC_002816.1|NC_002816 Cydia pomonella granulovirus, complete genome. >gi|194351527|gb|NC_011067.1|NC_011067 Epirus cherry virus.
>91[9629460 | gb|NC_001812.1|NC_001812 Cymbidium mosaic virus, complete genome. >gi|261181253|gb|NC_013396.1|NC_013396 Epizootic hemorrhagic disease virus (serotype 1 / strain New Jersey) segment 1, complete genome.
>g1[20087024 | gb|NC_003532.1|NC_003532 Cymbidium ringspot virus, complete genome. >gi|261181412|gb|NC_013397.1|NC_013397 Epizootic hemorrhagic disease virus (serotype 1 / strain New Jersey) segment 2, complete genome.
>1[157784255 |gb|NC_004009.2|NC_004009 Cymbidium ringspot virus satellite RNA, complete genome. >gi|261181528 | gb|NC_013398.1|NC_013398 Epizootic hemorrhagic disease virus (serotype 1 / strain New Jersey) segment 3, complete genome.
>91[14993631| gb|NC_003016.1|NC_003016 Lymantria dispar cypovirus 1 segment 1, complete sequence. >gi|261181650|gb|NC_013399.1|NC_013399 Epizootic hemorrhagic disease virus (serotype 1 / strain New Jersey) segment 4, complete genome.
>91[14993633 | gb|NC_003017.1|NC_003017 Lymantria dispar cypovirus 1 segment 2, complete sequence. >gi|261181767 | gb|NC_013400.1|NC_013400 Epizootic hemorrhagic disease virus (serotype 1 / strain New Jersey) segment 5, complete genome.
jory 003018.1[NC_003018 Lynantria dispar cypovirus 1 segment 3, complete sequence. >gi|261181857 | gb|NC_013401.1|NC_013401 Epizootic hemorrhagic disease virus (serotype 1 / strain New Jersey) segment 6, complete genome.
>91[14993637 | gb|NC_003019.1|NC_003019 Lymantria dispar cypovirus 1 segment 4, complete sequence. >gi|261181982 | gb|NC_013402.1|NC_013402 Epizootic hemorrhagic disease virus (serotype 1 / strain New Jersey) segment 7, complete genome.
jory 003020.1[NC_003020 Lynantria dispar cypovirus 1 segment 5, complete sequence. >gi|261182061|gb|NC_013403.1|NC_013403 Epizootic hemorrhagic disease virus (serotype 1 / strain New Jersey) segment 8, complete genome.
>91[14993641| gb|NC_003021.1|NC_003021 Lymantria dispar cypovirus 1 segment 6, complete sequence. >gi|261182158 | gb|NC_013404.1|NC_013404 Epizootic hemorrhagic disease virus (serotype 1 / strain New Jersey) segment 9, complete genome.
>91[14993643 | gb|NC_003022.1|NC_003022 Lymantria dispar cypovirus 1 segment 7, complete sequence. >gi|261597712|gb|NC_013405.1|NC_013405 Epizootic hemorrhagic disease virus (serotype 1 / strain New Jersey) segment 10, complete genome.
jory 003023.1|NC_003023 Lynantria dispar cypovirus 1 segment 8, complete sequence. >gi 50313241 gb|NC_001491.2|NC_001491 Equid herpesvirus 1, complete genome.
>91[14993647 | gb|NC_003024.1|NC_003024 Lymantria dispar cypovirus 1 segment 9, complete sequence. >g 9628002 |gb|NC_001650.1|NC_001650 Equid herpesvirus 2, complete genome.
jory 7003025.1[NC_003025 Lynantria dispar cypovirus 1 segment 10, complete sequence. >gi[9629732 | gb|NC_001844.1|NC_001644 Equid herpesvirus 4, complete genome.
jory 003006 1[NC_003006 Cypovirus 14 RNA 1, complete sequence. >gi|216905852|gb|NC_011644.1|NC_011644 Equid herpesvirus 9, complete genome.
jory 003007.1[NC_003007 Cypovirus 14 RNA 2, complete sequence. >gi | 14583260 | gb|NC_002532.2|NC_002532 Equine arteritis virus, complete genome.
oy 003008 1[NC_003008 Cypovirus 14 RNA 3, complete sequence. >gi| 167600353 | gb|NC_010327.1|NC_010327 Equine coronavirus, complete genome
oy 003009.1[NC_003009 Cypovirus 14 RNA 4, complete sequence. >gi[9634977 | gb|NC_002201.1|NC_002201 Equine foamy virus, complete genome.
oy 003010.1[NC_003010 Cypovirus 14 RNA 5, complete sequence. >gi 9626530 | gb|NC_001450.1|NC_001450 Equine infectious anemia virus, complete genome.
>t 003011.1[NC_003011 Cypovirus 14 RNA 6, complete sequence. >gi 224460777 |gb|NC_012123.1|NC_012123 Equine papillomavirus 2, complete genome.
jory 003012.1[NC_003012 Cypovirus 14 RNA 7, complete sequence. >gi[23217032 | gb|NC_004194.1|NC_004194 Equinus papillomavirus, complete genome.
oy 003013.1[NC_003013 Cypovirus 14 RNA 8, complete sequence. >gi[21328570 | gb|NC_003982.1|NC_003982 Equine rhinitis A virus, complete genome.
oy " 003014.1[NC_003014 Cypovirus 14 RNA 9, complete sequence. >gi|21335364 | gb|NC_003983.1NC_003983 Equine rhinitis B virus 1, complete genome.
jory " 003015.1[NC_003015 Cypovirus 14 RNA 10, complete sequence >gi| 16156223 |gb|NC_003077.1NC_003077 Equine rhinitis B virus 2, complete genome.
>g5 187765475 | gb|NC_010661.1[NC_010661 eliothis armigera cypovirus 5 segment 10, complete seavence. >g 003748.1C_003748 Equus caballus papillomavirus - 1, complete genome.
g1 (187764323 |gb|NC_010662.1|NC_010662 Heliothis armigera cypovirus 5 segment 7, complete sequence. >g|229605058 | gb| NC_012664.1|NC_012664 Eragrostis curvula streak virus, complete genome.
2901167764195 | ab N 010663, 1 |NC 010663 HeLiothis armigera cypoviras 5 seqment 9, coplece sequence. >gi | 168164403 | gb|NC_010352.1|NC_010352 Eragrostis streak virus, complete genome.
>91[187765479 |gb|NC_010664.1|NC_010664 Heliothis armigera cypovirus 5 segment 8, complete sequence. >gi | 148734668 | gb|NC_009549.1|NC_009549 Erectites yellow mosaic virus DNA-A, complete sequence.
>g1[187765477 |gb|NC_010665.1|NC_010665 Heliothis armigera cypovirus 5 segment 6, complete sequence. >gi | 148828658 | gb|NC_009559.1|NC_009559 Erectites yellow mosaic virus satellite DNA beta, complete genome.
>g1[187765469 |gb|NC_010666.1|NC_010666 Heliothis armigera cypovirus 5 segment 5, complete sequence. >gi 62362146 | gb | NC_006951.1|NC_006951 Erethizon dorsatum papillomavirus type 1, complete genome.
>g1[187765481 |gb|NC_010667.1|NC_010667 Heliothis armigera cypovirus 5 segment 4, complete sequence. >gi 218685637 | gb|NC_011765.1|NC_011765 Erinaceus europaeus papillomavirus, complete genome.
>g1[187765471 |gb|NC_010668.1|NC_010668 Heliothis armigera cypovirus 5 segment 3, complete sequence. >gi 125999960 | gb|NC_009014.1|NC_009014 Erwinia amylovora phage Eral03, complete genome
>g1[187765473 |gb|NC_010669.1|NC_010669 Heliothis armigera cypovirus 5 segment 2, complete sequence. >gi|219681259 | gb|NC_011611.1|NC_011811 Erwinia phage phifa2l-4, complete genome.
>1[187765483 |gb|NC_010670.1|NC_010670 Heliothis armigera cypovirus 5 segment 1, complete sequence. >gi[9631135|gb|NC_001977.1]NC_001977 Erysimum latent virus, complete genome.
>1[131840030 | gb|NC_009127.1|NC_009127 Cyprinid herpesvirus 3, complete genome. >gi 281199644 |gb|NC_013594.1|NC_013594 Escherichia phage D108, complete genome.
>1[96980660 | gb|NC_008028.1|NC_008028 Daphne mosaic virus, complete genome. >gi 194172859 |gb|NC_011041.1|NC_011041 Escherichia phage rv5, complete genome.
>1[94971809 | gb | NC_008020.1|NC_008020 Daphne virus S, complete genor >gi 189009869 | gb|NC_010738.1|NC_010738 Eupatorium vein clearing virus, complete genome.
>g5| 20087054 | gb|NC_003537.1|NC_003537 Dasheen mosaic virus, complete genome. >g 20143469 | gb | NC_003556.1|NC_003556 Eupatorium yellow vein virus, complete genome.
>91[9627065 | gb|NC_001523.1|NC_001523 Deer papillomavirus, complete genome. >gi 27573297 | gb|NC_004515.1NC_004515 Eupatorium yellow vein virus-associated DNA beta, complete genome
>1[62443971| gb|NC_006967.1|NC_006967 Deerpox virus W-1170-84, complete genome. >gi 40804734 | gb|NC_005319.1|NC_005319 Euphorbia leaf curl virus DNA A, complete sequence.
162422552 | gb |NC_006966.1|NC_006966 Deerpox virus W-848-83, complete genome. >gi| 113200771 | gb|NC_008304.1|NC_008304 Euphorbia mosaic virus-Yucatan Peninsula DNA A, complete sequence.
331171480055 b C_004830 2 |NC 004830 pecormed ying virus, complete genams. >gi| 113200776 | gb| NC_008305. 1|NC_008305 Euphorbia mosaic virus-Yucatan Peninsula DNA B, complete sequence.
>1|282598938 |gb|NC_013697.1|NC_013697 Deftia phage phifi-14, complete gen >gi 226466498 | gb|NC_012553.1|NC_012553 Euphorbia yellow mosaic virus DNA A, complete genome.
291156690735 gb|NC 506555 1[NC 006555 Dandrolinus punceatus densoviras, conpiete genome. >gi 226466503 | gb|NC_012554.1|NC_012554 Euphorbia yellow mosaic virus DNA B, complete genome.
>g1[48697148 | gb|NC_005898. 1| NC_005898 Dendrolimus punctatus tetravirus RNAL, complete genome. >gi 228861590 | gb| NC_012639.1|NC_012639 Buproctis pseudoconspersa nucleopolyhedrovirus, complete genome.
>1[48697170| gb|NC_005899. 1 |NC_005899 Dendrolimus punctatus tetravirus RNA2, complete genome. >gi| 18875445 | gb|NC_003412.1|NC_003412 Euprosterna elaeasa virus, complete genome.
>1[9626685 | gb|NC_001477.1|NC_001477 Dengue virus type 1, complete genome. >gi | 148724425 | gb| NC_009527.1|NC_009527 European bat lyssavirus 1, complete genome.
91 [158976983 |gb|NC_001474.2[NC_001474 Dengue virus type 2, complete genome. >gi | 148724431 | gb| NC_009528 .1|NC_009528 European bat lyssavirus 2, complete genome.
1 [163644368 |gb|NC_001475.2|NC_001475 Dengue virus type 3, complete genome. >gi | 11462417 | gb|NC_002615.1|NC_002615 European brown hare syndrome virus, complete genome.
>g1[12084822 | gb|NC_002640. 1 |NC_002640 Dengue virus type 4, complete genome. >gi[9627074 | gb|NC_001524.1|NC_001524 European elk papillomavirus, complete genome.
>91[116294317 |gb|NC_008494.1|NC_008494 Desmodium leaf distortion virus DNA A, complete sequence. >gi|270358326 | gb|NC_013105.1[NC_013105 European mountain ash ringspot-associated virus RIA 1, complete genome.
>g1[116294322 |gb | NC_008495.1|NC_008495 Desmodium leaf distortion virus DNA B, complete sequence. >gi 255987642 |gb|NC_013106.1|NC_013106 European mountain ash ringspot-associated virus RINA 2, complete genome.
>91[208436764 [gb|NC_011335.1|NC_011335 Diadromus pulchellus ascovirus 4a, complete genome >gi 255987644 |gb|NC_013107.1|NC_013107 European mountain ash ringspot-associated virus RNA 4, complete genome.
>91[9634052 | gb|NC_001278.1|NC_001276 Diaporthe ambigua RNA virus 1, complete genome. >gi 255987646 | gb|NC_013108.1|NC_013108 European mountain ash ringspot-associated virus RINA 3, complete genome.
>1[194473848 |gb|NC_011086.1|NC_011086 Diascia yellow mottle virus, complete genome. >gi | 202  003696.1|NC_003696 Eyach virus segment 1, complete genome.
>91[9630378 | gb|NC_001899.1|NC_001899 Diatraea saccharalis densovirus, complete genome. >gi 20279542 | gb|NC_003697.1|NC_003697 Eyach virus segment 2, complete sequence.
>1|20806029 | gb|NC_003856.1|NC_003856 Dicliptera yellow mottle virus DNA A, complete sequence. >gi 20279544 | gb|NC_003698.1|NC_003698 Eyach virus segment 3, complete sequence.
>1|20806034 | gb|NC_003857.1|NC_003857 Dicliptera yellow mottle virus DNA B, complete sequence. >gi 20279546 | gb|NC_003699.1|NC_003699 Eyach virus segment 4, complete sequence.
>91[9626687 |gb|NC_001478.1|NC_001476 Digitaria streak virus, complete genome. >gi | 202 003700.1NC_003700 Eyach virus segment 5, complete sequence.
>1[125860391 |gb|NC_009010.1|NC_003010 Dioscorea bacilliform virus, complete genome. >gi | 202 003701.1NC_003701 Eyach virus segment 6, complete sequence.
>1[282937675 |gb|NC_013699.1|NC_013699 Diplodia scrobiculata RNA virus 1, complete genome. >gi|20279552 | gb|NC_003702.1|NC_003702 Eyach virus segment 7, complete sequence.
>1[14327711|gb 2797.1|NC_002797 Discula destructiva virus 1 segment 1, complete genome. >gi 20279554 | gb|NC_003703.1|NC_003703 Eyach virus segment 8, complete sequence.
5C_002800.1|NC_002800 Discula destructiva virus 1 segment 2, complete genome. >gi|20279556 | gb|NC_003704.1NC_003704 Eyach virus segment 9, complete genome.
>g1 202 003705.1NC_003705 Eyach virus segment 10, complete seguence.
NC_003706 Eyach virus segment 11, complete sequence.

RNA 3, complete genome.
>g120279561| gb|NC_003706.1 |nC_

>gi[14329171|gb
>g1|20279563 gb | NC_003707. 1 1c_ X
|NC_013094 Faba bean necrotic stunt virus DNA R, complete genome.

>gi[14329173|gb |NC_002801.1|NC_002801 Discula destructiva virus 1

>91[14329174| gb|NC_002802.1|NC_002802 Discula destructiva virus 1 RNA 4, complete genome.
>g1[202 003710.1[NC_003710 Discula destructiva virus 2 segment 1, complete genome.
>91[20279567 | gb|NC_003711.1|NC_003711 Discula destructiva virus 2 segment 2, complete genome. >gi 255961478 | gb| NC_013094. 1 NC_
>g1|38505523 | gb | NC_005233.1|NC_005233 Dobrava virus segment S, complete sequence. >gi|255961480 | gb| NC_013095.1|NC_013095 Faba bean necrotic stunt virus DNA 5, complete genome.
> 005234.1[NC_005234 Dobrava virus segment M, complete sequence. >gi|255961482 | gb| NC_013096.1|NC_013096 Faba bean necrotic stunt virus DNA C, complete genome.
>g1| 38505527 | gb NC_005235. 1| NC_00523 irus strain 1999 >gi|255961484 | gb|NC_013097.1|NC_013097 Faba bean necrotic stunt virus DNA M, complete genome.
>gi|4 0053381 |NC_005338 Byacinth bean yellow mosaic Bangladesh virus DNA-A, complete sequence. >gi 255961486 | gb| NC_013098 . 1|NC_013098 Faba bean necrotic stunt virus DNA N, complete genome.
jory 005283.1[NC_005283 Dolphin morbillivirus, complete gen >gi 255961488 | gb|NC_013099.1|NC_013099 Faba bean necrotic stunt virus DNA U1, complete genome.
jory 008034.1|NC_008034 Dracaena mottle virus, complete genome. >gi|255961490 | gb|NC_013100.1|NC_013100 Faba bean necrotic stunt virus DNA U2, complete genome.
>91[253761971 |gb|NC_012956.1|NC_012958 Drosophila A virus, complete genome >gi|255961492 | gb|NC_013101.1|NC_013101 Faba bean necrotic stunt virus DNA U4, complete genome.
>91[9629650 | gb|NC_001834.1|NC_001834 Drosophila C virus, complete genor >oil2  003558.1C_003558 Faba bean necrotic yellows virus DNA 1, complete sequence.
>g1[256535775 |gb|NC_013135.1[NC_013135 Drosophila melanogaster sigma virus AP30, complete genome. >gi 20143451 |gb|NC_003559.1NC_003559 Faba bean necrotic yellows virus DNA 10, complete sequence.
>g1|268053723 |gb|NC_013499.1|NC_013499 Drosophila melanogaster totivirus SW-2009a, complete genome. >gi 20143453 | gb|NC_003560.1NC_003560 Faba bean necrotic yellows virus DNA 2, complete sequence.
>g1[22855185 | gb|NC_004169.1|NC_004169 Drosophila x virus segment B, complete sequence. > " 003561.1C_003561 Faba bean necrotic yellows virus, complete genome.
391122855187 |gb[1C_004177 .3 |8C 004177 Drosophila x virus seguent. b, Gomplete ssqusnce. >gi|20143457 | gb|NC_003562.1NC_003562 Faba bean necrotic yellows virus DNA 4, complete sequence.
>91[9629466 |gb|NC_001813.1|NC_001813 Duck adenovirus A, complete geno >gi | 201 003563.1NC_003563 Faba bean necrotic yellows virus DNA 5, complete sequence.
>qi 225676452 | gb| NC_012437.1[NC_012437 Duck astrovirus C-NGE, complete genome. >gi|20143461 | g | NC_003564.1NC_003564 Faba bean necrotic yellows virus, complete genome.
9171658851 | gb|NC_007220.1|NC_007220 Duck circovirus, complete genome. >gi|20143463 | gb | NC_003565.1|NC_003565 Faba bean necrotic yellows virus DNA 7, complete sequence.
>91[255683134 |gb|NC_013036.1|NC_013036 Duck enteritis virus, complete genome. oy 003566.1NC_003566 Faba bean necrotic yellows virus DNA 8, complete sequence.
>91[9625568 | gb|NC_001344.1|NC_001344 Duck hepatitis B virus, complete genome. >gi 20143467 |gb|NC_003567.1NC_003567 Faba bean necrotic yellows virus DNA 9, complete sequence.
>g1[110611894 |gb|NC_008250.1|NC_008250 Duck hepatitis A virus, complete genome. >gi|197322349 | gb|NC_011183.1|NC_011183 Feldmannia species virus, complete genome.
1 [156519332 |gb|NC_008750.1|NC_009750 Duck hepatitis virus AP, complete genome. >gi| 281190771 |gb|NC_013590.2|NC_013590 Felid herpesvirus 1, complete genome.
jory 06553.1|NC_006553 Avian sapelovirus, complete genor >gi 26212283 | gb|NC_001481.2|NC_001481 Feline calicivirus, complete genome.
oy T004157.1[NC_004157 Dugbe virus segment S, complete sequence. >gi[66391172 | gb|NC_007025.1NC_007025 Feline coronavirus, complete genome.
>1[22788700| gb|NC_004158.1|NC_004158 Dugbe virus segment M, complete sequence. >gi 253750541 | gb|NC_012937.1|NC_012937 Feline coronavirus RM, complete genome.
>1[22788702| gb|NC_004159.1|NC_004159 Dugbe virus segment L, complete sequence. >gi 253756664 |gb| NC_012955.1|NC_012955 Feline coronavirus UU10, complete genome.
>1[82524281| gb|NC_007609.1|NC_007609 Dulcamara mottle virus, complete genome. >gi[253756618 | gb|NC_012951.1|NC_012951 Feline coronavirus UU11, complete genome.
> 0046251 |NC_004625 East African cassava mosaic Cameroon virus DNA A, complete sequence. >gi 253756641 | gb|NC_012953.1|NC_012953 Feline coronavirus UU15, complete genome.
>91[29135257 | gb|NC_004630.1|NC_004630 East African cassava mosaic Cameroon virus DNA B, complete sequence >gi 253756653 | gb| NC_012954.1|NC_012954 Feline coronavirus UU16, complete genome.
>91[212928341 |gb|NC_011583.1|NC_011583 East African cassava mosaic Kenya virus DNA A, complete genome. >gi 253750586 | gb|NC_012941.1|NC_012941 Feline coronavirus UU2, complete genome
>91[212928348 |gb|NC_011584.1|NC_011584 East African cassava mosaic Kenya virus DNA B, complete genome. >g 253750598 | gb|NC_012942.1|NC_012942 Feline coronavirus UU3, complete genome.
>g1[293 © 504655.1|NC_004655 East African cassava mosaic Zanzibar virus DNA-A, complete genome. >gi 253750565 | gb|NC_012939.1|NC_012939 Feline coronavirus UU4, complete genome.
jory 004656.2 [NC_004656 East African cassava mosaic Zanzibar virus DNA B, complete sequence. >gi[253750575 | gb| NC_012940.1|NC_012940 Feline coronavirus UUS, complete genome.
>91[29502183 | gb|NC_004674.1|NC_004674 East African cassava mosaic virus DNA A, complete sequence. >gi 253750553 | gb|NC_012938.1|NC_012938 Feline coronavirus UU7, complete genome.
> 004676.1[NC_004676 East African cassava mosaic virus DNA B, complete sequence. >gi 253756630 gb|NC_012952.1|NC_012952 Feline coronavirus UUS, complete genome.
>91[85677473 | gb|NC_007728.1|NC_007728 East Asian Passiflora virus, complete genor >gi 253756676 | gb|NC_012956.1|NC_012956 Feline coronavirus UU3, complete genome.
>g 03899.1|NC_003899 Eastern equine encephalitis virus, complete genome. >gi 9629925 |gb|NC_001871.1|NC_001871 Feline foamy virus, complete genome.
1 [118197482 | gb|NC_008586.1|NC_008586 Ecotropis obliqua NPV, complete genor >gi 9626701 |gb|NC_001482,1|NC_001482 Feline immunodeficiency virus, complete genome
>gi 13242472 | gb Nc_002687. 1 |NC_002687 Ectocarpus siliculosus virus 1, complete genome. >gi 9630707 | gb|NC_001940.1|NC_001940 Feline leukemia virus, complete genome.
>g1[22164589 | gb|NC_004105.1|NC_004105 Ectromelia virus, complete genome. >gi|30315794 | gb|NC_004765.1NC_004765 Felis domesticus papillomavirus type 1, complete genome
>g1|34610126 | gb|NC_005092.1|NC_005092 Ectropis obliqua picorna-like virus, complete genome. >gi |41 - 005084.2|NC_005084 Fer-de-lance virus, complete genome.
>1[9626694 | gb|NC_001480.1|NC_001480 Eggplant mosaic virus, complete genome. oy 003554.1NC_003554 Figuort mosaic virus, complete genome.
>g1[13487887 | gb|NC_002701.1|NC_002701 Eimeria brunetti RNA virus 1, complete genome. >gi 68532373 | gb|NC_007154.1NC_007154 Fiji disease virus segment 2, complete genome.
>91[20143442 | gb|NC_003568. 1 |NC_003568 Elm mottle virus RNA 2, complete sequence. >gi 68532375 | gb|NC_007155.1NC_007155 Fiji disease virus chromosome segment 4, complete genome.
>91[20143444 | gb|NC_003569.1|NC_003569 Elm mottle virus RNA 1, complete sequence. >gi 68532377 | gb|NC_007156.1NC_007156 Fiji disease virus segment 9, complete sequence.
>91[20143446 | gb|NC_003570.1|NC_003570 Elm mottle virus RNA 3, complete sequence. >gi 68532380 | gb|NC_007157.1|NC_007157 Fiji disease virus segment 6, complete genome.
>g1[166867487 |gb|NC_010307.1|NC_010307 Emilia yellow vein virus-[Fz1], complete genome. >gi 68532382 | gb|NC_007158.1|NC_007158 Fiji disease virus segment 3, complete genome.
>g1[233800859 |gb|NC_012666.1|NC_012666 Emilia yellow vein virus-associated DNA beta, complete genome. >gi 68532384 | gb|NC_007159.1|NC_007159 Fiji disease virus segment 1, complete genome.
173852470 gb|NC_007346.1|NC_007346 Emiliania huxleyi virus 86, complete genome. >gi 68532386 | gb|NC_007160.1|NC_007160 Fiji disease virus segment 5, complete genome.
>1[9626692 | gb|NC_001479.1|NC_001479 Encephalomyocarditis virus, complete genome. >gi 68532388 | gb|NC_007161.1|NC_007161 Fiji disease virus segment 8, complete genome.
1 [119952254 |gb|NC_008716.1|NC_008718 Entebbe bat virus, complete genome. >gi 68532390 | gb|NC_007162.1|NC_007162 Fiji disease virus segment 10, complete genome.
g1 [194100359 [gb|NC_011045.1|NC_011045 Enterobacteria phage 13a, complete genome. >gi 68532392 | gb|NC_007163.1NC_007163 Fiji disease virus segment 7, complete sequence.
>91[9632466 | gb|NC_000924.1|NC_000924 Enterobacteria phage 933, complete genome. >gi 116630443 | gb|NC_008522.1|NC_008522 Finch circovirus, complete genome.
>g1[194100252 |gb|NC_011040.1|NC_011040 Enterobacteria phage BAl4, complete genome. >gi 90403560 | gb|NC_007923.1|NC_007923 Finch polyomavirus, complete genome.
>1[31044225 | gb|NC_004813.1|NC_004813 Enterobacteria phage BP-4795, complete genome. >gi 77020112 | gb | NC_006356.2 |NC_006356 Flavobacterium phage 11b, complete genome.
>91[9626425 | gb|NC_001426.1|NC_001426 Enterobacteria phage GA, complete genome. >gi 189026268 | gb|NC_010757.1|NC_010757 Flexal virus segment S, complete sequence.
>g1[162682799 |gb|NC_010583.1|NC_010583 Enterobacteria phage EPS7, complete genome. >gi|189026271|gb|NC_010759.1|NC_010759 Flexal virus segment L, complete sequence.
1 (62362213 | gb|NC_006949.1|NC_006949 Enterobacteria phage ES18, complete genome. >gi|22711883 | gb|NC_004144.1|NC_004144 Flock house virus RNA 2, complete sequence.
>91[194100305 |gb|NC_011042.1|NC_011042 Enterobacteria phage EcoDS1, complete genome. > " 004146.1NC_004146 Flock house virus RNA 1, complete sequence.
>1[23455713 | gb|NC_004301.1|NC_004301 Enterobacteria phage FI, complete genome. >gi " 011450.1NC_011450 Foot-and-mouth disease virus - type A, complete genom
>91[38707640 | gb|NC_005282.1|NC_005282 Enterobacteria phage Felix 01, complete genome. >gi|32188257 | gb|NC_004915.1|NC_004915 Foot-and-mouth disease virus - type Asia 1, complete genome.
>91[169936017 |gb|NC_010463.1|NC_010463 Enterobacteria phage Fels-2, complete genome. >gi| 10445391 |gb|NC_002554.1NC_002554 Foot-and-mouth disease virus - type C, complete genome.
91 [176120944 | gb|NC_001420.2|NC_001420 Enterobacteria phage Gd, complete genome. >gi 21426907 | gb|NC_004004.1|NC_004004 Foot-and-mouth disease virus - type O, complete genome.
>91[9634119 | gb|NC_002166.1|NC_002166 Enterobacteria phage HK022, complete genome. >gi 48429537 | gb|NC_011451.1NC_011451 Foot-and-mouth disease virus - type SAT 1, complete genome.
>g1[13559823 | gb|NC_002730.1|NC_002730 Enterobacteria phage HK620, complete genome. >gi 48477070 | gb | NC_003992.2|NC_003992 Foot-and-mouth disease virus - type SAT 2, complete genome.
>91[9634155 | gb|NC_002167.1|NC_002167 Enterobacteria phage HK97, complete genome. >gi " 011452.1NC_011452 Foot-and-mouth disease virus - type SAT 3, complete genome.
>91[9625381gb|NC_001332.1|NC_001332 Enterobacteria phage I2-2, complete genome. >gi 269954645 |gb|NC_013528.1|NC_013528 Fort Morgan virus, complete genome.
>1[89888094 | gb | NC_007856.1|NC_007856 Enterobacteria phage ID18, complete genome. >gi 9628835 | b NC_001720.1|NC_001720 Fowl adenovirus A, complete genome.
>1[89888607 | gb|NC_007817.1|NC_007817 Enterobacteria phage ID2 Moscow/ID/2001, complete genome. >gi[9633173 | gb|NC_000899.1|NC_000899 Fowl adenovirus D, complete genome.
>91[9630747 | gb|NC_001954.1|NC_001954 Enterobacteria phage If1, complete gen >gi 9634679 | gb | NC_002186.1|NC_002188 Fowlpox virus, complete genome.
>gi[9626232 | gb|NC_002014.1[NC_002014 Entercbacteria phage Ike, complete genome. >gi 9626708 | gb|NC_001483.1|NC_001483 Foxtail mosaic virus, complete genome.
9171834082 | gb|NC_007291.1|NC_007291 Enterobacteria phage JK06, complete genome. >gi| 148641518 |gb|NC_009519.1[NC_009519 Fragaria chiloensis cryptic virus RNA 1, complete genome.
>1[238695156 |gb|NC_012741.1|NC_012741 Enterobacteria phage JS10, complete genome. >gi | 148641520 | gb| NC_009520.1|NC_009520 Fragaria chiloensis cryptic virus RNA 3, complete sequence.
>91[161622381 |gb|NC_010105.1|NC_010105 Enterobacteria phage JS98, complete genome. >gi | 148641522 | gb|NC_009521.1|NC_009521 Fragaria chiloensis cryptic virus RNA 2, complete sequence.
>1[238694878 |gb|NC_012740.1|NC_012740 Enterobacteria phage JSE, complete genome. >gi 56692628 | b | NC_006566.1|NC_006566 Fragaria chiloensis latent virus RNA 1, complete genome.
>91[83571714| gb|NC_007637.1|NC_007637 Enterobacteria phage KIE, complete genome. >gi 56692630 | gb|NC_006567.1|NC_006567 Fragaria chiloensis latent virus RNA 2, complete genome.
>91[77118167 | gb|NC_007456.1|NC_007456 Enterobacteria phage KIF, complete genome. >gi 56692633 | gb|NC_006568.1|NC_006568 Fragaria chiloensis latent virus RNA 3, complete sequence.
>91[108861984 |gb|NC_008152.1|NC_008152 Enterobacteria phage K1-5, complete genome. >gi|256352174 | gb|NC_013117.1|NC_013117 Francolinus leucoscepus papillomavirus 1, complete genome.
91 (56718463 | gb|NC_003287.2|NC_003287 Enterobacteria phage N13, complete genome. >gi 9626096 | gb [NC_001362.1]NC_001362 Friend murine leukemia virus, complete genome.
91 [176120924 |gb|NC_001417.2|NC_001417 Enterobacterio phage MS2, complete genome. 294121844535 gbluC_004068. 1 |1C 004068 rringills coslebs papillamavirus, complste genoms.
>91[170783609 |gb|NC_010237.1|NC_010237 Enterobacteria phage Min27, complete genome. >gi 190336494 |gb|NC_010954.1|NC_010954 Fritillary virus ¥, complete genom
>91[9633494 | gb|NC_000929.1|NC_000929 Enterobacteria phage Mu, complete genome. >g 9635795 | gb [ NC_002501.1]NC_002501 Frog adenovirus 1, complete genome.
>91[9630464 | gb|NC_001901.1|NC_001901 Enterobacteria phage N15, complete genome. >gi 49237297 | gb| NC_005946.1|NC_005946 Frog virus 3, complete genome.
>91[119952179 |gb|NC_008720.1|NC_008720 Enterobacteria phage N4, complete genome. >gi 9626154 |gb|NC_001403.1|NC_001403 Fujinami sarcoma virus, complete genome.
g1 [46401626 | gb|NC_005856. 1 |NC_005856 Enterobacteria phage P1, complete genor >gi 255612555 gb| NC_006937.2|NC_006937 Fusarium graminearun dsRNA mycovirus-1, complete genome.
>91[9630327 | gb|NC_001895.1|NC_001895 Enterobacteria phage P2, complete genome. >gi 262530250 | gb|NC_013469.1|NC_013469 Fusarium graminearun dsRNA mycovirus-3, complete genome.
g1 (51236723 | gb|NC_002371.2|NC_002371 Enterobacteria phage P22 virus, complete genome. >gi|262530253|gb|NC_013470.1[NC_013470 Fusarium graminearum dsRNA mycovirus-4 dsRNAL, complete genome.
>91[9627507 | gb|NC_001609.1|NC_001609 Enterobacteria phage Pd, complete genome. >gi|262530255|gb|NC_013471.1|NC_013471 Fusarium graminearum dsRNA mycovirus-4 dsRNA2, complete genome.
1 [159192286 |gb|NC_001421.2|NC_001421 Enterobacteria phage PRDI, complete genome. >gi 20889325 | gb|NC_003883.1|NC_003883 Fusarium poae virus 1 RNA 1, complete sequer
>g1[157311299 |gb|NC_009821.1|NC_009821 Enterobacteria phage Phil, complete genome. 41| 20889329 | gb | NC_003884.1|NC_003884 Fusarium poae virus 1 RNA 2, complete sequence.
>1[41057352| gb|NC_005340.1|NC_005340 Enterobacteria phage PsP3, complete genome. >gi[9629718 | gb|NC_001837.1|NC_001837 Hepatitis GB virus A, complete genome.
>91[228861315 |gb|NC_012638.1|NC_012638 Enterobacteria phage RB14, complete genome. >gi 9628705 | gb|NC_001710.1|NC_001710 GB virus C/Hepatitis G virus, complete genome.
g1 [116326222 |gb|NC_008515.1|NC_008515 Enterobacteria phage RB32, complete genome. >g 9629508 | b [NC_001816.1|NC_001618 Galinsoga mosaic virus, complete genome.
>91[66391451| gb|NC_007023.1|NC_007023 Enterobacteria phage K343, complete genome. >gi 23334606 | gb | NC_004286.1NC_004286 Galleria mellonella densovirus, complete genome.
>g1|33620426 | gb | NC_005066.1|NC_005066 Enterobacteria phage K849, complete genome. >gi 57790931 |gb | NC_006623.1NC_006623 Gallid herpesvirus 1, complete genome.
>1[228860932 |gb|NC_012635.1|NC_012635 Enterobacteria phage RB51, complete genome. >gi 125745044 | gb| NC_002229.3|NC_002229 Gallid herpesvirus 2, complete genome.
>g1[32453484 | gb|NC_004928.1|NC_004928 Enterobacteria phage RB69, complete genor >gi | 10834856 | gb|NC_002577.1NC_002577 Gallid herpesvirus 3, complete genome.
>1[81343928 | gb | NC_007603.1|NC_007603 Enterobacteria phage RTP, complete genome. >gi|20143432 | gb|NC_003557.1NC_003557 Garlic latent virus, complete genome.
>1|31880044 | gb | NC_004831.2|NC_004831 Enterobacteria phage SP6, complete genome. >gi | 18450251 |gb|NC_003375.1NC_003375 Garlic virus A, complete genome.
>1[225220072 |gb|NC_012223.1|NC_012223 Enterobacteria phage SSL-2009a, complete genome >gi | 18450244 |gb|NC_003376.1NC_003376 Garlic virus C, complete genome.
>1[46358648 | gb|NC_005841.1|NC_005841 Enterobacteria phage ST104, complete genome. >gi 21427645 | gb|NC_004012.1|NC_004012 Garlic virus E, complete genome.
>g1[24371534 | gb|NC_004348.1|NC_004348 Enterobacteria phage STG4T, complete genome. >gi 9629345 | gb|NC_001800.1|NC_001800 Garlic virus X, complete genome.
>1[41057278 | gb|NC_005344.1|NC_005344 Enterobacteria phage SE6, complete genome. >gi 224808897 | gb|NC_012134.1[NC_012134 Gayfeather mild mottle virus RNA 1, complete sequence.
>1[19548987 | gb|NC_003444.1|NC_003444 Enterobacteria phage SEV, complete genome. >gi 224808899 | gb|NC_012135.1|NC_012135 Gayfeather mild mottle virus RNA 2, complete genome.
>91[242346741|gb|NC_012868.1|NC_012868 Enterobacteria phage St-1, complete genome. >gi 224808902 | gb|NC_012136.1|NC_012136 Gayfeather mild mottle virus RNA 3, complete sequence.
1 [45686283 | gb|NC_005833.1|NC_005833 Enterobacteria phage T1, complete genor >gi 124300942 | gb| NC_008376.2|NC_008376 Geobacillus phage GBSV1, complete genome.
91 (17570786 gb|NC_003298.1|NC_003298 Enterobacteria phage T3, complete genome. >gi | 158380386 | gb| NC_009552.2|NC_009552 Geobacillus virus E2, complete genome.
>91[29366675 | gb | NC_000866. 4 |NC_000866 Enterobacteria phage T, complete genome. >gi 56692396 | g | NC_006558.1|NC_006558 Getah virus, complete genome.
91 (46401737 | gb|NC_005859.1|NC_005859 Enterobacteria phage T5, complete genome. >gi 20143439 | gb|NC_003555.1|NC_003555 Giardia lamblia virus, complete genome.
919627425 | gb|NC_001604.1|NC_001604 Enterobacteria phage T7, complete genome. >gi[9630311|gb|NC_001885.1|NC_001885 Gibbon ape leukemia virus, complete genome.
>91[148734472 |gb|NC_009540.1|NC_009540 Enterobacteria phage TLS, complete genome. >gi | 166851932 |gb|NC_010306.1|NC_010306 Gill-associated virus, complete genome.
>1[9633396 | gb|NC_000902..1|NC_000902 Enterobacteria phage VT2-Sakai, complete genome. >gi | 168804017 | gb|NC_010356.1|NC_010356 Glossina pallidipes salivary gland hypertrophy virus, complete genome.
>g1[89888652 | gb|NC_007821.1|NC_007821 Enterobacteria phage WA13, complete genome. >gi 124378059 | gb| NC_008837.1|NC_008837 Glypta fumiferanae ichnovirus segment Al, complete sequence.
238801731| gb|NC_012749.1|NC_012749 Enterobacteria phage WV8, complete >gi 124378060 | gb| NC_008638 . 1|NC_008838 Glypta fumiferanae ichnovirus segment A2, complete sequence.
>gi 124378061 | gb| NC_008639.1|NC_008839 Glypta fumiferanae ichnovirus segment Al, complete sequence.
>gi 124378062 | gb| NC_008640.1|NC_008840 Glypta fumiferanae ichnovirus segment Ad, complete sequence.
complete sequence.

oy
209427726 | gb|NC_011356. 1 |NC_011356 Enterobacteria phage YYZ-2008, complete prophage genome.
9625355 |gb|NC_001330.1|NC_001330 Enterobacteria phage alpha3, complete genome.

