
    2272   ...D  E  Q  R  N  H  T  G  T  K  K  G  L  V  S  S  T  T  A 

    cdiA  CATGACGAGCAGCGCAATCATACCGGGACTAAAAAAGGGCTGGTCTCCAGCACCACCGCC 

         

    CTo3  AAATGAGATCCCAGCTCTACACTGGGATCTGCCAAAGGGCTGGTCTCCAGCACCACCACC 

  

 

     2292  R  S  E  E  G  R  S  Q  T  L  A  V  G  S  M  L  S  A  G  S 

    cdiA  CGCAGCGAAGAGGGCCGGAGCCAGACGCTGGCGGTGGGCTCGATGCTCTCGGCGGGTTCC 

       

    CTo3  CGCAGCGAGGAGGGCCGGAGCCAGACGCTGGCGGTGGGCTCGATGCTCTCGGCGGGTTCC 

       

 

     2312  I  D  V  S  S  Q  N  I  A  V  A  G  S  S  V  V  A  D  K  D 

    cdiA  ATTGATGTCAGTAGCCAAAATATCGCGGTCGCCGGCAGCAGCGTGGTGGCCGATAAGGAT 

       

    CTo3  ATTGATGTCAGTAGCCAAAATATCGCGGTCGCGGGCAGCAGCGTGGTGGCCGATAAGGAT 

  

 

     2332  I  R  L  R  A  Q  E  N  L  T  V  S  T  A  Q  Q  S  E  S  G 

    cdiA  ATTCGCCTGCGTGCGCAGGAAAACCTGACCGTGAGCACCGCGCAGCAGAGCGAGAGCGGG 

  

    CTo3  ATTCGCCTGCGTGCGCAGGAAAACCTGACCGTGAGCACCGCGCAGCAGAGCGAGAGCGGG 

  

 

     2352  S  Q  L  F  E  Q  K  K  S  G  L  M  S  T  G  G  I  G  V  F 

    cdiA  TCTCAGCTATTCGAGCAGAAAAAATCCGGCCTGATGAGCACCGGCGGTATCGGTGTCTTT 

        

    CTo3  TCTCAGCTATTCGAGCAGAAAAAATCCGGCCTGATGAGCACCGGCGGTATCGGTGTCTTT 

  

 

     2372  I  G  T  S  R  Q  K  T  T  D  Q  T  Q  T  V  S  H  I  G  S 

    cdiA  ATCGGGACTTCCCGGCAGAAAACCACCGACCAGACCCAAACGGTGAGCCATATTGGCAGC 

  

    CTo3  ATCGGGACTTCCCGGCAGAAAACCACCGACCAGACCCAAACGGTGAGCCATATTGGCAGC 

  

 

     2392  T  V  G  S  L  T  G  N  V  R  L  E  A  G  N  Q  L  A  L  H 

    cdiA  ACGGTGGGCAGCCTGACGGGCAATGTGCGTCTCGAGGCGGGCAATCAGTTAGCCCTTCAC 

  

    CTo3  ACGGTGGGCAGCCTGACGGGCAATGTGCGTCTCGAGGCGGGCGATCAGTTAGCCCTTCAC 

  

 

     2412  G  S  D  V  V  A  G  K  D  L  A  L  T  G  A  D  V  A  I  S 

    cdiA  GGCAGCGACGTGGTGGCGGGTAAAGACCTCGCCCTGACAGGGGCGGATGTCGCGATCAGC 

  

    CTo3  GGCAGCGACGTGGTGGCGGGTAAAGACCTCGCCCTGACAGGGGCGGATGTCGCGATCAGC 

  

 

     2432  A  A  E  N  S  R  S  Q  Q  Y  T  A  E  S  K  Q  S  G  L  T 

    cdiA  GCCGCAGAAAATAGCCGTTCTCAACAGTATACTGCCGAGAGTAAACAAAGTGGCCTGACG 

  

    CTo3  GCCGCAGAAAATAGCCGTTCTCAACAGTATACTGCCGAGAGTAAACAAAGTGGCCTGACG 

  

 

     2452  V  A  L  S  G  P  V  G  S  A  V  N  T  A  V  T  T  A  K  A 

    cdiA  GTGGCGCTGTCCGGACCGGTCGGCAGTGCCGTCAATACGGCGGTCACCACCGCCAAAGCG 

  

    CTo3  GTGGCGCTGTCCGGACCGGTCGGCAGTGCCGTCAATACGGCGGTCACCACCGCCAAAGCG 

  

 

     2472  A  R  E  E  N  T  G  R  L  A  G  L  Q  G  V  K  A  A  L  S            

    cdiA  GCCCGCGAAGAAAACACCGGCCGGCTGGCGGGATTGCAAGGGGTCAAAGCGGCGCTGTCG 

  

    CTo3  GCCCGCGAAGAAAACACCGGGCGGCTGGCGGGATTGCAAGGGGTCAAAGCGGCGCTGTCG 

  

