Fold-

Catego Symbol Description Sequence
gory y P change |RefSeq d
. beta-1,4-n-acetyl-galactosaminyl
1.Energy Metabolism B4gaint1 transferase 1 6.97 NM_008080 CCAT GC
1.Energy Metabolism Apod Apolipoprotein d 3.66 NM 007470 CTATAAAAGG
1.Energy Metabolism Pfkp |Phosphofructokinase, Platelet 21 NM 019703 CCAAATTTAG
. GCTTCTTTGG
1.Energy Metabolism Acot? Acyl-CoA Thioesterase 9 201 UM 019736 |cCTTCTTTGA
; Solute Carrier Family 27 (fatty acid
1.E M | Ic27a1 4
nergy Metabolism Sle27a |transporter), Member 1 049 UM 011977  |GCATATATGG
1.Energy Metabolism Lipc Lipase, Hepatic 0.45 NM 008280 (C;g%-[ggﬁ‘_’l‘i‘gg
. |Farnesyl Diphosphate Farnesyl B CCATTTCTGG
1.Energy Metabolism Fdft1 Transferase 1 0.45 NM_010191 oC CTTGG
1.Energy Metabolism Coasy Coenzyme A Synthase 0.37 NM 027896
|Platelet-activating Factor
1.Energy Metabolism Pafah1b3 Acetylhydrolase, isoform 1b, alpha1 0.31
subunit NM_008776 CCATTTAGGG
1.Energy Metabolism Aadac Arylacetamide Deacetylase (esterase) 0.22 NM 023383 CC'I?A':C'?'—'II-'RA(;EBGG
. |Elongation of Very Long chain fatty
1.Energy Metabolism Elovi2 acids (fen1/elo2, surd/elo3, yeast)-like 2 0.2
NM_019423 CCTTATAAGG
. Hydroxysteroid (17-beta) CCATAAAAGG
1.Energy Metabolism Akr1c6 Dehydrogenase 5 0.14 NM_030611
1.Energy Metabolism Pgk2 Phosphoglycerate Kinase 2 0.1 NM 031190 CCATAGATGG
1.Energy Metabolism Es1 |Esterase 1 0.06 NM 007954 88-?-‘}I¥¢Z£G
1.Energy Metabolism Apoa1 apolipoprotein a-i 0.02 NM 009692 CCAGAAAAGG
2.Xenobiotic Metabolism [Maoa |Monoamine Oxidase A 2.8 NM 173740 CCATATAAGT
C h 450, family 2, subfamil ) RIS
2.Xenobiotic Metabolism  |Cyp2b10 byt°‘|’ ’°"‘t? dp 10 amily <, subtamily 217 CCAAAGAAGG
» polypeptide NM_009999 CCAAATTTGG



http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118130998
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118131055
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=142384557
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=148747352
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118129963
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=31982277
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=34328172
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=146141093
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=6679200
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=13184049
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=162138922
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=142368094
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=13654248
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=142348402
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=160333303
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=84579838
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118129803