148609382 | gb|NC_009514.1|NC_009514 Phage cdtI, complete genome. ’I 4 >gi 124378064 | gb|NC_008841.1|NC_008841 Glypta fumiferanae ichnovirus segment A5,

>gi
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124378065 | gb|NC_008842.1|NC_008842 Glypta fumiferanae ichnovirus segment A6, complete sequence.
124378067 | gb|NC_008843.1|NC_008843 Glypta fumiferanae ichnovirus segment A7, complete sequence.
124378069 | gb|NC_008844.1|NC_008844 Glypta fumiferanae ichnovirus segment AS, complete sequence.
124378070 gb| NC_008845.1|NC_008845 Glypta fumiferanae ichnovirus segment A9, complete sequence.
124378072 | gb|NC_008846.1|NC_008846 Glypta fumiferanae ichnovirus segment Al0, complete sequence.
124378074 | gb|NC_008847.1|NC_008847 Glypta fumiferanae ichnovirus segment Bl, complete sequence.
124378075 | gb| NC_008848.1|NC_008848 Glypta fumiferanae ichnovirus segment B3, complete sequence.
124378077 | gb|NC_008849.1|NC_008849 Glypta fumiferanae ichnovirus segment B4, complete sequence.
124378078 | gb| NC_008850.1|NC_008850 Glypta fumiferanae ichnovirus segment BS, complete sequence.
124378079 gb|NC_008851.1|NC_008851 Glypta fumiferanae ichnovirus segment B6, complete sequence.
124378082 | gb|NC_008852.1|NC_008852 Glypta fumiferanae ichnovirus segment B7, complete sequence.
124378084 | gb|NC_008853.1|NC_008853 Glypta fumiferanae ichnovirus segment B8, complete sequence.
124378086 | gb|NC_008854.1|NC_008854 Glypta fumiferanae ichnovirus segment B9, complete sequence.
124378088 | gb| NC_008855. 1| NC_008855 Glypta fumiferanae ichnovirus segment B10, complete sequence.
124378089 | gb| NC_008856.1|NC_008856 Glypta fumiferanae ichnovirus segment Bll, complete sequence.
124378090  gb|NC_008857.1|NC_008857 Glypta fumiferanae ichnovirus segment B12, complete sequence.
124378092 | gb|NC_008858. 1| NC_008858 Glypta fumiferanae ichnovirus segment B13, complete sequence.
124378094 | gb| NC_008859.1|NC_008859 Glypta fumiferanae ichnovirus segment Bld, complete sequence.
124378096 | gb| NC_008860. 1| NC_008860 Glypta fumiferanae ichnovirus segment B1S, complete sequence.
124378099 gb|NC_008861.1|NC_008861 Glypta fumiferanae ichnovirus segment B16, complete sequence.
124378101 |gb|NC_008862.1|NC_008862 Glypta fumiferanae ichnovirus segment B17, complete sequence.
124378102 gb|NC_008863.1|NC_008863 Glypta fumiferanae ichnovirus segment B19, complete sequence.
124378104 | gb|NC_008864.1|NC_008864 Glypta fumiferanae ichnovirus segment B20, complete sequence.
124378106 | gb|NC_008865.1|NC_008865 Glypta fumiferanae ichnovirus segment B21, complete sequence.
124378107 | gb|NC_008866.1|NC_008866 Glypta fumiferanae ichnovirus segment B22, complete sequence.
124378110 gb|NC_008867.1|NC_008867 Glypta fumiferanae ichnovirus segment B23, complete sequence.
124378113 | gb|NC_008868.1|NC_008868 Glypta fumiferanae ichnovirus segment B24, complete sequence.
124378114 gb|NC_008869.1|NC_008869 Glypta fumiferanae ichnovirus segment B25, complete sequence.
124378117 | gb|NC_008870.1|NC_008870 Glypta fumiferanae ichnovirus segment B26, complete sequence.
124378119 gb|NC_008871.1|NC_008871 Glypta fumiferanae ichnovirus segment B27, complete sequence.
124378122 | gb|NC_008872.1|NC_008872 Glypta fumiferanae ichnovirus segment B28, complete sequence.
124378125 | gb|NC_008873.1|NC_008873 Glypta fumiferanae ichnovirus segment B29, complete sequence.
124378127 | gb|NC_008874.1|NC_008874 Glypta fumiferanae ichnovirus segment B3l, complete sequence.
124378128 | gb|NC_008875.1|NC_008875 Glypta fumiferanae ichnovirus segment B32, complete sequence.
124378129 gb|NC_008876.1|NC_008876 Glypta fumiferanae ichnovirus segment B33, complete sequence.
124378131 |gb|NC_008877.1|NC_008877 Glypta fumiferanae ichnovirus segment B34, complete sequence.
124378132 gb|NC_008878.1|NC_008878 Glypta fumiferanae ichnovirus segment B35, complete sequence.
124378134 gb|NC_008879.1|NC_008879 Glypta fumiferanae ichnovirus segment B37, complete sequence.
124378135 | gb| NC_008880.1|NC_008880 Glypta fumiferanae ichnovirus segment B38, complete sequence.
124378137 | gb|NC_008881.1|NC_008881 Glypta fumiferanae ichnovirus segment B39, complete sequence.
124378139 gb|NC_008882.1|NC_008882 Glypta fumiferanae ichnovirus segment B40, complete sequence.
124378140 gb|NC_008883.1|NC_008883 Glypta fumiferanae ichnovirus segment B41, complete sequence.
124378142 | gb|NC_008884.1|NC_008884 Glypta fumiferanae ichnovirus segment B42, complete sequence.
124378144 | gb|NC_008885.1|NC_008885 Glypta fumiferanae ichnovirus segment B43, complete sequence.
124378146 | gb| NC_008886.1|NC_008886 Glypta fumiferanae ichnovirus segment B4d, complete sequence.
124378147 | gb|NC_008887.1|NC_008887 Glypta fumiferanae ichnovirus segment B45, complete sequence.
124378150 gb| NC_008888.1|NC_008888 Glypta fumiferanae ichnovirus segment B46, complete sequence.
124378153 | gb|NC_008889.1|NC_008889 Glypta fumiferanae ichnovirus segment B47, complete sequence.
124378155 | gb| NC_008890.1|NC_008890 Glypta fumiferanae ichnovirus segment B49, complete sequence.
124378157 | gb|NC_008891.1|NC_008891 Glypta fumiferanae ichnovirus segment BSO, complete sequence.
124378159 gb|NC_008892.1|NC_008892 Glypta fumiferanae ichnovirus segment BS1, complete sequence.
124378160 gb|NC_008893.1|NC_008893 Glypta fumiferanae ichnovirus segment B52, complete sequence.
124378162 | gb|NC_008894.1|NC_008894 Glypta fumiferanae ichnovirus segment BS3, complete sequence.
124378165 | gb|NC_008895.1|NC_008895 Glypta fumiferanae ichnovirus segment BS5, complete sequence.
124378167 | gb|NC_008896.1|NC_008896 Glypta fumiferanae ichnovirus segment BS6, complete sequence.
124378169 gb|NC_008897.1|NC_008897 Glypta fumiferanae ichnovirus segment BS7, complete sequence.
124378170 gb|NC_008898.1|NC_008898 Glypta fumiferanae ichnovirus segment BSS, complete sequence.
124378172 | gb|NC_008899.1|NC_008899 Glypta fumiferanae ichnovirus segment BS9, complete sequence.
124378173 | gb|NC_008900.1|NC_008900 Glypta fumiferanae ichnovirus segment B60, complete sequence.
124378176 | gb|NC_008901.1|NC_008901 Glypta fumiferanae ichnovirus segment B61, complete sequence.
124378178 | gb|NC_008902.1|NC_008902 Glypta fumiferanae ichnovirus segment B62, complete sequence.
124378180 gb|NC_008903.1|NC_008903 Glypta fumiferanae ichnovirus segment B63, complete sequence.
124378181 |gb|NC_008904.1|NC_008904 Glypta fumiferanae ichnovirus segment B64, complete sequence.
124378183 | gb|NC_008905.1|NC_008905 Glypta fumiferanae ichnovirus segment B6S, complete sequence.
124378185 | gb| NC_008906.1|NC_008906 Glypta fumiferanae ichnovirus segment C2, complete sequence.
124378189 gb|NC_008907.1|NC_008907 Glypta fumiferanae ichnovirus segment C3, complete sequence.
124378190 gb|NC_008908.1|NC_008908 Glypta fumiferanae ichnovirus segment C4, complete sequence.
124378192 | gb|NC_008909.1|NC_008909 Glypta fumiferanae ichnovirus segment C5, complete sequence.
124378194 gb|NC_008910.1|NC_008910 Glypta fumiferanae ichnovirus segment C6, complete sequence.
124378198 | gb|NC_008911.1|NC_008911 Glypta fumiferanae ichnovirus segment C7, complete sequence.
124378202 | gb|NC_008912.1|NC_008912 Glypta fumiferanae ichnovirus segment C9, complete sequence.
124378204 | gb|NC_008913.1|NC_008913 Glypta fumiferanae ichnovirus segment C10, complete sequence.
124378206 | gb|NC_008914.1|NC_008914 Glypta fumiferanae ichnovirus segment C1l, complete sequence.
124378210 gb|NC_008915.1|NC_008915 Glypta fumiferanae ichnovirus segment C12, complete sequence.
124378211 |gb|NC_008916.1|NC_008916 Glypta fumiferanae ichnovirus segment C13, complete sequence.
124378212 | gb|NC_008917.1|NC_008917 Glypta fumiferanae ichnovirus segment Cld, complete sequence.
124378215 | gb|NC_008918.1|NC_008918 Glypta fumiferanae ichnovirus segment C15, complete sequence.
124378216 | gb|NC_008919.1|NC_008919 Glypta fumiferanae ichnovirus segment C16, complete sequence.
124378219 gb| NC_008920.1|NC_008920 Glypta fumiferanae ichnovirus segment C17, complete sequence.
124378221 |gb|NC_008921.1|NC_008921 Glypta fumiferanae ichnovirus segment C18, complete sequence.
124378223 | gb|NC_008922.1|NC_008922 Glypta fumiferanae ichnovirus segment C19, complete sequence.
124378225 | gb| NC_008923.1|NC_008923 Glypta fumiferanae ichnovirus segment C20, complete sequence.
124378228 | gb|NC_008924.1|NC_008924 Glypta fumiferanae ichnovirus segment C21, complete sequence.
124378231 |gb|NC_008925.1|NC_008925 Glypta fumiferanae ichnovirus segment C22, complete sequence.
124378232 | gb|NC_008926.1|NC_008926 Glypta fumiferanae ichnovirus segment DI, complete sequence.
124378235 | gb|NC_008927.1|NC_008927 Glypta fumiferanae ichnovirus segment D2, complete sequence.
124378238 | gb|NC_008928.1|NC_008928 Glypta fumiferanae ichnovirus segment D3, complete sequence.
124378241 |gb|NC_008929.1|NC_008929 Glypta fumiferanae ichnovirus segment DS, complete sequence.
124378242 | gb|NC_008930.1|NC_008930 Glypta fumiferanae ichnovirus segment D6, complete sequence.
124378244 | gb|NC_008931.1|NC_008931 Glypta fumiferanae ichnovirus segment D7, complete sequence.
124378245 | gb| NC_008932.1|NC_008932 Glypta fumiferanae ichnovirus segment El, complete sequence.
124378247 | gb|NC_008933.1|NC_008933 Glypta fumiferanae ichnovirus segment B2, complete sequence.
124378249 gb|NC_008934.1|NC_008934 Glypta fumiferanae ichnovirus segment B1S, complete sequence.
124378251 |gb|NC_008935.1|NC_008935 Glypta fumiferanae ichnovirus segment B30, complete sequence.
124378252 gb|NC_008936.1|NC_008936 Glypta fumiferanae ichnovirus segment B36, complete sequence.
124378255 | gb|NC_008937.1|NC_008937 Glypta fumiferanae ichnovirus segment B4S, complete sequence.
124378257 | gb|NC_008938.1|NC_008938 Glypta fumiferanae ichnovirus segment BSd, complete sequence.
124378259 gb|NC_008939.1|NC_008939 Glypta fumiferanae ichnovirus segment Cl, complete sequence.
124378261 |gb|NC_008940.1|NC_008940 Glypta fumiferanae ichnovirus segment C8, complete sequence.
124378264 | gb|NC_008941.1|NC_008941 Glypta fumiferanae ichnovirus segment D4, complete sequence.

30518360| gb|NC_004800. 1 |NC_004800 Goose hemorrhagic polyomavirus, complete genome.
32563515|gb|NC_005036. 1 |NC_005036 Goose paramyxovirus SF02, complete genome.

9628649 | gb|NC_001701.1NC_001701 Goose parvovirus, complete genome

254728910| gb|NC_013013.1|NC_013013 Gossypium darwinii symptomless alphasatellite DNA-alpha, complete genome.

NC_011804.1[NC_011804 Gossypium darwinii synptomless virus DNA-A, complete g
254728906 gb|NC_013011.1[NC_013011 Gossypiun davidsonii symptomless alphasatellite DNA-alpha-B, complete genome.
219552934| gb| NC_011806.1|NC_011806 Gossypium hirsutun leaf curl virus DNA-A, complete genome.
254728908 | gb|NC_013012.1|NC_013012 Gossypium mustili Iphasatellit: , complete genome.
219552927 | gb|NC_011805. 1 |NC_011805 Gossypiun punctatun mild leaf curl virus DNA A, complete genome.
224581835| gb|NC_012120.1|NC_012120 Gossypium punctatum mild leaf curl virus DNA B, complete genome.
212498614 | gb|NC_011535.1|NC_011535 Grapevine Algerian latent virus, complete genome.
225908238 | gb| NC_012484.1|NC_012484 Grapevine Syrah Virus-1, complete genome.
20153411 |gb|NC_003621.1|NC_003621 Grapevine chrome mosaic virus RNA 2, complete sequence.
20153413| gb|NC_003622.1|NC_003622 Grapevine chrome mosaic virus RNA 1, complete sequence.
20153341 | gb|NC_003615.1|NC_003615 Grapevine fanleaf virus RNA 1, complete sequence.
20153343| gb|NC_003623.1|NC_003623 Grapevine fanleaf virus RNA 2, complete sequence.
003203.1|NC_003203 Grapevine fanleaf virus satellite RNA, complete genome.
181 003347.1|NC_003347 Grapevine fleck virus, complete genome.
218202718] gb|NC_011702.1|NC_011702 Grapevine leafroll-associated virus 10, complete genome.
7711891 [gbic_07443.1{1c 007448 Grapavine lestroll-associated virus 2, complate genome.
29366687 | gb|NC_004667 . 1|NC_004667 Grapevine leafroll-associated virus 3, complete gen
50018236] 95 [NC_004724.1[NC 004724 Grapevine rotstock stem tesion associaced vires, conpiste genome.
86515321 | gb|NC_003604.2 |NC_003604 Grapevine virus A, complete genome.
20153377 | gb|NC_003602. 1 [NC_003602 Grapevine virus B, complete genome.
195546756 | gb|NC_011106.1|NC_011106 Grapevine virus E, complete genome.
20889389 | gb|NC_003876. 1 |NC_003876 Gremmeniella abietina RNA virus Ll, complete genome.

005965.1|NC_005965 Gremneniella abietina RNA virus L2, complete genome.
2 004018.1|NC_004018 Gremmeniella abietina RNA virus US1 RNA 1, complete genome.
2 004019.1[NC_004019 Gremmeniella abietina RNA virus US1 RNA 2, complete genome.
2 004020.1[NC_004020 Gremmeniella abietina RNA virus US1 RNA 3, complete genome.
55733720| gb|NC_006444.1|NC_006444 Gremmeniella abietina RNA virus MS2 RNA 1, complete genome.
55733722 | gb|NC_006445.1|NC_006445 Gremmeniella abietina RNA virus MS2 RNA 2, complete genome.
55733724 | gb|NC_006446.1|NC_006446 Gremmeniella abietina RNA virus MS2 RNA 3, complete genome.

" 006264.1|NC_006264 Gremmeniella abietina mitochondrial RNA virus 52, complete genome.
007920.1[NC_007920 Gremmeniella abietina type B RNA virus XL1, complete genome.
9626714 |gb|NC_001484.1|NC_001484 Ground squirrel hepatitis virus, complete genome.
20153365|gb|NC_003614.1|NC_003614 Groundnut bud necrosis virus segment L, complete sequence.
20153367 | gb|NC_003619.1|NC_003619 Groundnut bud necrosis virus segment S, complete sequence.
20153370| gb|NC_003620. 1 |NC_003620 Groundnut bud necrosis virus segment M, complete sequence.
20153383 | gb|NC_003603.1|NC_003603 Groundnut rosette virus, complete genome.

13634098 | gb | NC_002733.1|NC_002738 Groundnut rosette virus satellite RNA, complete genome.
134303398 | gb|NC_009240.1|NC_009240 Gryllus bimaculatus nudivirus, complete genome.

34365538 | gb|NC_005077.1|NC_005077 Guanarito virus segment S, complete genome.

34365541 | gb|NC_005082.1[NC_005082 Guanarito virus segment L, complete genome.
116630439 | gb|NC_008521.1|NC_008521 Gull circovirus, complete genome.
262166845 | gb|NC_013443.1|NC_013443 HHO Astrovirus A, complete genome.

9626078 gb| NC_001358.1[NC_001358 Parvovirus i1, complete genome.

31543997 | gb|NC_004827.1|NC_004827 Bacteriophage Aaphi23, complete genome.

9628600 |gb|NC_001697.1|NC_001697 Haemophilus phage HP1, complete genome.

17981815 | gb [ NC_003315.1|NC_003315 Haemophilus phage HP2, complete genome.

71647259 | gb|NC_007217.1|NC_007217 Haloarcula phage SH1, complete genome.

167832345 |gb|NC_010342.1|NC_010342 Halomonas phage phiAP-1, complete genome.

16138397 |gb [ NC_003345.1|NC_003345 Halorubrum phage HF2, complete genome.
226596529| gb| NC_012558.1|NC_012558 Halorubrum pleomorphic virus 1, complete genome.
32453825|gb|NC_004927.1|NC_004927 Halovirus HF1, complete genome.

9626283 |gb|NC_001663.1|NC_001663 Hamster polyomavirus, complete genome.

38371710| gb|NC_005218.1|NC_005218 Hantaan virus, complete genome.
38371712|gb|NC_005219.1|NC_005219 Hantaan virus, complete genome.
38371716|gb|NC_005222.1|NC_005222 Hantaan virus segment L, complete sequence.

55733701 | gb|NC_006433.1|NC_006433 Hantavirus 210 chromosome S segment, complete genome.

55733703| gb|NC_006435.1|NC_006435 Hantavirus 210 chromosome I, complete genome.
55733705|gb|NC_006437.1|NC_006437 Hantavirus 710 segment ¥, complete genome.

3 005074.1|NC_005074 Helicobasidium mompa No.17 dsRNA virus segment L, complete sequence.
005075 1[NC_005075 Helicobasidium mompa No.17 dsRNA virus segment S, complete sequence.
262216749| gb|NC_013447.1|NC_013447 Helicobasidium mompa endornavirus 1, complete genome.
51010904 |gb|NC_003094.2 [NC_003094 Helicoverpa armigera NPV, complete genome.

209401054 | gb|NC_011354.1|NC_011354 Helicoverpa armigera SNPV NNgl, complete gen

164519155 | b|NC 010240, 1 NC 010240 Helicoverpa armigera granulovirus, conplece gensme.
215401232 | gb|NC_011615.1|NC_011615 Hel armigera multiple complete genome.
159159425 | g | NC_002654.2|NC_002654 Hel armigera G4, complete genome.
9632270|gb| NC_001981.1NC_001981 Helicoverpa armigera stunt virus RNA 1, complete sequence.
9632272|gb|NC_001982.1NC_001982 Helicoverpa armigera stunt virus RNA 2, complete sequence.
18138257 |gb [NC_003349.1|NC_003349 Helicoverpa zea SNPV, complete genome.

134267156 g0 |8 003233, 1|C 009233 seldothis vizesoens sacovirus 3, Complate genome.

50198836 | gb|NC_005978. 1 |NC_005978 Helminthosporium victoriae 1455 virus segment 1, complete genome.
50198840 | gb|NC_005979.1|NC_005979 Helminthosporium victoriae 1455 virus segment 2, complete genome.
50198846| gb|NC_005980. 1 [NC_005980 Helminthosporium victoriae 1455 virus segment 3, complete genome.
50198850 | gb|NC_005981.1|NC_005981 Helminthosporium victoriae 1455 virus segment 4, complete genome.
124484600 b | NC_003607.2|NC_003607 Helminthosporium victoriae virus 1905, complete genome.
29468603 | gb|NC_001906.2 [NC_001906 Hendra virus, complete genome.

9626732 |gb|NC_001489.1|NC_001489 Hepatitis A virus, complete genome.
21326584|gb|NC_003977.1|NC_003977 Hepatitis B virus, complete genome.

22129792 | gb|NC_004102.1|NC_004102 Hepatitis C virus genotype 1, complete genome.
157781212 | gb|NC_009823.1|NC_009823 Hepatitis C virus genotype 2, complete genome.
157781216 | gb | NC_009824.1|NC_009824 Hepatitis C virus genotype 3, genome.
157781208 | gb | NC_009825.1|NC_009825 Hepatitis C virus genotype 4, genome.
157781210 | gb | NC_009826.1|NC_009826 Hepatitis C virus genotype 5, genome.
157781214 | gb|NC_009827.1|NC_009827 Hepatitis C virus genotype 6, complete genome.

9626440 |gb|NC_001434.1[NC_001434 Hepatitis E virus, complete genome.

9628101 |gb|NC_001655.1|NC_001655 Hepatitis GB virus 5, complete genome.

13277517 |gb | NC_001653.2|NC_001653 Hepatitis delta virus, complete genome.

9626719 |gb|NC_001486.1|NC_001486 Heron hepatitis B virus, complete genome.
80509240|gb|NC_007518.1|NC_007518 Heterocapsa circularisquama RNA virus, complete genome.

38707888 | gb|NC_005281.1|NC_005281 Heterosigma akashiwo RNA virus S0G263, complete genome.

20153387 | gb|NC_003608. 1 [NC_003608 Hibiscus chlorotic ringspot virus, complete genome.

113860144 |gb|NC_008310.1|NC_008310 Hibiscus latent Singapore virus, complete genome.

226823166| gb|NC_012561.1|NC_012561 Highlands J virus, complete genome.

20451018 |gb|NC_003762. 1 |NC_003782 Himetobi P virus, complete genome.
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212671430| gb|NC_011540.1|NC_011540 Hippeastrum latent virus, complete genome.
34610114 |gb|NC_005093.1|NC_005093 Hirame rhabdovirus, complete genome.
90403473 |gb|NC_007914.1NC_007914 Hisl virus, complete genome.
90403509 |gb|NC_007918.1NC_007918 His2 virus, complete genome.
21911441 |gb|NC_004071.1|NC_004071 Hollyhock leaf crumple virus, complete genome.
22123916|gb|NC_004092.1[NC_004092 Hollyhock leaf crumple virus satellite DNA, complete genome.
96980777 | gb|NC_008029.1|NC_008029 Homalodisca coagulata virus-1, complete genome.

6423321 |gb|NC_012535.1|NC_012535 Homalodisca vitripennis reovirus segment 51, complete genome.
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226423323| gb|NC_012536.1|NC_012536 Homalodisca vitripennis reovirus segment 52, complete genome.
226423325| gb|NC_012537.1|NC_012537 Homalodisca vitripennis reovirus segment 53, complete genome.
226423327 | gb|NC_012538.1|NC_012538 Homalodisca vitripennis reovirus segment 54, complete genome.
226423329 | gb|NC_012539.1|NC_012539 Homalodisca vitripennis reovirus segment S5, complete genome.
226423331 | gb|NC_012540.1[NC_012540 Homalodisca vitripennis reovirus segment S6, complete genome.
226423333| gb|NC_012541.1[NC_012541 Homalodisca vitripennis reovirus segment 57, complete genome.
226423335| gb|NC_012542.1[NC_012542 Homalodisca vitripennis reovirus segment S8, complete genome.
226423337 | gb|NC_012543.1|NC_012543 Homalodisca vitripennis reovirus segment 59, complete genome.
226423339 | gb|NC_012544.1|NC_012544 Homalodisca vitripennis reovirus segment 510, complete genome.
226423341 | gb|NC_012545.1|NC_012545 Homalodisca vitripennis reovirus segment 511, complete genome.
226423344 | gb|NC_012546.1|NC_012546 Homalodisca vitripennis reovirus segment 512, complete genome.
146411807 |gb|NC_009449.1|NC_009449 yellow vein :2001], complete genome

146411809 | gb|NC_009450. 1 NC_009450 Honeysuckle yellow vein mosaic beta-(Japan:Miyizaki:2001], complete genome

148877238 | gb|NC_009571.1|NC_009571 Honeysuckle yellow vein mosaic disease associated satellite DNA beta-[Tbaraki], complete genome.

20153400 |gb|NC_003609. 1 |NC_003609 Honeysuckle yellow vein mosaic virus, complete g
122808720 g5 NG 006793 1/NC. 008753 Roneysackie. yellow vain mosaic viras-(Kagoshia], conplete genome.
33300809 | gb|NC_005052.1|NC_005052 Honeysuckle yellow vein mosaic virus satellite DNA beta, complete genome.
15390216|gb|NC_005807. 1 |NC_005807 Honeysuckle yellow vein virus-[UKl], complete genome.

10314012 |gb NC_002552.1|NC_002552 Hop latent virus, complete genome.

171473627 |gb|NC_010536.1|NC_010538 Hop mosaic virus, complete genome.

18843532 | gb|NC_005904.1|C_005904 Hordeun mosaic virus, complete genome.

142794075 | gb|NC_005635.1|NC_005635 Horsegram yellow mosaic virus, complete genome.

142794082 | gb|NC_005636. 1 |NC_005636 Horsegram yellow mosaic virus DNA B, complete genome.

10257473 |gb | NC_002543.1|NC_002543 Horseradish curly top virus, complete genome.

212671453| gb|NC_011544.1|NC_011544 Hosta virus X, complete genome.
189418893 | gb|NC_010810.1|NC_010810 Human TMEV-like cardiovirus, complete genome.

9626453 |gb|NC_001436.1|NC_001436 Human T-lymphotropic virus 1, complete genome.

9626726 |gb|NC_001488.1|NC_001488 Human T-lymphotropic virus 2, complete genome.
219552908 | gb|NC_011800.1|NC_011800 Human T-lymphotropic virus 4, complete genome.

253761974 |gb|NC_012959.1|NC_012959 Hunan adenovirus 54, complete genome.
9626621|gb|NC_001460.1|NC_001460 Human adenovirus A, complete genome.

197944766 |gb|NC_011202.1|NC_011202 Euman adenovirus B2, complete genome.
197944726 | gb|NC_011203.1|NC_011203 Euman adenovirus B1, complete genome.

9626158 gb|NC_001405. 1|NC_001405 Human adenovirus C, complete genome.

190340974 |gb|NC_010956.1|NC_010956 Euman adenovirus D, complete genome.

51527264 |gb|NC_003266.2|NC_003266 Human adenovirus E, complete genome.

9626553 |gb|NC_001454.1|NC_001454 Human adenovirus F, complete genome.

9630726 |gb|NC_001943.1|NC_001943 Human astrovirus, complete genome.

77125236 | gb|NC_007455.1|C_007455 Human bocavirus, complete genome.

222624550| gb|NC_012042.1|NC_012042 Human bocavirus 2, complete genome.
226938554 | gb|NC_012564.1|NC_012564 Human bocavirus 3, complete genome.

A

15| gb|NC 012729 1|NC 012729 Hunan bocavirus 4, complete genome.
12175745 | gb|NC_002645.1|C_002645 Human coronavirus 229E, complete genome.

49169782 | gb|NC_005831.2|NC_005831 Human coronavirus NL63, complete genome.

>gi

239826780 | gb|NC_012800.1|NC_012800 Human cosavirus Al, complete genome.
239830818 | gb|NC_012801.1|NC_012801 Human cosavirus B1, complete genome.
239830831 | gb|NC_012802.1|NC_012802 Human cosavirus DI, complete genome.
239828756 | gb|NC_012798.1|NC_012798 Human cosavirus E1, complete genome.

253756605| gb|NC_012950.1[NC_012950 Human enteric coronavirus strain 4408, complete genome.
157939570 | gb|NC_009887.1|NC_009887 Euman enterovirus 100, complete genome.
260665857 | gb|NC_013115.1[NC_013115 Human enterovirus 107, complete genome.
256574726|gb|NC_013114.1|NC_013114 Hunan enterovirus 98, complete genome.

9627719 |gb|NC_001612.1|NC_001612 Human enterovirus A, complete genome.

9626677 |gb|NC_001472.1|NC_001472 Human enterovirus B, complete genome.

9626433 |gb|NC_001428.1|NC_001428 Human enterovirus C, complete genome.

9626436 |gb|NC_001430.1[NC_001430 Human enterovirus D, complete genome.

23343515 |gb|NC_004295.1|NC_004295 Human erythrovirus V9, complete genome.

9629378 |gb|NC_001806. 1|NC_001806 Human herpesvirus 1, complete genome.

9629267 |gb|NC_001798.1|NC_001798 Human herpesvirus 2, complete genome.

9625875 | gb|NC_001348.1|NC_001348 Human herpesvirus 3, complete genome.

82503188 gb|NC_007605.1|KC_007605 Human herpesvirus 4 type 1, complete genome.
139424470 gb|NC_009334.1|NC_009334 Euman herpesvirus 4, complete genome.
155573622 | gb|NC_006273.2|NC_006273 Euman herpesvirus 5, complete genome.

9633069 gb|NC_000898. 1|NC_000898 Human herpesvirus 63, complete genome.

51874225 |gb|NC_001716.2 |NC_001716 Human herpesvirus 7, complete genome.

139472801 |gb|NC_009333.1|NC_009333 Euman herpesvirus &, complete genome.

9629357 |gb|NC_001802.1|NC_001802 Human immunodeficiency virus 1, complete genome.
9628880 gb|NC_001722.1|NC_001722 Human immunodeficiency virus 2, complete genome.
254305431 | gb| NC_012986.1|NC_012986 Hunan klassevirus 1, complete genome.

