
 

 

 

Supplementary Data 

 

Supplemental Figure 1  

 

1A 
                          1                                               50 

SV2_Human_BAA34456    (1) SAPSPIMEEGFRDRAAFIRGAKDIAKEVKKHAAKKVVKGLDRVQDEYSRR 

    SV2_AAEL005849    (1) ------------------------------------------MVESETDS 

 

                          51                                             100 

SV2_Human_BAA34456   (51) SYSRFEEEDDDDDFPAPSDGYYRGEGTQDEEEGGASSDATEGHDEDDEIY 

    SV2_AAEL005849    (9) KHSKYTNVKDDRVANGVGSNEYPNTVSSEK------------ASKADHIH 

 

                          101                                            150 

SV2_Human_BAA34456  (101) EGEYQGIPRAESGGKGERMADGAPLAGVRGGLSDGEGPPGGRGEAQRRKE 

    SV2_AAEL005849   (47) QTGLQIVASKQ---------DKASLDAERGYTSKAD-------------- 

 

                          151                                            200 

SV2_Human_BAA34456  (151) REELAQQYEAILRECGHGRFQWTLYFVLGLALMADGVEVFVVGFVLPSAE 

    SV2_AAEL005849   (74) -------FEQAIELTGYGKFHYILLAICGLVSTSEEMDVISMSFILPSAQ 

 

 

                          201                                            250 

SV2_Human_BAA34456  (201) KDMCLSDSNKGMLGLIVYLGMMVGAFLWGGLADRLGRRQCLLISLSVNSV 

    SV2_AAEL005849  (117) CDLDLNTQTKGWLNSIIFIGMMVGAYAWGSVADSLGRKKVLIVISIMNAI 

 

                          251                                            300 

SV2_Human_BAA34456  (251) FAFFSSFVQGYGTFLFCRLLSGVGIGGSIPIVFSYFSEFLAQEKRGEHLS 

    SV2_AAEL005849  (167) CIVASSFSQSYEVFMVFRFLNGAALGGSGPVIWSYFAEFQPKAKRGSMLS 

 

                          301                                            350 

SV2_Human_BAA34456  (301) WLCMFWMIGGVYAAAMAWAIIPHYGWSFQMGSAYQFHSWRVFVLVCAFPS 

    SV2_AAEL005849  (217) FMAAFWTIGNLLVAGLAWLIIPTNIGFYTP--AFTFNSWRIFLMVCSIPS 

 

                          351                                            400 

SV2_Human_BAA34456  (351) VFAIGALTTQPESPRFFLENGKHDEAWMVLKQVHDTNMRAKGHPERVFSV 

    SV2_AAEL005849  (265) FVVAGLLLYLPESPKFLLSQGKFEEALAIFRGIYVTNTGKS------ADL 

 

                          401                                            450 

SV2_Human_BAA34456  (401) THIKTIHQEDELIEIQSDTGTWYQRWGVRALSLGGQVWGNFLSCFGPEYR 

    SV2_AAEL005849  (309) YPVKELLIDEQLRNELADVKKPIKNKYKRMLHN---IMDNSKQLFMSPIL 

 



                          451                                            500 

SV2_Human_BAA34456  (451) RITLMMMGVWFTMSFSYYGLTVWFPDMIRHLQAVDYASRTKVFPGERVEH 

    SV2_AAEL005849  (356) KFTLISITINFTFHIGYYGLMMWFPELFNRFDEFIRAHPDIEEAG----- 

 

                          501                                            550 

SV2_Human_BAA34456  (501) VTFNFTLENQIHRGGQYFNDKFIGLRLKSVSFEDSLFEECYFEDVTSSNT 

    SV2_AAEL005849  (401) -------------------------------------------------- 

 

                          551                                            600 

SV2_Human_BAA34456  (551) FFRNCTFINTVFYNTDLFEYKFVNSRLINSTFLHNKEGCPLDVTGTGEGA 

    SV2_AAEL005849  (401) ---VCQVTDYVVGHGSHGESGVCSATIPSTVFLES--------------- 

 

                          601                                            650 

SV2_Human_BAA34456  (601) YMVYFVSFLGTLAVLPGNIVSALLMDKIGRLRMLAGSSVMSCVSCFFLSF 

    SV2_AAEL005849  (433) -------LITVAAALPANVIAVLGMDKLGRKFFLVFSTMSAGFCSASMYF 

 

                          651                                            700 

SV2_Human_BAA34456  (651) GNSESAMIALLCLFGGVSIASWNALDVLTVELYPSDKRTTAFGFLNALCK 

    SV2_AAEL005849  (476) VTNKNQNLAVSAIFSGVISMGNASLDCLITEVFPTN-------------- 

 

                          701                                          748 

SV2_Human_BAA34456  (701) LAAVLGISIFTSFVGITKAAPILFASAALALGSSLALKLPETRGQVLQ 

    SV2_AAEL005849  (512) ------------------------------------------------ 

 

 

1B 
                                1                                               50 

       Unc93A.AAEL004048    (1) MHGGFDPDKNDSVSLRDKVTLDRSEKWRILKNITTVSFAFMVQFTAFQGT 

   Unc93A.human.CAD48541    (1) --------------------MDRS-----LRNVLVVSFGFLLLFTAYGGL 

Unc93AENSMUSG00000056133    (1) --------------------MERS-----LKNVLVVSCGFLLLFTAYGGL 

 