Sulfotransferase family 1a, phenol-

2.Xenobiotic Metabolism [Sult1a1 ) 0.45
|preferring, member 1 NM_133670  |CCCAATTAGT
Cytoch 450, family 3, subfamil ) palLIaLEY,
2.Xenobiotic Metabolism |Cyp3a16 yloc r:)_r;e1p6 » 1amily 3, sublamily a g 14 CCTTGTTTGG
[polypeptide NM_007820  |CCAAATTTG
2.Xenobiotic Metabolism  |Ugt2b5 UDP Slucuronosyltransferase 2 famil. [ 0.0 CCAAATTTGG
polypeptide NM_009467  |CCATAGATGG
2.Xenobiotic Metabolism |Cyp3a11 Cytochrome p450, family 3, subfamily a, ;5
|polypeptide 11 NM_ 007818 CCAGATATGG
Iy . o . CCTTTTAGGG
2.Xenobiotic Metabolism |Oat ornithine aminotransferase 0.48 NM 016978 COTGATATGG
biphenyl hydrolase-like (serine
2.Xenobiotic Metabolism |Bphl hydrolase, breast epithelial mucin- 0.35 CAATAAATGG
associated antigen) NM_026512  |CCATGTAAGG
P ; ; s . CCTTATATAG
2.Xenobiotic Metabolism |Skb1 |protein arginine n-methyltransferase 5 0.31 NM_ 013768 COTTATATAG
2.Xenobiotic Metabolism |Uox |urate oxidase 0.07 NM_009474 CCAAATATGG
o . . CCAAAGTAGG
2.Xenobiotic Metabolism |Gnmt glycine n-methyltransferase 0.06 NM_010321 CCAAAGTAGG
S . CCCTAAATGG
3.Cytoskeleton Myl1 [Myosin, Light polypeptide 1 4.65 NM 021285 COATTTATAG
3.Cytoskeleton Anxal10 annexin a10 31.21 NM 011922 CCATAATTGG
3.Cytoskeleton Rab8b |[Rab8b, member ras oncogene family 4.2 NM_173413 CCTAATTAGG
3.Cytoskeleton Acta2 Actin, alpha 2, smooth muscle, aorta 3.65 NM_007392 8%'?:Iré$$'l-[gg
: CCATAGAAGG
. kel 1 I 1 2.81
3.Cytoskeleton Casq Calsequestrin 8 NM_009813 CTATATAAGG
- CCATAAAATG
. kel Actn1 Act Ipha 1 2.56
3.Cytoskeleton ctn ctinin, alpha NM_134156 GCOTTTTATGT
Myosin, Heavy polypeptide 7, cardiac CCTTATTTGG
. kel Myh7 2.49
3.Cytoskeleton y muscle, beta NM_080728  |CCTTATTTGG
; CCTTTTATGT
3.Cytoskelet Epb4.2 Eryth t tein band 4.2 2.49
yloskeleton P rythrocyte protein ban NM_013513  |CCTTATTTGG
3.Cytoskelet Dst Destri 2.27
yloskeleton stn estrn NM 019771  |>Dstn_4 () CCTTTTATG



http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=19526821
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=6681116
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=6678500
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118131163
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=134032004
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=21624608
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=141802506
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=145966799
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=6754025
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=141802182
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=145966869
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=40254271
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=31982518
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=6753289
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=61097905
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118131045
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118129920
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=9790218

3.Cytoskeleton Tpm2 Tropomyosin 2, beta 2.08 NM_009416 Z%mgg E § 88%@%2
3.Cytoskeleton Fmnl1 [Formin-like 1 047 |1 001077698 >an|1_1( g %;(%%?AATT &T;GG
3.Cytoskeleton Vps13c Vacuolar Protein Sorting 13c (yeast) 0.26 NM 177184 >Vps13c_2 () CCAGAAATGG
3.Cytoskeleton Syt3 Synaptotagmin iii 0.15 NM_ 016663 >Syt3_4 () CCAAATAGGG
3.Cytoskeleton Myh4 mx‘-::ilg, rieavy polypepfide &, skeleta! 0.05 NM_010855 >M;h4:6(;);%%m1%%%
3.Cytoskeleton Tspan8 Tetraspanin 8 0.28 NM_ 146010 GC;TAA_AA\GIG ()
3.Cytoskeleton e ;I:gtziiztidine rich calcium binding 036NV 010475,

3.Cytoskeleton Dsc2 Ipesmocoliin 2 041 |\mt 010478 :Ezggzg 8 égﬁﬁﬂgg
4.Transcription Fhi1 four and a half lim domains 1 3.03 NM_001077361 - ,E ; gg?ﬂ?ﬁ_ﬁ‘gg
4.Transcription Rps4y2 |Ribosomal protein S4, Y-linked 2 2.38 NR_ 003634 >RBS4§/2:3(§2567%%O)SC§:J£¢ ﬁp—g;gg
4.Transcription Plagl1 Ipleiomorphic adenoma gene-like 1 6.87 NM_009538 >Plagil_1 () CCTAATTAGA
4.Transcription DIx5 distal-less homeobox 5 4.85 NM_010056

4.Transcription Atf3 activating transcription factor 3 4.53 NM_007498 >Atf3 3 () GCAAATTTGG
4.Transcription Pus1 Efiillij:: ?srlcrllinﬁassyenr)hase R 431 INm_001025561 iﬁﬂilfi E ; (T:g/ggﬁg%
4.Transcription Thp |tata box binding protein 3.85 NM_013684. ::iggg;gigggp—rl—j—{#:rrgg
4.Transcription Birc1c |[baculoviral iap repeat-containing 1c 2.81 U15647

