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.0 E O R N H T G T K K G L v 5 § T T A
CATGACGAGCAGCGCAATCATACCGGGACTAAAAAAGGGCTGGTCTCCAGCACCACCGCC

1 EMO G LIS Ce TIXSEIRE  CRM C TIER A £ A GGGCTGGTCTCCAGCACCACCRC]

R s £ E G R 5 0 T L A V G S M L S A G S

CGCAGCGAAGAGGGCCGGAGCCAGACGCTGGCGGTGGGCTCGATGCTCTCGGCGGGTTCC

CGCAGCGAEGAGGGCCGGAGCCAGACGCTGGCGGTGGGCTCGATGCTCTCGGCGGGTTCC

I b v S S 0 N I A V A G S S V V A D K D

ATTGATGTCAGTAGCCAAAATATCGCGGTCGCCGGCAGCAGCGTGGTGGCCGATAAGGAT,
ATTGATGTCAGTAGCCAAAATATCGCGGTCGCEGGCAGCAGCGTGGTGGCCGATAAGGAT)

I R L. R A Q E N L T V 5 T A Q Q S E S G
ATTCGCCTGCGTGCGCAGGAAAACCTGACCGTGAGCACCGCGCAGCAGAGCGAGAGCGGG

ATTCGCCTGCGTGCGCAGGAAAACCTGACCGTGAGCACCGCGCAGCAGAGCGAGAGCGGG

s ¢ L ¥F E 9 K K s 66 L M s T G G I G V F

TCTCAGCTATTCGAGCAGAAAAAATCCGGCCTGATGAGCACCGGCGGTATCGGTGTCTTT

TCTCAGCTATTCGAGCAGAAAAAATCCGGCCTGATGAGCACCGGCGGTATCGGTGTCTTT

I ¢ T s R Q K T T D ¢ T o T v S H I G S

ATCGGGACTTCCCGGCAGAAAACCACCGACCAGACCCAAACGGTGAGCCATATTGGCAGC

ATCGGGACTTCCCGGCAGAAAACCACCGACCAGACCCAAACGGTGAGCCATATTGGCAGC

T v G s L T G N V R L E A G N QO L A L H

[ACGGTGGGCAGCCTGACGGGCAATGTGCGTCTCGAGGCGGGCAATCAGTTAGCCCTTCAC

[ ACGGTGGGCAGCCTGACGGGCAATGTGCGTCTCGAGGCGGGCE®ATCAGTTAGCCCTTCAC

G s bv VvV A G K D L A L T G A D V A I S

GGCAGCGACGTGGTGGCGGGTAAAGACCTCGCCCTGACAGGGGCGGATGTCGCGATCAGC

GGCAGCGACGTGGTGGCGGGTAAAGACCTCGCCCTGACAGGGGCGGATGTCGCGATCAGC

A A E N S R S O QY T A E S K Q S G L T

GCCGCAGAAAATAGCCGTTCTCAACAGTATACTGCCGAGAGTAAACAAAGTGGCCTGACG

GCCGCAGAAAATAGCCGTTCTCAACAGTATACTGCCGAGAGTAAACAAAGTGGCCTGACG

v AL §S G P V G S A V N T A V T T A K A
GTGGCGCTGTCCGGACCGGTCGGCAGTGCCGTCAATACGGCGGTCACCACCGCCAAAGCG

GTGGCGCTGTCCGGACCGGTCGGCAGTGCCGTCAATACGGCGGTCACCACCGCCAAAGCG
AR E E N T G R L A G L Q G V K A A L S
GCCCGCGAAGAAAACACCGGCCGGCTGGCGGGATTGCAAGGGGTCAAAGCGGCGCTGTCG

GCCCGCGAAGAAAACACCGCECGGCTGGCGGGATTGCAAGGGGTCAAAGCGGCGCTGTCG
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G v 0 AV QO A G Q L VvV O A QO G G G V T E