16852132 |gb|NC_004148.2 |NC_004148 Human metapneumovirus, complete genome.
206902429 gb|NC_011279.1|NC_011279 Human papillomavirus FA75/KI88-03, complete genome.
30315616 |gb|NC_004761.1|KC_004761 Human papillomavirus RTRK7, complete genome.
270307443 | gb| NC_013586.1|NC_013586 Hunan papillomavirus SIEX-3a, complete genome.
9626063 |gb|NC_001356.1|NC_001356 Human papillomavirus - 1, complete genome.
9626069 |gb|NC_001357.1|NC_001357 Human papillomavirus - 18, complete genome.
9626032 |gb|NC_001352.1|NC_001352 Human papillomavirus - 2, complete genome.
9628437 |gb|NC_001676.1|NC_001676 Human papillomavirus - 54, complete genome.
22138122 |gb|NC_004104.1|NC_004104 Human papillomavirus - cand90, complete genome.
9627257 |gb|NC_001576.1|NC_001576 Human papillomavirus type 10, complete genome.
238801708 | gb|NC_012746.1|NC_012746 Human papillomavirus type 100, complete genome.
109390389 | gb | NC_008189.1|NC_008189 Euman papillomavirus type 101, complete genome.
109390382 | gb | NC_008186.1|NC_008188 Euman papillomavirus type 103, complete genome.
238801872 | gb|NC_012750.1|NC_012750 Human papillomavirus type 104, complete genome.
238801716|gb|NC_012747.1|NC_012747 Human papillomavirus type 105, complete genome.
224983322 | gb|NC_012213.1|NC_012213 Human papillomavirus type 108, complete genome.
225927560 | gb|NC_012485.1|NC_012485 Human papillomavirus type 109, complete genome.
225927568 | gb|NC_012486.1|NC_012486 Human papillomavirus type 112, complete genome.
238801723 | gb|NC_012748.1|NC_012748 Human papillomavirus type 113, complete genome.
270358560 | gb|NC_013591.1|NC_013591 Human papillomavirus type 115, complete genome.
254810663 | gb|NC_013035.1|NC_013035 Human papillomavirus type 116, complete genome.
9627100 |gb|NC_001526.1|NC_001526 Human papillomavirus type 16, complete genome.
9628486 |gb|NC_001683.1|NC_001683 Human papillomavirus type 24, complete genome.
9627305 |gb|NC_001583.1|NC_001583 Human papillomavirus type 26, complete genome.
9627327 |gb|NC_001586.1|NC_001586 Human papillomavirus type 32, complete genome.
9627334 |gb|NC_001587.1|NC_001587 Human papillomavirus type 34, complete genome.
9626597 |gb|NC_001457.1|NC_001457 Human papillomavirus type 4, complete genome.
9626041|gb|NC_001354.1|NC_001354 Human papillomavirus type 41, complete genome.
9628542 |gb|NC_001690.1|NC_001690 Human papillomavirus type 48, complete genome.
9627363 |gb|NC_001591.1|NC_001591 Human papillomavirus type 49, complete genome.
9627145 gb|NC_001531.1|NC_001531 Human papillomavirus type 5, complete genome.
9628550 gb|NC_001691.1|NC_001691 Human papillomavirus type 50, complete genome.
9627377 |gb|NC_001593.1|NC_001593 Human papillomavirus type 53, complete genome.
9628566 |gb|NC_001693.1|NC_001693 Human papillomavirus type 60, complete genome.
9628574 |gb|NC_001694.1|NC_001694 Human papillomavirus type 61, complete genome.
9626605 |gb|NC_001458.1|NC_001458 Human papillomavirus type 63, complete genome.
9626053 |gb|NC_001355.1|NC_001355 Human papillomavirus type 6b, complete genome.
9627389 gb|NC_001595.1|NC_001595 Human papillomavirus type 7, complete genome.
12084981 gb | NC_002644.1|NC_002644 Human papillomavirus type 71, complete genome.
167600365 | gb|NC_010329.1|NC_010329 Euman papillomavirus type 88, complete genome.
9627396 |gb | NC_001596.1|NC_001596 Human papillomavirus type 9, complete genome.
27531786 | gb|NC_004500. 1 |NC_004500 Human papillomavirus type 92, complete genome.
50253426 |gb|NC_005134.2|NC_005134 Human papillomavirus type 96, complete genome.
262118181 |gb|NC_012744.2|NC_012744 Human papillomavirus type 98, complete genome.
238801701 | gb| NC_012745.1|NC_012745 Human papillomavirus type 99, complete genome.
19718363 |gb|NC_003461.1|NC_003461 Human parainfluenza virus 1, complete genome.
19525721 gb|NC_003443.1|NC_003443 Human parainfluenza virus 2, complete genome.
10937870 | gb|NC_001796.2|NC_001796 Human parainfluenza virus 3, complete genome.
9630376 |gb|NC_001897.1|NC_001897 Human parechovirus, gen

66476546 |gb G, 0070161 NG, 007015 Human parvovisus 4, complete genone.

9632996 gb|NC_000883. 1|NC_000883 Human parvovirus B19, complete genome.

66391744 |gb|NC_007026.1|NC_007026 Human picobirnavirus RNA segment 1, complete sequence.
66391747 |gb|NC_007027.1NC_007027 Human picobirnavirus RNA segment 2, complete sequence.
9629198 |gb|NC_001781.1|NC_001781 Human respiratory syncytial virus, complete genome.
9626735 |gb|NC_001490.1|NC_001490 Human rhinovirus 14, complete genome.

9627730 |gb|NC_001617.1|NC_001617 Human rhinovirus 89, complete genome.

160700581 |gb|NC_009996.1|NC_009996 Euman rhinovirus C, complete genome.
|NC_006064.1NC_006064 Humulus japonicus latent virus, complete genome.

0060651 |NC_006065 Humulus japonicus latent virus, complete genome.

006066.1|NC_006066 Humulus japonicus latent virus, complete genome.
242346753 | gb| NC_012869.1|NC_012869 Hydrangea chlorotic mottle virus, complete genome.
62326904 |gb|NC_006943.1|NC_006943 Hydrangea ringspot virus, complete genome.

007767.1C_007767 Hyphantria cunea nucleopolyhedrovirus, complete genome.
124484616 | gb | NC_008946.1|NC_008946 Eyposoter fugitivus ichnovirus segment C16, complete sequence.
124484618 | gb|NC_008947.1|NC_008947 Eyposoter fugitivus ichnovirus segment Al, complete sequence.
124484620 | gb | NC_008948.1|NC_008948 Eyposoter fugitivus ichnovirus segment C12, complete sequence.
124484622 | gb|NC_008949.1|NC_008949 Eyposoter fugitivus ichnovirus segment B7, complete sequence.
124484625 | gb | NC_008950.1|NC_008950 Eyposoter fugitivus ichnovirus segment D5, complete sequence.
124484628 | gb|NC_008951.1|NC_008951 Eyposoter fugitivus ichnovirus segment Bll, complete sequence.
124484630 | gb|NC_008952.1|NC_008952 Eyposoter fugitivus ichnovirus segment C2, complete sequence.
124484632 | gb|NC_008953.1|NC_008953 Eyposoter fugitivus ichnovirus segment B17, complete sequence.
124484635 | gb | NC_008954.1|NC_008954 Eyposoter fugitivus ichnovirus segment C10, complete sequence.
124484637 |gb|NC_008955.1|NC_008955 Eyposoter fugitivus ichnovirus segment B8, complete sequence.
124484641 |gb|NC_008956.1|NC_008956 Eyposoter fugitivus ichnovirus segment Bl, complete sequence.
124484646 | gb|NC_008957.1|NC_008957 Eyposoter fugitivus ichnovirus segment A2, complete sequence.
124484649 | gb | NC_008956.1|NC_008958 Eyposoter fugitivus ichnovirus segment A3, complete sequence.
124484652 | gb|NC_008959.1|NC_008959 Eyposoter fugitivus ichnovirus segment B2, complete sequence.
124484656 | b | NC_008960.1|NC_008960 Eyposoter fugitivus ichnovirus segment B3, complete sequence.
124484659 | gb|NC_008961.1|NC_008961 Eyposoter fugitivus ichnovirus segment B4, complete sequence.
124484661 |gb|NC_008962.1|NC_008962 Eyposoter fugitivus ichnovirus segment B5, complete sequence.
124484665 | gb|NC_008963.1|NC_008963 Eyposoter fugitivus ichnovirus segment B9, complete sequence.
124484666 | gb|NC_008964.1|NC_008964 Eyposoter fugitivus ichnovirus segment B10, complete sequence.
124484668 | gb|NC_008965.1|NC_008965 Eyposoter fugitivus ichnovirus segment B12, complete sequence.
124484672 | gb|NC_008966.1|NC_008966 Eyposoter fugitivus ichnovirus segment B13, complete sequence.
124484677 |gb|NC_008967.1|NC_008967 Eyposoter fugitivus ichnovirus segment B15, complete sequence.
124484680 | gb | NC_008968.1|NC_008968 Eyposoter fugitivus ichnovirus segment B16, complete sequence.
124484684 | gb|NC_008969.1|NC_008969 Eyposoter fugitivus ichnovirus segment B18, complete sequence.
124484687 |gb|NC_008970.1|NC_008970 Eyposoter fugitivus ichnovirus segment C1, complete sequence.
124484689 | gb|NC_008971.1|NC_008971 Eyposoter fugitivus ichnovirus segment C3, complete sequence.
124484694 | gb|NC_008972.1|NC_008972 Eyposoter fugitivus ichnovirus segment C4, complete sequence.
124484697 |gb|NC_008973.1|NC_008973 Eyposoter fugitivus ichnovirus segment C5, complete sequence.
124484701 | gb|NC_008976.1|NC_008976 Eyposoter fugitivus ichnovirus segment C6, complete sequence.
124484705 | gb|NC_008977.1|NC_008977 Eyposoter fugitivus ichnovirus segment C7, complete sequence.
124484707 | gb|NC_008976.1|NC_008978 Eyposoter fugitivus ichnovirus segment C8, complete sequence.
124484709 | gb|NC_008979.1|NC_008979 Eyposoter fugitivus ichnovirus segment C9, complete sequence.
124484713 | gb|NC_008980.1|NC_008980 Eyposoter fugitivus ichnovirus segment Cli, complete sequence.
124484715 | gb|NC_008981.1|NC_008981 Eyposoter fugitivus ichnovirus segment Cl4, complete sequence.
124484717 | gb|NC_008982.1|NC_008982 Eyposoter fugitivus ichnovirus segment Cl5, complete sequence.
124484719 | gb|NC_008983.1|NC_008983 Eyposoter fugitivus ichnovirus segment C17, complete sequence.
124484722 | gb|NC_008984.1|NC_008984 Eyposoter fugitivus ichnovirus segment C18, complete sequence.
124484729 | gb|NC_008985.1|NC_008985 Eyposoter fugitivus ichnovirus segment C20, complete sequence.
124484731 gb|NC_008986.1|NC_008986 Eyposoter fugitivus ichnovirus segment D1, complete sequence.
124484735 | gb | NC_008987.1|NC_008987 Eyposoter fugitivus ichnovirus segment D2, complete sequence.
124484743 | gb|NC_008986.1|NC_008988 Eyposoter fugitivus ichnovirus segment D3, complete sequence.
124484749 | gb|NC_008989.1|NC_008989 Eyposoter fugitivus ichnovirus segment Dé, complete sequence.
124484754 | gb | NC_008990.1|NC_008990 Eyposoter fugitivus ichnovirus segment D6, complete sequence.
124484759 | gb|NC_008991.1|NC_008991 Eyposoter fugitivus ichnovirus segment D7, complete sequence.
124484764 | gb|NC_008992.1|NC_008992 Eyposoter fugitivus ichnovirus segment D8, complete sequence.
124484769 | gb|NC_008993.1|NC_008993 Eyposoter fugitivus ichnovirus segment D9, complete sequence.
124484774 | gb|NC_008994.1|NC_008994 Eyposoter fugitivus ichnovirus segment D10, complete sequence.
124484778 | gb|NC_008995.1|NC_008995 Eyposoter fugitivus ichnovirus segment DI, complete sequence.
124484783 | gb|NC_008996.1|NC_008996 Eyposoter fugitivus ichnovirus segment D12, complete sequence.
124484788 | b | NC_008997.1|NC_008997 Eyposoter fugitivus ichnovirus segment E2, complete sequence.
124484793 | gb | NC_008996.1|NC_008998 Eyposoter fugitivus ichnovirus segment Gl, complete sequence.
124484802 | gb|NC_008999.1|NC_008999 Eyposoter fugitivus ichnovirus segment B, complete sequence.
124484804 | gb|NC_009000.1|NC_009000 Eyposoter fugitivus ichnovirus segment B4, complete sequence.
124484806 | gb|NC_009001.1|NC_009001 Eyposoter fugitivus ichnovirus segment C13, complete sequence.
124484808 | gb|NC_009002.1|NC_009002 Eyposoter fugitivus ichnovirus segment C13, complete sequence.
124484810 | gb|NC_009003.1|NC_009003 Eyposoter fugitivus ichnovirus segment E1, complete sequence.
9626821|gb|NC_001493.1|NC_001493 Ictalurid herpesvirus 1, complete genome.
126010840 | gb|NC_009026.1|NC_009028 Tlheus virus, complete genome.

20153333 |gb|NC_003616.1NC_003616 Impatiens necrotic spot virus segment M, complete sequence.
20153336|gb|NC_003624.1NC_003624 Impatiens necrotic spot virus segment S, complete sequence.
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>91|20153415 | gb|NC_003625.1|NC_003625 Impatiens necrotic spot virus segment L, complete sequence. >gi[50355588 | gb [ NC_006054.1|NC_006054 Lettuce ring necrosis virus RNA 4, complete genome.
>91[212498718 |gb|NC_011536.1|NC_011536 Imperata yellow mottle virus, complete genome. >gi 190336506 | gb|NC_010832.1|NC_010832 Lettuce virus X, complete genome.
>91[9630671|gb|NC_001932.1|NC_001932 Indian cassava mosaic virus DNA A, complete sequence. >gi 212498331 | gb|NC_011532.1|NC_011532 Lettuce yellow mottle virus, complete genome.

>91[9630680 | gb|NC_001933.1|NC_001933 Indian cassava mosaic virus DNA B, complete sequence. >gi | 114679849 | gb| NC_008348.1|NC_008348 Leucania separata nuclear polyhedrosis virus, complete genome.
>1[15426406| gb|NC_003093.1|NC_003093 Indian citrus ringspot virus, complete genome. >gi 270358403 | gb|NC_013424.1|NC_013424 Leucas zeylanica yellow vein virus satellite DNA beta, complete genome.
>91[30018258 | gb|NC_004729.1|NC_004729 Indian peanut clump virus RNA 1, complete sequence. >gi| 148717939 | gb| NC_009534.1|NC_009534 Leuconostoc phage L5, complete genome.

>91[30018262| gb|NC_004730.1|NC_004730 Indian peanut clump virus RNA 2, complete sequence. >gi 85813347 |gb|NC_007736.1|NC_007736 Liao ning virus segment 1, complete genome.

919626535 |gb|NC_001451.1|NC_001451 Avian infectious bronchitis virus, complete genome. >gi 85813349 | gb|NC_007737.1NC_007737 Liao ning virus segment 2, complete genome.

>g1[22855166| gb|NC_004178.1|NC_004178 Infectious bursal disease virus segment A, complete sequence. >gi 85813351 |gb|NC_007738.1NC_007738 Liao ning virus segment 3, complete genome.

>91[22855169 | gb|NC_004179.1|NC_004179 Infectious bursal disease virus segment B, complete sequence. >gi 85813353 | gb|NC_007739.1NC_007739 Liao ning virus segment 4, complete genome.

>1[20451006 | gb|NC_003781.1|NC_003781 Infectious flacherie virus, complete genome. >gi 85813355 | gb|NC_007740.1NC_007740 Liao ning virus segment 5, complete genome.

>91|9628082 | gb|NC_001652.1|NC_001652 Infectious hematopoietic necrosis virus, complete genome. >gi 85813357 |gb|NC_007741.1NC_007741 Liao ning virus segment 6, complete genome.

>91[9634944 | gb|NC_002190.1|NC_002130 Infectious hypodermal and hematopoietic necrosis virus, complete genome. >gi|857 7007742.1NC_007742 Liao ning virus segment 7, complete genome.

>91[9630635 | gb|NC_001915.1|NC_001915 Infectious pancreatic necrosis virus segment A, complete sequence. >gi|85719261|gb|NC_007743.1NC_007743 Liao ning virus segment 8, complete genome.

>91[9630638 | gb|NC_001916.1|NC_001916 Infectious pancreatic necrosis virus segment B, complete sequence. >gi 85719263 | gb|NC_007744.1|NC_007744 Liao ning virus segment 9, complete genome.

jory _006497.1|NC_006497 Infectious salmon anemia virus segment 8, complete genome. >gi|857 007745.1NC_007745 Liao ning virus segment 10, complete genome.

381156402293 3o 1C_006438 1| 006490 Incactious salnon anemia virus ssgment 7, complete ganome. >gi 85719267 |gb|NC_007746.1NC_007746 Liao ning virus segment 11, complete genome.

>g 006499.1|NC_006499 Infectious salmon anemia virus segment 6, complete genome. >gi|857 007747.1|NC_007747 Liao ning virus segment 12, complete genome.

. 006500.1[NC_006500 Infectious salmon anemia virus segment 5, complete sequence. >gi| 166851938 | gb|NC_010305.1|NC_010305 Ligustrum necrotic ringspot virus, complete genome.

g1 [56418533 | gb | NC_006501.1|NC_006501 Infectious salmon anemia virus segment 4, complete sequence. >gi[39163614 | gb|NC_005288.1|NC_005288 Lily mottle virus, complete genome.

jory 006502.1[NC_006502 Infectious salmon anemia virus segment 3, complete sequence. >gi|37674199 | gb|NC_005138.1|NC_005138 Lily symptomless virus, complete genome.

jory 006503.1[NC_006503 Infectious salmon anemia virus segment 2, complete sequence. >gi| 70980512 |gb|NC_007192.1|NC_007192 Lily virus X, complete genome.

jory 006505 1[NC_006505 Infectious salmon anemia virus segment 1, complete sequence. >gi 148734560 | gb| NC_009550.1|NC_009550 Lindernia anagallis yellow vein virus DNA-A, complete sequence.
jory 003494.1|NC_003494 Infectious spleen and kidney necrosis virus, complete genome. >gi | 148828662 | gb| NC_009561.1|NC_009561 Lindernia anagallis yellow vein virus satellite DNA beta, complete genome.
>gi|7 007357.1|NC_007357 Influenza A virus (A/Goose/Guangdong/1/96(H5N1)), complete genome. >gi 94536597 | gb| NC_007983.1NC_007983 Lisianthus necrosis virus, complete genome.

>gi|7 007358.1|NC_007358 Influenza A virus (A/Goose/Guangdong/1/96(H5N1)) segment 2, complete sequence. >gi 29789895 | gb|NC_003291.2|NC_003291 Bacteriophage PSA, complete genome.

>gi|7 007353, 1 5007359 Influenza A virus (A/Gooss/Guangdong/1/96(RSK)) . complstegenone. >gi | 157325422 | gb|NC_009815.1|NC_009815 Listeria phage A00G, complete genome.

>gi|7 007360.1[NC_007360 Influenza A virus (A/Goose/Guangdong/1/96(H5N1)), complete gen >gi|16798783|gb|NC_003216.1|NC_003216 Listeria phage AL18, complete genome.

>gi|7 007361.1|NC_007361 Influenza A virus (A/Goose/Guangdong/1/96(H5N1)) strain A/Gouse/cunnqdunq/llss{HSHI; >gi | 157324960 | gb| NC_009610.1|NC_009810 Listeria phage A500, complete genome.

>gi|7 007362.1|NC_007362 Tnfluenza A virus (A/Goose/Guangdong/1/96(H5N1)) segment 4, complete sequence. >gi 197322500 | gb| NC_009B11.2NC_009811 Listeria phage AS11, complete genome.

>gi|7 007363 .1[NC_007363 Influenza A virus (A/Goose/Guangdong/1/96(H5N1)) strain A/Goose/Guangdong/1/96 (HSN1). >gi| 157325217 | gb|NC_009812.1|NC_009812 Listeria phage B025, complete genome.

173852943 gb|NC_007364.1|NC_007364 Influenza A virus (A/Goose/Guangdong/1/96(H5N1)), complete genome. >gi 157325284 | gb|NC_009613.1|NC_009813 Listeria phage B05, complete genome.

>91[93163150| gb | NC_004905.2|NC_004305 Influenza A virus (A/Hong Kong/1073/99(9N2)), complete genome. >gi 157325365 |gb|NC_009814.1|NC_009814 Listeria phage P35, complete genome.

oy 004906 1[NC_004906 Influenza A virus (A/Hong Kong/1073/99 (HON2)) segment 8, complete sequence. >gi 207270774 | gb|NC_011308.1|NC_011308 Listeria phage P40, complete genome.

>g1[32141421| gb|NC_004907.1|NC_004907 Influenza A virus (A/Hong Kong/1073/99(K9N2)) segment 7, complete sequence. >gi 62362363 | gb|NC_006953.1|NC_006953 Listonella phage phiHSIC, complete genome.

>g1[32140163 | gb|NC_004908.1|NC_004908 Influenza A virus (A/Hong Kong/1073/99(H9N2)) segment 4, complete sequence. >gi[9629708 | gb | NC_001836.1|NC_001836 Little cherry virus 1, complete genome.

jory 004909.1[NC_004909 Influenza A virus (A/Hong Kong/1073/99(HON2)) segment 6, complete sequence. >gi[33620701 | gb | NC_005065.1|NC_005065 Little cherry virus 2, complete genome.

>91[32140167 | gb|NC_004910.1|NC_004910 Influenza A virus (A/Hong Kong/1073/99(K9N2)) segment 1, complete sequence. >gi | 146334864 | gb|NC_003976.2|NC_003976 Ljungan virus, complete genome.

oy 004911.1[NC_004911 Influenza A virus (A/Hong Kong/1073/99 (HON2)) segment 2, complete sequence. >gi| 169803200 |gb|NC_010434.1[NC_010434 Lolium latent virus, complete genome.

>91[32140171| gb|NC_004912.1|NC_004912 Influenza A virus (A/Hong Kong/1073/99(K9N2)) segment 3, complete sequence. >gi 123205971 | gb| NC_007580.2|NC_007580 St. Louis encephalitis virus, complete genome.

>91[73919144 | gb|NC_007374.1|NC_007374 Influenza A virus (A/Korea/426/68(H2N2)) segment 4, complete sequence. >gi 9629456 | b |NC_001809.1]NC_001809 Louping il1 virus, complete genome.

9173912682 | gb|NC_007375.1|NC_007375 Influenza A virus (A/Korea/d426/68(H2N2)) segment 2, complete sequence. >g 29742044 | gb|NC_004713.1|NC_004713 LuITT virus, complete genome.

>91[73912684| gb|NC_007376.1|NC_007376 Influenza A virus (A/Korea/426/68(H2N2)) segment 3, complete sequence. >gi 9628590 | gb | NC_001696.1|NC_001696 Lucerne transient streak virus, complete genome.

>1[73912686 | gb|NC_007377.1|NC_007377 Influenza A virus (A/Korea/426/68(H2N2)) segment 7, complete sequence. >gi 20522156 | b | NC_003798.1NC_003798 Lucerne transient streak virus satellite RNA, complete genome.
>1[739 007378.1[NC_007378 Influenza A virus (A/Korea/426/1968(K2N2)), complete genome. >gi | 148839269 | gb| NC_009568. 1|NC_009568 Lucky bamboo bacilliform virus, complete genome.

g1 007380.1[NC_007380 Influenza A virus (A/Korea/426/68(H2N2)) segment 8, complete sequence. >gi 177807261 |gb|NC_010569.1|NC_010569 Ludwigia leaf distortion betasatellit 71, complete genome.
>91[73921306 | gb|NC_007381.1|NC_007361 Influenza A virus (A/Korea/d26/68(H2N2)) segment 5, complete sequence. >gi[777 007210.2|NC_007210 Ludwigia yellow vein virus DNA-A, complete seguence.
>91[73921303 | gb|NC_007382.1|NC_007362 Influenza A virus (A/Korea/426/68(H2N2)) segment 6, complete sequence. >gi| 71658841 |gb|NC_007212.1NC_007212 Ludwigia yellow vein virus-associated DNA beta, complete genome.
>1[739 007366.1[NC_007366 Influenza A virus (A/New York/392/2004(H3N2)) segment 4, complete sequence. >gi 96980747 |gb|NC_008031.1|NC_008031 Luffa begomovirus associated DNA beta, complete genome.
>91[73919151| gb|NC_007367.1|NC_007367 Influenza A virus (A/New York/392/2004(K3N2)) segment 7, complete sequence. >gi[77020110 | gb|NC_007459.1NC_007459 Luffa puckering and leaf distortion-associated DNA beta, complete genome.
>91[73919135 | gb|NC_007368.1|NC_007368 Influenza A virus (A/New York/392/2004(K3N2)) segment 6, complete sequence. >gi|31442397 | gb|NC_004824.1|NC_004824 Loofa yellow mosaic virus DNA A, complete sequence.
>91[73919146 | gb|NC_007369.1|NC_007369 Influenza A virus (A/New York/392/2004(K3N2)) segment 5, complete sequence. >gi |3 " 004825.1NC_004825 Loofa yellow mosaic virus DNA B, complete sequence.
>91[73919211| gb|NC_007370.1|NC_007370 Influenza A virus (A/New York/392/2004(K3N2)) segment 8, complete sequence. >gi 238890537 | gb|NC_012776.1|NC_012776 Lujo virus segment S, complete genome.

>91[73919133 | gb|NC_007371.1|NC_007371 Influenza A virus (A/New York/392/2004(K3N2)) segment 3, complete sequence. >gi 238890540 | gb|NC_012777.1|NC_012777 Lujo virus segment L, complete genome.

>91[73919148 | gb|NC_007372.1|NC_007372 Influenza A virus (A/New York/392/2004(K3N2)) segment 2, complete sequence. 294115011550 gblsc G03021.1[Nc 803027 tampy skin diseass vizus WI-2430. complste genoms.

>g1[739 007373.1|NC_007373 Influenza A virus (A/New York/392/2004(H3N2)) segment 1, complete sequence. >gi 9630966 |gb|NC_001973.1|NC_001973 Lynantria dispar MNPV, complete genome.

>g1[8486122 | gb|NC_002016.1|NC_002016 Influenza A virus (A/Puerto Rico/8/34(HIN1)) segment 7, complete sequence. >g1[9695413 | gb [ NC_001824.1|NC_001824 Lynphocystis disease virus 1, complete genome.

g NC_002017.1|NC_002017 Influenza A virus (A/Puerto Rico/8/34(HINI)) segment 4, complete sequence. >gi 48843719 | gb|NC_005902.1NC_005902 Lymphocystis disease virus - isolate China, complete genome.
>1[8486127 |gb|NC_002018.1|NC_002018 Influenza A virus (A/Puerto Rico/8/34(HIN1)) segment 6, complete sequence. >g 23334585 | gb | NC_004291.1NC_004291 Lymphocytic choriomeningitis virus segment L, complete seguence.
>g1[8486129 | gb|NC_002019.1|NC_002019 Influenza A virus (A/Puerto Rico/8/34(HIN1)) segment 5, complete sequence. >gi|23334588 | gb|NC_004294.1NC_004294 Lymphocytic choriomeningitis virus segment S, complete seguence.
1 (8486131 gb|NC_002020.1|NC_002020 Influenza A virus (A/Puerto Rico/8/34(HIN1)) segment 8, complete sequence. >gi 230241470 | gb| NC_012653.1|NC_012653 Macaca fascicularis papillomavirus type 10, complete genome.
>1[8486134 | gb|NC_002021.1|NC_002021 Influenza A virus (A/Puerto Rico/8/34(HIN1)) segment 2, complete sequence. >gi 230235763 | gb| NC_012640.1|NC_012640 Macaca fascicularis papillomavirus type 7, complete genome.
>g1[8486136 | gb|NC_002022.1|NC_002022 Influenza A virus (A/Puerto Rico/8/34(HIN1)) segment 3, complete sequence. >gi 230238151 | gb| NC_012652.1|NC_012652 Macaca fascicularis papillomavirus type 9, complete genome.
>1[8486138 | gb|NC_002023.1|NC_002023 Influenza A virus (A/Puerto Rico/8/34(HIN1)) segment 1, complete sequence. >gi 66476549 | gb|NC_007016.1|NC_007016 Macaca fuscata rhadinovirus, complete genom

>1[8486164 |gb|NC_002204.1|NC_002204 Influenza B virus RNA 1, complete sequence. >gi 30984428 | gb|NC_004812.1|NC_004812 Macacine herpesvirus 1, complete genome.

>1[8486148 | gb|NC_002205.1|NC_002205 Influenza B virus RNA-2, complete sequence. >gi 51556461 |gb|NC_006150.1|NC_006150 Macacine herpesvirus 3, complete genome.

g1 NC_002206.1[NC_002206 Influenza B virus RNA-3, complete sequence. >gi[51518014 | gb|NC_006146.1|NC_006146 Macacine herpesvirus 4, complete genome.

>g1[8486152 | gb|NC_002207.1|NC_002207 Influenza B virus RNA 4, complete sequence. >gi | 18653809 | gb|NC_003401.1|NC_003401 Macacine herpesvirus 5, genome.

>g1[8486154 | gb|NC_002208.1|NC_002208 Influenza B virus RNA 5, complete sequence. >gi| 189909151 gb|NC_010819.1|NC_010819 Macague simian foamy virus, complete genome.

>g1[8486156 | gb|NC_002209.1NC_002209 Influenza B virus RNA 6, complete sequence. >gi 34365532 | gb| NC_005078.1|NC_005078 Machupo virus segment S, complete genome.

>91[8486159 | gb|NC_002210.1|NC_002210 Influenza B virus RNA 7, complete sequence. >gi|34365535 | gb | NC_005079.1|NC_005079 Machupo virus segment L, complete genome.
>91[8486161|gb|NC_002211.1|NC_002211 Influenza B virus RNA 8, complete sequence. >gi|34610121 | gb | NC_005094.1|NC_005094 Macrobrachium rosenbergii nodavirus RNA-1, complete genome.
>gi[21 I BI¥G_006306.2[Hc 006306 Influensa C virus (¢/Amn Ropor/1/S0) segment 7, complete genons. >gi|34610124 | gb|NC_005095.1|NC_005095 Macrobrachium rosenbergii nodavirus RNA-2, complete sequence.
>g1[526 © 506307.1|NC_006307 Influenza C virus segment 1, partial seque >gi|190336474 | gb|NC_010952.1|NC_010952 Macroptilium golden mosaic virus-[Jamaic ugust Town] DNA A, complete sequence.
291132630351 |gb NG 0063001 NC 006308 Tnfluensa C virus (C/amn Arbor/1/50) seqment 2, conplete sequence. >gi 190336479 gb|NC_010953.1|NC_010953 Macroptilium golden mosaic virus-[Jamaic ugust Town] DNA B, complete sequence.
>g1[526 006309.1|NC_006309 Influenza C virus (C/Ann Arbor/1/50) segment 3, complete sequence. >gi 22128602 | gb|NC_004097.1|NC_004097 Macroptilium mosaic Puerto Rico virus DNA A, complete sequence.
>g1[526 " 006310.1|NC_006310 Influenza C virus (C/Ann Arbor/1/50) segment 4, complete sequence. >gi 22128608 | gb | NC_004098.1|NC_004098 Macroptilium mosaic Puerto Rico virus DNA B, complete sequence.
1 (52630357 gb|NC_006311.1|NC_006311 Influenza C virus (C/Ann Arbor/1/50) segment 5, complete sequence. >gi 22128611 |gb|NC_004099.1|NC_004099 Macroptilium yellow mosaic Florida virus DNA A, complete sequence.
g1 (52673229 gb|NC_006312.1|NC_006312 Influenza C virus (C/Ann Arbor/1/50) segment 6, complete sequence. >g[22128617 | gb|NC_004100.1|NC_004100 Macroptilium yellow mosaic Florida virus DNA B, complete sequence.
>91[109287878 |gb|NC_008187.1|NC_008137 Aedes taeniorhynchus iridescent virus, complete genome. >gi 187476504 | gb| NC_010647.1|NC_010647 Macroptilium yellow mosaic virus DNA A, complete sequence.

>91[15078713 | gb|NC_003038.1|NC_003038 Invertebrate iridescent virus 6, complete genome. >gi| 187476510 | gb| NC_010648.1|NC_010648 Macroptilium yellow mosaic virus DNA B, complete sequence.
>91[197085614 |gb|NC_011142.1|NC_011142 Todobacteriophage phiPLPE, complete genome. >gi[54193767|gb| NC_006367.1|NC_006367 Magnaporthe oryzae virus 1, complete genome.

>g1|283484027 |gb|NC_013022.2|NC_013022 Tpomoea yellow vein virus, complete genome. >gi 164597960 | gb|NC_010246.1|NC_010246 Magnaporthe oryzae virus 2, complete genome.

>91[89902998 | gb |NC_007905.1|NC_007905 Ippy virus segment S, complete sequence. >gi|20162543 | gb| NC_003626.1NC_003626 Maize chlorotic dwarf virus, complete genome.
91[89902995 | gb |NC_007906. 1 |NC_007906 Ippy virus segment L, complete sequence. > 003627.1NC_003627 Maize chlorotic mottle virus, complete genome.

>91[212671437 |gb|NC_011542.1|NC_011542 Tranian maize mosaic nucleorhabdovirus, complete genome. >gi | 18490052 |gb|NC_003377.1NC_003377 Maize dwarf mosaic virus, complete genome.

>g1[126010924 |gb|NC_009025.1|NC_009025 Tsrael acute paralysis virus of bees. i [502 005974.1NC_005974 Maize fine streak virus, complete genome.
>1[9628642 | gb|NC_001699.1|NC_001699 JC polyomavirus, complete genome. >gi 50234106 | gb | NC_005975.1NC_005975 Maize mosaic virus, complete genome.

(77124337 | gb|NC_007454.1|NC_007454 J-virus, complete genome. >gi 85677467 | gb|NC_007729.1NC_007729 Maize necrotic streak virus, complete genome.
>91[9626914 | gb|NC_001494.1|NC_001494 Jaagsiekte sheep retrovirus, complete genome. >gi|14141972 | gb|NC_002786.1|NC_002786 Maize rayado fino virus, complete genome.

>91[9626460 | gb|NC_001437.1|NC_001437 Japanese encephalitis virus, genome. >gi 9625665 |gb | NC_001346.1|NC_001346 Maize streak virus - A[South Africa], complete genome.
>g5|256398147|gb|HC_013133.1[NC_013133 Japanese holly fern mottle virus RNAL, complete genome. >gi[20177431|gb|NC_003631.1|NC_003631 Satellite virus of maize white line mosaic virus, complete genome.
>91[256398150 [gb|NC_013134.1|NC_013134 Japanese holly fern mottle virus RNA2, complete genome. >gi| 148717968 | gb| NC_009533.1|NC_009533 Maize white line mosaic virus, complete genome.

>91[9634672 | gb|NC_002187.1|NC_002187 Japanese iris necrotic ring virus, complete genome. >gi 120407008 | gb| NC_008728.1|NC_008728 Mal de Rio Cuarto virus segment 58, complete sequence.

>91[9633628 | gb|NC_000947.1|NC_000947 Japanese yam mosaic virus, complete genome. >gi 120407010 | gb| NC_008729.1|NC_008729 Mal de Rio Cuarto virus segment 54, complete sequence.
>1[203449525 | gb|NC_011268.1|NC_011268 Jatropha leaf curl virus DNA A, complete genome. >gi 120407012 | gb| NC_008730.1[NC_008730 Mal de Rio Cuarto virus segment 52, complete sequence.
91[207271566 |gb|NC_011309.1|NC_011309 Jatropha yellow mosaic India virus DNA-A, complete genome. >gi 120407014 | gb| NC_008731.1|NC_008731 Mal de Rio Cuarto virus segment 56, complete sequence.
>91[39163648 | gb|NC_005287.1|NC_005287 Johnsongrass chlorotic stripe mosaic virus, complete genome. >gi| 120407016 | gb| NC_008732.1|NC_008732 Mal de Rio Cuarto virus segment 53, complete sequence.
>91[20153407 | gb | NC_003606.1|NC_003606 Johnsongrass mosaic virus, complete genome. >gi 120407018 | gb| NC_008733.1|NC_008733 Mal de Rio Cuarto virus segment 51, complete sequence.

g1 |34365526 gb | NC_005080. 1| NC_005080 Junin virus segment L, complete genome. >gi 120407020 | gb| NC_008734.1|NC_008734 Mal de Rio Cuarto virus segment 510, complete genome.

>1[34365529 | gb|NC_005081.1|NC_005081 Junin virus segment S, complete genome. >gi 120407022 | gb| NC_008735.1|NC_008735 Mal de Rio Cuarto virus segment S5, complete genome.
>1[23334597 | gb | NC_004284.1|NC_004284 Junonia coenia densovirus, complete genome. >gi 120407024 | gb| NC_008736.1|NC_008736 Mal de Rio Cuarto virus segment 57, complete sequence.
>g1[134288556 | gb|NC_009238.1|NC_009238 KI polyomavirus Stockholm 60, complete genome. >gi 120407027 | gb| NC_008737.1|NC_008737 Mal de Rio Cuarto virus segment 9, complete seguence.
331123230139 | gh{tc_004199..1|NC 004199 xadipiro virus chronoscas ssghent 12, complete genons. >gi | 167583553 | gb|NC_010328.1|NC_010328 Malachra yellow vein mosaic virus-associated satellite DNA beta, complete genome.
> 8141|gb|NC_004205.1|NC_004205 Kadipiro virus segment 11, complete sequence >gi|113972271|gb| NC_008316.1|NC_008316 Malvastrum leaf curl Guangdong virus, complete genome.
>gi|23238143| b |NC_004206. 1 [NC_004206 Kadipiro virus segment 10, complete sequence. >gi 85667892 | gb|NC_007724.1|NC_007724 Malvastrum leaf curl virus - [G87], complete genome.
>g1[23238145 | gb | NC_004207.1|NC_004207 Kadipiro virus segment 9, complete sequence. >gi 84663872 | gb|NC_007711.1|NC_007711 Malvastrum leaf curl virus-associated DNA beta, complete genome.
>91[23238147 | gb|NC_004208.1|NC_004208 Kadipiro virus segment 8, complete sequence. >gi 85662375 | gb|NC_007725.1NC_007725 Malvastrum leaf curl virus-associated defective DNA beta, complete genome.
>91[23238149 | gb|NC_004209.1|NC_004209 Kadipiro virus segment 7, complete sequence. >gi | 117530755 | gb| NC_008559. 1|NC_008559 Malvastrum yellow mosaic virus DNA-R, complete genome.