4 Transcription 1d2 linhibitor of dna binding 2 233 |\ 010496 >ld2_4 E ; ggﬁﬁﬁﬂggg
4.Transcription Chx10 |ﬁi:;1°?°';omeo flomain containing 2.33 NM_007701 >Chx10_2 () CCTAACATGG
4.Transcription lcsbp1 interferon regulatory factor 8 21 NM_008320 >lcsbpl_6 () CCATTTTTGG



http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=133892876
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118136287
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=122114536
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=31560476
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=67189166
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=22122474
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=133778930
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=124339825
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=153791840
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=161353512
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=38524595
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=160333688
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=91982763
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=111185894
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=31560579
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=31982857
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118130835

sine oculis-related homeobox 3

4.Transcription Six3 homolog 049 I\M 011381  |>Six3_5 () CCTTTTAGGG
¢.Transcription Eit2s3y . subunit 3, stractural gene yrinked | 049 >Eif253y_1 () CCATAGATGG
NM_012011 >E|f233z_4\ (/ ) CTTTTTATGG
e R = e i IR T - ety
4.Transcription Rps12 ribosomal protein s12 0.47 NM_011295 zggzggg E § ggﬁ#ﬁ?&gg
4.Transcription Lhx8 lim homeobox protein 8 0.46 NM_010713 >Lhx8_4 () GCATAAATGG
4.Transcription Hmx1 |h6 homeo box 1 0.44 NM_010445
4.Transcription Gti3cd |ggryepr:||ogjg aen eetortie 036 lum 172977 :ggggj:g E ; SH\?EI\?SG
4.Transcription Sp4 trans-acting transcription factor 4 0.36 NM_009239 zgg:::; g ; géﬁ_‘?ﬁ:FP;gg
4.Transcription Brcal [breast cancer 1 0.29 NM_009764 >Brca1:4(2) 30%%%%::;&?
4.Transcription Vax2 \;:rrm‘gzl anterior homeobox containing 0.27 M. 011912 zx:ﬁ:g E ; ggﬁgAAﬁAAL%%
4.Transcription Insm1 I:c?:;;irn];r(r:\ti-gssociated 1(is a Zinc- 0.24 NM_016889 >Insm1_2( () Zr(éiﬁmﬁ_gée
4.Transcription Rps17 |[ribosomal protein s17 0.22 NM._009092 >Rps17 3 () CCATCAATGG
4.Transcription Hoxb8 |homeo box b8 0.2 NM_ 010461 >Hoxb8_5 ( ) CCAAATTTGG
4.Transcription E2f3 |E2f transcription factor 3 0.2 NM_ 010093 >E2f3—6; (; )CCCC,:AAF%L%%G
4.Transcription Ddb1 damage specific dna binding protein 1 0.19 NM_015735 >Ddb1_5 (( ))(.(‘,:'Ig'lél'Acﬁl:l:l'c':l'gGGG
4.Transcription Rpl34 |Ribosomal Protein L34 0.33 NM_ 026724 E;ngj[}ggggfégggwégG
4.Transcription Tk1 |thymidine kinase 1 0.2 NM_009387 >Tk1_3 () TCATAAAAGG
4.Transcription Rrm1 ribonucleotide reductase m1 0.13 NM_009103 >er1—%}{%22?%%%&%’6&#&%6



http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118130181
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=7242147
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118129795
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=142370812
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=113195679
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118129994
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=142385912
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=70887785
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=161016834
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=146134480
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=70778862
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=134053886
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=119709819
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=142366145
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=7657010
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=55742884
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=6678356
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=31982025