GGGGTGCAAGCGGTGCAGGCCGGGCAACTGGTGCAGGCCCAGGGAGGCGGAGTCACTGAG

GGGGTGC‘GGCGGTGCAGGCCGGGCAACTGGTGCAGGCGCAGGGAGGTGGTEETGCTGAG

M v G v s v S L G S Q K S S S O QO QO Q E
ATGGTGGGCGTCAGTGTGTCGTTAGGCTCACAGAAATCGTCCTCGCAGCAACAGCAGGAA

ATGGTGGGCGTCAGTGTGTCGTTAGGCTCACAIRAAATCGTCCTCGCAGCAACAGCAGGAA

c T ¢ vs G s A L T A G N N L S I K A T
CAGACCCAGGTGAGCGGTTCGGCCCTGACGGCGGGTAATAACCTGAGCATCAAGGCCACC

JCWTIAAAACTAGIAT TAAGA TS

CAGACCCAGGTGAGCGGTTCGGCCCTGACGGCGGGTAATAACCTGAGCATCAAGGCCACC

G G G N A AN S G D I L I A G S Q0 L K A
GGTGGCGGGAATGCGGCAAACAGCGGCGATATTCTGATCGCTGGCAGCCAGCTTARAGCC
NI EINehe ~ g cEXe ~ 8 B A CCGATATTCTGATCGC@GGCAGCCAGCTTARGGCC
GGTGGCGGGAATGCGGCAAACAGCGGCGATATTCTGATCGCTGGCAGCCAGCTTARAGCC

G G b T R L DA A R DV R L L G A A N R
GGGGGCGATACCCGGCTTGATGCGGCGCGTGACGTGCGGTTACTCGGCGCGGCCAATAGG
GGGGGCGATACCCGGCTTGATGCGGCGCGTGACGTGCHGTTACTCGGCGCGGCCAATAGG
GGGGGCGATACCCGGCTTGATGCGGCGCGTGACGTGCGGTTACTCGGCGCGGCCAATAGG

Qg kK T b G S N S S R G G S V G V 8§ V G G
CAAAAAACCGACGGCAGTAACAGCAGCCGTGGCGGTAGCGTTGGCGTCAGTGTGGGGGGC
CAAAAAACCGACGGCAGTAACAGCAGCCGTGGCGGTAGCGTTGGCGTCAGTGTGGGGGGC
CAAAAAACCGACGGCAGTAACAGCAGCCGTGGCGGTAGCGTTGGCGTCAGTGTGGGGGGC

s G L. s v F A N A N K G Q G N E R G D G
AGCGGTCTGAGCGTCTTTGCCAATGCCAACAAGGGGCAGGGCAATGAGCGCGGTGACGGC
AGCGGTCTGAGCGTCTTTGCCAATGCCAACAAGGGGCAGGGCAATGAGCGCGGTGACGGC
AGCGGTCTGAGCGTCTTTGCCAATGCCAACAAGGGGCAGGGCAATGAGCGCGGTGACGGC

T ¥ W T E T T v D S G G M F S L R S G R
ACTTTCTGGACGGAAACCACCGTCGACAGTGGCGGAATGTTCTCGTTGCGCAGTGGCCGC
ACTTTCTGGACGGAAACCACCGTCGACAGTGGCGGAATGTTCTCGTTGCGCAGCGGECGC
ACTTTCTGGACGGAAACCACCGTCGACAGTGGCGGAATGTTCTCGTTGCGCAGE®GGCCGC

b T A L T G A Q V S A E T V K A D V G R
GATACGGCACTGACCGGCGCGCAGGTCAGCGCTGAAACGGTCAAGGCCGATGTGGGGCGT
GATACGGCACTGACCGGCGCGCAGGTCAGCGCTGAAACGGTCAAGGCCGATGTGGGGCGT
GATACGGCACTGACCGGCGCGCAGGTCAGCGCTGAAACGGTCAAGGCCGATGTGGGGCGT

.TCC

N L T L Q9 s O O D R D N Y D A K Q S R V
AATCTTACTCTGCAAAGCCAGCAGGACCGCGATAATTATGATGCGAAGCAGAGCCGTGTC
AATCTTACTCTGCAAAGCCAGCAGGACCGCGATAATTATGATGCGAAGCAGAGCCETGTC
AATCTTACTCTGCAAAGCCAGCAGGACCGCGATAATTATGATGCGAAGCAGAGCCGTGEC