> 8151 gb [ NC_004210.1|NC_004210 Kadipiro virus chromosome segment 1, complete genome. >gi | 117530598 | gb| NC_008561.1|NC_008561 Malvastrun yellow mosaic virus-associated DNA 1, complete genome.
>91[23238153 | gb|NC_004212.1|NC_004212 Kadipiro virus segment 2, complete sequence. >gi | 117530853 | gb| NC_008560. 1|NC_008560 Malvastrum yellow mosaic virus satellite DNA beta, complete genome.
>91[23238155 | gb|NC_004213.1|NC_004213 Kadipiro virus segment 3, complete sequence. >gi|233799733 | gb| NC_012665.1|NC_012665 Malvastrum yellow vein Baoshan virus DNA-A, complete genome.
>91[23238157 | gb|NC_004214.1|NC_004214 Kadipiro virus segment 4, complete sequence. >gi |57 X 1[NC_006631 Malvastrun yellow vein Yunnan virus, complete genome.
>91[23238159| gb | NC_004215.1|NC_004215 Kadipiro virus chromosome segment 5, complete genome. >gi |57 006632.1NC_006632 Malvastrun yellow vein Yunnan virus satellite DNA beta, complete genome.
> 8161|gb|NC_004216.1|NC_004216 Kadipiro virus segment 6, complete sequence. >gi|29171762 | gb|NC_004634.1|NC_004634 Malvastrum yellow vein virus, complete genome.

>g1[47177088 | gb|NC_005876.1|NC_005876 Kakugo virus, complete genome. >gi|30023513 | gb|NC_004733.1NC_004733 Malvastrum yellow vein virus satellite DNA beta, complete genome.
>1[254667440 | gb|NC_013006.1|NC_013006 Kalanchoe latent virus, complete genome. oy 003529.1|NC_003529 Mamestra configurata NPV-A, complete genome.
>91[27819377 | gb|NC_004540.1|NC_004540 Kalanchoe top-spotting virus, complete genome. >gi 22549402 | gb|NC_004117.1NC_004117 Mamestra configurata NBV-B, complete genome.
>91[33620713 | gb|NC_005064.1|NC_005064 Kamiti River virus, complete genome. >oil2 004255.1C_004255 Mammalian orthoreovirus 1 segment L3, complete sequence.

162326809 gb|NC_006947.1|NC_006947 Karshi virus, complete genome. >oil2 004257.1NC_004257 Mammalian orthoreovirus 1 segment M3, complete sequence.

>91[30793779 | gb|NC_004807.1|NC_004807 Kashnir bee virus, complete genome. >gi 23307872 | gb|NC_004259.1NC_004259 Mammalian orthoreovirus 1 segment L2, complete sequence
>1[226377835 |gb|NC_012533.1|NC_012533 Kedougou virus, complete genome. >oil2 " 004261.1NC_004261 Mammalian orthoreovirus 1 segment M1, complete sequence.

>91[82703944 | gb|NC_007619.1|NC_007619 Kelp fly virus, complete genome. >oil2 7004262.1NC_004262 Mammalian orthoreovirus 1 segment M2, complete sequence.
>91[169803207 |gb|NC_010435.1|NC_010435 Kenaf leaf curl virus DNA A, complete sequence. >gi |2 7004265.1|NC_004265 Mammalian orthoreovirus 1 segment 54, complete sequence.

91[9629156 | gb|NC_001746.1|NC_001746 Kennedya yellow mosaic virus, complete genome. >gi |2 0042661 |NC_004266 Mammalian orthoreovirus 1 segment 53, complete sequence.
>91|281416278 |gb|NC_013647.1|NC_013647 Klebsiella phage XP32, complete genome. >gi 23307882 | gb|NC_004267.1|NC_004267 Mammalian orthoreovirus 1 segment S1, complete sequence
>1|282554609 |gb|NC_013649.1|NC_013649 Klebsiella phage XP34, complete genome. >gi |2 004268, 1|NC_004268 Mammalian orthoreovirus 1 segment 52, complete sequence.

>1[46402086 | gb|NC_005857.1|NC_005857 Klebsiella phage phiK02, complete genome. >gi | 324 004271.2NC_004271 Mammalian orthoreovirus 1 segment L, complete sequence.
>g1[212671382 | gb|NC_011534.1|NC_011534 Kluyvera phage Kvpl, complete genome. >ail2 004254.1NC_004254 Mammalian orthoreovirus 2 segment M1, complete sequence.
>g1[126010838 |gb|NC_009029.1|NC_009029 Kokobera virus, complete genome. >gi 23307891 | gb | NC_004256.1NC_004256 Mammalian orthoreovirus 2 segment L3, complete sequence
>91[90093251| gb|NC_007913.1|NC_007913 Konjac mosaic virus, complete genome. >gi 23307893 | gb | NC_004258.1NC_004258 Mammalian orthoreovirus 2 segment M3, complete sequence

91 [151266266 | gb|NC_009645.1|NC_009645 Kudzu mosaic virus DNA-A, complete sequence. >oil2 004260.1NC_004260 Mammalian orthoreovirus 2 segment L2, complete sequence.

g1 [151266274 | gb|NC_009647.1|NC_009647 Kudzu mosaic virus DNA-B, complete sequence. >gi 23307897 | gb| NC_004263.1NC_004263 Mammalian orthoreovirus 2 segment 52, complete sequence

>91[20153395 | gb|NC_003610.1|NC_003610 Kyuri green mottle mosaic virus, complete genome. >gi |2 004264.1NC_004264 Mammalian orthoreovirus 2 segment 51, complete sequence.

>1[22256023 | gb|NC_004108.1|NC_004108 La Crosse virus segment L, complete genome. >gi 23307902 | gb | NC_004269.1NC_004269 Mammalian orthoreovirus 2 segment 53, complete sequence
>g1[22256025 | gb|NC_004109.1|NC_004109 La Crosse virus segment M, complete genome. >oil2 7004270.1NC_004270 Mammalian orthoreovirus 2 segment M2, complete sequence.
>g1[22256027 | gb|NC_004110.1|NC_004110 La Crosse virus segment S, complete genome. >oil2 004272.1NC_004272 Mammalian orthoreovirus 2 segment L1, complete sequence.
>91[9627971 | gb|NC_001639.1|NC_001639 Lactate dehydrogenase-elevating virus, complete genome. >gi |2 004273.1NC_004273 Mammalian orthoreovirus 2 segment 54, complete sequence.
>91[169794178 |gb|NC_010179.2|NC_010179 Lactobacillus johnsonii prophage L3771, complete genome. >gi 23309022 | gb|NC_004274.1NC_004274 Mammalian orthoreovirus 3 segment L3, complete sequence

1[22296522 | gb|NC_004112.1|NC_004112 Lactobacillus phage A2, complete genome. >gi |2 004275.1NC_004275 Mammalian orthoreovirus 3 segment L2, complete sequence.

>91[90592575 | gb |NC_007924.1|NC_007924 Lactobacillus phage KC5a, complete genome. > 004276.1|NC_004276 Mammalian orthoreovirus 3 segment 54, complete sequence.
>1[148750834 |gb|NC_009554.1|NC_009554 Lactobacillus phage LL-, complete genome. > 004277.1NC_004277 Mammalian orthoreovirus 3 segment 51, complete sequence.

g1 (56693048 | gb|NC_006565. 1 |NC_006565 Lactobacillus phage LP6S, complete genome. >gi |2 004278.1NC_004278 Mammalian orthoreovirus 3 segment M2, complete sequence.
>91[226377630 | gb|NC_012530.1|NC_012530 Lactobacillus phage Lb338-1, complete genome. >gi 23309032 | gb|NC_004279.1NC_004279 Mammalian orthoreovirus 3 segment 52, complete sequence

>1[77999988 | gb|NC_007501.1|NC_007501 Lactobacillus phage Lc-Nu, complete genome. >gi |2 7004280.1NC_004280 Mammalian orthoreovirus 3 segment M1, complete sequence.

91 [195661200 |gb|NC_011104.1|NC_011104 Lactobacillus phage Lrml, complete genome. > " 004281.1NC_004281 Mammalian orthoreovirus 3 segment M3, complete sequence.
>91[219563197 |gb|NC_011801.1|NC_011601 Lactobacillus phage Lv-1, complete genome. >gi | 324 004262.3 |NC_004282 Mammalian orthoreovirus 3 segment L, complete sequence.
>1[48697258 | gb | NC_005893.1|NC_005893 Lactobacillus phage phiAT3, complete genome. >gi |2 gb|NC_004283.1|NC_004283 Mammalian orthoreovirus 3 segment $3, complete sequence.
9162327085 gb|NC_006936.1|NC_006936 Lactobacillus phage phiJl-1, complete genome. >gi 258549709 | gb|NC_013225.1|NC_013225 Mammalian orthoreovirus 3 segment Li, complete genome.

>1[9633000| gb|NC_000896. 1 |NC_000896 Lactobacillus prophage phiadh, complete genome. >gi 258549711 | gb|NC_013226.1|NC_013226 Mammalian orthoreovirus 3 segment L2, complete genome.
>1[23455771| gb|NC_004305.1|NC_004305 Lactobacillus phage phigle, complete genome. >gi 258549713 | gb|NC_013227.1|NC_013227 Mammalian orthoreovirus 3 segment N1, complete genome.

>g1[41179287 | gb|NC_005354.1|NC_005354 Lactobacillus prophage Lj928, complete genome. >gi 258549715 | gb|NC_013228.1|NC_013228 Mammalian orthoreovirus 3 segment 42, complete genome.

>91[41179217 | gb|NC_005355. 1 |NC_005355 Lactobacillus prophage L3965, complete genome. >gi 258549717 | gb|NC_013229.1|NC_013229 Mammalian orthoreovirus 3 segment L3, complete genome.
>91[182637477 |gb|NC_010576.1|NC_010576 Lactococcus phage 1706, complete genome. >gi 258549719 | gb|NC_013230.1|NC_013230 Mammalian orthoreovirus 3 segment M3, complete genome.

g1 [115315572 |gb|NC_008370.1|NC_008370 Lactococcus phage 712, complete genome. >gi|258549721 | gb|NC_013231.1|NC_013231 Mammalian orthoreovirus 3 segment 51, complete genome.

g1 [14251125 | gb|NC_002796.1|NC_002796 Lactococcus phage BK5-T, complete genome. >gi 258549723 | gb|NC_013232.1|NC_013232 Mammalian orthoreovirus 3 segment 52, complete genome.
>91[157311004 |gb|NC_009817.1|NC_009817 Lactococcus phage KSY1, complete genome. >gi 258549725 | gb|NC_013233.1|NC_013233 Mammalian orthoreovirus 3 segment 53, complete genome.

91 [115304210 | gb|NC_008363.1|NC_008363 Lactococcus phage P08, complete genome. >gi|258549727 | gb|NC_013234.1|NC_013234 Mammalian orthoreovirus 3 segment 54, complete genome.
>1[229604969 |gb|NC_012663.1|NC_012663 Lactococcus phage PO87, complete genome. >gi 109289936 | gb| NC_008201.1|NC_008201 Mannheinia phage phiMHaAl, complete genome.

>91[30089861| gb|NC_004746.1|NC_004746 Lactococcus phage 4268, complete genome. >gi | 148283122 | gb| NC_009489 . 1|NC_009489 Mapuera virus, complete genome.

91 [115304270 | gb|NC_008364.1|NC_008364 Lactococcus phage 054, complete genome. >g1[ 119964529 | gb | NC_008716.1|NC_008716 Maracuja mosaic virus, complete genome.

>1[13786531| gb|NC_002747.1|NC_002747 Lactococcus phage TP90i-1, complete genome. >gi | 156563984 |gb|NC_009757.1|NC_009757 Marine RNA virus Jp-A, complete genome.

>g1[13487801| gb|NC_002703.1|NC_002703 Lactococcus phage Tuc2009, complete genome. >gi | 156563987 |gb|NC_009758.1|NC_009758 Marine RNA virus Jp-B, complete genome.

>91[168983473 |gb|NC_010363.1|NC_010363 Lactococcus phage asccphi28, complete genome. >gi | 156563980 | gb| NC_009756.1|NC_009756 Marine RNA virus SOG, complete genome.

>91[194097521 |gb|NC_011046.1|NC_011046 Lactococcus phage bIES29, complete genome. >gi 95116639 | gb | NC_008019.2|NC_008019 Marine birnavirus segment A, complete genome.

>91[9630566 | gb|NC_001909.1|NC_001909 Lactococcus phage bIL170, complete genome. >gi 95116884 |gb | NC_008026.1|NC_008026 Marine birnavirus segment B, complete sequence.

>gi|1 ©_002666.1|NC_002666 Lactococcus prophage bIL285, complete genome. >gi | 119964534 | gb| NC_008725.1|NC_008725 Maruca vitrata MNPV, complete genome.

1 (13095743 gb|NC_002667.1|NC_002667 Lactococcus prophage bIL286, complete genome. >gi 9627210 gb | NC_001550.1|NC_001550 Mason-Pfizer monkey virus, complete genome.

>gi1 002668 1|NC_002668 Lactococcus prophage bIL309, complete genome. >gi | 116536728 |gb| NC_008519. 1|NC_008519 Mastomys coucha papillomavirus 2, complete genome.

>gi|1 002669.1|NC_002669 Lactococcus prophage bIL3L0, complete genome. >g 9627486 | gb | NC_001605.1|NC_001605 Mastomys natalensis papillomavirus, complete genome.

>gi|1 002670.1|NC_002670 Lactococcus prophage bIL311, complete genome. >gi 19073904 | gb|NC_003417.1|NC_003417 Mayaro virus, complete genome.

>91[13095891 | gb|NC_002671.1|NC_002671 Lactococcus prophage bIL312, complete genome. >gi 9626945 |gb|NC_001498.1|NC_001498 Measles virus, complete genome.

>91[9627909 | gb|NC_001629.1|NC_001629 Lactococcus phage bIL67, complete genome. >gi|261041169 | gb|NC_013266.1|NC_013266 Melandrium yellow fleck virus RNAL, complete genome.

>1[9628660 | gb|NC_001706.1|NC_001706 Lactococcus phage c2, complete genome. >gi|261041428 | gb|NC_013267.1|NC_013267 Melandrium yellow fleck virus RNA2, complete genome.

g1 [115315628 |gb|NC_008371.1|NC_008371 Lactococcus phage 3350, complete genome. >gi|261041621|gb|NC_013268.1|NC_013268 Melandrium yellow fleck virus RNA3, complete genome.

91 (45597386 | gb | NC_005822..1|NC_005822 Lactococcus phage philC3, complete genome. >gi[9631294 | gb [ NC_001993.1]NC_001993 Melanoplus sanguinipes entomopoxvirus, complete genome.

>91[23455719 | gb|NC_004302.1|NC_004302 Lactococcus phage rlt, complete genome. >gi 12084824 | gb | NC_002641.1|NC_002641 Meleagrid herpesvirus 1, complete genome.

>1[9629653 |gb|NC_001835.1|NC_001835 Lactococcus phage skl, complete genome. >gi | 189418877 | gb|NC_010809.1|NC_010809 Melon aphid-borne yellows virus, complete genome.
>91[21716072 | gb|NC_004066. 1 |NC_004066 Lactococcus phage ul36, complete genome. >gi 20806021 |gb|NC_003860.1|NC_003860 Squash yellow mild mottle virus DNA B, complete sequence.

91 [158539108 | gb|NC_001608.3|NC_001608 Lake Victoria marburgvirus - Musoke, complete genome. >gi 20806024 | gb | NC_003865.1|NC_003865 Squash yellow mild mottle virus DNA A, complete sequence.
>1[189009862 | gb|NC_010737.1|NC_010737 Lamiun leaf distortion associated virus, complete genome. >gi[9626971|gb|NC_001504.1|NC_001504 Melon necrotic spot virus, genome.

>1[20260781| gb|NC_003690.1|NC_003690 Langat virus, complete genome. >gi 113200747 | gb| NC_008300. 1[NC_008300 Melon yellow spot virus segment S, complete sequence.

>1[23343509 | gb | NC_004296.1|NC_004296 Lassa virus segment S, complete sequence. >gi 113200750 | gb| NC_008306. 1|NC_008306 Melon yellow spot virus segment L, complete seguence.
>91[23343512| gb|NC_004297.1|NC_004297 Lassa virus segment L, complete sequence. >gi 113200752 | gb| NC_008307.1|NC_008307 Melon yellow spot virus segment M, complete seguence.
>1[189026274 | gb|NC_010756.1|NC_010758 Latino virus segment S, complete sequence. >gi[82712717 | gb|NC_007620.1NC_007620 Menangle virus, complete genome.

>g1[189026277 |gb|NC_010760.1|NC_010760 Latino virus segment I, complete sequence. >gi|165973999 | gb|NC_010277.1|NC_010277 Merkel cell polyomavirus, complete genome.

>91[9629518 | gb|NC_001822.1|NC_001822 Leek white stripe virus, complete genome. >gi 92918808 |gb|NC_007965.1|NC_007965 Merremia mosaic virus DNA A, complete sequence.

>91[21427635 | gb|NC_004011.1|NC_004011 Leek yellow stripe virus, complete genome. >gi 92854072 | gb | NC_007966.1|NC_007966 Merremia mosaic virus DNA B, complete sequence.

>91[9626920 | gb|NC_002063.1|NC_002063 Leishmania RNA virus 1 - 1, complete genome. >gi 189475229 | gb|NC_010818.1|NC_010818 Mesta yellow vein mosaic Bahraich virus-[India:Bahraich:2007] DNA A, complete sequence.
>91[20153346 | gb|NC_003601.1|NC_003601 Leishmania RNA virus 1 - 4, complete genome. >gi 126640090 | gb | NC_009088. 1|NC_009088 Mesta yellow vein mosaic virus DNA-A, complete sequence.

>g1[9628596 | gb|NC_002064.1|NC_002064 Leishmania RNA virus 2 - 1, complete genome. >gi | 158120308 |gb| NC_009903.1|NC_009903 Mesta yellow vein mosaic virus-associated DNA beta, complete genome.
91[212726666 | gb|NC_011556.1|NC_011558 Lettuce big-vein associated virus RNA 1, complete genome. >g 9630525 | gb [NC_001902.1]NC_001902 Methanobacterium phage psili2, complete genome.

>91[212675447 |gb|NC_011568.1|NC_011568 Lettuce big-vein associated virus segment 2, complete genome. 294131343653 gbluc_002626 2 |1 002628 Wethanothermobacter prophags psNLO, complete genome.
>91[242915933 |gb|NC_012909.1|NC_012909 Lettuce chlorosis virus RNAL, complete genome. >gi | 149882781 | gb| NC_009603. 1|NC_009603 Microbacterium phage Minl, complete gen:
>91[242916041 [gb|NC_012910.1|NC_012910 Lettuce chlorosis virus RNA2, complete genome. ToL{117830171 | 35[ NC_006562. 1 |NC 008562 Microcyetis Phage Ma-LHMO, conpiete. genoms:
>91[20153349 | gb|NC_003617.1|NC_003617 Lettuce infectious yellows virus RNA 1, complete genome. >gi 109240500 | gb|NC_008171.1|NC_008171 Micromonas pusilla reovirus segment 1, complete sequence.
>91[20153353 | gb|NC_003618.1|NC_003618 Lettuce infectious yellows virus RNA 2, complete genome. >gi 109240502 | gb| NC_008172.1|NC_008172 Micromonas pusilla reovirus segment 2, complete sequence.
>91[20153339 | gb | NC_003605.1|NC_003605 Lettuce mosaic virus, complete genome. >gi 109240504 | gb|NC_008173.1|NC_008173 Micromonas pusilla reovirus segment 3, complete sequence.
>91[83659771| gb|NC_007642.1|NC_007642 Lettuce necrotic yellows virus, complete genome. >gi | 109240506 | gb|NC_008174.1|NC_008174 Micromonas pusilla reovirus segment 4, complete sequence.
> 006051.1[NC_006051 Lettuce ring necrosis virus RNA 1, complete genome. >gi 109240508 | gb| NC_008175.1|NC_008175 Micromonas pusilla reovirus segment 5, complete sequence.
> " 006052.1|NC_006052 Lettuce ring necrosis virus RNA 2, complete genome. >gi 109240510 gb| NC_008176.1|NC_008176 Micromonas pusilla reovirus segment 6, complete sequence.

>gi[50355587|gb|NC_006053.1|NC_006053 Lettuce ring necrosis virus RNA 3, complete genome. ‘I 6 >i 109240512 | gb|NC_008177.1|NC_008177 Micromonas pusilla reovirus segment 7, complete sequence.
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23778115 |NC_012702 Midvay virus, complete genome.
197725705 |gb|NC_011189.1|NC_011189 Nikania micrantha mosaic virus RNA2, complete genome.
197725710 |gb|NC_011190.1|NC_011190 Mikania micrantha mosaic virus RNAL, complete genome.
20177457 | gb|NC_003638.1|NC_003638 Milk vetch dwarf virus segment 1, complete sequence.
20177459 | gb|NC_003639.1|NC_003639 Milk vetch dwarf virus segment 2, complete sequence.
20177461|gb|NC_003640.1|NC_003640 Milk vetch dwarf virus segment 3, complete sequence.
20177463 | gb|NC_003641.1|NC_003641 Milk vetch dwarf virus segment 4, complete sequence.
20177465|gb|NC_003642.1|NC_003642 Milk vetch dwarf virus segment 5, complete sequence.
20177467 | gb|NC_003643.1|NC_003643 Milk vetch dwarf virus segment 6, complete sequence.
20177469 | gb|NC_003644.1|NC_003644 Milk vetch dwarf virus segment 7, complete sequence.
20177471|gb|NC_003645.1|NC_003645 Milk vetch dwarf virus segment 8, complete sequence.
20177473| gb|NC_003646.1|NC_003646 Milk vetch dwarf virus segment 9, complete sequence.
20177475|gb|NC_003647.1|NC_003647 Milk vetch dwarf virus segment 10, complete sequence.
20177477|gb|NC_003648.1|NC_003648 Milk vetch dwarf virus segment 11, complete sequence.
148734574 gb | NC_009546.1|NC_009546 Mimosa yellow leaf curl virus DNA-A, complete sequence.

5
A

28867239 | gb|NC_004579.1|NC_004579 Mink astrovirus, complete genome.
62327407 | gb|NC_006944 .1 |NC_006944 Mint virus 1, complete genome.
62327433 | gb|NC_006948 .1 |NC_006948 Mint virus X, complete genome.
9626993 |gb|NC_001510.1|NC_001510 Minute virus of mice, complete genome.
21450043 | gb|NC_004036. 1 |NC_004036 Mirabilis mosaic virus, complete genome.
4 004779.1[NC_004779 Mirafiore lettuce virus RNA 1, complete sequence.
30410833 | gb|NC_004780.1[NC_004780 Mirafiore lettuce virus RNA 4, complete sequence.
4 004781.1|NC_004781 Mirafiore lettuce virus RNA 2, complete sequence.
308 004762.1|NC_004782 Mirafiore lettuce virus RNA 3, complete sequence.
003379.1|NC_003379 Miscanthus streak virus - [91], complete genome.

007903.1|NC_007903 Mobala virus segment S, complete sequence.

89903001 | gb|NC_007904 .1 |NC_007904 Hobala virus segment L, complete sequence.

20177455|gb|NC_003635. 1 |NC_003635 Modoe virus, complete genome.

557 006429.1|NC_006429 Mokola virus, complete genome.

9628932 |gb|NC_001731.1|NC_001731 Molluscum contagiosum virus subtype 1, complete genome.

9626958 |gb|NC_001501.1NC_001501 Moloney murine leukemia virus, complete genome.

9626962 gb|NC_001502.1NC_001502 Moloney murine sarcoma virus, complete genome.

17974913 |gb|NC_003310.1|NC_003310 Monkeypox virus Zaire-96-I-16, complete genome.
004119.1]NC_004119 Montana myotis leukoencephalitis virus, complete genome.

006572.1|NC_006572 Mopeia Lassa reassortant 29 segment L, complete genome.
699501 | gb |NC_006573.1|NC_006573 Mopeia Lassa reassortant 29 segment S, complete genome.

006574.1|NC_006574 Mopeia virus AN20410 segment L, complete genome.

56699507|gb |NC_006S75.1Kc_00657S opeta virvs M20410 seguent. 5. complte genone.
38908 g | NC_011085.2|NC_011085 Norganella phage MmP1, complete genome.
150700340 | 95{NC-009355.1 | RC 003595 maraecen watermelon Rosete vires. eompiete gencne.
255237668 | gb|NC_013057.1|NC_013057 Morogoro virus segment S, complete genome.
255237729| gb| NC_013058.1|NC_013058 Morogoro virus segment L, complete genome.
41057593 | gb|NC_005339.1|NC_005339 Hossman virus, complete genome.
9626965 | gb| NC_001503.1|NC_001503 Mouse mammary tumor virus, complete genome.
9627947 | gb|NC_001630.1[NC_001630 Mouse parvovirus 1, complete genome.
109390403 | gb[NC_008186.1|NC_008186 Nouse parvovirus 2, complete genome.
109390396 | gb | NC_008185.1|NC_008185 Nouse parvovirus 3, complete genome.
215480035 | h|Hc_011619. L[NC 011615 House parvovirus 4, complate genon.
215480028 | gb|NC_011618.1|NC_011618 Mouse parvovirus 5, complete gen

53436708 b [NC_ 005053. 1 |KC_ 005053 Huard auck eircovirus, conplete gonome.
9695415 gb| NC_002200.1|NC_002200 Mumps virus, complete genome.

9632333|gb|NC_001983.1|NC_001983 Mungbean yellow mosaic virus DNA A, complete sequence
9632332 |gb|NC_001984.1|NC_001984 Mungbean yellow mosaic virus DNA B, complete sequence.
212681388 | gb|NC_011550.1|NC_011550 Munia coronavirus HKU13-3514, complete genome.
21716071 |gb|NC_004065. 1 |NC_004065 Murid herpesvirus 1, complete genome.
20198505|gb|NC_002512.2 [NC_002512 Murid herpesvirus 2, complete genome.
146261990  gb | NC_001626.2|NC_001626 Murid herpesvirus 4, complete genome.
227122414 | gb|NC_012584.1|NC_012584 Murine adenovirus 3, complete genome.

6446580 |gb| NC_000942.1[NC_000942 Murine adenovirus A, complete genome.

9629812 |gb|NC_001846.1[NC_001846 Murine hepatitis virus strain AS9, complete genome.
60115391 |gb|NC_006852. 1 |NC_006852 Murine hepatitis virus strain JHM, complete genome.
113478394 | gb|NC_008311.1|NC_008311 Murine norovirus 1, complete genome.

9626984 gb| NC_001506.1[NC_001506 Murine osteosarcoma virus, complete genome.
28376615|gb|NC_001505.2 |NC_001505 Murine pneumotropic virus, complete genome.
9627020|gb|NC_001515.1NC_001515 Murine polyomavirus, complete genome.

9628654 |gb|NC_001702.1[NC_001702 Murine type C retrovirus, complete genome.

9633622 |gb|NC_000943.1|NC_000943 Murray Valley encephalitis virus, complete genome.

56698743 | gb|NC_006561.1|NC_006561 Muscovy duck circovirus, complete g
51593841 | gb|NC_006147.2 |NC_006147 Muscovy duck parvovirus, complete genome.
9627952 gb|NC_001633.1|NC_001633 Mushroom bacilliforn virus, complete genome.
109302753 |gb|NC_008194.1|NC_008194 Mycobacterium phage 244, complete genome.
189043152 | gb|NC_010763.1|NC_010763 Mycobacterium phage Adjutor, complete genome.
239590011| gb|NC_012788 .1|NC_012788 Mycobacterium phage Angel, complete genome.
189043087 | gb|NC_010762.1|NC_010762 Mycobacterium phage BPs, complete genome.
29566975 | gb|NC_004689. 1 [NC_004689 Mycobacteriun phage Barnyard, complete genome.
157786475 | gb|NC_009876.1|NC_009878 Nycobacterium phage Bethlehem, complete genome.
194302947 |gb|NC_011054.1|NC_011054 Mycobacterium phage Boomer, complete genome.
206599544 | gb|NC_011291.1|NC_011291 Mycobacterium phage Brujita, complete genome.
206599619 | gb| NC_011286.1|NC_011286 Mycobacterium phage Butterscotch, complete genome.
12657854 | gb | NC_002656.1|NC_002656 Mycobacterium phage Bxbl, complete genome.
29566511 | gb|NC_004687 . 1|NC_004687 Mycobacterium phage Bxzl, complete genome.
29566021 |gb|NC_004682. 1 |NC_004682 Mycobacteriun phage Bxz2, complete genome.
204305660| gb|NC_011271.1|NC_011271 Mycobacterium phage Cali, complete genome.
109393216 | gb|NC_008207.1|NC_008207 Mycobacterium phage Catera, complete genome.
206600290| gb|NC_011284.1|NC_011284 Mycobacterium phage Chah, complete genome.
109392453 | gb|NC_008203.1|NC_008203 Mycobacterium phage Chel2, complete genome.
29565766 gb|NC_004680. 1 |NC_004680 Mycobacteriun phage CheS, complete genome.
29566108 | gb|NC_004683. 1 [NC_004683 Mycobacteriun phage CheSc, complete genome.
29566407 | gb|NC_004686. 1 [NC_004686 Mycobacteriun phage CheSd, complete genome.
29565879 | gb|NC_004681. 1 |NC_004681 Hycobacterium phage Cjwl, complete genome.
109392353 | gb | NC_008195.1|NC_008195 Mycobacterium phage Cooper, complete genome.
29566284 | gb|NC_004685. 1 [NC_004685 Mycobacteriun phage Corndog, complete genome.
9630386 |gb|NC_001900.1NC_001900 Mycobacterium phage D29, complete genome.
192823813 |gb[NC_011022.1|NC_011022 Mycobacterium phage DS, complete genome.
281415946| gb|NC_013650.1|NC_013650 Mycobacterium phage ET08, complete genome.
206599880| gb| NC_011288.1|NC_011288 Mycobacterium phage Fruitloop, complete genome.
160700649 | gb|NC_009993.1|NC_009993 Mycobacterium phage Giles, complete genome.
206599706| gb|NC_011290.1|NC_011290 Mycobacterium phage Gumball, complete genome.
109392287 |gb | NC_008202,1|NC_008202 Mycobacterium phage Halo, complete genome.
192823901 |gb|NC_011020.1|NC_011020 Mycobacterium phage Jasper, complete genome.
192823996 |gb|NC_011019.1|NC_011019 Mycobacterium phage K3G, complete genome.
206599983 | gb|NC_011292.1|NC_011292 Mycobacterium phage Konstantine, complete genome.
194303053 |gb|NC_011056.1|NC_011056 Mycobacterium phage Kostya, complete genome.
9625433 | gb| NC_001335.1[NC_001335 Mycobacterium phage L5, complete genome.
109392186 |gb | NC_008196.1|NC_008196 Mycobacterium phage L1ij, complete genome.
192824086 |gb|NC_011021.1|NC_011021 Mycobacterium phage Lockley, complete genome.
203454602| gb|NC_011273.1|NC_011273 Mycobacterium phage Myrna, complete genome.
194100514 |gb|NC_011044.1|NC_011044 Mycobacterium phage Nigel, complete genome.
29566737 | gb|NC_004688. 1 [NC_004688 Mycobacteriun phage Omega, complete genome.
109391846 | gb|NC_008197.1|NC_008197 Mycobacterium phage Orion, complete genome.
109522776 | gb | NC_008198.1|NC_008198 Mycobacterium phage PBI1, complete genome.
38638403 | gb|NC_005259. 1 |NC_005259 Hycobacterium phage PG1, complete genome.
109522567 |gb | NC_008200.1|NC_008200 Mycobacterium phage PLot, complete genome.
109522084 | g | NC_008205.1|NC_008205 Mycobacterium phage PUC, complete genome.
206600079 | gb|NC_011287.1|NC_011287 Mycobacterium phage Paccd0, complete genome.
282598606| gb|NC_013694.1|NC_013694 Mycobacterium phage Peaches, complete genome.
194303197 |gb|NC_011057.1|NC_011057 Nycobacterium phage Phaedrus, complete genome.
222435670| gb|NC_012027.1|NC_012027 Mycobacterium phage Phlyer, complete genome.
109521840 | gb|NC_008199.1|NC_008199 NMycobacterium phage Pipefish, complete genome.
194303296 | gb|NC_011055.1|NC_011055 Mycobacterium phage Porky, complete genome.
194100609 |gb|NC_011039.1|NC_011039 Mycobacterium phage Predator, complete genome.
192824177 |gb|NC_011023,1|NC_011023 Nycobacterium phage Pukovnik, complete genome.
109521758 | gb| NC_008204.1|NC_008204 Mycobacterium phage Qyrzula, complete genome.
206600161 | gb|NC_011289.1|NC_011289 Mycobacterium phage Ramsey, complete genome.
203457352 | gb|NC_011272.1|NC_011272 Mycobacterium phage Rizal, complete genome.
29566193 | gb|NC_004684. 1 [NC_004684 Mycobacteriun phage Rosebush, complete genome.
203458877| gb|NC_011269.1|NC_011269 Mycobacterium phage ScotticG, complete genome.
203463359| gb|NC_011267.1|NC_011267 Mycobacterium phage Solon, complete genome.
203460520| gb|NC_011270.1|NC_011270 Mycobacterium phage Spud, complete genome
18496886 |gb [NC_003387.1|NC_003387 Mycobacterium phage T™M4, complete genome.
206599795| gb|NC_011285.1|NC_011285 Mycobacterium phage Troll4, complete genome.
157311189 | gb|NC_009820.1|NC_009820 Mycobacterium phage Tweety, complete genome.
157786393 | gb|NC_009877.1|NC_009877 Mycobacterium phage U2, complete genome.
109521437 | gb| NC_008206.1|NC_008206 Mycobacterium phage Wildcat, complete genome.
9630710|gb|NC_001942.1[NC_001942 Mycoplasma phage MAVI, complete genome.
9910036 |gb|NC_002515.1[NC_002515 Mycoplasma phage P1, complete genome.
50058548 | gb|NC_005964. 1 |NC_005964 Hycoplasma phage phiMEV1, complete genome.
189022224 |gb | NC_010743.1|NC_010743 Mycoreovirus 1 segment 1, complete sequence.
189022226 | gb|NC_010744.1|NC_010744 Mycoreovirus 1 segment 2, complete sequence.
189022228 | gb|NC_010745.1|NC_010745 Mycoreovirus 1 segment 3, complete sequence.
189043050 gb|NC_010746.1|NC_010746 Mycoreovirus 1 segment 4, complete sequence.
189043070 |gb|NC_010747.1|NC_010747 Mycoreovirus 1 segment 5, complete sequence.
189043076 |gb|NC_010748.1|NC_010748 Mycoreovirus 1 segment 6, complete sequence.
189043046 | gb|NC_010749.1|NC_010749 Mycoreovirus 1 segment 7, complete sequence.
189043048 | gb|NC_010750.1|NC_010750 Mycoreovirus 1 segment 8, complete sequence.
189043052 |gb|NC_010751.1|NC_010751 Mycoreovirus 1 segment 9, complete sequence.
189043072 | gb|NC_010752,1|NC_010752 Mycoreovirus 1 segment 10, complete sequence.
189043074 |gb|NC_010753.1|NC_010753 Mycoreovirus 1 segment 11, complete sequence.
007524.1|NC_007524 Mycoreovirus 3 segment X, complete sequence.
78763261 | gb|NC_007525.1|NC_007525 Mycoreovirus 3 segment 6, complete sequence.
007526.1|NC_007526 Mycoreovirus 3 segment 7, complete sequence.
78763788 | gb|NC_007527.1|NC_007527 Mycoreovirus 3 segment 8, complete sequence.
78764193 | gb|NC_007528 .1 |NC_007528 Mycoreovirus 3 segment 9, complete sequence.
007529.1|NC_007529 Mycoreovirus 3 segment 10, complete sequence.
78764643 | gb|NC_007531.1|NC_007531 Mycoreovirus 3 segment 11, complete sequence.
78764769 | gb|NC_007532.1|NC_007532 Mycoreovirus 3 segment 12, complete sequence.
80511633 | gb|NC_007533.1|NC_007533 Mycoreovirus 3 segment 52, complete sequence.
007534.1|NC_007534 Mycoreovirus 3 segment S5, complete sequence.
80540093 | gb|NC_007535.1|NC_007535 Mycoreovirus 3 segment 51, complete sequence.
007536.1|NC_007536 Mycoreovirus 3 segment 53, complete sequence.
003885.1|NC_003885 Mycovirus FusoV RNA 1, complete sequence.
0889302 | b |NC_003886. 1[NC_003886 Mycovirus FusoV RNA 2, complete sequence.