4.Transcription Nsun2 nol1/nop2/sun domain family 2 0.46 NM_145354 >Nsun2_4 (-3508) CCATTTATG
5.Extracellular Matrix Postn |Periostin, Osteoblast specific factor 4.36 NM_015784 >>Postn_6_5§; 3RN ] 35CgiéLmE%G
5.Extracellular Matrix Ctgf Connective Tissue Growth Factor 4.34 NM 010217 >Ct;f:4( ;) ;Cgé;;mégcs
S-Extracellular Matrix Ptpns1 ::;:-tr;rT type Substrate o 252 |um 007547 rtenst-? (( )) COACAGAAGD
5.Extracellular Matrix Bgn |Biglycan 219 |m 007542 :ggzzg E ; 88}?8{1133
5.Extracellular Matrix Fbin1 [Fibulin 1 218 |\m 010180 ) E ; ggﬁgﬂxgg
5.Extracellular Matrix Col1a1 |Procollagen, type i, alpha 1 211 NM_007742 >Col1al 6 () CCAAATTGGG
5.Extracellular Matrix Cldn11 Iglaanusdni‘lne:n1b(rgll1ig<:)c:§:ledi:1?((:)y;:, otm) 049 |11 008770 bCIdnt1 5 () CCATARAAAG
5.Extracellular Matrix Tecta Tectorin alpha 0.45 NM_009347 z¥:gt::; 8 88{"_‘?@?%%6
5.Extracellular Matrix Cdh15 Cadherin 15 0.22 NM_007662 >Cdh15_4 (-3773) CCCTATATGG
5.Extracellular Matrix Spock1 Spock1/osteonectin 0.22 NM_009262. >AV350751—3( () )C%?_TI_TA“I_FE_—I_L%G
5.Extracellular Matrix Ai447669 |ITGA8 0.47 NM_001001309 [>Iltga8_3 () TCATAAATGG
IPIeckstrin Homology domain
5.Extracellular Matrix Plekhh1 conta!ning, family h (with myth4 0.38 >Plekhh1_1 () GCATAAATGG
domain) member 1 XM_ 126961 >Plekhh1_6 () CCAAAGTTGG
6.Stress Response Hspalb |heat shock protein 1a/b 413 NM_010478 ::2221 E:g E g 88?1;?2}[&5
6.Stress Response Hspala |heat shock protein 1a/b 3.66 NM_ 010479 >Hspata 5 () CCTTACATGT
6.Stress Response Srxn [sﬁltg ?:t?:ti:?ﬂllg]omo'og (5. cerevisiae) 309 M 020688, |>Srxn1 6 () CCTACTTTGG
6.Stress Response Znrf4 zinc and ring finger 4 2.09 NM_ 011483 >Znrf4_2 (-6728) CCATTTATGT
6.Stress Response Defcr5 defensin related cryptdin 5 0.49 NM_007851 >De fcr5: 6(;?533)) Iggl}-g; QAA'?('?



http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=141802364
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118131080
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=6753877
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=110626108
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=159032045
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=6753821
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118131144
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118130649
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=6678276
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=119964693
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=50053937
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118131074
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=149263319
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=124339825
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=124339828
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=146149263
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=113205050
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=113680296

6.Stress Response Diablo diablo homolog (drosophila) 0.32 NM_023232 >Diablo_6 (-1108) CCATTGATGG
6.Stress Response Dcc deleted in colorectal carcinoma 0.32 NM_007831 >Dec_3 (-6314) GCAAATTTGG
6.Stress Response Tnfaip3 |:)|:’r;1tc;irnn§crosis factor, alpha-induced 0.27 M 009367 Tofeip3 4 () COCTGTAAGG
6.Stress Response Hpx |Hemopexin 0.24 NM_017371 >HBX:6(E)$CCCC,:AT(§:SAAAAGG(?
6.Stress Response Dclre1a dna cross-link repair 1a, pso2 homolog 0.49 NM_ 018831 >Delreta 6 (-1433) CCAAAGAAGG
6.Stress Response Ppil2 |ﬁ|(:§t£dylprolyl isomerase (cyclophilin)- 0.28 NM_144954 >Ppil2_6 () CCACAGAAGG
6.Stress Response Ubd lubiquitin d 027 |\ym 023137 :ngj Eggg; gg;ﬁﬁ‘lﬂg f
7.Signaling Proteins Gdf15 Growth Differentiation Factor 15 14 NM_011819 (G4) (-4067) CCAGAAAAGG EFNB2-like
7.Signaling Proteins Avpi1 Arginine Vasopressin-induced 1 6.11 NM_027106 >Avpi1:5 ggggi; ggﬁﬁ?g{gg
7.Signaling Proteins lqgap1 'Ff:or:‘:i::f1°°"tai"i"9 Gtpase Activating 51 |\M 016721 |lagapt 5 () COATTTATAG
7.Signaling Proteins Arhgdig I;Z%%f: dissociation inhibitor (gdi) 478 |1 008113 |oArhadia 6 (-950) CCAGATATGG
7.Signaling Proteins Gipc1 Iﬂg;ggffmai“ containing family, 472 |\ 018771 Zg:ggté E ; CCCARTAAGS
7.Signaling Proteins Nppa Natriuretic Peptide Precursor type A 4.48 NM_008725 :“Eggzg E:%g?i()%#@&ﬁ?ggG
JEmri_3 (7170 CCTARTTAGG
NM_010130  |>Emr1_5 (-2968) CCAGATAAGG
7.Signaling Proteins Bmp10 |bone morphogenetic protein 10 3.63 NM_009756 >Bmp10_2 (-7258) CCAGAAATGG
7.Signaling Proteins Dig7 discs, large homolog 7 3.2 NM_ 144553 :B:g;;g E g 881:::;;?;';%
7.Signaling Proteins Tgfb3 |transforming growth factor, beta 3 3.17 NM_009368 >Tgfb3 5 () CCACATATGG
7.Signaling Proteins Bdkrb1 bradykinin receptor, beta 1 2.87 NM_007539 >Bdkrb1 3 () CCATAAATCG