A@GCGAAGCAGAGCCIATGTC

s G G I s v p V A G G G A A V N L S M S
AGCGGCGGTATCAGTGTCCCGGTGGCGGGGGGCGGTGCCGCGGTCAACCTGAGCATGAGC
IAGCGGCGGTATCAGTGTCCCGGTGGCGGGGGGCGGTGCCGCGGTCAACCTGAGCATGAGC

AGCGGCGGTATCAGTGTCCCHGTEGCGGGGGGCGGTGCCGCGGTCAACCTGAGCATGAGC
IAGCGGCGGTATCAGTGTICCGGTGGCGGGGGGCGGTGCCGCGGTCAACCTGAGCATGAGC
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b R L S S Q Yy b s v 0 A O T G I F A G
CGTGACAGGTTATCCAGCCAGTATGATTCGGTGCAGGCGCAGACGGGTATTTTTGCCGGC
CGTGACAGGTTATCCAGCCAGTATGATTCGGTGCAGGCGCAGACGGGTATTTTTGCCGGC

CGTGACAGGETATCCAGCCAGTATGAETCGGTGCAGGCGCAGACGGGTATTTTTGCCGGT
CGTGACAGGTTATCCAGCCAGTATGATTCGGTGCAGGCGCAGACGGGTATTTTTGCCGGC

s 6 6 v b I RV G E H T O L D G A V I A
TCTGGCGGTGTTGATATCCGGGTGGGGGAGCACACCCAACTGGATGGCGCGGTGATTGCC
TCTGGCGGTGTTGATATCCGGGTGGGEGAGCACACCCAEETGGATGGCGCGGTGATTGCC
TCTGGCGGTGTTGATATCCGGGTGGGGGAGCACACCCAACTGGATGGCGCGGTGATTGCC
TCTGGCGGTGTTGATATCCGGGTGGGGGAGCACACCCAACTGGATGGCGCGGTGATTGCC

s T A A A D K N T L D T G T L G F S D I
AGCACGGCGGCAGCCGATAAAAACACGCTGGATACCGGCACACTGGGCTTCAGTGATATC
AGCACGGCGGCAGCCGATAAAAACACGCTGGATACCGGCACACTGGGCTTCAGTGATATC
AGCACGGCGGCAGCCGATAAAAACACGCTGGATACCGGCACACTGGGCTTCAGTGATATC
AGCACGGCGGCAGCCGATAAAAACACGCTGGATACCGGCACACTGGGCTTCAGTGATATC

K N K A v F T V E H QO G G S L § T G G P
AAAAATAAAGCGGTATTCACGGTAGAGCATCAGGGCGGCAGCCTGAGCACCGGTGGCCCG
AAAAATAAAGCGGTATTCACGGTAGAGCATCAGGGCGGCAGCCTGAGCACCGGTGGCCCG
AAAAATAAAGCGGTATTCACGGTEGAGCATCAGGGCGGCAGCCTGAGCACCGGTGGCCCG
AAAAATAAAGCGGTATTCACGGTE@GAGCATCAGGGCGGCAGCCTGAGCACCGGTGGCCCG

v 6 s b L L s N L G G M V L A G L G N G
GTGGGGTCAGACCTGCTGAGTAATCTGGGCGGTATGGTGCTCGCGGGGCTGGGCAATGGC
GTGGGGTCAGACCTGCTGAGTAATCTGGGCGGEATGGTGCTCGCGGGGCTGGGCAATGGC
GTGGGGTCAGACCTGCTGAGTAATCTGGGCGGEATGGTGCTCGCGGGGCTGGGCAATGGC
GTGGGGTCAGACCTGCTGAGTAATCTGGGHGGEOATGGTGCTCGCGGGGCTGGGCAATGGC

G Y A E G T T Q A A V S E G T I T V R D
GGATATGCCGAAGGCACCACGCAGGCGGCAGTGAGTGAGGGCACGATTACCGTTCGCGAC
GGATATGCEGAAGGCACCACGCAGGCGGCAGTGAGTGAGGGCACGATTACCGTTCGCGAC
GGATATGCCGAAGGCACCACGCAGGCGGCAGTGAGTGAGGGCACGATTACCGTTCGCGAC
GGATATGCCGAAGGCACCACGCAGGCGGCAGTGAGTGAGGGCACGATTACCGTTCGCGAC

