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Supplementary Table 1.

Plasmid
Stock # Name Description

5012 pJG012 hRpb2 wild-type expression plasmid. hRpb2 with N-terminal His10,
PPX, Flag3x & HA3x epitope tags.

5019 pJG019 hRpb2 ΔFL expression plasmid. hRpb2 with N-terminal His10, PPX,
Flag3x & HA3x epitope tags.

Oligonucleotide
Stock # Name Sequence (5'-)

DNA
6437 NT DNA GGTCAGTACGTCCTAAGCGGCGGGTGGAAGAGATTCAGAGCCATC

CCAATGGACACC
6438 T DNA GGTGTCCATTGGGATGGCTCTGAATCTCTTCCACCCGCCGCTTAG

GACGTACTGACC
RNA
6359 RNA15 GAGUCUGGCGGCGGG

Supplementary Table 2.

a CMARRT: Correlation, Moving, Average, Robust and Rapid method on Tiling array. Extends the standard moving
average approach by incorporating correlation structure to identify bound regions (1).

b Data not presented, outside of limits shown.
c Ratio of WT replicate 1 vsWT average.

1. Kuan, P. F., H. Chun, and S. Keles. 2008. CMARRT: A tool for the analysis of ChIP-Chip data from tiling
arrays by incorporating the correlation structure. Pacific Symposium on Biocomputing 13:515-526.



hRPB2PPX SV40 pA

TRE-PCMV HA3FLAG3His10
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Supplementary Figure 1. Amino acid sequence of the epitope tags.