http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=85677503
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=133778956
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=31543879
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=160358828
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=114145468
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118131059
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=13194204
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=6753967
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=158508446
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=7710041
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118130965
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=24475640
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=142378163
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=145966879
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=157837976
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=21362356
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=142377266
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=83582803

>ll4_4 () CCATTTATGG

7.Signaling Proteins 14 Interleukin 4 2.47 NM_021283 () CCTTAAATGG
7.Signaling Proteins Rho |[Rhodopsin 2.35 NM_145383 Zsﬂgzj E ; gémgp_‘l:r_r%%
7.Signaling Proteins l13ra linterleukin 3 receptor, alpha chain 2.21 NM_008369 :::g:zzg E ; gg¥g}£§_—rg%
7.Signaling Proteins Emp1 epithelial membrane protein 1 2.04 AC122820 >Em;1_3(;);CgAA'\III'TT-I:I'%%%
7.Signaling Proteins Inhbc inhibin beta-c 049 |\ 010565 E 7;22; 8gﬁgﬂxgg
7.Signaling Proteins Apc2 adenomatosis polyposis coli 2 0.47 NM_ 011789 >Apc2 5 (-1616) CCGAATTTGG
pleckstrin homology domain
7.Signaling Proteins Plekha1 containing, family a (phosphoinositide 0.46
binding specific) member 1

NM_ 133942 — e
7.Signaling Proteins  [Cshi [Goorientc Sematomammotropn 042 |\ oosses [T S N SSTTATATTG
7.Signaling Proteins Hcert |Hypocretin 0.38 NM_010410 >Hert 1 (-9573) CCATATATGA
7.Signaling Proteins I110ra linterleukin 10 receptor, alpha 037 |\ 008348 :::]82:‘21 E ; ggm&&g%
7.Signaling Proteins Arhgap9 Irho gtpase activating protein 9 0.35 NM_146011
7.Signaling Proteins Efnb3 [Ephrin b3 031 |\ 007e11 :Emg—g E ; gg’égﬁ&&%%
sonaingprowns o [rer i s ciomconene [y [ PO oo commmncs
7.Signaling Proteins Lifr |Ieukemia inhibitory factor receptor 0.27 NM_ 013584 zt:g g E 279; ggﬁéﬁ;:g%%
7.Signaling Proteins Olfr18 [oifactory Receptor 18 017 |\ 146563 Zg:m g_ E ;gggﬂﬁ;ﬁ%
7.Signaling Proteins Bub1 'ﬁ":}iﬂ:\lﬁ’o‘;"(i:_hlzi::ﬂ;g;e"Zimidaz°'e‘°‘ 0.17

NM_009772 _ |>Bub1_4 () CAATAAATGG
7.Signaling Proteins Scg2 secretogranin ii 0.14 NM_009129 >ch2_5((31376517))CCC(:3A,£I'C';I'BAAATGG%



http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=10946583
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=21717804
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=6680428
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=42544092
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=31560578
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=117938321
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118129896
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=109627657
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=141802328
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=110624777
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=90093350
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=142367810
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=145301554
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=7305234
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=126032326
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=30840981
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=71361680