T E N QO O O N V D D L S R D T G N A N G
ACGGAGAATCAACAGCAGAATGTTGATGACCTGAGCCGGGACACCGGGAATGCCAACGGC
ACGGAGAATCAACAGCAGAATGTTGATGACCTGAGCCGGGACACCGGGAATGCCAACGGC
ACGGAGAATCAACAGCAGAATGTTGATGACCTGAGCCGGGACACCGGGAATGCCAACGGC
ACGGAGAATCAACAGCAGAATGTTGATGACCTGAGCCGGGACACCGGGAATGCCAACGGC

s I 6 p I F D K E K E Q N R L K E V QO L
AGTATCGGGCCGATTTTTGATAAAGAGAAAGAGCAGAACCGGCTGAAAGAAGTGCAGCTG
AGTATCGGGCCGATTTTTGATAAAGAGAAAGAGCAGAACCGECTGAAAGAAGTGCAGCTG
AGTATCGGGCCGATTTTTGATAAAGAGAAAGAGCAGAACCGGCTGAAAGAAGTGCAGCTG
AGTATCGGGCCGATTTTTGATAAAGAGAAAGAGCAGAACCGGCTGAAAGAAGTGCAGCTG

I G E I 6 G Q A L D I A S T Q G K I I A
ATTGGCGAGATAGGCGGTCAGGCGTTAGATATTGCCTCCACGCAGGGCAAGATAATTGCC
ATTGGCGAGATAGGCGGTCAGGCGTTAGATATTGCCTCCACGCAGGGCAAGATAATTGCC
ATTGGCGAGATAGGCGGTCAGGCGTTAGATATTGCCTCCACGCAGGGCAAGATAATTGCC
ATTGGCGAGATAGGCGGTCAGGCGETE®GATATTGCCTCCACGCAGGGCAAGATAATTGCC

T H A A N D K M K A VvV K P E D I A T A E
IACTCACGCGGCAAACGACAAGATGAAGGCGGTGAAGCCGGAAGATATCGCCACGGCGGAA
IACTCACGCGGCAAACGACAAGATGAAGGCGGTGAAGCCGGAAGATATCGCCECGGCGGAA
IACTCACGCGGCAAACGACAAGATGAAGGCGGTGAAGCCGGAAGATATCGCCECGGCGGAA
I ACTCACGCGGCAAACGACAAGATGAAGGCGGTGAAGCCGGAAGATATCGICECGGCGGAA

K 0 w E K A H P G K A A T A E D I N Q OQ
AAACAGTGGGAGAAAGCCCATCCGGGCAAGGCGGCCACGGCAGAGGACATCAACCAGCAG
IAAACAGTGGGAGAAAGCCCATCCGGGCAAGGCGGCCACGGCAGAGGACATCAACCAGCAG

AAACAGTGGGAGAAAGCCCATCCGGGCAAGGCGGCCACGGCAGAGGACATCAACCAGCAG
IAAACAGTGGGAGAAAGCCINATCCGGGCAAGGCGGCCACGGCAGAGGACATCAACCAGCAG
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I Y Q T A YN QAT FNUD S G F G T G G P
ATTTACCAGACGGCATATAATCAGGCATTTAACGACTCAGGATTTGGGACCGGCGGCCCH
ATTTACCAGACGGCATATAATCAGGCATTTAACGAGTCAGGATTTGGGACHGGCGGCCCG

ATTTACCAGACGGC®TATAATCAGGCATTTAACGACTCAGGATTTGGGACCGGCGGCCCG
ATTTACCAGACGGC@TATAATCAGGCE®TTTAACGEET CAGGATTTGGGACCGGCGGCCCG

v 9 R G M 9 A A T A A V O G L A G G N L
GTGCAACGCGGGATGCAGGCGGCGACAGCCGCCGTGCAGGGGCTGGCTGGCGGGAATCTG
GTGCAACGCGGE TGCAGGCGGCGACAGCCGCCGTGCAGGGGCTGGCCGGCGGGAATHTG
GTGCAACGCGGGATGCAGGCGGCGACAGCCGCCGTGCAGGGGCTGGCEGGCGGGAATCTG
GTGCAACGCGGGATGCAGGCGGCGACAGCCGCCGTGCAGGGGCTGGCEGGCGGGAATIATG

