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Fig. S1.  Fourier shell correlations of the reconstructions of PomAB with (thick line; 

from the wild-type PomAB particles in Fig. 4A) and without (thin line; PomAB∆C, blue 

solid in Fig. 4D) the PG-binding domain. 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Fig. S2.  Tomographic reconstructions of PomAB.  A. Typical examples of 

individual molecular tomograms.  B. An average of 19 molecular tomograms.  Scale 

bar, 25 Å.  
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