Calcium/Calmodulin-dependent protein

>Camk2a_4 (-4502) CCACAAATGG

7.Signaling Proteins Camk2a Kinase ii alpha 01 |\M 009792 |>Camk2a 5 (-1925) ACTTACATGG
7.Signaling Proteins Pripf |Pro|actin-like Protein f 0.1 NM_011168 ZEHE?@ E § I:iﬂﬂﬂgg
7.Signaling Proteins Homer1 |[homer homolog 1 (drosophila) 0.09 NM 011982 >Homer1_ (2118?(2005:;—;;?826
7.Signaling Proteins S100a9 s100 calcium binding protein a9 0.47 NM_009114 zglgggg}l E ; ggﬁ¥gﬁ‘\m%
7.Signaling Proteins Jag2 Jag2 jagged 2 0.45]NM_010588.
8.Inhibitors Usp29 |ubiquitinSpecific Peptidase 29 372 |\ 021323 B 8(T3(C;¢TT QTT:TTcng
sorpnet e o e Poptasse | paq | oy [SPRgam ST
8.Inhibitors Dpp7 |IDipeptidylpeptidase 7 2.8 NM_031843 >Dpp7 4 ) CAATTTATGG
8.Inhibitors Spink3 Serine Peptidase inhibitor, kazal type 3 04 |im oos2ss  |spinks 4( (54165937))00%”%%/’%%%%
8-Inhibitors Posks Eg(?r:ot;eplg g orese Sublisint 037 Ixm_129214 Zﬁﬁii?ﬁ% E ; COATAAMAGS
8.Inhibitors Capn2 ICalpain 2 0.3 NM_009794 >Capn2_6 () ACAAATTTGG
8.Inhibitors Tesp2 Testicular Serine Protease 2 0.16 NM_009356 >Tesp2 . 4 - 4474) CCTTTTATAG
8.Inhibitors Mug1/2 [Murinoglobulin 1 & 2 014 |\ 008645 :ng]:i E gg?g; gél%&ige
8.Inhibitors Pzp |Pregnancy Zone Protein 0.12 NM_007376 ZE;g:g E g 8gﬁgﬁ$‘ﬁlgg
8.Inhibitors Cpa3 carboxypeptidase a3, mast cell 0.1 NM_007753 >Cpa3_1(-9121) CCCAATTTGG
>Serpinala_1(-9247) CCTTGTTTGG
oometad (s STTATATCS
NM_009243 —o (-1?‘§g)=JCATTATATGG
9.Complement C8g |;gll1;s:=epnt1i32t component, gamm 046 \M 027062 |>C8g 6 ( )(cgcczfxcgf\tTa/tSAgGG
9.Complement F10 Coagulation Factor X 0.31 NM_007972 >F10 4 (-3411) CCATAAAAGT



http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=161086915
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=141801384
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=6754223
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=133893069
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=146134328
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=114145572
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=6679372
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=31981424
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=157951746
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=149270399
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=157951597
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=112734837
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=31982170
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=124256485
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=6680998
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=93102382
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=58037158
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=110625993

9.Complement Plg Plasminogen 0.13 NM_008877
9.Complement Cfi Complement Component Factor i 0.1 NM_007686 >Cfi_ 1() TCTAATTAGG
9.Complement Fgb |[Fibrinogen, B beta polypeptide 0.04 NM 181849 >Fgb 6 () CCATATAAAG
9.Complement Kng1 [Kininogen 1 0-03 " Ium 001102411 iEﬂS];ﬁ 8%8% %ﬂgﬂg&
9.Complement C8g 533&?{" plement compenent® gamme 0.46 NM_027062 >;;::; : ;(EEE%E%Z%GG
10.lon Transport Sic20a1 Solute Carrier family 20, member 1 202 |\ 015747 Zg:ggggl—g E g ggﬁgﬁ?ﬁﬁgg
10.lon Transport HNEDC2 |[HNEDC2 2.88 NM_178877 >Nhedc2 1 () CCAAAGAAGG
10-lon Transport Slotas exchanger), mombor 039 |nm_021530 >SI0438:5(§]18903333555TT(§TTX/§CA33
tosenTransport oabras ST MRS O | 035 b oonoss o) feriate
10.lon Transport Atptai |SCT>K/:2%th+IK+ ransporting, alpha 032 \m_144900 :ﬁg]:l:‘e‘ E ; ggﬁ%ﬁﬁlﬁg
e e e B P T e
10.lon Transport Kenq2 |:3;?:§::f;n q\,l(r)\:teangz-ega;ed channel 032 I\M 001006669 [>Kong2 5 () CCATATATGT
10.lon Transport Gria2 (C;II:tI?: 2a)te receptor lonotropie, AmPa2 0.4 NM_001039195 [>Gria2_6 () CCTTTTATAG
10.lon Transport Gabrb2 .322?&?'2&13?3: )Lr;:apg:id (gaba-2) 015 Ium 008070 >Gabrbz_fs(-(z_gﬁg?)c%%éxp}%%(;
ot [oton [ Cortrtamly 0 codumte | .