G A A L T G A S A P Y L A G V I K Q S T
GGTGCGGCCCTGACGGGTGCCAGTGCGCCGTATCTAGCGGGGGTGATTAAGCAAAGTACA)
GGTGCGGCCCTGACGGGTGCCAGTGCGCCGTATCTGCGGGGGTGATTAAGCAAAGTACA)
GGTGCGGCCCTGACGGGTGCCAGTGCGCCGTATCT®GCGGGGGTGATTAAGCAAAGTACHS
GGTGCGGCCCTGACGGGTGCCAGTGCGCCGTATCTEGCGCGGGGGTGATTAAGCAAAGTAC]Y

G b NP A A NTMAIHA AV L G A V T A Y
GGCGATAATCCGGCGGCTAACACAATGGCACACGCGGTATTGGGCGCGGTGACGGCCTAT
GGCGATAATCCGGCGGCCAACACAATGGCACACGCGGTATTGGGCGCGGTGACEGCCTAT
GGCGATAATCCGGCGGCMAACACAATGGCACACGCGGTATTGGGCGCGGTGACGGCCTAT
GGCGATAATCCGGCGGC®MAACACAATGGCACACGCGGTATTGGGCGCGGTGACGGCCTAT

A R G N N A L A G A A G A A T A E L M A
GCCCGTGGCAACAATGCGCTGGCGGGTGCGGCGGGCGCGGCCACGGCGGAGTTGATGGCC
GCCCGTGGCAACCATGCGCTGGCGGGTGCGGCEGGCGCGGCCACGGCGGAGTTGATGGCC

GOGGCAAC®ATGCGCTGGCGGGTGCGGCGGGCGCGGCCACGGCGGAGTTGATGGCC
GCCINGGGCAACOATGCGCTGGCGGGTGCGGCGGGCGCGGCCACGGCGGAGTTGATGGCC

p T I I S A L G W D K N T L T E G Q K 0
CCCACGATTATCAGCGCGCTGGGCTGGGACAAGAACACACTCACCGAAGGTCAGAAACAG
CCCACGATTATCAGCGCGCTGGGCTGGGACAAGAACACACTCACEGAAGGTCAGAAACAG
CCCACGATTATCAGCGCGCTGGGCTGGGACAAGAACACACTCACCGAAGGTCAGAAACAG
CCCACGATTATCAGCGCGCTGGGCTGGGACAAGAACACACTCACCGAAGGTCAGAAACAG

AV S A L S T L AAGULAGGL T G D S
GCTGTCAGCGCACTGAGTACATTAGCCGCCGGGCTGGCCGGTGGTTTGACAGGTGACAGC
GCTGTCAGCGCACTGAGTACATTAGCCGCCGGGCTGGCCGGTGCEETGACAGTGACAGC

GCTGTCAGCGCACTGAGTACATTAGCCGCCGGGCTGGCCGGTGGTTTGACAGGTGACAGC
GCTGTCAGCGCACTGAGTACATTAGCCGCCGGGCTGGCCGGTGGTTTGACAGGTGACAGC

T A D A I A G G Q A G K N A ¥V E N N S L

ACAGCGGATGCGATAGCCGGGGGGCAGGCGGGGAAAAATGCGGTAGAGAATAACTCGCTG
[ACAGCGGATGCG@TAGCCGGGGGGCAGGCGGGGAAAAATGCGGTAGAGAATAACTIMMNTEN
ACGGCGGATGCGCTAGCCGGGGGGCAGGCGGGGAAAAATGCGGTAGAGAATAAETATCTA
[ACI§GCGGATGCG@TAGCCGGGGGGCAGGCGGGGAAAAATGCGGTAGAGAATAACTCICTG

S G DK A R A A V Q E S K...

TCA GHT‘?E
Archzeec el Civc T T~ C8
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