Enox

< —> —>
pS12 pS19X
D D@D | <DUbD DN DDﬂlw i J-ﬂ. 104 fe . RS Dq & (6o,
i B el e, iy i, e e e St e IO e ] o
— i \ — — \ \ \ \ \ LO%
Ok 2k 4k 6k 8k 10k 12k 14k 16k 18k 20k
Xist
B 23 45 6 7
) el Rkl ) T
iy et e T R S
l l l l l l l l
20k 22k 24k 26k 28k 30k 32k 34k 36k 38k 40k
Xist Tsix
8 Dxpas34 3 2 pNifll3
I- K- — IMM b 4 (000> K00 1> b D hii L Ol » TR
I \ I = I I . —— R I
40k 42k 44k 46k 48k 50k 52k 54k 56k 58k 60k
Tsix
-
1 7
>_M<9 I0> _DDID DD DD _EPDMK_D ¢ _HIMOI> | il Bop ke o> e amm < > oo ol
R e S | S
I l l T l T l T l T l T l T l T l l
60k 62k 64k 66k 68k 70k 72k 74k 76k 78k 80k
Tsx
6 5 4 3 2
P a1 p @ pal we | nlq«j I 4 m MO ) G0N (B Db
3 \___,_.._.__ R __-.-_-. FEEI I __. e =T ._‘___..-‘..-.___._...__‘:,-.-'_H___ - L I -.._ -.. S =
I I I I I I I I I I I
80k 82k 84k 86k 88k 90k 92k 94k 96k 98k 100k
Chicl
DR R R I W — - -y |M| MMDD b4 b C
I l l l l l l l l l l
100k 102k 104k 106k 108k 110k 112k 114k 116k 118k 120k
Chicl
1
(<D DD PEMIBRO D QDI D444 1bb ¢ ol D U< q
\ \ T \ \ I I ‘ \
120k 122k 124k 126k 128k 130k 132k 133792

Key: —, the direction of gene transcription; ™  exons; =, CpG islands; =, dispersed
MIR repeats; ==, other SINE elements; and ™ , long terminal repeats. The nucleotide
sequence of the Xist gene and the surrounding DNA for each species is plotted on the x
axis. Arrangement of dots on the y axis reflects the homology level between the sequence
of rat and mouse in the range of 50 to 100% (the higher is the dot position, the higher is the
homology).
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