 



     2492  G  V  Q  A  V  Q  A  G  Q  L  V  Q  A  Q  G  G  G  V  T  E 

    cdiA  GGGGTGCAAGCGGTGCAGGCCGGGCAACTGGTGCAGGCCCAGGGAGGCGGAGTCACTGAG 

  

    CTo3  GGGGTGCAGGCGGTGCAGGCCGGGCAACTGGTGCAGGCGCAGGGAGGTGGTGTTGCTGAG 

  

 

     2512  M  V  G  V  S  V  S  L  G  S  Q  K  S  S  S  Q  Q  Q  Q  E 

    cdiA  ATGGTGGGCGTCAGTGTGTCGTTAGGCTCACAGAAATCGTCCTCGCAGCAACAGCAGGAA 

  

    CTo3  ATGGTGGGCGTCAGTGTGTCGTTAGGCTCACAAAAATCGTCCTCGCAGCAACAGCAGGAA 

  

 

     2532  Q  T  Q  V  S  G  S  A  L  T  A  G  N  N  L  S  I  K  A  T 

    cdiA  CAGACCCAGGTGAGCGGTTCGGCCCTGACGGCGGGTAATAACCTGAGCATCAAGGCCACC 

    CTo2                                   ...ACTTAAAAACTAGTATTAAGATCC 

    CTo3  CAGACCCAGGTGAGCGGTTCGGCCCTGACGGCGGGTAATAACCTGAGCATCAAGGCCACC 

       

 

     2552  G  G  G  N  A  A  N  S  G  D  I  L  I  A  G  S  Q  L  K  A 

    cdiA  GGTGGCGGGAATGCGGCAAACAGCGGCGATATTCTGATCGCTGGCAGCCAGCTTAAAGCC 

    CTo2  CAGCTTCACTCTGGGATCACCGGTAGCGATATTCTGATCGCCGGCAGCCAGCTTAAGGCC 

    CTo3  GGTGGCGGGAATGCGGCAAACAGCGGCGATATTCTGATCGCTGGCAGCCAGCTTAAAGCC 

      

 

     2572  G  G  D  T  R  L  D  A  A  R  D  V  R  L  L  G  A  A  N  R 

    cdiA  GGGGGCGATACCCGGCTTGATGCGGCGCGTGACGTGCGGTTACTCGGCGCGGCCAATAGG 

    CTo2  GGGGGCGATACCCGGCTTGATGCGGCGCGTGACGTGCAGTTACTCGGCGCGGCCAATAGG 

    CTo3  GGGGGCGATACCCGGCTTGATGCGGCGCGTGACGTGCGGTTACTCGGCGCGGCCAATAGG 

  

 

     2592  Q  K  T  D  G  S  N  S  S  R  G  G  S  V  G  V  S  V  G  G 

    cdiA  CAAAAAACCGACGGCAGTAACAGCAGCCGTGGCGGTAGCGTTGGCGTCAGTGTGGGGGGC 

    CTo2  CAAAAAACCGACGGCAGTAACAGCAGCCGTGGCGGTAGCGTTGGCGTCAGTGTGGGGGGC 

    CTo3  CAAAAAACCGACGGCAGTAACAGCAGCCGTGGCGGTAGCGTTGGCGTCAGTGTGGGGGGC 

  

 

     2612  S  G  L  S  V  F  A  N  A  N  K  G  Q  G  N  E  R  G  D  G 

    cdiA  AGCGGTCTGAGCGTCTTTGCCAATGCCAACAAGGGGCAGGGCAATGAGCGCGGTGACGGC 

    CTo2  AGCGGTCTGAGCGTCTTTGCCAATGCCAACAAGGGGCAGGGCAATGAGCGCGGTGACGGC 

    CTo3  AGCGGTCTGAGCGTCTTTGCCAATGCCAACAAGGGGCAGGGCAATGAGCGCGGTGACGGC 

  

 

     2632  T  F  W  T  E  T  T  V  D  S  G  G  M  F  S  L  R  S  G  R 

    cdiA  ACTTTCTGGACGGAAACCACCGTCGACAGTGGCGGAATGTTCTCGTTGCGCAGTGGCCGC 

    CTo2  ACTTTCTGGACGGAAACCACCGTCGACAGTGGCGGAATGTTCTCGTTGCGCAGCGGTCGC 

    CTo3  ACTTTCTGGACGGAAACCACCGTCGACAGTGGCGGAATGTTCTCGTTGCGCAGCGGCCGC 

  

 

     2652  D  T  A  L  T  G  A  Q  V  S  A  E  T  V  K  A  D  V  G  R 

    cdiA  GATACGGCACTGACCGGCGCGCAGGTCAGCGCTGAAACGGTCAAGGCCGATGTGGGGCGT 

    CTo2  GATACGGCACTGACCGGCGCGCAGGTCAGCGCTGAAACGGTCAAGGCCGATGTGGGGCGT 

    CTo3  GATACGGCACTGACCGGCGCGCAGGTCAGCGCTGAAACGGTCAAGGCCGATGTGGGGCGT 

    CTo4                                                        ...TCC 

 