207271573| gb|NC_011310.1|NC_011310 Myotis polyomavirus VH-2008, complete genome.
41057569 | gb|NC_005341.1|NC_005341 Mythimna loreyi densovirus, complete genome.
15320570 | gb|NC_003085.1|NC_003085 Myxococcus phage Mx8, complete genome.

18450236 |gb|NC_001132.2|NC_001132 Myxoma virus, complete genome.

33235697 | gb|NC_005040.1[NC_005040 Myzus persicae densovirus, complete genome.
|NC_005954.1|NC_005954 Nanovirus-like particle, complete genome.
110835685 |gb | NC_008266.1|NC_008266 Narcissus common latent virus, complete genome.
124249189 | gb | NC_008824.1|NC_008624 Narcissus degeneration virus, complete genome.
9626475 |gb|NC_001441.1NC_001441 Narcissus mosaic virus, complete genome.
116734779 | gb|NC_008552.1|NC_008552 Narcissus symptomless virus, complete genome.
212499141| gb|NC_011541.1|NC_011541 Narcissus yellow stripe virus, complete genome.
22091104 |gb|NC_004084. 1 [NC_004084 Natrialba phage PhiChl, complete genome.
212498904 | gb|NC_011538.1|NC_011538 Nemesia ring necrosis virus, complete genome.
110645209 | gb|NC_008252.1|NC_008252 Neodiprion abietis NPV, complete genome.
48843625/ gb|NC_005906. 1 |NC_005906 Neodiprion lecontii NPV, complete genome.

48843534 | gb|NC_005905. 1 [NC_005905 Neodiprion sertifer NPV, complete genome.

109240514 |gb|NC_008178.1|NC_008178 Micromonas pusilla reovirus segment 8, complete sequence.
109240516 | gb|NC_008179.1|NC_008179 Micromonas pusilla reovirus segment 9, complete sequence.
109240518 | g | NC_008180.1|NC_008180 Micromonas pusilla reovirus segment 10, complete sequence.
109240520 | gb|NC_008181.1|NC_008181 Micromonas pusilla reovirus segment 11, complete sequence.
66391195|gb|NC_007028.1|NC_007028 Microplitis demolitor bracovirus segment A, complete genome.
66391198 | gb|NC_007029.1[NC_007029 Microplitis demolitor bracovirus segment B, complete genome.
197085612 | gb|NC_007030.2|NC_007030 Microplitis demolitor bracovirus segment E, complete sequence.
 507031.1|NC_007031 Microplitis demolitor bracovirus segment C, complete genome.
007032.1[NC_007032 Microplitis demolitor bracovirus segment F, complete genome.
007033.1[NC_007033 Microplitis demolitor bracovirus segment D, complete genome.
i 007034.1[NC_007034 Microplitis demolitor bracovirus segment G, complete genome.
66391221|gb|NC_007035.1|NC_007035 Microplitis demolitor bracovirus segment H, complete genome.
007036.1|NC_007036 Microplitis demolitor bracovirus segment J, complete genome.
007037.1[NC_007037 Microplitis demolitor bracovirus segment K, complete genome.
007038.1[NC_007038 Microplitis demolitor bracovirus segment M, complete genome.
007039.1[NC_007039 Microplitis demolitor bracovirus segment N, complete genome.
007040.1|NC_007040 Microplitis demolitor bracovirus segment L, complete genome.
007041.1|NC_007041 Microplitis demolitor bracovirus segment I, complete sequence.
66527857 | gb|NC_007044.1[NC_007044 Microplitis demolitor bracovirus segment O, complete genome.

148828648 | gb|NC_009564.1|NC_009564 Mimosa yellow leaf curl virus-associated DNA 1, complete genome.
148828652 | gb | NC_009556.1|NC_009556 Mimosa yellow leaf curl virus satellite DNA beta, complete genome.

28916651 |gb|NC_004608. 1 |NC_004608 Mungbean yellow mosaic India virus DNA A, complete sequence.
28916659 | gb|NC_004609. 1 |NC_004609 Mungbean yellow mosaic India virus DNA B, complete sequence.

187903037 gb[Fe_010671. 1[§c_010671 Musca domestica salivary gland hypertrophy virus, complete genome.
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8 _007679.1|NC_007679 Nerine virus X, complete genome.

007916.1|NC_007916 Newbury agent 1 virus, complete genome.
11545722 | gb|NC_002617.1|KC_002617 Newcastle disease virus B, complete genome.

20177434 |gb|NC_003652.1|NC_003652 Nilaparvata lugens reovirus segment 10, complete sequence.
20177436 |gb|NC_003653.1|NC_003653 Nilaparvata lugens reovirus segment 8, complete sequence.
20177438 |gb|NC_003654.1|NC_003654 Nilaparvata lugens reovirus segment 1, complete sequence.
20177440 | gb|NC_003655.1|NC_003655 Nilaparvata lugens reovirus segment 2, complete sequence.
20177442 gb|NC_003656.1|NC_003656 Nilaparvata lugens reovirus segment 3, complete sequence.
20177444 |gb|NC_003657.1|NC_003657 Nilaparvata lugens reovirus segment 4, complete sequence.

20177446 |gb|NC_003658.1|NC_003658 Nilaparvata lugens reovirus segment 5, complete sequence.

20177448 |gb|NC_003659.1|NC_003659 Nilaparvata lugens reovirus segment 6, complete sequence.

20177450 | gb|NC_003660.1|NC_003660 Nilaparvata lugens reovirus segment 7, complete sequence.

20177452 |gb|NC_003661.1|NC_003661 Nilaparvata lugens reovirus segment 9, complete sequence.
002728.1|NC_002728 Nipah virus, complete genome.

1 002690.1NC_002690 Nodamura virus RNAL, complete sequence.

13249663 |gb NC_002691.1|NC_002691 Nodamura virus RNA2, complete genome.

126010918 | gb|NC_009017.1|NC_009017 Nootka lupine vein-clearing virus, complete genome.

157377639 | gb|NC_007919.2|NC_007919 Nora virus, complete genome.

9635147 |gb|NC_002251.1|NC_002251 Northern cereal mosaic virus, complete genome.

106060735 |gb|NC_001959.2|NC_001959 Norwalk virus, complete genome.

9631279 |gb|NC_001990.1|NC_001990 Nudaurelia capensis beta virus, complete genome.

237781162|gb|NC_012703.1|NC_012703 Nyamanini virus, complete genome.

9627007 |gb|NC_001512.1|NC_001512 0'nyong-nyong virus, complete genome.

9629255 |gb|NC_001793.1|NC_001793 Oat blue dwarf virus, complete genome.

20177491 |gb|NC_003633.1NC_003633 Oat chlorotic stunt virus, complete genome.

189311148 | gb|NC_010799.1|NC_010799 Oat dvarf virus, complete genome.

9635449 |gb|NC_002357.1|NC_002357 Oat golden stripe virus RNA 2, complete genome.

9635453 | gb|NC_002358.1|NC_002358 Oat golden stripe virus RNA 1, complete genome.

21427654 |gb|NC_004016.1|NC_004016 Oat mosaic virus RNA 1, complete genome.

21427656 |gb|NC_004017.1|NC_004017 Oat mosaic virus RNA 2, complete seguence.

37651479 | gb|NC_005136.1NC_005136 Oat necrotic mottle virus, complete genome.

20806010|gb|NC_003852.1|NC_003852 Obuda pepper virus, complete genome.

9628912 |gb|NC_001728.1|NC_001728 Odontoglossum ringspot virus, complete genome.

254729452 | gb|NC_013017.1|NC_013017 Okra leaf curl virus-[Cameroon], complete genome.
22123917 | gb|NC_004093.1KC_004093 OKLCY satDNA 10, complete genome.

148724437 |gb|NC_009532.1|NC_009532 Okra mosaic virus, complete genome.

197322510 |gb|NC_011181.1|NC_011181 Okra mottle virus - [Brazil

197322515 |gb|NC_011182.1|NC_011182 Okra mottle virus - [Brazil
115353277 |gb|NC_008377.1|NC_008377 Okra yellow crinkle virus segment A, complete seguence.

29501756 | gb|NC_004673.1|NC_004673 Okra yellow vein mosaic virus, complete genome.
118129780 | gb | NC_008582.1|NC_008582 01d World harvest mouse papillomavirus, complete genome.
9628874 gb|NC_001721.1|NC_001721 Olive latent virus 1, complete genome.
20178603 |gb|NC_003671.1|NC_003671 Olive latent virus 2 RNA 3, complete sequence.

1 |NC_003673.1NC_003673 Olive latent virus 2 RNA 1, complete sequence.

20178627 |gb|NC_003674.1|NC_003674 Olive latent virus 2 RNA 2, complete sequence.
62327380 | gb|NC_006939.1|NC_006939 Olive mild mosaic virus, complete genome.

164607193 |gb|NC_010246.1|NC_010248 Oliveros virus segment S, complete sequence.

164607196 |gb|NC_010250.1|NC_010250 Oliveros virus segment L, complete sequence.

33589253 |gb|NC_005062.1|NC_005062 Omsk hemorrhagic fever virus, complete genome.

32490546 | gb|NC_005029.1|NC_005029 Onion yellow dwarf virus, complete genome.
9627010|gb|NC_001513.1|NC_001513 Ononis yellow mosaic virus, complete genome.

78768326 | gb|NC_007559.1|NC_007559 Operophtera brumata reovirus segment 1, complete genome.

154759349 | gb|NC_009731.1|NC_009731 Okra leaf curl Mali virus satellite DNA beta, complete genome.
184202004 | gb|NC_010620,1|NC_010620 Okra leaf curl disease associated DNA 1, complete genome.

okra) DNA A, complete sequence.
sokra] DNA B, complete sequence.

33300807 | | NC_005051.1|KC_005051 Okra yellow vein disease associated sequence virion, complete genome.

007560.1|NC_007560 Operophtera brumata reovirus segment 2, complete sequence.
78768725 | gb|NC_007561.1|NC_007561 Operophtera brumata reovirus segment 3, complete sequence.
78768833 | gb|NC_007562.1|NC_007562 Operophtera brumata reovirus segment 4, complete sequence.
78768952 | gb|NC_007563.1|NC_007563 Operophtera brumata reovirus segment 5, complete sequence.

78769117
78769203

007564.1|NC_007564 Operophtera brumata reovirus segment 6, complete sequence.
b|NC_007565.1|NC_007565 Operophtera brumata reovirus segment 7, complete sequence.
gb|NC_007566.1NC_007566 Operophtera brumata reovirus segment 8, complete sequence.
007567.1|NC_007567 Operophtera brumata reovirus segment 9, complete sequence.

007568.1|NC_007568 Operophtera brumata reovirus segment 10, complete sequence.

22417454 | gb|NC_004049.1|NC_004049 Ophiostoma mitovirus 3a, complete genome.
22417456 gb|NC_004052.1|NC_004052 Ophiostoma mitovirus 4, complete genome.

22417458 | gb|NC_004053.1|NC_004053 Ophiostoma mitovirus 5, complete genome.

22417460 | gb|NC_004054. 1| NC_004054 Ophiostoma novo-ulnmi mitovirus 6-Ld, complete genome.
006060.1|NC_006060 Opuntia virus X, complete genome.

262340522 | gb|NC_013439.1|NC_013439 Orangutan polyomavirus, complete genome.
149944272 | gb| NC_009608 .1|NC_009608 Orchid leck virus RNA 1, complete sequence.
149944278 | gb| NC_009609.1|NC_009609 Orchid £leck virus RNA 2, complete sequence.
141057066 |gb|NC_005336.1|NC_005336 Orf virus, complete genome.

165969010| gb| NC_010276.1|NC_010276 Orgyia leucostigma NPV, complete genome.
11038431 |gb|NC_001875.2|C_001875 Orgyia pseudotsugata MNPV, complete genome.

005775.1|NC_005775 Oropouche virus segment X, complete sequence.

44965093 gib|NC_005776.1|C_005776 Oropouche virus segment L, complete genome.

44965100| b NC_005777.1|C_005777 Oropouche virus segment 5, complete genome.
159268 | gb|NC_011585.1|NC_011586 Oryctes rhinoceros virus, complete genome.

83700361 |gb|NC_007649.1|NC_007649 Oryza rufipogon endornavirus, complete genome.

83700363 |gb|NC_007647.1NC_007647 Oryza sativa endornavirus, complete genome.

148696722 | gb|NC_005881.1|C_005881 Ostreid herpesvirus 1, complete genome.

260665870 | gb|NC_013288.1|NC_013288 Ostreococcus tauri virus 1, complete genome.

163954976|gb|NC_010191.1|NC_010191 Ostreococcus virus 0sVs, complete genome.

194351517 | gb|NC_011068.1[NC_011068 Ourmia melon virus.

194351519|gb|NC_011069.1[NC_011069 Ourmia melon virus.

194351521 |gb|NC_011070.1[NC_011070 Ourmia melon virus.

9845468 |gb|NC_002513.1|NC_002513 Ovine adenovirus A, complete genome.

163869641 | gb|NC_004037.2 [NC_004037 Ovine adenovirus D, complete genome.

9635572 |gb | NC_002469.1|NC_002469 Ovine astrovirus, complete genome.

66576233 |gb|NC_007015.1|KC_007015 Ovine enzootic nasal tumour virus, complete genome.

83642839 | gb|NC_007646.1|NC_007646 Ovine herpesvirus 2, complete genome.

9627001 |gb|NC_001511.1|NC_001511 Ovine lentivirus, complete genome.

9629249 gb|NC_001789.1|NC_001789 Ovine papillomavirus - 1, complete genome.

28261417 |gb|NC_004560.1|NC_004560 Oyster mushroom spherical virus, complete genome.

50253397 | gb|NC_005986.1|C_005986 Chuzan virus segment 2, complete sequence.

50253399 |gb|NC_005987.1|NC_005987 Chuzan virus segment 6, complete seguence.

50253401 |gb|NC_005988 . 1|NC_005988 Chuzan virus segment 7, complete seguence.

50253403 | gb|NC_005989.1NC_005989 Chuzan virus segment 3, complete sequence.
1332|gb|NC_005990.1|NC_005990 Chuzan virus segment 1, complete sequence.
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50261334 |gb|NC_005991.1|NC_005991 Chuzan virus segment 4, complete sequence.
50261336 |gb|NC_005992.1|NC_005992 Chuzan virus segment 9, complete sequence.
50261338 |gb|NC_005993.1|NC_005993 Chuzan virus segment 5, complete sequence.
50261340 | gb|NC_005994.1|NC_005994 Chuzan virus segment 8, complete sequence.
50261342 gb|NC_005995.1|NC_005995 Chuzan virus segment 10, complete sequence.

|NC_003847.1NC_003847 Panicum mosaic satellite virus, complete genome.
11072110/ gb|NC_002598.1|C_002598 Panicum mosaic virus, complete genome.
9627990 gb|NC_001647.1|NC_001647 Panicum streak virus - Karino, complete genome.

_003521.1|NC_003521 Panine herpesvirus 2, complete genome.
40804720 | gb|NC_005321.1|NC_005321 Papaya leaf curl China virus - [G8], complete genome.

004147.1|NC_004147 Papaya leaf curl virus, complete genome.

32490548 | gb|NC_005028.1|NC_005028 Papaya leaf-distortion mosaic potyvirus, complete genome.
9629167 |gb|NC_001748.1|NC_001748 Papaya mosaic virus, complete genome.

9629244 |gb|NC_001785.1|NC_001785 Papaya ringspot virus, complete genome.

83722567 |gb|NC_007653.1C_007653 Papiine herpesvirus 2, complete genome.

22212887 |gb|NC_004106.1|NC_004106 Paprika mild mottle virus, complete genome.

55775697 | gb|NC_006430.1|NC_006430 Parainfluenza virus 5, complete genome.

148828650  gb| NC_009555.1|C_009555 Papaya leaf curl China virus satellite DNA beta, complete genome.
16359753 | g | NC_005844.1|IC_005844 Papaya leaf curl Guandong virus - [GD2] DNA A, complete sequence.

29711070 |gb|NC_004706.1|NC_004706 Papaya leaf curl virus-associated DNA beta, complete genome.

158324544 | gb | NC_009923.1|NC_009923 Paralichthys olivaceus birnavirus segment A, complete sequence.
158324547 |gb|NC_009924.1|NC_009924 Paralichthys olivaceus birnavirus segment B, complete sequence.
145309287 | gb | NC_000852.4|NC_000852 Parameciun bursaria Chlorella virus 1, complete genome.
157953191 |gb|NC_009899.1|NC_009899 Paramecium bursaria Chlorella virus AR158, complete genome.
118496614 | gb | NC_008603.1|NC_008603 Paramecium bursaria Chlorella virus FR483, complete genome.
157952304 | gb | NC_009898.1|NC_009898 Paramecium bursaria Chlorella virus NY2R, complete genome.

189043026 |gb|NC_010756.1|NC_010756 Parana virus segment S (small), complete genome
189026280 | gb|NC_010761.1|NC_010761 Parana virus segment L, complete sequence.

20260793 |gb|NC_003691.1KC_003691 Pariacato virus chromosome RNAL, complete genome.
20260796 | gb|NC_003692.1NC_003692 Pariacato virus chromosome RNA2, complete genome.

- 005848.1|NC_005848 Parietaria mottle virus RNA 1, complete sequence.
005849.1|NC_005849 Parietaria mottle virus RNA 2, complete sequence.

46393301 gb|NC_005854.1 |NC_005854 Parietaria mottle virus RNA 3, complete sequence.
20177429 gb [ NC_003626. 1 |NC_003628 Parsnip yellow fleck virus, complete genome.
113195533 |gb|NC_008292..1|NC_008292 Passiflora latent carlavirus, complete genome.

109302896 | gb | NC_008193.1|NC_008193 Pasteurella phage F108, complete genome.
21326223|gb|NC_003974.1|NC_003974 Patchouli mild mosaic virus RNA 2, complete sequence.
58177831 |gb|NC_003975.2|NC_003975 Patchouli mild mosaic virus RNA 1, complete sequence.
9626127 |gb|NC_001368.1|NC_001368 Pea early browning virus RNA 2, complete sequence.
9632338 |gb|NC_002036.1|NC_002036 Pea early browning virus RNA 1, complete sequence.
20178349 gb|NC_003629.1C_003629 Pea enation mosaic virus-1, complete genome.
20806070 | gb|NC_003853.1NC_003853 Pea enation mosaic virus-2, complete genome.
20806069 | gb|NC_003854.1|NC_003854 Pea enation mosaic virus satellite RNA, complete genome.
9628429 |gb|NC_001671.1|NC_001671 Pea seed-borne mosaic virus, complete genome.

32469477 |gb|NC_004995.1|NC_004995 Pea stem necrosis virus, complete genome.
157939586 | gb | NC_009892.1|NC_009892 Peach chlorotic mottle virus, complete genome.
212681398 | gb|NC_011552.1|NC_011552 Peach mosaic virus, complete genome.

239740600| gb|NC_012786.1|NC_012786 Passionfruit severe leaf distortion virus DNA A, complete genome.
239740606|gb|NC_012787.1|NC_012787 Passionfruit severe leaf distortion virus DNA B, complete genome.

20178589
20178595
11072108

9632350

9627957 |gb|NC_001634.1|NC_001634 Peanut chlorotic streak virus, complete genome.

|gb|NC_003668.1|NC_003668 Peanut clump virus RNA 2, complete sequence.
|gb|NC_003672.1|NC_003672 Peanut clump virus RNA 1, complete sequence.
|gb|NC_002600.1|NC_002600 Peanut mottle virus, complete genome.

9632346 |gb|NC_002038.1|NC_002038 Peanut stunt virus RNA 1, complete sequence.
9632348 |gb|NC_002039.1|NC_002039 Peanut stunt virus RNA 2, complete sequence.

jb|NC_002040.1[NC_002040 Peanut stunt virus RNA 3, complete sequence.
|NC_003855.1NC_003855 Peanut stunt virus satellite RNA, complete genome.

00

|NC_004723.1|KC_004723 Pear latent virus, complete genome.
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50261346
39163630
66478128
38707974
25912046
20177484
20177486
20177488
90403545
71658845

"

gb|NC_007915.1|NC_007915 Penaeid shrimp infectious myonecrosis virus, complete genome.
b|NC_007218.1|NC_007218 Penaeus merguiensis densovirus, complete genome.
[gb|NC_011545.2 NC_011545 Penaeus monodon hepatopancreatic parvovirus, complete genome.
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78761973
78762152
78762360
78762517
71647188
71647191
71647197
94490707
94490709
68299603
113195541
21728357
148658991
22128594
22128597

20177424
9627034

20178598
20178623
115357961
22104814
19791488,
11218029
112180301
41057724
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b|NC_007539.1|NC_007539 Penicillium chrysogenun virus segment 1, complete genome.
b|NC_007540.1|NC_007540 Penicillium chrysogenun virus segment 2, complete genome.
b|NC_007541.1|NC_007541 Penicillium chrysogenun virus segment 3, complete genome.
b|NC_007542.1|NC_007542 Penicillium chrysogenu virus segment 4, complete genome.
b|NC_007221.1|NC_007221 Penicillium stoloniferun virus F segment 1, complete genome.
b|NC_007222.1|NC_007222 Penicillium stoloniferun virus F segment 2, complete genome.
b|NC_007223.1|NC_007223 Penicillium stoloniferun virus F segment 3, complete sequence.
b|NC_005976.2|NC_005976 Penicillium stoloniferun virus 5 segment 1, complete sequence.
b|NC_005977.2|NC_005977 Penicillium stoloniferum virus 5 segment 2, complete genome.
b|NC_007147.1|NC_007147 Pennisetun mosaic virus, complete genome.
[gb|NC_008295.1|NC_008295 Penstemon ringspot virus, complete genome.
b|NC_004067.1|NC_004067 Pepino mosaic virus, complete genome.
[gb|NC_009518.1|NC_009518 Pepper curly top virus, complete genome.
b|NC_004096.1|NC_004096 Pepper golden mosaic virus DNA B, complete sequence.
gb|NC_004101.1|NC_004101 Pepper golden mosaic virus DNA A, complete sequence.

9626081 |gb|NC_001359.1|NC_001359 Pepper huasteco yellow vein virus DNA A, complete sequence.
9626131|gb|NC_001369.1|NC_001369 Pepper huasteco yellow vein virus DNA B, complete sequence.
23096165 |gb|NC_004192.1|NC_004192 Pepper leaf curl Bangladesh virus segment A component, complete genome.
185357846 | gb|NC_010616.1|NC_010618 Pepper leaf curl Yunnan virus-[YN323], complete sequence.

185357924 |gb|NC_010619.1|NC_010619 Pepper leaf curl Yunnan virus satellite DNA beta, complete sequence.
9632989 gb|NC_000882.1|NC_000882 Pepper leaf curl virus DNA-R, complete genome.

164564322 |gb|NC_010235.1|NC_010235 Pepper leaf curl virus satellite DNA beta, complete genome.

|gb|NC_003630.1|NC_003630 Pepper mild mottle virus, complete genome.
gb|NC_001517.1|NC_001517 Pepper mottle virus, complete genome.

|gb|NC_003669.1|NC_003669 Pepper ringspot virus RNA 1, complete sequence.
|gb|NC_003670.1|NC_003670 Pepper ringspot virus RNA 2, complete sequence.

8| gb|NC_008393.1|NC_008393 Pepper severe mosaic virus, complete genome.
1]gb|NC_011918.1|NC_011918 Pepper veinal mottle virus, complete genome.

6| gb|NC_011188.1|NC_011188 Pepper yellow dwarf virus — New Mexico, complete genome.

4| gb|NC_008283.1|NC_008283 Pepper yellow leaf curl Indonesia virus DNA-A, complete genome.
0| gb|NC_008284.1|NC_008284 Pepper yellow leaf curl Indonesia virus DNA-B, complete genome.
|gb|NC_005347.1|NC_005347 Pepper yellow vein Mali virus, complete genome.

[gb|NC_012118.1|NC_012118 Pedilanthus leaf curl virus-Pedilanthus [Pakistan:Multan:2004], complete genome.
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9115741225 | gb|NC_003113.1|NC_003113 Perina nuda virus, complete genome. >gi[109390412 | gb|NC_008191.1|NC_008191 Raphanus sativus cryptic virus 1 dsRNA 1, complete sequence.
>91[9633605 | gb|NC_000936.1|NC_000936 Periplaneta fuliginosa densovirus, complete genome. >gi| 167832331 |gb|NC_010343.1|NC_010343 Raphanus sativus cryptic virus 2 segment 1, complete sequence.
jory ©_004573.1|NC_004573 Peru tomato mosaic virus, complete genome. >gi|167832333|gb|NC_010344.1|NC_010344 Raphanus sativus cryptic virus 2 segment 2, complete sequence.
>91[85719271| gb|NC_007748.1|NC_007748 Peruvian horse sickness virus segment 1, complete genome. >gi| 167832335 |gb|NC_010345.1|NC_010345 Raphanus sativus cryptic virus 2 segment 3, complete sequence.
>1[85719273 | gb|NC_007749.1|NC_007749 Peruvian horse sickness virus segment 2, complete genome. >gi|218148634|gb|NC_011705.1[NC_011705 Raphanus sativus cryptic virus 3 segment 1, complete genome.
>gi[857 007750.1|NC_007750 Peruvian horse sickness virus segment 3, complete genome. >gi|218148636|gb|NC_011706.1|NC_011706 Raphanus sativus cryptic virus 3 segment 2, complete genome.
>91[85719277 | gb|NC_007751.1|NC_007751 Peruvian horse sickness virus segment 4, complete genome. >gi|20386796 | gb|NC_003739.1|NC_003739 Raspberry bushy dwarf virus RNA 1, complete sequence.

>gi[857 007752.1|NC_007752 Peruvian horse sickness virus segment 6, complete genome. >gi 20386798 | gb | NC_003740.1NC_003740 Raspberry bushy dwarf virus RNA 2, complete sequence.
>91[85719281| gb|NC_007753.1|NC_007753 Peruvian horse sickness virus segment 9, complete genome. >gi| 118197609 | gb| NC_008585. 1|NC_008585 Raspberry leaf mottle virus, complete genome.

>91[85719283 | gb|NC_007754.1|NC_007754 Peruvian horse sickness virus segment 8, complete genome. >gi 38639784 | gb| NC_005266.1|NC_005266 Raspberry ringspot virus RNAL, complete genome.

>gi[857 007755.1|NC_007755 Peruvian horse sickness virus segment 5, complete genome. >gi 38639880 | ghb|NC_005267.1|NC_005267 Raspberry ringspot virus RNA 2, complete sequence.
>1[85719287 | gb|NC_007756.1|NC_007756 Peruvian horse sickness virus segment 7, complete genome. >gi[253750530 | gb| NC_012936.1|NC_012936 Rat coronavirus Parker, complete genome.

>gi[857 007757.1|NC_007757 Peruvian horse sickness virus segment 10, complete genome. >gi|257136426|gb|NC_013196.1|NC_013196 Rattus norvegicus papillomavirus 1 EES-2009, complete genome.
91[71037362| gb | NC_006383.2|NC_006383 Peste-des-petits-runinants virus, complete genome. >gi 9629514 | gb|NC_001819.1|NC_001619 Rauscher murine leukemia virus, complete genome.

>g1[201 003678 1|NC_003678 Pestivirus Giraffe-1, complete genome. >gi | 115334607 gb|NC_008375.1|NC_008375 Raven circovirus, complete genome.

jory 001839.2[NC_001839 Petunia vein clearing virus, complete genome. >gi 20386794 | gb|NC_003738.1|NC_003738 Red clover mottle virus RNA 2, complete sequence.

91 (169257208 |gb|NC_010392.1|NC_010392 Phage Gifsy-1, complete genome. >gi|20387441|gb|NC_003741.1NC_003741 Red clover mottle virus RNA 1, complete sequence.

91 (169257267 |gb|NC_010393.1|NC_010393 Phage Gifsy-2, complete genome. oy 003756.1|NC_003756 Red clover necrotic mosaic virus RNA 1, complete sequence.
91 (62327168 | gb|NC_006938.1|NC_006938 Phage phiL001, complete genome. >gi 20429233 gbmc 003775.1|NC_003775 Red clover necrotic mosaic virus RNA 2, complete sequence.
>91[166197717 |gb|NC_010295.1|NC_010295 Phaius virus ¥, complete genome. >gi 224923880 gb|NC_012210.1|NC_012210 Red clover vein mosaic virus, complete genome.
>91[160700642 | gb|NC_009991.1|NC_009991 Phlox Virus B, complete genome. >g 98960851 |gb | NC_008040.1|NC_008040 Redspotted grouper nervous necrosis virus RNA 1, complete sequence.
g1 [145651764 |gb|NC_009383.1|NC_009383 Phlox virus S, complete genome. >gi 98960854 | gb|NC_008041.1|NC_008041 Redspotted grouper nervous necrosis virus RNA 2, complete sequence.
>1[18138516 | gb|NC_003348.1|NC_003348 Phocoena spinipinnis papillomavirus, complete genome. >gi 126165310 gb| NC_009041.1|NC_009041 Rehmannia mosaic virus, complete genome.

3811148747795 gblnC_009551.1[3C 009551 ehorniaium phage PE-MWHe3, complste’genome. >gi 9629367 |gb [ NC_001803.1]NC_001803 Respiratory syncytial virus, complete genome.

>g1[115304338 |gb|NC_008367.1|NC_008367 Phormidium phage PE-WMP4, complete gen >gi[22789222 | gb|NC_004161.1|NC_004161 Reston ebolavirus, complete genome.

331121686565 3b[c_004062.1 |8 0402 Zhthorinses operculells granalavirus. tomplete genone.. >gi 62326506 | gb|NC_006934.1|NC_006934 Reticuloendotheliosis virus, complete genome.
>91[20177479 | gb|NC_003634.1|NC_003634 Physalis mottle virus, complete gen >gi 9628445 |gb|NC_001676.1|NC_001678 Rhesus monkey papillomavirus - 1, complete genome.

91 (66396481 | gb|NC_007069.1|NC_007069 Phytophthora endornavirus 1. >gi 195546530 gb|NC_011103.1|NC_011103 Rhizobium phage 16-3, complete genome.
>1[270358328 | gb|NC_013220.1|NC_013220 Phytophthora infestans RNA virus 1 RNAL, complete genome. >gi|20522142 | gb|NC_003801.1|NC_003801 Rhizoctonia solani virus 717 RNAL, complete genome.
>91[270358330 [gb|NC_013221.1|NC_013221 Phytophthora infestans RNA virus 1 RNA2A, complete genome. >gi|20522144 | gb | NC_003802.1NC_003802 Rhizoctonia solani virus RNA2, complete sequence.

1 (55775706 gb|NC_006439.1|NC_006439 Pichinde virus L RNA, complete genome. >gi 30027774 | gb|NC_004735.1NC_004735 Rhodothermus phage RM378, complete genome.

g1 [55733698 | gb|NC_006447.1|NC_006447 Pichinde virus, complete genome. >g 9629935 |gb|NC_001874.1|NC_001874 Rhopalosiphum padi virus, complete genome.

>g1[163932203 |gb|NC_010176.1|NC_010178 Pineapple mealybug wilt-associated virus 1, complete genome. >gi 225847629 gb|NC_012481.1NC_012481 Rhynchosia golden mosaic Yucatan virus DNA A, complete genome.
jory © 505894.1|NC_005894 Pirital virus segment S, complete sequence. >gi 225847634 |gb|NC_012482.1|NC_012482 Rhynchosia golden mosaic Yucatan virus DNA B, complete genome.
oy 005897 .1|NC_005897 Pirital virus segment L, complete genome. >gi| 166162027 |gb|NC_010293.1|NC_010293 Rhynchosia golden mosaic virus DNA B, complete sequence.
>91[17017954 | gb|NC_003219.1|NC_003219 Planaria asexual strain-specific virus-like element type 1 small DNA segment, complete genome. >gi| 166162030 | gb|NC_010294.1|NC_010294 Rhynchosia golden mosaic virus DNA A, complete sequence.
>91[17017957 | gb|NC_003220.1|NC_003220 Planaria asexual strain-specific virus-like element type 1 large DNA segment, complete genome. >gi  002792.1|KC_002792 Ribgrass mosaic virus, complete genome.

>g1[233 004289.1[NC_004289 Planococcus citri densovirus, complete genome. >gi 20386771 |gb|NC_003728.1NC_003728 Rice black streaked dwarf virus segment 3, complete sequence.
jory 003849.1[NC_003849 Plantago asiatica mosaic virus, complete genome. >gi|20386773 | gb|NC_003729.1NC_003729 Rice black streaked dwarf virus segment 1, complete sequence.
>91[212498985 |gb|NC_011539.1|NC_011539 Plantago mottle virus, complete genome. >gi 20386776 | gb|NC_003730.1NC_003730 Rice black streaked dwarf virus segment 7, complete sequence.
>91[20451012| gb|NC_003779.1|NC_003779 Plautia stali intestine virus, complete genome. >gi 20386779 | gb|NC_003731.1NC_003731 Rice black streaked dwarf virus segment 9, complete sequence.
>91[62401661| gb|NC_006960.1|NC_006960 Pleurotus ostreatus virus 1 RNA-2, complete genome. >gi[2038 b|NC_003732.1|NC_003732 Rice black streaked dwarf virus segment 8, complete sequence.
>91[62401671| gb|NC_006961.1|NC_006961 Pleurotus ostreatus virus 1 RNA-1, complete genome. >gi|20386784 | gb|NC_003733.1NC_003733 Rice black streaked dwarf virus segment 10, complete sequence.
>91[160707859 | gb|NC_009992.1|NC_009992 Plun bark necrosis and stem pitting-associated virus, complete genome. >gi 20386786 | g |NC_003734.1NC_003734 Rice black streaked dwarf virus segment 2, complete sequence.
>1[9626508 | gb|NC_001445.1|NC_001445 Plum pox virus, complete genome. >gi 20386788 | gb|NC_003735.1NC_003735 Rice black streaked dwarf virus segment 4, complete sequence.
>1[11068003 | gb | NC_002593.1|NC_002593 Plutella xylostella granulovirus, complete genome. >gi 20386790 | gb|NC_003736.1NC_003736 Rice black streaked dwarf virus segment 5, complete sequence.
1 [114680053 |gb|NC_008349.1|NC_008349 Plutella xylostella multiple nucleopolyhedrovirus, complete genome. >gi 20386792 |gb|NC_003737.1NC_003737 Rice black streaked dwarf virus segment 6, complete sequence.
91 (56900714 | gb|NC_006579.1|NC_006579 Pneunonia virus of mice 73666, complete genome. >gi 20428543 | gb|NC_003760.1|NC_003760 Rice dwarf virus segment 7, complete sequence.