                                51                                             100 

       Unc93A.AAEL004048   (51) ANLQSSINAKDGLGTVSLSAIYAALVVSCIFLPTLVIRKLTAKWTLCVSM 

   Unc93A.human.CAD48541   (26) QSLQSSLYSEEGLGVTALSTLYGGMLLSSMFLPPLLIERLGCKGTIILSM 

Unc93AENSMUSG00000056133   (26) QNLQSSLYSEQGLGVATLSTLYASVLLSSMFLPPILIKKCGCKWTIVGSM 

 

                                101                                            150 

       Unc93A.AAEL004048  (101) LCYAPYIAAQFYPTFYTLVPAGILVGLGAAPMWASKATYLTQLGQVYAKL 

   Unc93A.human.CAD48541   (76) CGYVAFSVGNFFASWYTLIPTSILLGLGAAPLWSAQCTYLTITGNTHAEK 

Unc93AENSMUSG00000056133   (76) CCYVVFSLGNFHANWYTLIPTSILLGLGAAPLWSAQGTYLTTMGNLQAEK 

 

                                151                                            200 

       Unc93A.AAEL004048  (151) TEQSVEAIIVRFFGFFFLAWQTAELWGNLISSLVLSSGAHGGGSVHSDNE 

   Unc93A.human.CAD48541  (126) AGKRGKDMVNQYFGIFFLIFQSSGVWGNLISSLVFGQTPS---------Q 

Unc93AENSMUSG00000056133  (126) VGKLGKDVVNQYFGIFFLVFQSSGVWGNLISSLVFGKMSM---------Q 

 

                                201                                            250 



       Unc93A.AAEL004048  (201) TSMGDLALAKCGANFCVVETDDNANLQRPPDNEIFEISAIYLSCIIAAVV 

   Unc93A.human.CAD48541  (167) ETLPEEQLTSCGASDCLMATTTTNSTQRPSQQLVYTLLGIYTGSGVLAVL 

Unc93AENSMUSG00000056133  (167) EAIPEEQLMSCGAKDCLMGPAATNSTHHPSQQLIYTLLGIYTGCGVLAIL 

 

                                251                                            300 

       Unc93A.AAEL004048  (251) IIALFMDPLSRYGEKRRGSISAIEVSGVQLLSATFKQLKKVNQQLLILIT 

   Unc93A.human.CAD48541  (217) MIAAFLQPIRDVQR--ESEGEKKSVPFWSTLLSTFKLYRDKRLCLLILLP 

Unc93AENSMUSG00000056133  (217) LVAVFLESLEDKLEN-EGERRPRPPPLWSTLLSTFMLFRDKRLCLLMFLP 

 

                                301                                            350 

       Unc93A.AAEL004048  (301) VFIGMEQAFIGAEFTQAYVSCALGIHQIGYVMICFGVVNAICSIIFGSIM 

   Unc93A.human.CAD48541  (265) LYSGLQQGFLSSEYTRSYVTCTLGIQFVGYVMICFSATDALCSVLYGKVS 

Unc93AENSMUSG00000056133  (266) LYSGFQQEFLSGEYTKSYVTCALGIHFVGYVMICFSAMTALCSLLYGKIS 

 

                                351                                            400 

       Unc93A.AAEL004048  (351) KYIGRIPIILLGALVHGGVIIYCLFWKPHPDHALVFFAISGLWGVGDAVW 

   Unc93A.human.CAD48541  (315) QYTGRAVLYVLGAVTHVSCMIALLLWRPRADHLAVFFVFSGLWGVADAVW 

Unc93AENSMUSG00000056133  (316) KYTGRAALYALGAAIHFSCVVVFLLWHPNTNQLPVFFVLSGLWGMSDAVW 

 

                                401                                            450 

       Unc93A.AAEL004048  (401) QTQINGIYGALFRRNKEAAFSNYRLWESAGFVIAYAYSTQLCARMKLYIL 

   Unc93A.human.CAD48541  (365) QTQNNALYGVLFEKSKEAAFANYRLWEALGFVIAFGYSMFLCVHVKLYIL 

Unc93AENSMUSG00000056133  (366) QTQNNALFGVLFEENKEPAFANYRLGEAIGFVIAFGYSSFLCVSTKLYIL 

 

                                451                                            500 

       Unc93A.AAEL004048  (451) FAVLALGMVGYAIVEIRHLNKERRLKKLEDTPKQQQTEAERKEIEEDDEK 

   Unc93A.human.CAD48541  (415) LGVLSLTMVAYGLVECVESK----------NPIRPHAPGQVNQAEDEEIQ 

Unc93AENSMUSG00000056133  (416) LGVLSLAMVGYGTVEYLEVK----------AASKVLGAEKKNQAEEEEMK 

 

                                501      512 

       Unc93A.AAEL004048  (501) DELEEDIVVTHL 

   Unc93A.human.CAD48541  (455) TKM--------- 

Unc93AENSMUSG00000056133  (456) TKM--------- 

 

 

 

 

 

Supplemental  Figure 2 

 

CRE .xls File 

 

 

 

 



Supplemental Figure 3 

BGAL SV2 UNC93
100

101

102

103

104

105

106

107

108

109

dsRNATreatment Group

P
F

U
/m

l

 
 

 

 

 

Supplemental  Figure 4. 

 

.avi video confocal images 

 

 

 

 

 

 

 

 

 


