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Supplementary Figure S2




pBR322 (undigested) -F210 


PCR6 (SauUSI digested)-F210


5’ TCCGACCGCTWWGGCCGCCGCCCAGT 3’ (sequencing read)

3’ AGGCTGGCGAAACCGGCGGCGGGTCA 5’ (template strand)


Primer

F210
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pBR322 (undigested)-F571


PCR7 (SauUSI digested)-F571


5’ ACTATCGTCGCCGCACWWATGACTGTCTTCT 3’ (Sequencing read)

3’ TGATAGCAGCGGCGTGAATACTGACAGAAGA 5’ (template strand)
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pBR322 (undigested)-F670


PCR5 (SauUSI digested)-F670


5’ CGTCGCCGCACTWATGACTGTCTWCTTT 3’(sequencing read)

3’ GCAGCGGCGTGAATACTGACAGAAGAAA 5’(Template strand)


Primer

F670
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5’ TATCGTCGCCGCACTWATGACTRTCTWCWWW 3’ (sequencing read)

3’ ATAGCAGCGGCGTGAATACTGACAGAAGAAA 5’ 


Primer F670 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