NM_ 011387  |>SIc10a1 5 () CCATAAAATG
11.Immune Response Ccl8 chemokine (c-c motif) ligand 8 4.81 NM._ 021443 zgg:g:g E g g?;}rﬁmg%
11.Immune Response Cxcl12 Chemokine (c-x-c motif) ligand 12 3.7 >Cxcl12_1(-9617) CCATAAAAGA

NM_001012477

>Cxcl12_4 (-4682) CCATATATGT
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http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118130602
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=156231020
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=58037158
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=7657578
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=142368598
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=160415210
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=111494231
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=153791905
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=21450276
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=10946829
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=85861219
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=124301234
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=6755527
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=141803310
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=60279261

11.Immune Response H2-TL-T17-c histocompatibility 2, t region locus 10 2.84 M35247

11.Immune Response H2-DMb1 histocompatibility 2, class ii, locus mb1 | 241 | 0 0o ::g:gm]:ﬁ E:Zgg% ggﬁ%&,{gG
11.Immune Response Igh-V irr:gr?;:oglobulin heavy chain variable 0.49 133937

11.Immune Response 1115 interleukin 1 family, member 5 (delta) 0.41 NM_019451 >I15._4 ( § i)%i-;ﬁ$$£g%A
11.Immune Response Igh-VX24 |if:1nr;|1i:;r)loglobulin heavy chain (x24 0.38 X55984

11.Immune Response Orm1 |Orosomucoid 1 0.32 NM_008768 zg;mlig E;4géi)_r%%£\'ogé‘ATG
11.Immune Response H2-M10.1 I%S_:°°°mpa“b""y 2, m region locus 028 |\ 013584 PHEMI01 3 () CAATAAATGG
11.Immune Response 115 |Interleukin 15, 0.25 NM_ 008357 >I15_2 (-7266) CCTTCTTTGT
11.Immune Response Cr1 |ig kappa chain 0.13 U60442

12.0ther Proteins 2610201A13Rik |riken cdna 2610201a13 gene 6.81 AA222883 >2610201A13Rik_4 () CCAAAGATGG
12.0ther Proteins AV169168 547 |Av169168

12.0ther Proteins par hquarius 453 |\ ooorap [0 C1EAT) COATARAAGE
12.0ther Proteins AA408556 expressed sequence aa408556 3.7 NM 199447 :xjgggggzs:ggzl E ; Xgﬁ:{_ﬁ{?ﬁﬁgg
12.0ther Proteins Dnase1l12 |Deoxyribonuclease 1-like 2 3.55 NM_ 025718 zgggzgl:gzg E ; ggm¥y_}g%
12.0ther Proteins Ndrg4 [n-myc downstream regulated gene 4 3.34 NM_ 145602 :“g:gjzg E ; gg’_?_l-l:m_?fg

12.Other Proteins A430107D22Rik [riken cdna a430107d22 gene 347 |\ 178785 zﬁigg}g;gggggtﬁ E ; ggggﬁ?g
12.0ther Proteins BB001228 expressed sequence bb001228 3.15 BB001228 >BB001228_5 () CCATTTTTGG
12.Other Proteins 1700020M16Rik [r3h domain and coiled-coil containing 1| 277 |\ oo o oo o 1:2 ; ;( %8%;;1;5‘3
12.0ther Proteins Rap2ip rap2 interacting protein 25

NM_016759

>Rap2ip_3 (-6720) GCTTCTTTGG
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http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=6679181
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=34328212
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=6680406
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=33859507
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=40804766
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=148539952
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=118130183
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=130502227
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucest&val=16214685
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=149265659
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=141802231