>91[212671448 |gb|NC_011543.1|NC_011543 Poinsettia cryptic virus, complete genome. oy 003761.1NC_003761 Rice dwarf virus segment 4, complete sequence.

>91[9634116 | gb|NC_002164.1|NC_002164 Poinsettia mosaic virus, complete genome. >gi 20428547 | gb|NC_003762.1|NC_003762 Rice dwarf virus segment 5, complete seguence.

jory ©_002058.3 |NC_002058 Poliovirus, complete genome. >gi 003763.1|NC_003763 Rice dwarf virus segment 6, complete sequence.

>g1[41057345 | gb|NC_005343.1|NC_005343 Poplar mosaic virus, complete genome. >gi 20428551 |gb|NC_003764.1|NC_003764 Rice dwarf virus segment 8, complete seguence.

jory " 005869.1|NC_005869 Porcine adenovirus A, complete genome. >gi 20428553 | gb|NC_003765.1|NC_003765 Rice dwarf virus segment 9, complete sequence.

>gi|1 002702.1[NC_002702 Porcine adenovirus C, complete genome. >gi " 003766.1NC_003766 Rice dwarf virus segment 10, complete sequence.

>1[12280941| gb|NC_001792.2|NC_001792 Porcine circovirus 1, complete genome. >gi 20428557 |gb|NC_003767.1|NC_003767 Rice dwarf virus segment 11, complete sequence.

g 006266 1|NC_006266 Porcine circovirus 1, complete genome. oy " 003768.1|NC_003768 Rice dwarf virus segment 12, complete sequence.

> " 005148.1 50005148 arcine circavirus 2, complete genons. >gi 20428561 |gb|NC_003772.1|NC_003772 Rice dwarf virus segment 3, complete seguence.

g1 [15187162| gb|NC_003059.1|NC_003059 Porcine endogenous retrovirus, complete genome. >gi 20428563 | gb|NC_003773.1|NC_003773 Rice dwarf virus segment 1, complete seguence.
29119633615 | gbHC. 300940-1 |NC. 300940 Porcine enceric sapovirus, complece. gencne. oy gb|NC_003774.1|NC_003774 Rice dwarf virus segment 2, complete seguence.

1 [21363127 | gb|NC_003987.1|NC_003987 Porcine enterovirus 8, complete genome. >gi 134287146 | gb|NC_009241.1|NC_009241 Rice gall dwarf virus segment S8, complete sequence.
>91[27057675 | gb|NC_004441.1|NC_004441 Porcine enterovirus B, complete genome. >gi| 134287148 | gb|NC_009242.1|NC_009242 Rice gall dwarf virus segment S10, complete sequence.
>1[19387576 | gb | NC_003436.1|NC_003436 Porcine epidemic diarrhea virus, complete genome. >gi 134302817 | gb|NC_009243.1|NC_009243 Rice gall dwarf virus segment S3, complete sequence.
>91[85718614| gb|NC_007732.1|NC_007732 Porcine hemagglutinating encephalomyelitis virus, complete genome. >gi 134287150 | gb| NC_009244.1|NC_009244 Rice gall dwarf virus segment 52, complete sequence.
>91[219547604 |gb|NC_011829.1|NC_011629 Porcine kobuvirus swine/S-1-HON/2007/Hungary, complete genome. >gi 134302819 | gb| NC_009245.1|NC_009245 Rice gall dwarf virus segment S11, complete seguence.

>1[9628826 | gb|NC_001718.1|NC_001718 Porcine parvovirus, complete genome. >gi 134287152 | gb| NC_009246.1|NC_009246 Rice gall dwarf virus segment S9, complete sequence.

>91[9630807 |gb|NC_001961.1|NC_001961 Porcine reproductive and respiratory syndrome virus, complete genome. >gi 134287154 |gb|NC_009247.1|NC_009247 Rice gall dwarf virus segment S5, complete sequence.
>g1[151266277 |gb|NC_009640.1|NC_009640 Porcine rubulavirus, complete genome. >gi 134302821 | gb| NC_009248.1|NC_009248 Rice gall dwarf virus segment S1, complete sequence.

1 [21363123 | gb|NC_003985. 1| NC_003985 Porcine teschovirus 1, complete genome. >gi 134302823 | gb|NC_009249.1|NC_009249 Rice gall dwarf virus segment S4, complete sequence.
>91[119952256 |gb|NC_008714.1|NC_008714 Possum enterovirus Wi, complete genome. >gi 134302825 | gb|NC_009250.1|NC_009250 Rice gall dwarf virus segment S6, complete sequence.

91 (119952257 |gb|NC_008715.1|NC_008715 Possum enterovirus W6, complete genome. >gi 134302827 | gb|NC_009251.1|NC_009251 Rice gall dwarf virus segment 57, complete sequence.

1 [156603882 | gb|NC_009759.1|NC_009759 Potato rough dwarf virus, complete genome. >gi 134302829 | gb| NC_009252.1|NC_009252 Rice gall dwarf virus segment 512, complete sequence.
>1[118647916 |gb|NC_008605.1|NC_008605 Potato apical leaf curl disease-associated satellite DNA beta, complete genome. >gi 9635228 | gb | NC_002323.1|NC_002323 Rice grassy stunt virus RNA 1, complete sequence.
>91[20177417 | gb|NC_003632.1|NC_003632 Potato aucuba mosaic virus, complete genome. >gi[9635231|gb | NC_002324.1|NC_002324 Rice grassy stunt virus RNA 2, complete sequence.
>91[211998869 |gb|NC_011525.1|NC_011525 Potato latent virus, complete genome. >gi 9635234 | gb | NC_002325.1|NC_002325 Rice grassy stunt virus RNA 3, complete sequence.

>91[9629160 | gb|NC_001747.1|NC_001747 Potato leafroll virus, complete genome. >gi 9635237 | gb | NC_002326.1|NC_002326 Rice grassy stunt virus RNA 4, complete sequence.

91[20376947 | gb|NC_003723.1|NC_003723 Potato mop-top virus RNA 1, complete sequence. >gi 9635240 | gb | NC_002327.1|NC_002327 Rice grassy stunt virus RNA 5, complete sequence.

>91[20373119 | gb|NC_003724.1|NC_003724 Potato mop-top virus RNA 3, complete sequence. >gi 9635243 | gb | NC_002326.1|NC_002328 Rice grassy stunt virus RNA 6, complete sequence.

>91[20373121| gb|NC_003725.1|NC_003725 Potato mop-top virus RNA 2, complete sequence. >gi . _003749.1NC_003749 Rice ragged stunt virus segment 1, complete sequence.
>91[21492611| gb|NC_004039.1|NC_004039 Potato virus A, complete genome. oy 003750.1NC_003750 Rice ragged stunt virus segment 2, complete sequence.
172257063 | gb|NC_001361.2|NC_001361 Potato virus M, complete genome. >gi 003751.1|NC_003751 Rice ragged stunt virus segment 3, complete sequence.
171849435 | gb|NC_007289.1|NC_007289 Potato virus S, complete genome. >gi 003752.1NC_003752 Rice ragged stunt virus segment 6, complete sequence.
>91[194351513 |gb|NC_011062.1|NC_011062 Potato virus T, complete genome. >gi 20428602 | gb|NC_003757.1NC_003757 Rice ragged stunt virus segment 9, complete sequence.
>1[21431571| gb|NC_004010.1|NC_004010 Potato virus V, complete genome. >gi 003758.1NC_003758 Rice ragged stunt virus segment 8, complete sequence.
>91[215481430 |gb|NC_011620.1|NC_011620 Potato virus ¥, complete genome. >gi 003759.1C_003759 Rice ragged stunt virus segment 5, complete sequence.
>91[9627728 | gb|NC_001616.1|NC_001616 Potato virus ¥, complete genome. oy 003769.1C_003769 Rice ragged stunt virus segment 10, complete sequence.
>91[9632377 | gb|NC_002048. 1 |NC_002048 Potato yellow mosaic Panama virus DNA A, complete sequence. oy 003770.1NC_003770 Rice ragged stunt virus segment 7, complete sequence.
>1[9632383 | gb|NC_002049.1 |NC_002049 Potato yellow mosaic Panama virus DNA B, complete sequence. >gi 20428612 | gb|NC_003771.1NC_003771 Rice ragged stunt virus segment 4, complete sequence.

>91[29243860 | gb|NC_004638.1|NC_004638 Potato yellow mosaic Trinidad virus DNA A, complete sequence. >gi 20428583 | gb|NC_003753.1NC_003753 Rice stripe virus RNA 4, complete sequence.

>91[29251557 | gb|NC_004644.1|NC_004644 Potato yellow mosaic Trinidad virus DNA B, complete sequence. oy 003754.1NC_003754 Rice stripe virus RNA 2, complete sequence.

>91[9630683 |gb|NC_001934.1|NC_001934 Potato yellow mosaic virus DNA A, complete sequence. oy 7003755.1NC_003755 Rice stripe virus RNA 1, complete sequence.

>91[9630688 | gb|NC_001935.1|NC_001935 Potato yellow mosaic virus DNA B, complete sequence. >gi|20428591 | gb|NC_003776.1NC_003776 Rice stripe virus RNA 3, complete sequence.

1 (50428954 | gb|NC_006061.1|NC_006061 Potato yellow vein virus segment 3, complete sequence. >gi 9630630 | gb|NC_001914.1|NC_001914 Rice tungro bacilliforn virus, complete genome.

>g1[50428958 | gb | NC_006062.1|NC_006062 Potato yellow vein virus, complete genome. >gi 9627950 | gb | NC_001632.1|NC_001632 Rice tungro spherical virus, complete genome.

g1 (50428964 | gb | NC_006063.1|NC_006063 Potato yellow vein virus, complete genome. >gi 9627252 | gb|NC_001575.1|NC_001575 Rice yellow mottle virus, complete genome.

>91[9633613 | gb|NC_000939.1|NC_000939 Pothos latent virus, complete genome. >gi | 18450262 | gb|NC_003380.1|NC_003380 Rice yellow mottle virus satellite, complete genome.
>91[20260779 | gb|NC_003687.1|NC_003687 Powassan virus, complete genome. >gi 20428615 | gb|NC_003746.1|NC_003746 Rice yellow stunt virus, complete genome.

>g1[255987648 |gb|NC_013109.1|NC_013109 Primula malacoides virus China/Mar2007 RNA 1, complete genome. >gi[9632361|gb | NC_002043.1|NC_002043 Rift Valley fever virus L segment, complete sequence.
>1[255987650 [gb|NC_013110.1|NC_013110 Prinula malacoides virus China/Mar2007 RNA 2, complete genome. >gi|27881463|gb|NC_002044.2|NC_002044 Rift Valley fever virus, complete genome.

>1[61805872 | gb|NC_006883. 1 |NC_006883 Prochlorococcus phage P-SSH2, complete genome. >g 9632365 | gb | NC_002045.1|NC_002045 Rift Valley fever virus segment S, complete sequence.
>1[61806202 | gb|NC_006884. 1| NC_006884 Prochlorococcus phage P-SSH4, complete genome. >9[56410431gb|NC_006296..2|NC_006296 Rinderpest virus (strain Kabste 0), conplete genone.

91 (61806401 gb|NC_006882.1|NC_006882 Prochlorococcus phage P-SSP7, complete genome. > 003675.1|NC_003675 Rio Bravo virus, genome.

jory |NC_007150.1|NC_007150 Procyon lotor papillomavirus type 1, complete genome. 33L]16783250 1qh v 0103444 NG 010346 Rose erypLie vires 1 miA 1, complete sequence.

>91[19718349 | gb | NC_003460.1|NC_003460 Propionibacteriun phage 55, complete genome. >gi|167832341|gb|NC_010347.1|NC_010347 Rose cryptic virus 1 RNA 2, complete sequence.

>g1[148727082 | gb|NC_009541.1|NC_009541 Propionibacteriun phage PAG, complete genome. >gi| 167832343 | gb|NC_010348.1|NC_010348 Rose cryptic virus 1 RNA 3, complete sequence.

jory  508037.1|NC_008037 Prune dwarf virus RNA2, complete genome. >gi| 189418884 | gb|NC_010806.1|NC_010806 Rose spring dvarf-associated virus, complete genome.

g1 008038.1|NC_008038 Prune dwarf virus, complete genome. >gi 262396913 | gb| NC_013462.1|NC_013462 Rosellinia necatrix megabirnavirus 1/W)79 segment L1, complete genome.
g1 008039.1|NC_008039 Prune dwarf virus chromosome RNAL, complete genome. >gi|262396916|gb|NC_013463.1|NC_013463 Rosellinia necatrix megabirnavirus 1/W)79 segment L2, complete genome.
>91[24817630| gb|NC_004362.1|NC_004362 Prunus necrotic ringspot virus RNA 1, complete genome. >gi 80978942 | gb|NC_007537.1NC_007537 Rosellinia necatrix partitivirus 1-W8 segment 1, complete genome.
>91[24817632| gb|NC_004363.1|NC_004363 Prunus necrotic ringspot virus RNA 2, complete genome. >gi 81355155 | gb|NC_007538.1|NC_007538 Rosellinia necatrix partitivirus 1-W8 segment 2, complete genome.
>91|24817634| gb|NC_004364.1|NC_004364 Prunus necrotic ringspot virus RNA 3, complete sequence. >gi 9964607 |gb|NC_002519.1|NC_002519 Roseobacter phage SIO1, complete genome.

>91[9632857 | gb|NC_000867.1|NC_000867 Pseudoalteromonas phage PU2, complete genome. >gi 237651540 | gb| NC_012697.1|NC_012697 Roseophage DSS3P2, complete genome.

>1[89152532| gb|NC_007807.1|NC_007807 Pseudomonas phage 119X, complete genome. >gi 237651460 | gb|NC_012696.1|NC_012696 Roseophage EE36P1, complete genome.

>91[218148540 |gb|NC_011703.1|NC_011703 Pseudomonas phage Li-1, complete genome. 291[9790297 | gb [NC_031544.1|}C_001544 Ross River virus, complete genome.

>91[189490161 |gb|NC_010821.1|NC_010821 Pseudomonas phage 201phi2-1, complete genome. oy |NC_005888.1NC_005888 Ross's goose hepatitis B virus, complete genome.

>1[89152531| gb|NC_007806.1|NC_007806 Pseudononas phage 73, complete genome. >gi[210136679 | gb|NC_011500.1|NC_011500 Rotavirus A segment 5, complete genome.

g1 (56692568 | gb | NC_006548. 1 |NC_006548 Pseudononas phage B3, complete genome. >gi 210136681 |gb|NC_011501.1|NC_011501 Rotavirus A segment 8, complete genome.

>91[9635581 | gb|NC_002484.1|NC_002484 Pseudomonas phage D3, complete genome. >gi 210136683 |gb|NC_011502.1|NC_011502 Rotavirus A segment 7, complete genome.

>1[38229112 | gb|NC_005178.1|NC_005178 Pseudomonas phage D3112, complete genome. >gi 210136685 |gb|NC_011503.1|NC_011503 Rotavirus A segment 9, complete genome.

>91[119953625 |gb|NC_008717.1|NC_008717 Pseudomonas phage DMS3, complete genome. >gi 210136687 |gb|NC_011504.1|NC_011504 Rotavirus A segment 10, complete genome.
>1[82700933 | gb|NC_007623.1|NC_007623 Pseudononas phage EL, complete genome. >gi 210136689 |gb|NC_011505.1|NC_011505 Rotavirus A segment 11, complete genome.

>91[89152530| gb|NC_007805.1|NC_007805 Pseudomonas phage F10, complete genome. >gi|210136692 | gb|NC_011506.1|NC_011506 Rotavirus A segment 2, complete genome.

1 (56692908 | gb |NC_006552.1|NC_006552 Pseudomonas phage F116, complete genome. >gi 210136694 |gb|NC_011507.1|NC_011507 Rotavirus A segment 1, complete genome.

>1[89158250| gb|NC_007810.1|NC_007810 Pseudononas phage F8, complete genome. >gi 210136696 |gb|NC_011508.1|NC_011508 Rotavirus A segment 3, complete genome.

>91[197261329 |gb|NC_011165.1|NC_011165 Pseudomonas phage LEL3, complete genome. >gi 210136698 |gb|NC_011509.1|NC_011509 Rotavirus A segment 6, complete genome.

>1[282598847 |gb|NC_013692.1|NC_013692 Pseudomonas phage LIT1, complete genome. >gi|210136702|gb|NC_011510.1|NC_011510 Rotavirus A segment 4, complete genome.

g1 [158345134 | gb|NC_009936.1|NC_009936 Pseudomonas phage LKA1, complete genome. >gi |8  007543.1|NC_007543 Rotavirus C segment 6, complete sequence.

>1[158345023 |gb|NC_009935.1|NC_009935 Pseudomonas phage LKD16, complete genome. >gi 81021557 | gb|NC_007544.1|NC_007544 Rotavirus C segment 7, complete sequence.

>91[197261417 |gb|NC_011166.1|NC_011166 Pseudomonas phage LMA2, complete genome. > 007545.1NC_007545 Rotavirus C segment 9, complete sequence.

91 [167600442 |gb|NC_010326.1|NC_010326 Pseudomonas phage LUZ19, complete genome. >gi 80984706 | gb | NC_007546.1|NC_007546 Rotavirus C segment 2, complete sequence.

>91[167600373 |gb|NC_010325.1|NC_010325 Pseudomonas phage LUZ24, complete genome. >gi |8 007547.1NC_007547 Rotavirus C segment 1, complete sequence.

91262599392 |gb|NC_013691.1|NC_013691 Pseudomonas phage LUZ), complete genome. >gi 81097465 | gb | NC_007569.1NC_007569 Rotavirus C segment 10, complete sequence.

>91[89155211| gb|NC_007809.1|NC_007809 Pseudononas phage M6, complete genome. >gi 8 007570.1|NC_007570 Rotavirus C segment 5, complete sequence.

>g1[157834972 |gb|NC_009816.1|NC_009818 Pseudomonas phage MP22, complete genome. >g 81054207 |gb|NC_007571.1|NC_007571 Rotavirus C segment 8, complete sequence.

>91[215479976 |gb|NC_011613.1|NC_011613 Pseudomonas phage MP29, complete genome. >gi 81097461 |gb|NC_007572.1|NC_007572 Rotavirus C segment 3, complete sequence.

>91[215479924 |gb|NC_011611.1|NC_011611 Pseudomonas phage MP38, complete genome. >gi 78761397 |gb|NC_007573.1NC_007573 Rotavirus C segment 11, complete sequence.

>1[89152533 | gb|NC_007808. 1 |NC_007808 Pseudomonas phage PALL, complete genome. >g 81097463 | gb|NC_007574.1|NC_007574 Rotavirus C segment 4, complete sequence.

>91[209552419 |gb|NC_011373.1|NC_011373 Pseudomonas phage PAJU2, complete genome. >gi[9626196 | gb|NC_001407.1|NC_001407 Rous sarcoma virus, complete genome.

91[219523869 [gb|NC_011810.1|NC_011610 Pseudomonas phage PEL, complete genome. >gi 113200763 | gb| NC_008298. 1|NC_008298 Rousettus aegyptiacus papillomavirus type 1, complete genome.
>91[9627904 | gb|NC_001628.1|NC_001628 Pseudomonas phage PP7, complete genome. >gi 9790308 | gb|NC_001545.1|NC_001545 Rubella virus, complete genome.

>91[113195172 |gb|NC_008294.1|NC_008294 Pseudomonas phage PRR1, complete genome. >gi|197914881|gb|NC_011187.1[NC_011187 Rubus chlorotic mottle virus, complete genome.

>91[195546701 |gb|NC_011107.1|NC_011107 Pseudomonas phage PT2, complete genome. >gi 221048143 | gb|NC_011920.1|NC_011920 Rudbeckia flover distortion virus, complete genome.
>g1[195546641 [gb|NC_011105.1|NC_011105 Pseudomonas phage PTS, complete genome. >gi 9630737 |gb|NC_001946.1|NC_001948 Rupestris stem pitting associated virus-1, complete genome.
>1[48697070| gb|NC_005884.1|NC_005884 Pseudomonas phage Par2, complete genome. >gi 9629496 | gb|NC_001814.1|NC_001814 Ryegrass mosaic virus, complete genome.

>91[40549402  gb |NC_004466.2|NC_004466 Pseudomonas phage Pap3, complete genome. >gi 20428623 | gb|NC_003747.1NC_003747 Ryegrass mottle virus, complete genome.

>1[9625366 | gb|NC_001331.1|NC_001331 Pseudomonas phage PEL, complete genome. >gi[52627076 | gb|NC_006313.1NC_006313 Sabia virus segment L, complete genome.

>91[9626316 |gb|NC_001418.1|NC_001418 Pseudomonas phage P£3, complete genome. >g[52627079 | gb|NC_006317.1|NC_006317 Sabia virus, complete genome.

>91[218457801 |gb|NC_011756.1|NC_011756 Pseudomonas phage SN, complete genome. >gi 9632405 | gb | NC_002066.1|NC_002066 Sacbrood virus, complete genome.

91 [162135082 |gb|NC_010116.1|NC_010116 Pseudomonas phage Yuh, complete genome. >gi 21557564 | gb| NC_004051.1NC_004051 Saccharomyces 205 RNA narnavirus, complete genome.
>91[29366701| gb|NC_004665.1|NC_004665 Pseudomonas phage gh-1, complete genome. >gi | 21557568 | g |NC_004050.1|NC_004050 Saccharomyces 235 RNA narnavirus, complete genome.

> 004173.1[NC_004173 Pseudomonas phage phi-12 segment L, complete sequence. >gi[9629210 | gb | NC_001782.1|NC_001782 Saccharomyces cerevisiae killer virus Mi, complete genome.

> 004174.1[NC_004174 Pseudomonas phage phi-12 segment S, complete sequence. >gi|20428567 | gb|NC_003745.1|NC_003745 Saccharomyces cerevisiae virus L-A (L1), complete genome.
>gi|228! jb|NC_004175.1[NC_004175 Pseudomonas phage phi-12 segment ¥, complete sequence. >gi 9627980 | gb|NC_001641.1|NC_001641 Saccharomyces cerevisiae virus L-8C (La), complete genome.
>1[22855193 | gb|NC_004170.1|NC_004170 Pseudononas phage phi-13 segment S, complete sequence. >gi 262396919 gb|NC_013464.1[NC_013464 Saccharum streak virus, complete genome.

> 004171.1[NC_004171 Pseudomonas phage phi-13 segment ¥, complete sequence. >gi | 182406744 |gb| NC_009448.2|NC_009448 Saffold virus, complete genome.

jory " 004172.1|NC_004172 Pseudomonas phage phil3 segment L, complete genome. >gi 9629189 | gb|NC_001780.1|NC_001780 Saguaro cactus virus, complete genome.

>91[269838911 |gb|NC_012091.2|NC_012091 Pseudomonas phage phi2954 segment L, complete genome. >gi 9625955 | gb | NC_001350.1|NC_001350 Saimiriine herpesvirus 2, complete genome.
>91[223869186 | gb|NC_012092.1|NC_012092 Pseudomonas phage phi2954 segment M, complete genome. >gi|253761958 | gb|NC_012957.1|NC_012957 Salivirus NG-71, complete genome.

291[223869191 | gblNC_012093..11C_012093 Fsoudomonas phago phi2954 sognent 5, conplete ganome. >gi|21321727 |gb|NC_003930.1|KC_003930 Salmon pancreas disease virus, complete genome.

> © 503714.1|NC_003714 Pseudomonas phage phi-6 segment 5, complete sequence. >gi| 170676276 | gb|NC_010495.1|NC_010495 Salmonella phage E1, complete genome.

Sai 205 003715.1[NC_003715 Pseudomonas phage phi-6 segment L, complete sequence. >gi|169257155|gb|NC_010391.1|NC_010391 Salmonella phage Fels-1, complete genome.

>g1[203 003716.1[NC_003716 Pseudomonas phage phi-6 segment M, complete sequence. >gi 62327307 | gb| NC_006940.1NC_006940 Salmonella phage KSS, complete genome.

>g1|177. 003299.1|NC_003299 Pseudomonas phage phif segment L, complete sequence. >gi|219681191 | gb|NC_011802.1|NC_011802 Salmonella enterica bacteriophage SE1, complete genome.
>g1[177 003300.1[NC_003300 Pseudomonas phage phi-8 segment I, complete sequence. >gi 134288562 | gb|NC_009232.1|NC_009232 Salmonella phage SETP3, complete genome.

>g1[177 003301.1[NC_003301 Pseudomonas phage phif segment S, complete sequence. >gi 23505445 | gb | NC_004313.1|NC_004313 Salmonella phage ST64B, complete genome.

>91[17313217 | gb|NC_003278.1|NC_003278 Pseudomonas phage phiCTX, complete genome. >gi 255252682 gb|NC_013059.1|NC_013059 Salmonella phage c341, complete genome.

>91[33300811| gb|NC_005045.1|NC_005045 Pseudonmonas phage phikMV, complete genome. >gi 221326618 |gb|NC_011976.1|NC_011976 Salmonella phage epsilon3d, complete genome.

>gi[291 004629.1[NC_004629 Pseudomonas phage phikz, complete genome. >gi|189427193 | gb| NC_010807.1|NC_010807 Salmonella phage phiSG-L2, complete genome.

91 |281306659 |gb|NC_013638.1|NC_013638 Pseudomonas phage phi-2, complete genome. >gi[52627072 | gb| NC_006318.1|NC_006318 Toscana virus segment S, complete sequence.

>1[225626323 |gb|NC_012418.1|NC_012418 Pseudomonas phage phikF77, complete genome. >gi[52673227 | gb|NC_006319.1|NC_006319 Toscana virus segment L, complete sequence.
>91|38638196 | gb|NC_005264.1|NC_005264 Psittacid herpesvirus 1, complete genome. >g[52627075 | gb | NC_006320.1NC_006320 Toscana virus segment M, complete sequence.

>1[21326229 | gb|NC_003973.1|NC_003973 Psittacus erithacus timneh papillomavirus, complete genome. >g[56692993 | gb|NC_006554.1|NC_006554 Sapovirus C12 strain C12.
>g1[190149262 | gb|NC_010946.1|NC_010946 Pumpkin yellow mosaic Malaysia virus DNA A, complete sequence. >gi 51950963 | gb|NC_006269.1|NC_006269 Sapovirus Hu/Dresden/pIG-Sap01/DE, complete genome.

>g1[38371718 | gb|NC_005223.1|NC_005223 Puumala virus segment M, complete sequence. >g " 010624.1NC_010624 Sapovirus Mc10, complete genome.

>1|38371720| gb|NC_005224.1|NC_005224 Puumala virus segment S, complete sequence. >gi|21557572 | gb|NC_004048.1|NC_004048 Satellites of Trichomonas vaginalis T1 virus, complete genome.
>g1[38371722| gb|NC_005225.1|NC_005225 Puumala virus segment I, complete genome. >gi 58177629 | ghb|NC_003785.2|NC_003785 Satsuma dwarf virus RNA 1, complete sequence.

>g1[47131155 | gb|NC_005872.1|NC_005872 Pyrobaculum spherical virus, complete genome. >gi 58177830 | g |NC_003786.2|NC_003786 Satsuma dwarf virus RNA 2, complete sequence.

>91[149274319 |gb|NC_009597.1|NC_009597 Pyrococcus abyssi virus 1, complete genome. >g 7003399.1|NC_003399 Scallion mosaic virus, complete genome.

>91[229904919 |gb|NC_012671.1|NC_012671 Quang Binh virus, complete genome. >gi | 18652418 | gb|NC_003400.1NC_003400 Scallion virus X, complete genome.

>91[157939612 |gb | NC_009889.1|NC_009889 RD114 retrovirus, complete genome. >gi 78484344 |gb|NC_007522.1NC_007522 Schizochytrium single-stranded RNA virus, complete genome.
>g1[218148631 [gb|NC_011704.1|NC_011704 Rabbit calicivirus Australia 1 MIC-07, complete genome. >gi[217337293 | gb|NC_011659.1|NC_011659 Schlumbergera virus X, complete genome.

>91[9633809 | gb|NC_001266.1|NC_001266 Rabbit fibroma virus, complete genome. >gi 45476493 | gb|NC_005817.1|NC_005817 Sclerophthora macrospora virus A RNA 1, complete sequence.
33119790282 |9bINC_001543. 1 1C_001543 Rebbit hemorrhagic disesss virus-ris, complote gencms. >gi 45476496 | gb|NC_005818.1|NC_005818 Sclerophthora macrospora virus A RNA 2, complete sequence.
>91[9635132 | gb|NC_002232.1NC_002232 Rabbit oral papillomavirus, complete >gi [45476498 | gb|NC_005819.1|NC_005819 Sclerophthora macrospora virus A RNA 3, complete sequence.
>1[118430707 |gb|NC_008580.1|NC_008580 Rabbit vesivirus, complete genome. >gi 29742052 g |NC_004714.1NC_004714 Sclerophthora macrospora virus B, complete genome.
>91[9627197 |gb|NC_001542..1|NC_001542 Rabies virus, complete genome. >gi | 76253626 | gb|NC_007415.1NC_007415 debil RNA virus, complete genome.
1 (23577820 gb|NC_004323.1|NC_004323 Rachiplusia ou MNPV, complete genome. >gi[256352170 | gb|NC_013116.1|NC_013116 Sclerotinia sclerotiorum hypovirulence associated DNA virus 1, complete genome.
>91[164564312 |gb|NC_010238.1|NC_010238 Radish leaf curl virus segment A, complete sequence. >gi 254726912 gb|NC_013014.1|NC_013014 Sclerotinia sclerotiorum partitivirus S segment 1, complete genome.
g1 NC_010239.1|NC_010239 Radish leaf curl virus satellite DNA beta, complete genome. >gi 254726914 |gb|NC_013015.1|NC_013015 Sclerotinia sclerotiorum partitivirus S segment 2, complete genome.
>g1[188543136 |gb|NC_010709.1|NC_010709 Radish mosaic virus RNAL, complete sequence. >gi | 152994036 | gb| NC_009657.1|NC_009657 Scotophilus bat coronavirus 512, complete genome.

g1 [188543165 |gb|NC_010710.1|NC_010710 Radish mosaic virus RNA2, complete sequence. >gi 212498833 | gb|NC_011537.1|NC_011537 Scrophularia mottle virus, complete genome.

>91[197935853 |gb|NC_011201.1|NC_011201 Ralstonia phage RSB1, complete genome. >gi[223951472|gb|NC_012094.1|NC_012094 Sea turtle tornovirus 1, complete genome.

>91[269838879 |gb|NC_010811.2|NC_010811 Ralstonia phage RSLI, complete genome. >gi|157939778 | gb| NC_009891.1|NC_009891 Seal picornavirus type 1, complete genome.

>gi| 11 NC_008574.1|NC_008574 Ralstonia phage RSMI, complete genome. >gi | 16767845 | gb|NC_003215.1|NC_003215 Semliki forest virus, complete genome.

>91[209901313 |gb|NC_011399.1|NC_011399 Ralstonia phage RSM3, complete genome. >gi 9627219 | gb|NC_001552.1|NC_001552 Sendai virus, complete genome.

>91[118430711 |gb|NC_008575.1|NC_008575 Ralstonia phage RSS1, complete genome. >gi 209363550 gb|NC_011349.1|NC_011349 Seneca valley virus, complete genome.

g1 [156535141 |gb|NC_005131.2|NC_005131 Ralstonia phage pi2J, complete genome. >gi 63252855 | g | NC_006995.1|NC_006995 Senecio yellow mosaic virus, complete genome.

>g1[145708074 |gb|NC_009382.1|NC_009382 Ralstonia phage phiRSAl, complete genome. >gi|38505529 | gb | NC_005236.1NC_005236 Seoul virus strain 80-39 segment S, complete sequence.
>91[189178624 |gb|NC_010791.1|NC_010791 Ramie mosaic virus DNA A, complete sequence. >gi|38505531 | gb|NC_005237.1|NC_005237 Seoul virus segment M, complete sequence.

>91[189178631 |gb|NC_010792.1|NC_010792 Ramie mosaic virus DNA B, complete sequence. >gi 38505533 | gb|NC_005238.1NC_005238 Seoul virus strain Seoul 80-39 clone 1.

>g1[109638461 |gb|NC_008211.1|NC_008211 Ranid herpesvirus 1, complete genome. >gi| 119952252 | gb|NC_008719.1|NC_008719 Sepik virus, complete genome.

>1[109638594 | gb | NC_008210.1|NC_008210 Ranid herpesvirus 2, complete genome. >gi | 146261987 gb | NC_002568.2|NC_002568 Sesbania mosaic virus, complete genome.

2411109390410| b NC 008190, 1[1C_008190 Raphanus sativus crypeic virus i GaRiA 2, complete sequence. -I 8 241130271926 gb NG 004718.3 KC_ 004718 5ARS coronavirus, compiete Genome.
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20522096 | gb|NC_003795.1|NC_003795 Shallot virus X, complete genome
76803354 | gb|NC_007433.1|NC_007433 Shallot yellow stripe virus, complete genome.
21426071 | gb|NC_004002. 1 |NC_004002 Sheeppox virus 17077-99, complete genome.

48696569 | gb|NC_005890. 1 NC_005890 Sheldgoose hepatitis B virus, complete genome.
282599175| gb|NC_013693.1|NC_013693 Shigella phage phiSboli-AG3, complete genome.
03225.1|NC_003225 Shrimp white spot syndrome virus, complete genome.

g8
>gi
>gi
>gi
>gi
>g1| 17158105 gb|NC_o!
>gi|293 004657.1|NC_004657 Sida golden
>gi|2903 004658.1|NC_004658 Sida golden

004636.1|NC_004636 Sida golden

mosaic Florida virus, complete genome.

>t -
>g1[293 004659.1[NC_004659 Sida golden mosaic Honduras virus DNA A, complete sequence.
>g1[293 4660.1[NC_004660 Sida golden mosaic Honduras virus DNA B, complete sequence.

9632368 |gb| NC_002046.1|NC_002046 Sida golden mosaic virus DNA-A, complete sequence.
9632374 |gb|NC_002047.1NC_002047 Sida golden mosaic virus DNA-B, complete sequence.
29243874|gb|NC_004635.1|NC_004635 Sida golden yellow vein virus, complete genome.
83571707 | gb|NC_007638.1[NC_007638 Sida leaf curl virus, complete genom

83571702| gb[NC_007640.1|NC_007640 Sida leaf curl virus-associated DNA 1, complete gen

>gi
>gi
>gi
>gi

oy

>g5 83571705 | b [NC_007639.1|NC_007639 Sida leaf curl virus-associated DNA beta, complete genome.

>1[148628654 |gb|NC_009557.1|NC_009557 Sida leaf curl virus satellite DNA beta, complete genome.

>1[41057577 | gb|NC_005330.1|NC_005330 Sida micrantha mosaic virus segment A, complete sequence

>1[41057583 | gb|NC_005331.1|NC_005331 Sida micrantha mosaic virus segment B, complete sequence.

g1 [108512256 | gb|NC_008056.1|NC_008056 Sida mosaic Sinaloa virus DNA B, complete sequence.

>1[108519230 |gb|NC_008059.1|NC_008059 Sida mosaic Sinaloa virus DNA A, complete sequence.

>1[29243846 | gb|NC_004637.1|NC_004637 Sida mottle virus, complete genome.

g1 [121614279 |gb|NC_008779.1|NC_008779 Sida yellow mosaic Yucatan virus DNA A, complete sequence.

