
CL351

CL352

Genome1

CLA391

EP2251

SC131

SO341

Genome2

CLA392

CBB321

CBB322

Outgroup
0.005 substitutions/site

100

95

80

98
71

Tc00.1047053510889.310

CL351

CL352

Genome1

CLA391

EP2251

SC13

SO341

SO342

Genome2

CBB321

CLA392

Outgroup
0.005 substitutions/site

Tc00.1047053509561.20
98

5684

75
100

92

99

87



CL351

Genome1

CLA391

EP2251

SC131

SO341

Genome2

CLA392

CBB321

CBB322

Outgroup
0.005 substitutions/site

Tc00.1047053508719.70 99

65

100

70

71

98

CL351

EP2251

SC131

SO341

Genome1

Genome2

CLA391

CBB321

Outgroup
0.005 substitutions/site

Tc00.1047053508461.80
60

99

89

99



CL351

Genome1

CLA391

EP2251

SC131

SO341

SO342

Genome2

CLA392

CBB321

CBB322

Outgroup
0.005 substitutions/site

Tc00.1047053506529.310 66

72

71

92

CL351

EP2251

Genome1

Genome2

CLA391

SC131

SO341

SO342

CLA392

CBB321

CBB322

Outgroup
0.005 substitutions/site

Tc00.1047053504059.20

52

70

100

53

99

54



CL351

Genome1

CLA391

EP2251

EP2252

SC131

SO341

Genome2

CLA392

CBB321

CBB322

Outgroup
0.005 substitutions/site

Tc00.1047053504013.40
99

100
74

100

58100

CL351

CLA391

CL352

Genome1

Genome2

CLA392

CBB321

EP2251

SC131

SO341

Outgroup
0.005 substitutions/site

Tc00.1047053503909.76

72

76

99

100



CL351

Genome1

CLA391

EP2251

SC131

SO341

SO342

Genome2

CLA392

CBB322

CBB321

Outgroup
0.005 substitutions/site

Tc00.1047053510889.210 98

89

100

69

100

CL351

Genome1

CL352

SC131

SO341

EP2251

CLA391

CBB321

Outgroup
0.005 substitutions/site

Tc00.1047053507801.70 67

52

54
100



CL351

Genome1

EP2251

EP2252

SC131

SO341

Genome2

CLA391

CBB321

Outgroup
0.01 substitutions/site

Tc00.1047053510123.24

87

99

100

55

57

68

96

CL351

Genome1

CL352

CLA391

SC131

SC132

SO341

EP2251

Genome2

CBB322

CBB321

Outgroup
0.005 substitutions/site

Tc00.1047053511529.200

61

77

100

51

72

58

85



CL351

Genome1

CLA391

SC131

SC132

SO341

SO342

EP2251

EP2252

Genome2

CLA392

CBB321

Outgroup
0.005 substitutions/site

Tc00.1047053511153.124
84

56

98

88

81

73

CL351

Genome1

CLA391

EP2251

SC131

SC132

SO341

Genome2

CLA392

CBB321

Outgroup
0.005 substitutions/site

Tc00.1047053510131.90 99

89

100

67

86



CL351

CL352

Genome1

CLA391

SC131

SO341

SO342

EP2251

Genome2

CLA392

CBB321

Outgroup
0.005 substitutions/site

Tc00.1047053508153.540
86

100

53

62

96

CL351

Genome1

CLA391

EP2251

EP2252

Genome2

CLA392

CBB322

CBB321

SC131

SO341
0.005 substitutions/site

Tc00.1047053503865.40



CL351

Genome1

CLA391

EP2251

EP2252

Genome2

CBB321

CLA392

SC131

SO341

0.009 substitutions/site

Outgroup

Tc00.1047053510765.50

100

97

95

63

97

65100

98

Outgroup

0.009 substitutions/site

CBB321

CLA391

Genome2

EP2251

SO341

SO342

SC131

Genome1

CL351

92

89

95

68

88

100

Tc00.1047053509967.50



CBB32H1

CLA39

CBB32H2 

Genome1

CL35

SC131

SC132

SO34

EP255

5G3

N6
0.005 substitutions/site

Tc00.1047053510101.480

99

71

100

59

68

CL351

Genome1

EP2251

SC131

SO341

Genome2

CLA391

CBB321

Outgroup
0.005 substitutions/site

Tc00.1047053506525.150
82

69

98

58

98



CL351

Genome1

SC131

SO341

EP2251

EP2252

Genome2

CBB321

CLA391

Outgroup
0.005 substitutions/site

Tc00.1047053503885.80
96

100

54

100

70

54

98

CL351

CL352

Genome1

CLA391

SC131

SO341

EP2251

Genome2

CBB321

Outgroup
0.01 substitutions/site

Tc00.1047053503891.50

86

98

100

94

72

100



CBB321

CBB322

CL351

CLA391

Genome1

SC131

S0341

EP2251

Tc00.1047053504045.100 97

67

61

100

82

58

Outgroups

0.005 substitutions/site

CL351

Genome2

CLA392

SC131

S0341

CLA391

CBB321

EP2251

Outgroup
0.005 substitutions/site

Tc00.1047053504057.80

88

68

99

98

62



CL35
Tc00.1047053510877.190

SO34

SC13

Genome 1

CLA39_1

CBB32

Genome 2

Outgroups

98

98

73

100

0.02 substitutions/site

SO34

SC13

CLA39

EP255

CBB32

Genome 1

Genome 2

0.01 substitutions/site

Tc00.1047053506739.20

Outgroups

92

56

74

51

80



EP255H1

EP255H2

Genome 1

CBB32H2

CLA39H1

CBB32H1

CLA39H2

SC13

SO34

CL35

Genome 2

0.005 substitutions/site

Outgroups

Tc00.1047053509007.30

100

99

81

59

100

100
54

CBB32

CLA39

EP225

SC13

S034

CL35

Genome

0.005 substitutions/site

Tc00.1047053506247.200

Outgroups

100



Genome 1
Tc00.1047053509105.70

CL35

CLA39 1

EP225

SC13

S034

Genome 2

CLA39 2

CBB321

CBB322

0.009 substitutions/site

Outgroups

100

100

100

99

70

61

20-SO34

?SC13_A

?SC13_B

35-M6241

43-BRENER_A

39-EPP_A

27-EP255

32-CBB_A

32-CBB_B

39-EPP_B

43_BRENER_B

VESPERT-N6_A

VESPERT-N6_B

MARINK-593

0.02 substitutions/site

HSP70

99

99

69

83

82

100

100

60

100