12.Other Proteins Wbp5 ww domain binding protein 5 237 |\ 011712 zwgég% E:g;jjg ggﬁﬁgﬁg
12.Other Proteins et Il(gmaafggggfnrotrﬁ:)spm v homeles 049 InM_009879 ::22152 E § CCARGTITOE
12.0ther Proteins Stard10 Start Domain containing 10 047 |1 019990 Zggg]gzg E))%%TATAT:TTESG s
12.0ther Proteins Ofa |Oncofetal Antigen 0.46 NM_ 011627 >Ofa 6 () CCTTTTAAGG

12.0ther Proteins Cdca5 cell division cycle associated 5 0.44 |\ 026410 >Cdcab_6 ;(;)C%i/*TTTTT;ATTTTGG
12.0ther Proteins Gm1419 gene model 1419, (ncbi) 0.44 NG_005612 >Gm1419_1 () CAAAATTTGG
12.0ther Proteins Lgals2 [riken cdna 220000812 gene 0.44 NM._ 025622 >Lgals2 5 (-2024) CCATAAAATG
12.0ther Proteins Tyms-ps |thymidylate synthase, pseudogene 0.43 NR_000040 :-%mz:gz:; E g gg’_b‘r'_?_"_?_‘_I:Trgg
12.Other Proteins D8Ertd738e :;‘:r:gg‘de"t’ chr 8, erato doi 738, 041 |\ 001007571 No SRE's

12.Other Proteins Hbax Jehain n hbs )zoa*ppr;:: e embryonte 041 INm_010405 ::ggzijg E?%;; COTTTIATAG
12.0ther Proteins Ubtf protein |Loc380988 0.4 XM_001475007. |>AA672647 3 () CCTTTTCTGG
12.0ther Proteins C77681 expressed sequence c77681 0.38 C77681 >C77681 2 () CCTAATATGG
12.0ther Proteins C77691 expressed sequence c77691 0.31 C77691 >C77691 6 () CCATAAATGT
12.0ther Proteins 8430410A17Rik [riken cdna 8430410a17 gene 0.3 NM_173737 >8430410A17Rik_3 () CCAATTTTGG
12.0ther Proteins Gm 1418 gene model 1418, (ncbi) 0.29 NG_005612 >Gm1418_3 () CCTTTTATGA
12.0ther Proteins Lancl2 "ca:niggizt:tri:a)l-lliigﬁzbmic syninetase 028 |\ 133737 PLanc2_6 2-9(7-?1)572)0 éé:,;\GITTé,SEGG
12.Other Proteins Dmrtb1 l?eTr:\tl:::F :am"y i profine-rieh ¢- 027 I\ 205469 |>Dmrtbt 6 () ACTTATATGG
12.0ther Proteins cwroln |:g;:lg:)ike 1 cell eyele confiols 026 \M_ 001081077 [>Cwf19I1_3 () CCATATTTGG
12.0ther Proteins LOC547428  [similar to trav19 0.26 »LOC547428 4 () CCATGAAAGG

X72904.

() CCATTTAAGG
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http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=111815141
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=142372017
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=24586682
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=56090601
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=142350815
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=149266611
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucest&val=2518011
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucest&val=2518021
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=31343454
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http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=19526935
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=149252820
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=124487290
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=296752

12.0ther Proteins Gm1060 gene model 1060, (ncbi) 0.18 NM_001033460

12.0ther Proteins 1100001G20Rik Iriken cdna 1100001920 gene 0.12 NM_183249 >1100001G20Rik_4 (-4459) CCATGTAGGG
12.0ther Proteins 0610005C13Rik |riken cdna 0610005¢13 gene 0.1 AI042964. >0610005C13Rik_1 () CCAAAGATGG
12.0ther Proteins 1500003003Rik |riken cdna 1500003003 gene 0.09 NM_019769

12.0ther Proteins Mup1 [major urinary protein 1 0.03 NM_031188 zmagl é E ?183; ggﬁ?ﬁ.ﬁ;ﬁg

12.0ther Proteins Mup5 [Major Urinary Protein 5 0.03 NM 008649 ZMEEg g E ; 8%2%‘?’112(?

12.0ther Proteins Mup2 [Major Urinary Protein 2 0.02 NM_001045550 zm&g g\ E 838$)gg£J:$A'AA&%G

12.Other Proteins Mup3 Major Urinary Protein 3 0.01 |\ 001039544 ZMEBg 12 iggg’g ggﬂﬁg%}gg
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http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=113930707
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=113930713
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