>g1[121614288 |gb|NC_008780.1|NC_008780 Sida yellow mosaic Yucatan virus DNA B, complete sequence.

129243853 | gb|NC_004639.1|NC_004639 Sida yellow mosaic virus, complete genome.

g1 (51980902 gb | NC_006267.1|NC_006267 Sida yellow mosaic virus-[China]-associated DNA beta DNA beta, complete sequence.

>1[145321028 | gb|NC_009354.1|NC_009354 Sida yellow vein Madurai virus, complete gen

>g5[148734581 | gb|NC_009547.1[NC_009547 Sida yellow vein Vietnam virus DNA-A, complete sequence.

>g1[148628646 |gb|NC_009563.1|NC_009563 Sida yellow vein Vietnam virus-associated DNA 1, complete genome.

>g1[148828656 |gb|NC_009558.1|NC_009558 Sida yellow vein Vietnam virus satellite DNA beta, complete genome.

>91[29337269 | gb|NC_004661.1|NC_004661 Sida yellow vein virus DNA A, complete sequence.

91[29337275 | gb | NC_004662.1|NC_004662 Sida yellow vein virus DNA B, complete sequence.

9171658843 | gb|NC_007213.1|NC_007213 Sida yellow vein virus-associated DNA beta, complete genome.

>91[113972278 |gb|NC_008317.1|NC_008317 Siegesbeckia yellow vein Guangxi virus, complete gen:

>91[110084000 |gb|NC_008236.1|NC_008236 Siegesbeckia yellow vein virus-(GD13], complete genome.

>g1[110084007 |gb|NC_008237.1|NC_008237 Siegesbeckia yellow vein virus-(GD13]-associated DNA beta, complete genome.
immunodeficiency virus, complete genome.

>91[9629914 | gb|NC_001870.1|NC_001870 Simian-Hunan
>1[212499466 |gb|NC_011546.1|NC_011546 Simian T-cell lymphotropic virus 6, complete genome.
>1[9632565 | gb|NC_000858. 1 |NC_000858 Simian T-lymphotropic virus 1, complete genome.
>91[9629498 | gb|NC_001815.1|NC_001815 Simian T-lymphotropic virus 2, complete genome.
>g1[18071203 | gb|NC_003323.1|NC_003323 Simian T-lymphotropic virus 3, complete genome.
>91[61602086 | gb|NC_006879.1|NC_006879 Simian adenovirus 1, complete genome.

> |NC_006144.1|NC_006144 Simian adenovirus 3, complete genome.
>1[82524372| gb|NC_007611.1|NC_007611 Simian agent 12, complete gen
>gi|21389216|gb|NC_003986. 1 [NC_003988 Simian enterovirus A, complete genome.
>91[169259706 |gb|NC_010412.1|NC_010412 Simian enterovirus SV19, complete genome.
>91[169259708 |gb|NC_010413.1|NC_010413 Simian enterovirus V43, complete genome.
>91[169259712 |gb|NC_010415.1|NC_010415 Simian enterovirus SV6, complete genome.
>91[9626103 |gb|NC_001364.1|NC_001364 Simian foamy virus, complete genome.

>g1[15426259 | gb|NC_003092.1|NC_003092 Simian hemorrhagic fever virus, complete genome.

>91[9627204 | gb|NC_001549.1|NC_001549 Simian immunodeficiency virus, complete genome.

>g1[27311166 | gb|NC_004455.1|NC_004455 Simian immunodeficiency virus SIV-mnd 2, complete genome
>91[27228716| gb|NC_004451.1|NC_004451 Simian picornavirus 1, complete genome.

91 (169259704 |gb|NC_010411.1|NC_010411 Simian picornavirus 17, complete genome.

91 (169247424 |gb|NC_010384.1|NC_010384 Simian picornavirus strain N125, complete genome.
>1[282598693 |gb|NC_013695.1|NC_013695 Simian picornavirus strain N203, complete genome.
>g1[224460770 |gb|NC_012122.1|NC_012122 Simian virus 12, complete genome.
>1[9628421gb|NC_001669.1|NC_001669 Simian virus 40, complete genome.

g1 (55770820 gb | NC_006428.1|NC_006428 Simian virus 41, complete genome.

>g1[38371723 | gb|NC_005215.1|NC_005215 Sin Nombre virus chromosome M segment, complete genome.
>g1|38371725 | gb|NC_005216.1|NC_005216 Sin Nombre virus chromosome 5 segment, complete genome.
>g1[38371727 | gb|NC_005217.1|NC_005217 Sin Nombre virus, complete genome.

>91[9790313 |gb|NC_001547.1|NC_001547 Sindbis virus, complete genome.

1 (56692637 | gb|NC_006549.1|NC_006549 Singapore grouper iridovirus, complete genome.
>91[116536721 |gb|NC_008514.1|NC_008514 Siniperca chuatsi rhabdovirus, complete genome.

>g1[18071213 | gb|NC_003324.1|NC_003324 Sinorhizobium phage PECS, complete genome.

9119352423 | gb|NC_003433.1|NC_003433 Sleeping disease virus, complete genome.

>91[66391749 | gb|NC_007013.1|NC_007013 Small anellovirus 1, complete gen:

91 (66391753 | gb|NC_007014.1|NC_007014 Small anellovirus 2, complete genome.
>91[160700552 | gb|NC_009989.1|NC_009989 Snake adenovirus, complete gen

>gi 51555744 | gb|Nc_006148. 1 [NC_006148 Snake parvovirus 1, complete genome.
>91[9628892 | gb|NC_001724.1|NC_001724 Snakehead retrovirus, complete genome.

>1[9633477 | gb|NC_000903.1|NC_000903 Snakehead rhabdovirus, complete genome.

>1[49246207 | gb|NC_005950.1|NC_005950 Snow goose hepatitis B virus, complete genome.
>1[273810554 |gb|NC_013600.1|NC_013600 Sodalis phage SO-1, complete genome.

>1[89885981 | gb|NC_007902.1|NC_007902 Sodalis phage phiSGL, complete genome.

> 9 gb|NC_012637.1|NC_012637 Soft-shelled turtle iridovirus, complete genome
>91[9635246 | gb|NC_002330.1|NC_002330 Soil-borne cereal mosaic virus RNA2, complete sequence.
>91[9635440|gb|NC_002351.1|NC_002351 Soil-borne cereal mosaic virus RNAL, complete sequence.
>g1]9632353 X 1 ne_
>g1]9632357
>g1|20806076
56693045|gb|NC_006559. 1 [NC_006559 Solenopsis invicta virus 1, complete genome.

jory
>g1[148727234 |gb|NC_009544.1|NC_009544 Solenopsis invicta virus 2, complete genome.
>91[226377830 |gb|NC_012531.1|NC_012531 Solenopsis invicta virus 3, complete genome.

>91[134305391 |gb|NC_001615.2|NC_001615 Sonchus yellow net virus.

>91[21427637 | gb|NC_004014.1|NC_004014 Sorghum chlorotic spot virus RNA 1, complete sequence.
>91[21427641| gb|NC_004015.1|NC_004015 Sorghum chlorotic spot virus RNA 2, complete sequence.
>g1[21449930| gb|NC_004035.1|NC_004035 Sorghum mosaic virus, complete genome.

>1[20522146 | gb | NC_003803.1|NC_003803 South African cassava mosaic virus DNA A, complete sequence.
>1[20522153 | gb|NC_003804.1|NC_003804 South African cassava mosaic virus DNA B, complete sequence
>91[21644716| gb|NC_004060.1|NC_004060 Southern bean mosaic virus, complete genome.

>91[9627899 | gb|NC_001625.1|NC_001625 Southern cowpea mosaic virus, complete genome.

>91[213496074 |gb|NC_011591.1|NC_011591 Tomato yellow stunt virus, complete genome.

>1[11344952 | gb|NC_001739.2|NC_001739 Soybean chlorotic mottle virus, complete genome.

>g1[16249855 | gb | NC_003357.1|NC_003357 Soybean crinkle leaf virus, complete genome.

g1 [15150434 | gb|NC_003056.1|NC_003056 Soybean dwarf virus, complete genome.

>g1[12018225 | gb | NC_002634.1|NC_002634 Soybean mosaic virus, complete genome.

>91[216905810 |gb|NC_011643.1|NC_011643 Soybean yellow mottle mosaic virus, complete genome.

>91[9630960 | gb|NC_001963.1|NC_001963 Sphaeropsis sapinea RNA virus 1, complete genome.

>91[9630963 |gb|NC_001964.1|NC_001964 Sphaeropsis sapinea RNA virus 2, complete genome.
>g1[148734567 |gb|NC_009545.1|NC_009545 Spilanthes yellow vein virus DNA-A, complete sequence.
>1[46402151| gb|NC_005860.1|NC_005860 Spinach curly top virus, complete genome.

>91[20522134| gb|NC_003808.1|NC_003808 Spinach latent virus RNA 1, complete sequence.

>91[20522136 | gb|NC_003809.1|NC_003809 Spinach latent virus RNA 2, complete sequence.

>91[20522139 | gb|NC_003810.1|NC_003810 Spinach latent virus RNA 3, complete sequence.
3311160680402 gblC 0053871 [3G 009987 Spivoplesms kunkelii virva SKVI GR2-3x, complete genoms.
>91[20514675 | gb|NC_003793.1|NC_003793 Spiroplasma phage 1-C74, complete gen

29115626109 |gbHc. 301365.1 |NC_ 01365 Spiropiasna phage 1-REAZS, conproce genoms:
>91[19387568 | gb|NC_003438.1|NC_003438 Spiroplasma phage 4, complete genome.

>91[45597171| gb|NC_001270.2|NC_001270 Spiroplasma phage SVTS2, complete genome.

>1[9626955 | gb|NC_001500.1|NC_001500 Spleen focus-forming virus, complete genome.

MNPV, complete genome.

>1[9634221 | gb|NC_002169.1|NC_002169 Spodoptera exigua
>1[125860124 |gb|NC_008011.1[NC_003011 Spodoptera rugiperda MNPV virus, complete genome.
>g1[115298502 |gb|NC_008361.1|NC_008361 Spodoptera frugiperda ascovirus la, complete genome.
>91[15617474 | gb|NC_003102.1|NC_003102 Spodoptera litura NPV, complete genome.

>g1[148368821 |gb|NC_009503.1|NC_009503 Spodoptera litura granulovirus, complete gen

jory

jory
jory
jory
jory
jory
jory
jory
jory
jory
jory
jory
>g1]9630696|
>g1[29251560
>g1[29251565
g1 (20522113

22550377 | gb|NC_004120.1|NC_004120 Spring beauty latent virus RNA 1, complete sequence.
22550379 | gb|NC_004121.1|NC_004121 Spring beauty latent virus RNA 2, complete sequence.
22550381 | gb|NC_004122.1|NC_004122 Spring beauty latent virus RNA 3, complete sequence.
14336454 | gb | NC_002803.1|NC_002803 Spring viraemia of carp virus, complete genome
195982531 |gh|NC_011132.1|NC_011132 Sputnik virophage, complete genome.
72537512|gb|NC_007338.1|NC_007338 Squash leaf curl China

46359760| gb|NC_005845.1|NC_005845 Squash leaf curl Philippines virus seg
46359766|gb|NC_005846.1|NC_005846 Squash leaf curl Philippines virus segment B,
29294545|gb|NC_004651.1|NC_004651 Squash leaf curl Yunnan virus, complete gen

gb|NC_003799.1NC_003799 Squash mosaic virus RNA 1, complete sequence.
>91[20522115 | gb|NC_003800.1|NC_003800 Squash mosaic virus RNA 2, complete sequence.

>g1[ 170778501 | gb | NC_010521.1|NC_010521 Squash vein yellowing virus, complete genome.
159035665 | gb|NC_009951.1|NC_009951 Squirrel monkey polyomavirus, complete genome.

>qi
>gi 9627014 gb|NC_001514.1[NC_001514 Squirrel monkey retrovirus - HLS, complete gen
>qi _003861.1|NC_003861 Sri Lankan cassava mosaic virus DNA A, complete sequence.
> 003862.1|NC_003862 Sri Lankan cassava mosaic virus DNA B, complete sequence.

o 001031.1[NC_004031 Stachytarphata Loaf curl virus, completa genome.
53129565743 3b | NC 0046791 NC_004679 Staphylococcus phage PhiPés, complece ganome.
NCZ004615 .1[NC_004615 Staphylococcus brophage phi 1L, complete gonome.

>91|29028563 | gb |nC_
>gi 007047.1|NC_007047 Staphylococcus phage 187, complete genome.
>gi - 007051.1|NC_007051 Staphylococcus phage 2638A, complete genome.
>91[66396191|gb|NC_007061.1|NC_007061 Staphylococcus phage 29, complete gen:

>gi 007055.1|NC_007055 Staphylococcus phage 37, complete genome.

>gi  007053.1|NC_007053 Staphylococcus phage 3A, complete gen

>gi 007052.1|NC_007052 sStaphylococcus phage 426, complete genome.
>91|29565721|gb|NC_004678.1|NC_004678 Staphylococcus phage 44AHID, complete genome.

> 007054.1|NC_007054 Staphylococcus phage 47, complete gen
>qi | 66396267 | b |NC_007062.1|NC_007062 Staphylococcus phage 52A, complete genome.
jory 007049.1|NC_007049 Staphylococcus phage 53, complete genome.
91 (66396113 gb|NC_007060.1|NC_007060 Staphylococcus phage 55, complete genome.
91 (66395187 | gb|NC_007046.1|NC_007046 Staphylococcus phage 66, complete genome.
41 (66395293 | gb|NC_007048.1|NC_007048 Staphylococcus phage 69, complete genome.
007059.1|NC_007059 Staphylococcus phage 71, complete genome.

>gi |41 005356.1[NC_005356 Staphylococcus phage 77, complete genome.
>91[148717842 |gb|NC_009526.1|NC_009526 Staphylococcus phage 80alpha, complete genome.
66394870| gb|NC_007050. 1 |NC_007050 Staphylococcus phage 85, complete gen
66396333 | gb[NC_007063.1 |NC_007063 Staphylococous phage 88, complete genome.

66396406 gb|NC_007064. 1007064 Staphylococcus phage 52, complete gename.
66395885 | gb|NC_007057 . 1 |NC_007057 Staphylococcus phage 96, complete gen:
119953678 | gb | NC_008722.1|NC_008722 Staphylococcus phage CNPHS2, tomp)ete genone.
66395807 | gb|NC_007056. 1 |NC_007056 Staphylococcus phage EW, complete gen
€6394549] 9 [NC_007066. 1 |NC 007066 Seaphylococens bhage G1, complete ganome.

48696391 | gb|NC_005880. 1 [NC_005880 Staphylococcus phage K, complete genome.

257136356] gb|NC_013195.1|NC_013195 Staphylococcus phage P954, complete genome.
119967833 | gb|NC_008723.1|NC_008723 Staphylococcus phage PHIS, complete genome.
66395164|gb|NC_007045.1|NC_007045 Staphylococcus phage PTL028, complete genome.
9635165 |gb|NC_002321.1|NC_002321 Staphylococcus prophage PVL, complete genome.
66395965 | gb|NC_007058. 1 |NC_007058 Staphylococcus phage ROSA, complete gen
157738587 |gb | NC_009875.1|NC_009875 Staphylococcus phage SAP-2, complete genome.
66391255|gb|NC_007021.1|NC_007021 Staphylococcus phage Twort, complete genome.
66394670| gb|NC_007065. 1 |NC_007065 Staphylococcus phage X2, complete gen:

29028667| gb[NC_004617.1 |NC_004617 Staphylococcus prophage phi 13, complete genom
209363552 | gb|NG_011344.1|NC_011344 Staphylococous phage phi2958PVL, complete genome.
17426228 | gb [ NC_003288.1|NC_003288 Staphylococcus phage phiETA, complete genome.
122891714 gb|NC_008798.1|NC_008798 Staphylococcus phage phiETA2, complete genome.
122891784 |gb|NC_008799.1|NC_008799 Staphylococcus phage phiETA3, complete genome.
162290107 |gb|NC_010147,1|NC_010147 Staphylococcus phage phiMRll, complete genome.
189427122 | gb|NC_010808.1|NC_010808 Staphylococcus phage phiMR25, complete genome.
30043925|gb|NC_004740. 1 [NC_004740 Staphylococcus prophage phil31s, complete genome.
118430724 |gb | NC_008583.1|NC_008583 Staphylococcus phage phiNil, complete genome.
118725053 | gb|NC_008617.1|NC_008617 Staphylococcus phage phiNi3, complete genome.
119443652 | gb| NC_008689.1|NC_008689 Staphylococcus phage phiPVLi08, complete gen
239507361 | gb|NC_012784.1|NC_012784 Staphylococeus phage phiPVL-CNIZ5, complete genome.
47073736 | gb|NC_002661.2 |NC_002661 Staphylococcus phage phiSLT, complete genome.

29028617 |gb|NC_004616.1|NC_004616 Staphylococcus prophage phi 12, complete genor
157102936 gb|NC_009761.2|NC_009761 Staphylococcus prophage tp310-1, complete genome.
157102937 |gb|NC_009762,2|NC_009762 Staphylococcus prophage tp310-2, complete genome.
157102938 | gb|NC_009763.2|NC_009763 Staphylococcus prophage tp310-3, complete genome.
9635677 |gb| NC_002486.1[NC_002486 Staphylococcus prophage phiPV83, complete genome.
96980764 | gb|NC_008033.1|NC_008033 Starling circovirus, complete gen

194268060 gb|NC_011050. 1 [NC_011050 Steller sea Lion vesivirus, complete genome.
213163898 | gb|NC_011589.1|NC_011589 Stenotrophomonas phage 51, complete genome.
70727678 |gb|NC_007189.1|NC_007189 Stenotrophomonas phage phiSMAS, complete genome.

>gi[62398870| b |NC_006965.1|NC_006965 Stravberry latent ringspot virus RNAZ,

mosaic Costa Rica virus DNA A, complete sequence.
mosaic Costa Rica virus DNA B, complete sequence.

Tab NG, 0038501 |NC. 003850 Solanan nodLeiorum mottle virus saterlite RNA, conplote genome.

215401595 | gb NG 011616.1 NG 011616 Spodeptera litura nacleopolyhedrovirus IT, compiete genome.

virus - [B] DNA B, complete sequence.

72537515|gb|NC_007339.1|NC_007339 Squash leaf curl China virus - [B] DNA-A, complete genome.
ment A, complete genome.

complete genome.

9630691 |gb|NC_001936.1|NC_001936 Squash leaf curl virus A component DNA, complete sequence.
jb|NC_001937.1|NC_001937 Squash leaf curl virus B component DNA, complete sequence.

gb|NC_004645.1|NC_004645 Squash mild leaf curl virus-[Inperial Valley] DNA A, complete sequence.
gb|NC_004646.1|NC_004646 Squash mild leaf curl virus-{Inperial Valley] DNA B, complete sequence.

215401108 | gb|NC_011612.1|NC_011612 Staphylococcus phage phiSaus-IPLA35, complete genome.
215401171|gb|NC_011614.1[NC_011614 Staphylococcus phage phiSaus-TPLASS, complete genome.

115304324 | gb|NC_008366.1|NC_008366 Strawberry chlorotic fleck associated virus, complete genome.

62398852| gb|NC_006964.1|NC_006964 Strawberry latent ringspot virus RNAl, complete sequenc
complete sequence.

>g120806077| gb|NC_003848.1 |C_(
>g120522103| gb|NC_003794.1[NC_003794 Strawberry mild yellow edge virus, complete
>g119549041| gb|NC_003445.1|NC_003445 Strawberry mottle virus RNA 1, complete gen
>g119549043| gb|NC_003446.1[NC_003446 Strawberry mottle virus RNA 2, complete geno
>g1119943073 | gb|NC_008706.1|NC_008706 Strawberry necrotic shock virus RNA 3,
>g1119943076 | gb|NC_008707.1|NC_008707 Strawberry necrotic shock virus RNA 2,
>gi 154800412 | gb|NC_008708.2 |NC_008708 Strawberry necrotic shock virus RNA 1,
>g1267857692 | gb|NC_005895.2 [NC_005895 Strawberry pallidosis-associated virus
>g1259493848 | gb|NC_005896.2 |NC_005896 Strawberry pallidosis-associated virus
>gi
>gi
>gi
>gi
>gi
>gi
>gi. X X
>gi. ¢ -1
>gi X ~1fne_
>gi. X X
>gi
>gi
>gi
>gi
>gi
>gi
>gi
>gi
>gi
>gi
>gi
>gi

115350051 |gb | NC_008365.1|NC_008365 Streptocarpus flower break virus, complete
66391759 |gb|NC_007019.1|NC_007019 Streptococcus phage 2972, complete genome.
238801880 | gb|NC_012753.1|NC_012753 Streptococcus phage 5093, complete genome.
9634626 |gb|NC_002185.1|NC_002185 Streptococcus phage 7201, complete genome.
168229273 |gb|NC_010353.1|NC_010353 Streptococcus phage 858, complete genome.

39653674 | gb|NC_005294.1|NC_005294 Streptococcus prophage EJ-1, complete genom
242345571 gb | NC_012684.1|NC_012684 Streptococcus phage 4102, complete genome.

23455848 | gb|NC_004303.1NC_004303 Streptococcus phage 01205, complete genome.
157311135 | gb|NC_009819.1|NC_009819 Streptococcus phage P9, complete genome.
238821317 | gb|NC_012756.1|NC_012756 Streptococcus phage PHIO, complete genome.
190151415 |gb|NC_010945.1|NC_010945 Streptococcus phage P15, complete genome.
32469420 | gb|NC_004996. 1 |NC_004996 Streptococcus phage SH1, complete genome.
119953745 | gb|NC_008721.1|NC_008721 Streptococcus phage SMP, complete genome.
9634983 |gb|NC_002214.1|NC_002214 Streptococcus phage Sfill, complete genome.
9632893 |gb|NC_000871.1|NC_000871 Streptococcus phage S£il9, complete genome.
>gi 9632937 | gb|NC_000872.1|NC_000872 Streptococcus phage S£i21, complete genome.
>gi 126011062 | gb|NC_009018.1|NC_009018 Streptococcus phage phi3396, complete
>gi 28876145 | gb| NC_004584.1|NC_004584 Streptococcus prophage 315.1, complete
>gi 28876202 | gb | NC_004585.1|NC_004585 Streptococcus prophage

>gi 28876263 | gb | NC_004586.1|NC_004586 Streptococcus prophage

>gi 28876316 | gb | NC_004587.1|NC_004587 Streptococcus prophage

>gi 28876381 |gb | NC_004588.1|NC_004588 Streptococcus prophage

>gi 28876437 |gb|NC_004589.1|NC_004589 Streptococcus prophage

9628900 gb|NC_001725.1|NC_001725 Strawberry vein banding virus, complete genome.

genome.

genone.

273809728 | gb|NC_013598.1|NC_013598 Streptococcus phage ALQ13.2, complete genome.

26553442 gib|NC_003050.2 |C_003050 Streptococcus prophage M1, complete genome.

>gi|s: _005345.2|NC_005345 Streptomyces phage VWB, complete genome.
>gi|o: 007967.1|NC_007967 Streptomyces phage mul/6, complete genome.
>gi 004664.2 |NC_004664 Streptomyces phage phiBTL, complete genome
>gi 001978.2|NC_001978 Streptomyces phage phiC3l, complete genome.

>gi|238801929 | gb|NC_012754.
238801931 | gb|NC_012755.1[NC_012755 Stretch Lagoon orbivirus segment 2,
9119550999 | gb|NC_003448.1

>gi 19551002 | gb|NC_003449.1
>gi[32170834 | gb | NC_004913.1

|NC_004913 Stx1 converting phage, complete gen

116221992 | gb|NC_008464.1|NC_008464 Stx2-converting phage 86, complete g
>gi 20065797 | gb|NC_003525.1|NC_003525 Stx2 converting phage I, complete genome.
>gi[32171002 | gb|NC_004914.1NC_004914 Stx2 converting phage IT, complete genome.
9124323599 | gb|NC_004346.1
Sgi 003851.1
>gi | 205 003812.1NC_003812 Subterranean clover stunt virus DNA
>gi |20 - 003813.1|NC_003813 Subterranean clover stunt virus DNA
>gi |20 003814.1NC_003814 Subterranean clover stunt virus DNA
>g|20530230 | gb | NC_003815.1NC_003815 Subterranean clover stunt virus DNA
30 NC_003816.1|NC_003816 Subterranean clover stunt virus DNA
>gi|20530234 | gb|NC_003817.1NC_003817 Subterranean clover stunt virus DNA
>gi|20530236 | gb | NC_003818.1|NC_003818 Subterranean clover stunt virus DNA
>g|20530238 | gb|NC_003819.1NC_003819 Subterranean clover stunt virus DNA
55770807 |gb|NC_006432.1|NC_006432 Sudan ebolavirus, complete genome.
>gi 15029533 | gb|NC_003031.1NC_003031 Sugarcane bacilliform IH virus, complete
>gi[94972339 | gb | NC_008017.1NC_008017 Sugarcane bacilliform Mor virus, complete
>gi|262392379 | gb|NC_013455.1|NC_013455 Sugarcane bacilliform virus, complete ger
>gi | 18652414 | gb|NC_003398.1|NC_003398 Sugarcane mosaic virus, complete genome.

g [NC_004755.1|1C_004755 Sugarcane streak Reunion virus, complete

>g1[30146791
gl NC_003744.1|NC_003744 Sugarcane streak virus - [Natal], complete

>gi20428539
>g120889398
>g1]9632978
>g1|51557483| gb|NC_006151.1|NC_006151 Suid herpesvirus 1, complete genome.
>g1 15826760 ¢

>gi|22122227 ~1fne_
>gi|22122273 ~1]ne_
>g1| 16068841,

>gi 48696991 X
>gi[9625519 | gb | NC_001336.1|NC_001338 Sulfolobus virus 1, complete genome.
38639801 |gb|NC_005265.1|NC_005265 Sulfolobus virus 2, complete genome.
12495057 | gb|NC_005361.1|NC_005361 Sulfolobus virus Kamchatka 1,
142494927 | gb|NC_005360.1|NC_005360 Sulfolobus virus

>gi 51980126 | gb | NC_006268.1|NC_006268 Sulfolobus virus 5
>gi 25472945

'Sv1, complete genome.

NC_004346 Subterranean clover mottle virus, complete genome.
NC_003851 Subterranean clover mottle virus satellite RNA,

8, complete
1, complete
2, complet.
3, complete
4, complete
5, complete
6, complete
7, complete

genone.
genone.

genone.
e genone.

complete genome.
Ragged Hills, complete genome.

1|NC_003848 Strawberry latent ringspot virus satellite RNA, complete genome.
complete genome.

RNA 2, complete genome.

conplete genome.
|NC_003448 Striped Jack nervous necrosis virus RNAL, complete sequence.
|NC 003449 Striped Jack nervous necrosis virus, complete genom

209447126|gb|NC_011357.1|NC_011357 Stx2-converting phage 1717, complete prophage genome

complete genome.
genone.
sequence.

e sequence.
sequence.

sequence.

sequence.

sequence.

sequence.

9629909 |gb|NC_001868.1|NC_001868 Sugarcane streak Egypt virus - [Giza], complete genome.

|gb|NC_003870.1|NC_003870 Sugarcane striate mosaic-associated virus, complete genome.
jb|NC_000874.1|NC_000874 Sugarcane yellow leaf virus, complete genome.

|gb|NC_003214.2|NC_003214 Sulfolobus islandicus filamentous virus, complete genome.

[gb|NC_009986.1|NC_009986 Sulfolobus spindle-shaped virus 4, complete genome.
198449227 |gb|NC_011217.1|NC_011217 Sulfolobus spindle-shaped virus 5, complete genome.
270281785| gb| NC_013587.1[NC_013587 Sulfolobus spindle-shaped virus 6, complete genome.
270281819 | gb| NC_013588 .1|NC_013588 Sulfolobus spindle-shaped virus 7, complete genome.
|gb|NC_005892..1|NC_005892 Sulfolobus turreted icosahedral virus, complete genome.

[gb|NC_013019.1|NC_013019 Sunn hemp leaf distortion virus DNA-A, complete genome.
206599537 | gb|NC_011280.1|NC_011280 Sus scrofa papillomavirus type 1, complete genome.

Sgi
>gi 20522126 | gb | NC_003806.1|NC_003806 Sweet clover necrotic mosaic virus RNA 1, complete sequence.
>g 20522130 | gb|NC_003807.1NC_003807 Sweet clover necrotic mosaic virus RNA 2, complete sequence.
>gi 56692800 | gb | NC_006550.1|NC_006550 Sweet potato chlorotic fleck virus, complete genome.
>gi 22550317 | gb|NC_004123.1NC_004123 Sweet potato chlorotic stunt virus RNA 1, complete genome.
>gi 22550322 | gb|NC_004124.1NC_004124 Sweet potato chlorotic stunt virus RNA 2, complete sequence.
>gi[9629730 | gb|NC_001841.1|NC_001841 Sweet potato feathery mottle virus, complete genom
>gi 281372534 |gb|NC_013640.1[NC_013640 Sweet potato leaf curl Bengal virus - [India:West Benga] 2008] segment A, complete genome.
>gi|262530236 | gb| NC_013465.1|NC_013465 Sweet potato leaf curl Canary virus, complete gen
791[29242088 | gbNC. 504640-1|NC_ 504640 Swaet botaco leat curl Georgis virus, complete cenome.
>gi|262530243 | gb| NC_013467.1|NC_013467 Sweet potato leaf curl Lanzarote virus, complete genome.
>gi|240017693 | gb|NC_011052.2|NC_011052 Sweet potato leaf curl Spain virus, complete genome
>g 29294538 | gb| NC_004650.1|NC_004650 Sweet potato leaf curl virus, complete genome.
>gi|20522132 | gb|NC_003797.1NC_003797 Sweet potato mild mottle virus, complete genome.
>gi|238563974 | gb|NC_012728.1|NC_012728 Sweetpotato badnavirus B, complete genome.
>gi | 18640086 | gb | NC_003389.1NC_003389 Swinepox virus, complete genome.
>gi | 18640469 | gb|NC_003390.1|NC_003390 Synechococcus phage P60, complete genome.
>gi 58532811 | g |NC_006820.1|NC_006820 Synechococcus phage S-Pi2, complete genome.
>gi 255926922 | gb| NC_013085. 1|NC_013085 Synechococcus phage S-RSMd, complete genome.
>gi | 148724443 | gb| NC_009531.1|NC_009531 Cyanophage Syns, complete genome.
>gi 162290187 | gb| NC_008296.2|NC_008296 Synechococcus phage synd, complete genome.
ni virus, complete genome.

>gi 9634957 | gb | NC_002195.1]NC_002195 TTv-like mi:
193061633 |gb|NC_011024.1|NC_011024 TYLCAXV-Sicl-(T:
85813359 |gb|NC_007735.1|NC_007735 TYLCCNV-[¥322] satellite DNA
23334591 |gb|NC_004292.1|NC_004292 Tacaribe virus segment L, complete sequ
23334594 |gb|NC_004293.1|NC_004293 Tacaribe virus segment S, complete sequ
21397174 |gb|NC_003996.1|NC_003996 Tamana bat virus, genor

1c2/2:04], complete

>gi 157939619 | gb| NC_009888 . 1|NC_009888 Tanapox virus, complete genome.

113195177 |gb|NC_008291.1|NC_008291 Taterapox virus, complete gen
14780876 gb|Nc_003005. 1 [NC_003005 Taura syndrome virus, complete genome.

9626123 |gb|NC_001366.1|NC_001366 Theilovirus, complete g

227811306 | gb|NC_004462.2 |NC_004462 Thermus phage IN93, complete genome.
157265294 | gb | NC_009803.1|NC_009803 Thernus phage P23-45, complete genome
257136433| gb|NC_013197.1[NC_013197 Thermus phage P23-77, complete genome
157265412 | gb|NC_009804.1|NC_009804 Thermus phage P74-26, complete genome

>gi|22712244

>g1|56403977| gb|NC_006495.1|NC_006495 Thogoto virus segment 2, complete genor

>gi 006496.1|NC_006496 Thogoto virus segment 3, complete genor

>g1|56403981| gb|NC_006504.1|NC_006504 Thogoto virus segment 6, complete genor
i 006506.1|NC_006506 Thogoto virus, complete genome.

genone.

27228716 |gb|NC_004450.1|NC_004450 Taro bacilliform virus, complete genome.
62327473]gblC_006342.11G_006342 Taxo vein chloroais virs, complets genons.

156447517 |gb|NC_009742.1|NC_009742 Telosma mosaic virus, complete genome.
18034800 | gb|NC_003157.4|NC_003157 Temperate phage phiNIE1.1, complete genome.
160700554 |gb NG 003990, 1|KE 009930 Thalassanonas phage BA3. complete genams.

118197620 | gb | NC_008584.1|NC_008584 Thermus phage phi¥S40, complete genome.
|gb|NC_012585.1|NC_012585 Thielaviopsis basicola mitovirus, complete genome.

>g X
>gi _006507.1|NC_006507 Thogoto virus segment 5, complete sequence.
>gi 006508.1|NC_006508 Thogoto virus segment 1, complete sequence.

>gi|188543036 | gb|NC_010704.
>g1] 68989216 gb [NC_007180. 1

>gi 22003842 | gb|NC_004074.1|NC_004074 Tioman virus, complete genome.
>gi 24943162 | gb | NC_004366.1

>gi 55831390 | gb | NC_006459.1
>gi 55925641 |ghb|NC_006458. 1 |NC_
> 0272 |gb | NC_003722.1|NC_003722 Tobacco curly shoot virus, complete g
>gi 33438957 | g | NC_005057. 1 |C_(

>gi|27905018 | gb|NC_004546.1|NC_004546 Tobacco curly shoot virus-associated
>gi 9790340 | gb | NC_001555.1|NC_001555 Tobacco etch virus, complete genome.
>gi 29294597

>gi 29243881
>gi | 14874779
>gi | 24432115
>gi[33438963
>gi 32490550
>gi | 14602460
>gi 33300803

b|NC_002817.1NC_002817 Tobacco leaf curl zimbabve

>g19629183| gb|NC_
>g119774242| gb|NC_003487.1 |NC_
>g120522117 gb|NC_003805.1 |nc_
>gi|205221

b
>g1|34610110|gb
>gi]34610112|gb
>g121071085| gb|NC_003889.1

b

b

b

>gi|20564164 | g |NC_003842,1NC_003842 Tobacco streak virus RNA 2, complete
>gi 20564167

>gi|20564169
>gi 160700528 gb | NC_009994..
>gi|18450263|gb

>gi | 18900985
>gi[9629179 |
>gi|209916771 :_
>gi 20564135 | gb | NC_003822.1
>gi 20564157 |gb|NC_003836.1
>gi 20564160 | gb | NC_003837.1
>gi 20564162 | g | NC_003838. 1 |NC_(
>g[32140173 | gb | NC_004904. 1 |C_(
>gi 26986741 |ghb|NC_004439 1 |C_(
>gi 26986743 | gb|NC_004440.1
>gi 21165973 | gb | NC_003890.1
919790328 | gb | NC._

>gi 20564211 |gb|NC_003826.1
>gi 46359747 | g | NC_005843., 1 |NC_(
>gi 72398362 g | NC_007340.1 |C_(
>gi (72398332 |gb|NC_007341.1
>gi 201 " 003664.1
>gi|201 0036651 |nC_
>gi 255694008 | gb| NC_013075.1|NC_013075 Tomato chocolate spot virus RNAL,
255694013 | gb|NC_013076.1|NC_013076 Tomato chocolate spot virus RNAZ,
>gi 190336539 | gb| NC_010835.1|NC_010835 Tomato common mosaic virus DNA-A,
190336545 | gb | NC_010836.1|NC_010836 Tomato common mosaic virus DNA-B,
29502195 |gb|NC_004675.1|NC_004675 Tomato curly stunt virus, complete

NC_003822 Tobacco yellow dwarf virus, complete

Sgi
1 9 >gi[9626988 | gb|NC_001508.1|NC_001508 Tomato golden mosaic virus DNA B,

NC_004366 Tobacco bushy top virus, complete genome.
NC_006459 Tobacco bushy top virus isolate Baoshan satellite-like RNA, complete genome.

NC_006458 Tobacco bushy top virus satellite-like RNA, complete genome.

genone.

beta virus, complete genome.

188572141 |gb|NC_010701.1|NC_010701 Tamiami virus segment S (small), complete genome.
188531114 |gb|NC_010702,1|NC_010702 Tamiami virus segment L, complete seque

3669299719 |1C. 006556 1 [HC. 006556 Thermoproteus tenax spherical virus 1, coplete genome.

|NC_010704 Thottapalayam virus segment S, complete sequence.
188543069 |gb|NC_010707.1|NC_010707 Thottapalayam virus segment L, complete sequence.
188543102 |gb|NC_010708.1|NC_010708 Thottapalayam virus segment M, complete sequence.
212681378|gb|NC_011549.1[NC_011549 Thrush coronavirus HKU12-600, complete genome.
|NC_007180 Thunberg fritillary virus, complete genome.
9628431|gb|NC_001672.1|NC_001672 Tick-borne encephalitis virus, complete genome.
262396908 | gb|NC_013460.1|NC_013460 Tiger puffer nervous necrosis virus RNA 1, complete genome.
262396911 | gb|NC_013461.1|NC_013461 Tiger puffer nervous necrosis virus RNA 2, complete genome.

NC_005057 Tobacco curly shoot virus associated DNA 1, complete genome.
DNA beta,

conplete genome.

gb|NC_004654.1|NC_004654 Tobacco leaf curl Japan virus, complete genome.
b|NC_004641.1|NC_004641 Tobacco leaf curl Kochi virus, complete genome.
[gb|NC_009553.1|NC_009553 Tobacco leaf curl Thailand virus, complete genor
gb|NC_004356.1|NC_004356 Tobacco leaf curl Yunnan virus - [Y136], complete genome.
b|NC_005060.1|NC_005060 Tobacco leaf curl Yunnan virus associated DNA 1, complete genome.
b|NC_005030.1|NC_005030 Tobacco leaf curl Yunnan virus satellite DNA beta, complete genome.
X virus, complete genome.
b|NC_005049.1|NC_005049 Tobacco leaf curl disease associated sequence virion, complete genome
9790346 gb|NC_001556.1|NC_001556 Tobacco mild green mosaic virus, complete genome.

9626125 gb|NC_001367.1|NC_001367 Tobacco mosaic virus, complete genome.

9790355 |gb|NC_001557.1|NC_001557 Tobacco necrosis satellite virus, complete genome.
jb|NC_001777.1[NC_001777 Tobacco necrosis virus A, complete genome.

NC_003811.1|NC_003811 Tobacco rattle virus RNA 2, complete sequence.
NC_005096.1|NC_005096 Tobacco ringspot virus RNA 2, complete sequence.
NC_005097.1|NC_005097 Tobacco ringspot virus RNA 1, complete seque:

NC003844.1NC_003844 Tobaceo streak virus RNA 1, complete seduence.

NC_003836 Tomato aspermy virus RNA 3, complete sequence.
NC_003837 Tomato aspermy virus RNA 1, complete sequence.

NC_003664 Tomato chlorotic mottle virus DNA A, complete sequence.
NC_003665 Tomato chlorotic mottle virus DNA B, complete sequence.

genone.
genome.
genone.
genone.

9626986 | gb|NC_001507.1|NC_001507 Tomato golden mosaic virus DNA A, complete sequence.
complete sequence.

uba:2007) DNA-A, complete genome.
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108516129 | gb|NC_008057. 1 NC_008057 Tomato golden mottle virus DNA B, complete sequence.

>gi[9635467 | gb|NC_002362.1|NC_002362 Vibrio phage VFO3KG, complete genome.
>g1[108518227 |gb | NC_008058.1|NC_008058 Tomato golden mottle virus DNA A, complete sequence. >gi 9635478 | b |NC_002363.1|NC_002363 Vibrio phage VFO4K6S, complete genome.
>1[258657512 |gb|NC_013256.1|NC_013258 Tomato infectious chlorosis virus RNA 1, complete genome. >gi 23455823 | gb | NC_004306.1|NC_004306 Vibrio phage fsl, complete genom
91 [258676964 |gb|NC_013259.1|NC_013259 Tomato infectious chlorosis virus RNA 2, complete genome. >gi 9630761 gb|NC_001956.1|NC_001956 Vibrio phage £s2, complete genome.
>g1[126030105 |gb|NC_009030.1|NC_003030 Tomato leaf curl Arusha virus DNA-A, complete sequence. >gi|165970234 | gb|NC_010275.1|NC_010275 Vibrio phage kappa, complete genome.
>1[21165975 | gb|NC_003891.1|NC_003891 Tomato leaf curl Bangalore virus, complete genome. >gi 68299727 |gb|NC_007149.1|NC_007149 Vibriophage VP4, complete genome.
91162290175 |gb|NC_010148.1|NC_010148 Tomato leaf curl Bangalore virus-(Ban5] satellite DNA beta, complete genome. >gi 27151468 |gb|NC_003907.2 |NC_003907 Vibrio phage VpV262, complete genom
>1|28976177 | gb|NC_004614.1|NC_004614 Tomato leaf curl Bangladesh virus, complete genome. >g1| 71658856 gb|NC_007241.1|NC_007241 Vicia cryptic virus RNAl, complete sequence.
>1[281372524 |gb|NC_013639.1|NC_013639 Tomato leaf curl Cameroon virus - [Cameroon:Buea:Okra:2008], complete genome. >gi | 71658858 | gb|NC_007242,1NC_007242 Vicia cryptic virus RNA2, complete genome.
>91[169822861 |gb|NC_010439.1|NC_010439 Tomato leaf curl Cebu virus DNA-A, complete sequence. >g 83700359 | gb|NC_007648.1|NC_007648 Vicia faba endornavirus, complete genome.
>91[40804727 | gb|NC_005320.1|NC_005320 Tomato leaf curl China virus - [G32], complete sequence >gi 9632550 | gb | NC_000855.1|NC_000855 Viral hemorrhagic septicemia virus, complete genome.
1 (47270692 | gb | NC_006289.1|NC_006289 Tomato leaf curl China virus satellite DNA beta, complete genome. >gi 9626546 | gb | NC_001452.1|NC_001452 Visna/Maedi virus, complete genome.
1 (169822875 |gb|NC_010441.1|NC_010441 Tomato leaf curl Cotabato virus DNA-A, complete sequence. >gi | 148724565 | gb| NC_009539.1|NC_009539 WU Polyomavirus, complete genome.
g1 (115353270 | gb|NC_008373.1|NC_008373 Tomato leaf curl Guangdong virus DNA-A, complete sequence. >g 9629902 | gb [NC_001867.1]NC_001867 Walleye dermal sarcoma virus, complete genome.
>1[114067525 |gb|NC_008329.1|NC_008329 Tomato leaf curl Guangxi virus, complete >gi 27881469 | gb|NC_004541.1|NC_004541 Walrus calicivirus, complete genome.
>g4 26209379 | gb Nc_004558. 1 [NC_004558 Tomato leaf curl Gujarat virus - [Varanasi) segnent A, complete sequence. >gi | 202 003708.1NC_003708 Watermelon chlorotic stunt virus DNA A, complete sequence.
>g1[28209386 | gb | NC_004559. 1 |NC_004559 Tomato leaf curl Gujarat virus - [Varanasi] segment B, complete sequence. >g 20279537 | gb|NC_003709.1|NC_003709 Watermelon chlorotic stunt virus DNA B, complete sequence.
>91[255983864 | gb|NC_013102.1|NC_013102 Tomato leaf curl Hainan virus, complete genome. >gi 5 " 006262.1NC_006262 Watermelon mosaic virus, complete genome.
>g1[121614345 |gb|NC_008727.1|NC_008727 Tomato leaf curl Hsinchu virus - (Taiwan:Hsinchu:2005] DNA A, complete sequence. >gi 20564186 | g |NC_003832.1NC_003832 Watermelon spotted wilt virus segment L, complete sequence.
>91[46359769 | gb|NC_005842.1|NC_005842 Tomato leaf curl Tran virus, complete genome. >gi 20564188 | gb|NC_003841.1NC_003841 Watermelon spotted wilt virus segment M, complete sequence.
9132493264 | gb|NC_005031.1|NC_005031 Tomato leaf curl Java virus, complete genome. >gi|20564191 | g |NC_003843.1NC_003843 Watermelon spotted wilt virus segment S, complete sequence.
>91[42733078 | gb|NC_005497.1|NC_005497 Tomato leaf curl Java virus-[Ageratun] satellite DNA, complete genome. >gi|238801614 | gb|NC_012735.1|NC_012735 Wesselsbron virus, complete genome.
>g1[85667885 | gb|NC_007723.1|NC_007723 Tomato leaf curl Joydebpur virus DNA-A, complete sequence. >gi|11528013|gb|NC_001563.2|NC_001563 West Nile virus (lineage IT strain 956), complete genome.
>91|164519193 |gb|NC_010236.1|NC_010236 Tomato leaf curl Joydebpur beta virus, complete genome. >gi | 158516887 | gb| NC_009942.1|NC_009942 West Nile virus (Lineage I strain NY93), complete genome.
>1[21218470| gb|NC_003897.1|NC_003897 Tomato leaf curl Karnataka virus, complete genome. >gi 21238454 | gb| NC_003908.1|NC_003908 Western equine encephalomyelitis virus, complete genome
91 [116326654 |gb|NC_008523.1|NC_008523 Tomato leaf curl Karnataka virus-associated DNA beta DNA-A, complete sequence. >gi 194268064 |gb|NC_011051.1|NC_011051 Western roedeer papillomavirus 1, complete genome
>91[196049395 |gb|NC_011135.1|NC_011135 Tomato leaf curl Kerala virus, complete genome. >gi 18071198 |gb|NC_003326.1|NC_003326 Wheat dwarf virus, complete genome.
3311195525985 gblC 011091 [XG 011036 Tomato lea corl Kumasi virus segeet A. conplete saquence. >gi 157265283 gb| NC_009805. 1|NC_009805 Wheat eqlid mosaic virus, complete genome.
>91[28976184 | gb|NC_004613.1|NC_004613 Tomato leaf curl Laos virus, complete gen >gi 9630315 | gb | NC_001886.1|NC_001886 Wheat streak mosaic virus, complete genome.
jory [N 006874.1|NC_006874 Tomato leaf curl Nadagascar virus, complete genome. >gi 253729529 | gb|NC_012931.1|NC_012931 Wheat yellow dwarf virus-RPY, complete genome.
>1[29294559 | gb | NC_004648.1|NC_004648 Tomato leaf curl Malaysia virus, complete genome. >gi[9635436 | gb | NC_002349.1|NC_002349 Wheat yellow mosaic virus RNA 2, complete sequence.
>91[41057731| gb | NC_005348.1|NC_005348 Tomato leaf curl Mali virus, complete gen >gi 9635438 | gb | NC_002350.1|NC_002350 Wheat yellow mosaic virus RNA 1, complete sequence.
jory [NCZ006876.1|NC_006876 Tomato leaf curl Mayotte virus, complete genom >gi|212671375|gb|NC_011533.1[NC_011533 White ash mosaic virus, complete genome
>gi| 169822868 gb|NC_010440. 1| NC_010440 Tomato leaf curl mindanao virus DNA-A, complete sequence. >gi | 116536735 | gb| NC_008516.1|NC_008516 White bream virus, complete genome.
>1[28972962 | gb|NC_004611.1|NC_004611 Tomato leaf curl New Delhi virus DNA A, complete sequence. >gi[52220883 | gb|NC_006275.1|NC_006275 White clover cryptic virus 1 RNAL, complete sequence.
>91[28972971| gb|NC_004612.1|NC_004612 Tomato leaf curl New Delhi virus DNA B, complete sequence. >gi 52220885 | gb|NC_006276.1|NC_006276 White clover cryptic virus 1 RNA2, complete genome.
1 (41227706 gb | NC_005359.1 |NC_005359 Tomato leaf curl New Delhi virus-associated DNA beta, complete genome. >gi 20564145 | gb | NC_003820.1|NC_003820 White clover mosaic virus, complete genome.
>g1[224808890 | gb|NC_012206.1|NC_012206 Tomato leaf curl Nigeria virus-(Nigeria:2006], complete genome. >gi| 188531117 | gb|NC_010700.1|NC_010700 Whitewater Arroyo virus segment 5, complete sequence
g1 [113199737 |gb|NC_008299.1|NC_008299 Tomato leaf curl Pakistan virus segment A, complete genome. >gi| 188531120 gb|NC_010703.1|NC_010703 Whitewater Arroyo virus segment L, complete sequence
>91[239740609 |gb|NC_012789.1|NC_012789 Tomato leaf curl Pakistan virus associated DNA 1, complete genome. >gi 25140980 | gb | NC_004426.1|NC_004426 Wild potato mosaic virus, complete genome.
>91[190336519 |gb|NC_010839.1|NC_010839 Tomato leaf curl Palampur virus, complete genome. >gi| 156447521 | gb|NC_009744.1|NC_009744 Wild tomato mosaic virus, complete genome.
>1[190336522 |gb|NC_010840.1|NC_010840 Tomato leaf curl Palampur virus, complete genome. >gi 190336465 |gb|NC_010948.1|NC_010948 Wissadula golden mosaic St Thomas Virus DNA A, complete sequence.
>1[226202299 |gb|NC_012492.1|NC_012492 Tomato leaf curl Patna virus DNA-A, complete gen >gi|190336471|gb|NC_010951.1|NC_010951 Wissadula golden mosaic St Thomas Virus DNA B, complete sequence
>gi 226232349 | gb NC_012493.1|NC_012493 Tomato leaf curl Patna virus satellite DNA beta, complete genome. >gi | 71647082 | gb|NC_007216.1|NC_007216 Wisteria vein mosaic virus, complete genome.
>g1[148877235 |gb|NC_009570.1|NC_009570 Tomato leaf curl Philippine virus satellite DNA beta, complete genome. >gi|216967209 | gb|NC_011639.1|NC_011639 Wongabel virus, complete genome.
>1[32493271| gb|NC_005032.1|NC_005032 Tomato leaf curl Philippines virus, complete genome. >gi|22256030 | gb| NC_004107.1NC_004107 Woodchuck hepatitis virus, complete genome.
91 [116536742 | gb|NC_008517.1|NC_008517 Tomato leaf curl Pune virus, complete genome. >gi | 148285625 | gb| NC_009424.2|NC_009424 Woolly monkey sarcoma virus, complete genome.
>91[126031754 |gb|NC_009031,1|NC_003031 Tomato leaf curl Seychelles virus, complete genome. >gi 9626133 |gb | NC_001396.1|NC_001396 Xanthomonas phage Cflc, complete genome
>1[149980608 |gb [ NC_009605.1|NC_009605 Tomato leaf curl Sinaloa virus DNA B, complete sequence. >gi 84662593 | gb|NC_007709.1NC_007709 Xanthomonas phage OP1, complete genome.
>91[149980611 |gb|NC_009606.1|NC_009606 Tomato leaf curl Sinaloa virus DNA A, complete sequence. >gi 84662653 |gb|NC_007710.1NC_007710 Xanthomonas phage OP2, complete genome.
129294566 | gb|NC_004647.1|NC_004647 Tomato leaf curl Sri Lanka virus, complete genome. >gi| 148727181 | gb| NC_009543.1|NC_009543 Xanthomonas phage Xopd1l, complete genome.
1 (46395057 | gb | NC_005855. 1 |NC_005855 Tomato leaf curl Sudan virus - [Gezira], complete genome. >gi[32128412 | gb|NC_004902.1|NC_004902 Xanthomonas phage Xpl0, complete genome.
>91[261420948 |gb|NC_013413.1|NC_013413 Tomato leaf curl Sulawesi virus DNA-A, complete genome. >gi 66392052 | gb|NC_007024.1|NC_007024 Xanthomonas phage Xpl5, complete genome.
>91[21218477 | gb|NC_003898. 1 |NC_003898 Tomato leaf curl Taiwan virus, complete genome. >gi 238695587 | gb|NC_012742.1|NC_012742 Xanthomonas phage phiL7, complete genome.
>g1[224808883 |gb|NC_012205.1|NC_012205 Tomato leaf curl Togo virus-[Togo:2006], complete genome. >gi 190336491 | gb| NC_010955.1|NC_010955 Xenopus laevis endogenous retrovirus Xenl, complete genome.
>1[22788704 | gb|NC_004153.1|NC_004153 Tomato leaf curl Vietnam virus DNA A, complete genome. >gi 89889045 | gb|NC_007815.1|NC_007815 Xenotropic MuLV-related virus VP62, complete genome.
>91[21218463 | gb|NC_003896. 1 |NC_003896 Tomato leaf curl virus, complete genome. >gi 9635250 | gb | NC_002331.1|NC_002331 Xestia c-nigrum granulovirus, complete genome
g1 [167046005 |gb|NC_010313.1|NC_010313 Tomato leaf curl virus Ghana virus segment A, complete sequence. >gi[273810419 | gb|NC_013599.1[NC_013599 Xylella phage Xfass3, complete genome.
3811116326656 gbl N 0085243 [4C_008524 Tomato dea curl virua-Fune-associsted DNA beta DIA-A, camplete saguence. >gi 108737103 | gb| NC_008094.1|NC_008094 ¥73 sarcoma virus, complete genome.
>91[29742058 | gb|NC_004715.1|NC_004715 Tomato leaf curl virus-associated DNA beta, complete geno >gi 12084983 | gb| NC_002642.1|NC_002642 Yaba-like disease virus, complete genome.
91 [13634104 | gb|NC_002743.1|NC_002743 Tomato leaf curl virus satellite DNA, complete genome. >gi|38229169 | gb|NC_005179.1|NC_005179 Yaba monkey tumor virus, complete genome.
91 [190643463 |gb|NC_010987.1|NC_010987 Tomato marchitez virus RNA 1, complete sequence >gi|30146781|gb|NC_004752.1|NC_004752 Yam mosaic virus, complete genome.
>91[190643471 |gb|NC_010988.1|NC_010988 Tomato marchitez virus RNA 2, complete sequence. >gi 9627244 | gb | NC_002031.1|NC_002031 Yellow fever virus, complete genome.
>91[190336548 |gb | NC_010833,1|NC_010833 Tomato mild mosaic virus DNACA, complete genome. >gi|22855189 | gb|NC_004168.1NC_004168 Yellowtail ascites virus segment A, complete sequence
>91[190336554 | gb|NC_010834.1|NC_010834 Tomato mild mosaic virus DNA-B, complete genor >gi|22855191 |gb|NC_004176.1NC_004176 Yellowtail ascites virus segment B, complete sequence
>gi 148283132 | gb|NC_009490.1[NC_009430 Tomato mild yellow leaf curl Aragua virus DNA A, complete sequence. >gi|30387453 | gb|NC_004777.1NC_004777 Yersinia pestis phage phiAl122, complete genome.
>91[148283136 |gb|NC_009491.1|NC_009491 Tomato mild yellow leaf curl Aragua virus DNA B, complete sequence. >gi| 119637746 | gb|NC_008694.1|NC_008694 Yersinia phage Berlin, complete genome.
>g1[20806520 | gb |NC_003867.1|NC_003867 Tomato mosaic Havana virus DNA A, complete sequence. >gi 30065704 | gb | NC_004745.1|NC_004745 Yersinia phage L-413C, complete genome.
>g1|20806526 | gb | NC_003868. 1 |NC_003868 Tomato mosaic Havana virus DNA B, complete sequence. >gi|33770508 | gb | NC_005069.1|NC_005069 Yersinia phage PY54, complete genor
1 (46393304 gb | NC_005850. 1 |NC_005850 Tomato mosaic leaf curl virus DNA A, complete genome. >g1[9633990 | gb|NC_001271.1|NC_001271 Yersinia phage phive03-12, complete genome.
>1[46393310| gb|NC_005851.1|NC_005851 Tomato mosaic leaf curl virus DNA B, complete genome. >oi331 005039.1C_005039 Yokose virus, complete genome.
g1 (13357204 gb |NC_002692..1|NC_002692 Tomato mosaic virus, complete gen >gi 25140187 |gb|NC_004422.1NC_004422 Youcai mosaic virus, complete genome.
>g5[9629636| gb|NC_001828.1[NC_001828 Tomato mottle Taino virus DNA A, complete sequence. >gi[83721671 | gb | NC_007656.1|NC_007656 Yunnan orbivirus segment 1, complete sequence.
>91[9630640 | gb|NC_001917.1|NC_001917 Tomato mottle Taino virus DNA B, complete sequence. >gi 83721673 | gb|NC_007657.1NC_007657 Yunnan orbivirus segment 2, complete sequence
>91[9630699 | gb|NC_001938.1|NC_001938 Tomato mottle virus DNA A, complete sequence. >gi 83721675 | gb|NC_007658.1|NC_007658 Yunnan orbivirus segment 3, complete sequence.
>91[9630704 |gb|NC_001939.1|NC_001939 Tomato mottle virus DNA B, complete sequence. >gi[83721677 | gb|NC_007659.1NC_007659 Yunnan orbivirus segment 4, complete sequence
>1[20564194 | gb|NC_003825.1|NC_003825 Tomato pseudo-curly top virus, complete genome. >g 83721679 | gb | NC_007660.1|NC_007660 Yunnan orbivirus segment 5, complete sequence
g1 [111564125 |gb|NC_003839.2|NC_003839 Tomato ringspot virus RNA 2, complete sequence. >gi 83721681 |gb|NC_007661.1|NC_007661 Yunnan orbivirus segment 6, complete seguence.
>g1[20564155 | gb|NC_003840.1|NC_003840 Tomato ringspot virus RNA 1, complete sequence. >gi 83721683 | gb|NC_007662.1NC_007662 Yunnan orbivirus segment 7, complete sequence
>91[10518470| gb | NC_002555. 1 |NC_002555 Tomato rugose mosaic virus DNA A, complete sequence. >gi 83721685 | gb|NC_007663.1|NC_007663 Yunnan orbivirus segment 8, complete sequence.
>1[10518476 | gb | NC_002556. 1 |NC_002556 Tomato rugose mosaic virus DNA B, complete sequence. >gi 83721687 |gb | NC_007664.1NC_007664 Yunnan orbivirus segment 9, complete sequence
91[29243836 | gb | NC_004642..1|NC_004642 Tomato severe leaf curl virus, complete genome. >gi 83721689 | gb | NC_007665.1NC_007665 Yunnan orbivirus segment 10, complete sequence.
>1[149980617 |gb|NC_009607.1|NC_009607 Tomato severe rugose virus DNA A, complete sequence. >gi 10313991 | g |NC_002549.1NC_002549 zZaire ebolavirus, complete genome.
>1[149980623 |gb|NC_009612.1|NC_009612 Tomato severe rugose virus DNA B, complete sequence. >gi 212525937 gb|NC_011560.1|NC_011560 Zantedeschia mild mosaic virus, complete genome.
>1[9632386 | gb | NC_002050.1|NC_002050 Tomato spotted wilt virus RNA N, complete sequence. >gi|226377833| gb|NC_012532.1|NC_012532 Zika virus, complete genome.
>91[9632388 | gb|NC_002051.1|NC_002051 Tomato spotted wilt virus genomic RNA, segment 5, complete sequence. >gi|33300799 | gb|NC_005047.1|NC_005047 Zinnia leaf curl disease associated sequence virion, complete genome.
>91[9632391 | gb|NC_002052.1|NC_002052 Tomato spotted wilt virus RNA L, complete sequence. >gi 47177085 | g |NC_005874.1|NC_005874 Zinnia leaf curl virus-associated DNA beta, complete genome.
>g1[125981364 |gb|NC_009013.1[NC_003013 Tomato torrado virus RNAL, complete sequence. >gi 20889365 | gb|NC_003878.1NC_003878 Zucchini green mottle mosaic virus, complete genome.
>1[126010927 |gb|NC_009032.1|NC_009032 Tomato torrado virus RNA2, complete sequence. >gi 17059637 | gb|NC_003224.1|NC_003224 Zucchini yellow mosaic virus, complete genome.
>91[157939776 | gb|NC_009893.1|NC_009893 Tomato yellow dwarf disease associated satellite DNA beta-[Kochi] virus, complete genome. >gi 006059.1NC_006059 Zygocactus virus X, complete genome.
>g1[21594412| gb|NC_004044.1|NC_004044 Tomato yellow leaf curl China virus, complete genome. >gi|20889374 g |NC_003874.1NC_003874 Zygosaccharomyces bailii virus Z, complete genome.
>g1[33438959 | gb | NC_005058. 1 |NC_005058 Tomato yellow leaf curl China virus associated DNA 1, complete genome
>g1[27884524 | gb | NC_004544.1|NC_004544 Tomato yellow leaf curl China virus satellite DNA beta, complete genome
>1[115350044 |gb|NC_008374.1|NC_008374 Tomato yellow leaf curl Guangdong virus DNA-A, complete sequence.
>g1[111118951 |gb|NC_008267.1|NC_008267 Tomato yellow leaf curl Indonesia virus-[Lembang], complete genome.
1 (45445705 | gb|NC_005811.1|NC_005811 Tomato yellow leaf curl Kanchanaburi virus DNA B, complete sequence.
>g1[45445708 | gb|NC_005812.1|NC_005812 Tomato yellow leaf curl Xanchanaburi virus DNA A, complete sequence
>1[28380571| gb | NC_004569.1|NC_004569 Tomato yellow leaf curl Malaga virus, complete genome.
>91[220903269 | gb|NC_007485.2|NC_007485 Tomato yellow leaf curl Mali virus-associated DNA beta, complete genome.
>1|20564204 | gb|NC_003828.1|NC_003828 Tomato yellow leaf curl Sardinia virus, complete genome.
>1|281358863 |gb|NC_013641.1|NC_013641 Tomato yellow leaf curl Thailand betasatellite - [India:Dhanbad:2008], complete genome.
>1[9632881| gb|NC_000869. 1| NC_000869 Tomato yellow leaf curl Thailand virus DNA A, complete seque
29119697069 | gb [NC_000870. 1 |NC_000870 Tomato yellow leat curd Thailand visss DNA 5, complete sequence.
9133438961 | gb | NC_005059.1|NC_005059 Tomato yellow leaf curl Thailand virus associated DNA 1, complete genor
jory

148828660 | gb | NC_009560.1|NC_009560 Tomato yellow leaf curl Vietnam virus satellite DNA beta, complete genome.
21426900 | gb|NC_004005. 1 [NC_004005 Tomato yellow leaf curl virus, complete genor

161984671 |gb|NC_010126.1[C_010126 Tomato yellow leaf curl virus-associated DNA beta, conglete genons.
46393313| gb|NC_005852. 1 |NC_005852 Tomato yellow margin leaf curl virus DNA A, complete genom

46393319 gb [ NC_005853.1 |NC_005853 Tomato yellow margin leaf curl virus DNA B, complete genome.
85667899 | gb|NC_007726.1|NC_007726 Tomato yellow spot virus DNA-A, complete genor

>91[170676271 |gb|NC_010490.1|NC_010490 Tomato zonate spot .
>91[170676274 |gb|NC_010491.1|NC_010491 Tomato zonate spot virus segment I, complete sequence.
134133206 | gb|NC_009225.1|NC_009225 Torque teno midi virus, complete genome.

> 1|gb|NC_002076.2 |NC_002076 TT virus, complete genome.

g1 (13399293 gb NC_002306.2
>1[27228471| gb |NC_004453.1
jory 003783.1
g1 (56698748 | gb|NC_006563.1
>91[20564174 | gb |NC_003824.1

NC_002306 Transmissible gastroenteritis virus, complete genome.
NC_004453 Tree shrew adenovirus, complete genome.
NC_003783 Triatoma virus, complete genome.

B0 006563 Trichechus manatus latisastris pepillomsvicus trps 1, coaplece genoms.

> 004034.1|KC_004034 Trichomonas vaginalis virus 3, complete genor

>gi 20889358 | b |NC_003873.1|NC_003873 Trichomonas vaginalis virus IT, complete genome
>qi 0073831 |KC_007383 Trichoplusia ni SNPV, complete genome.

>gi 116326667 | gb| NC_008515 .

>gi ©_002557.1
>gi " 002558.1
>91[10518481|gb|Nc_002559.1
>gi " 002560.1

NC_002557 Trichoplusia ni cytoplasmic polyhedrosis virus 15
NC_002558 Trichoplusia ni cytoplasmic polyhedrosis virus 15
NC_002559 Trichoplusia ni cytoplasmic polyhedrosis virus 15
NC_002560 Trichoplusia ni cytoplasmic polyhedrosis virus 15

segment 1, complete sequence.
segment 2, complete sequence.
segment 3, complete sequence.

segment 5, complete sequence.
>g1|10518483 | gb|NC_002561.1|NC_002561 Trichoplusia ni cytoplasmic polyhedrosis virus 15 segment 6, complete sequence.
>gi " 002562.1|NC_002562 Trichoplusia ni cytoplasmic polyhedrosis virus 15 segment 7, complete sequence.
>gi " 002563.1|NC_002563 Trichoplusia ni cytoplasmic polyhedrosis virus 15 segment 8, complete sequence.
>gi _002564.1

NC_002564 Trichoplusia ni cytoplasmic polyhedrosis virus 15

segnent 9, complete sequence.
>gi 10518487 | b |NC_002565.1|NC_002565 Trichoplusia ni cytoplasmic polyhedrosis virus 15 segment 10, complete sequence.
>qi 0025661 |KC_002566 Trichoplusia ni cytoplasmic polyhedrosis virus 15 segment 11, complete sequence.
>qi 002567.1|KC_002567 Trichoplusia ni cytoplasmic polyhedrosis virus 15 segment 4, complete sequence.
>gi[239828769 | gb|NC_012799.1NC_012799 Triticun mosaic virus, complete genome.

> - 005226.1|KC_005226 Tula virus segnent L, complete sequence.

> 005227.1|KC_005227 Tula virus segment S, complete sequence.

>qi 0052281 |KC_005228 Tula virus segment M, complete sequen

>gi|20564213|gb|NC_003833.1|NC_003833 Tulare apple mosaic virus RNAL, complete sequence.

>qi 003834.1|KC_003834 Tulare apple mosaic virus RNAZ, complete sequence.

>qi 003835.1[KC_003835 Tulare apple mosaic virus RNA3, complete sequence.

>gi|2 004322.1|KC_004322 Tulip virus X, complete genome.

>qi

9634968 | gb| NC_002199.1|NC_002199 Tupaia paramyxovirus, complete genome.

>g1[66508427 | gb|NC_007020.1|NC_007020 Tupaia virus, complete genome.

>91[14250967 | gb|NC_002794.1|NC_002794 Tupaiid herpesvirus 1, complete genome.

>91[9630778 | gb|NC_001958.1|NC_001956 Turkey adenovirus A, complete genome.
9635576 | gb| NC_002470.1|NC_002470 Turkey astrovirus, complete genome.

45239034 gb|NC_005790. 1 |NC_005790 Turkey astrovirus 2, complete genome.

>g1[189313868 | gb|NC_010800.1|NC_010800 Turkey coronavirus, complete genome.

>91[74007769 | gb|NC_003821.2|NC_003821 Turnip crinkle virus, complete genor

>gi|21450051 | gb|NC_004033.1|NC_004033 Turnip crinkle virus satellite RNA, complete genome.

g1 (55831391 gb|NC_006451.1|NC_006451 Turnip crinkle virus virulent satellite RNA C, complete genome.
g1 (56407093 | gb | NC_002509.2|NC_002509 Turnip mosaic virus, complete genor

>gi|257796352 | gb|NC_013218.1[NC_013218 Turnip ringspot virus RNA 1, complete genome.

>91[257796354 |gb|NC_013219.1|NC_013219 Turnip ringspot virus RNA 2, complete genome.

>g1[28144357 | gb|NC_004553.1|NC_004553 Turnip rosette virus, complete genome.

jory

9629930 |gb|NC_001873.1|NC_001873 Turnip vein-clearing virus, complete .
>91[21686950| gb|NC_004063.1|NC_004063 Turnip yellow mosaic virus, complete genome.
>1[20428571| gb|NC_003743.1|NC_003743 Turnip yellows virus, complete genome.

195661184 gb|NC_011109.1|NC_011109 Tursiops truncatus papillomavirus type 1, complete genome.
109390374 | gb|NC_008184.1|NC_008184 Tursiops truncatus papillomavirus type 2, complete genome.
195661152 g5 |NC_011110.1|C_ 011110 Tursiops truncatus papillomsvirus typs 3, coplete genome.
>91[9627732 | gb|NC_001618.1|NC_001618 UR2 sarcoma virus, complete genor
>gi 189303447 |gb| HC_010797.1[NC_010797 Urochloa streak virus, complete genome.

189043078 |gb|NC_010739.1|NC_010739 Ursus maritimus papillomavirus type 1, complete genome.
>91[20564172 | gb|NC_003823.1|NC_003823 Ustilago maydis virus H1, complete genome.

91 (56692441 | gb|NC_006551.1|NC_006551 Usutu virus, complete genome.

38371701 | gb|NC_005214.1|NC_005214 Uukuniemi virus segment L, complete seque:
38371703| gb|NC_005220. 1 |NC_005220 Uukuniemi virus chromosome segment M,
38371707 | gb|NC_005221.1|NC_005221 Uukuniemi virus, complete genome.
41 (66275797 | gb|NC_006998. 1 |NC_006998 Vaccinia virus, complete genome.
>91[9627521|gb|NC_001611.1|NC_001611 Variola virus, complete genome.

genome.

complete genome.

56121875|gb|NC_006494.1|NC_006494 Varroa destructor virus 1, complete gen

9626526 |gb|NC_001449.1|NC_001449 Venezuelan equine encephalitis virus, complete genome.
189009876 | gb|NC_010735.1|NC_010735 Verbena virus ¥, complete genome.
270358405| gb|NC_013423.1|NC_013423 Vernonia yellow vein betasatellite, complete genome.
>91[85718606 | gb|NC_007730.1|NC_007730 Vernonia yellow vein virus DNA-A, complete sequence.
10314005 | gb|NC_002551.1|NC_002551 Vesicular exanthema of swine virus, complete genome.
627229 | gb [ NC_001560.1|NC_001560 Vesicular stomatitis Indiana virus, complete genor
17975105 |gb | NC_003313.1|NC_003313 Vibrio phage K139, complete genome.
52221121|gb|NC_006294.1|NC_006294 Vibrio phage KSF-iphi, complete genome.
91214232 | gb|NC_005083.2 [NC_005083 Vibrio phage KVP40, complete genome.
>91[281416165 |gb|NC_013651.1|NC_013651 Vibrio phage N4, complete gent
238821372 | gb|NC_012757. 1 |nC_012757 Vibrio phage VEJphi, complete genome.
30039743| gb|NC_004736.1|NC_004736 Vibrio phage VGJphi, complete genome.
27311175|gb|NC_004456. 1 |NC_004456 Vibrio phage VENL, complete genome.
>g1[48696638 | gb | NC_005879.1|NC_005879 Vibrio phage VP2, complete genome.
>g1[48696682  gb | NC_005891.1|NC_005891 Vibrio phage VPS5, complete genome.
126010846 | gb | NC_009016.1|NC_009016 Vibrio phage VP882, complete genome.
229604924 | gb| NC_012662.1|NC_012662 Vibrio phage VP93, complete genome.
26114633 | gb|NC_003327.2 |NC_003327 Vibrio phage VSK, complete genome.
49248530| gb|NC_005949 .1 |NC_005949 Vibrio phage V12, complete genome.
49248521 | gb|NC_005948 .1 |NC_005948 Vibrio phage V£33, complete genome.

>gi
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