     2672  N  L  T  L  Q  S  Q  Q  D  R  D  N  Y  D  A  K  Q  S  R  V 

    cdiA  AATCTTACTCTGCAAAGCCAGCAGGACCGCGATAATTATGATGCGAAGCAGAGCCGTGTC 

    CTo2  AATCTTACTCTGCAAAGCCAGCAGGACCGCGATAATTATGATGCGAAGCAGAGCCATGTC 

    CTo3  AATCTTACTCTGCAAAGCCAGCAGGACCGCGATAATTATGATGCGAAGCAGAGCCGTGCC 

    CTo4  TAGTTAGTTGGTCGGGGCTTTTGCTTTTACATATTTTATGACGCGAAGCAGAGCCATGTC 

 

     2692  S  G  G  I  S  V  P  V  A  G  G  G  A  A  V  N  L  S  M  S 

    cdiA  AGCGGCGGTATCAGTGTCCCGGTGGCGGGGGGCGGTGCCGCGGTCAACCTGAGCATGAGC 

    CTo2  AGCGGCGGTATCAGTGTCCCGGTGGCGGGGGGCGGTGCCGCGGTCAACCTGAGCATGAGC 

    CTo3  AGCGGCGGTATCAGTGTCCCAGTAGCGGGGGGCGGTGCCGCGGTCAACCTGAGCATGAGC 

    CTo4  AGCGGCGGTATCAGTGTTCCGGTGGCGGGGGGCGGTGCCGCGGTCAACCTGAGCATGAGC 

 



     2712    D  R  L  S  S  Q  Y  D  S  V  Q  A  Q  T  G  I  F  A  G 

    cdiA  CGTGACAGGTTATCCAGCCAGTATGATTCGGTGCAGGCGCAGACGGGTATTTTTGCCGGC 

    CTo2  CGTGACAGGTTATCCAGCCAGTATGATTCGGTGCAGGCGCAGACGGGTATTTTTGCCGGC 

    CTo3  CGTGACAGGCTATCCAGCCAGTATGACTCGGTGCAGGCGCAGACGGGTATTTTTGCCGGT 

    CTo4  CGTGACAGGTTATCCAGCCAGTATGATTCGGTGCAGGCGCAGACGGGTATTTTTGCCGGC 

 

     2732  S  G  G  V  D  I  R  V  G  E  H  T  Q  L  D  G  A  V  I  A 

    cdiA  TCTGGCGGTGTTGATATCCGGGTGGGGGAGCACACCCAACTGGATGGCGCGGTGATTGCC 

    CTo2  TCTGGCGGTGTTGATATCCGGGTGGGTGAGCACACCCAGTTGGATGGCGCGGTGATTGCC 

    CTo3  TCTGGCGGTGTTGATATCCGGGTGGGGGAGCACACCCAACTGGATGGCGCGGTGATTGCC 

    CTo4  TCTGGCGGTGTTGATATCCGGGTGGGGGAGCACACCCAACTGGATGGCGCGGTGATTGCC 

 

     2752  S  T  A  A  A  D  K  N  T  L  D  T  G  T  L  G  F  S  D  I 

    cdiA  AGCACGGCGGCAGCCGATAAAAACACGCTGGATACCGGCACACTGGGCTTCAGTGATATC 

    CTo2  AGCACGGCGGCAGCCGATAAAAACACGCTGGATACCGGCACACTGGGCTTCAGTGATATC 

    CTo3  AGCACGGCGGCAGCCGATAAAAACACGCTGGATACCGGCACACTGGGCTTCAGTGATATC 

    CTo4  AGCACGGCGGCAGCCGATAAAAACACGCTGGATACCGGCACACTGGGCTTCAGTGATATC 

 

     2772  K  N  K  A  V  F  T  V  E  H  Q  G  G  S  L  S  T  G  G  P 

    cdiA  AAAAATAAAGCGGTATTCACGGTAGAGCATCAGGGCGGCAGCCTGAGCACCGGTGGCCCG 

    CTo2  AAAAATAAAGCGGTATTCACGGTAGAGCATCAGGGCGGCAGCCTGAGCACCGGTGGCCCG 

    CTo3  AAAAATAAAGCGGTATTCACGGTGGAGCATCAGGGCGGCAGCCTGAGCACCGGTGGCCCG 

    CTo4  AAAAATAAAGCGGTATTCACGGTGGAGCATCAGGGCGGCAGCCTGAGCACCGGTGGCCCG 

 

     2792  V  G  S  D  L  L  S  N  L  G  G  M  V  L  A  G  L  G  N  G 

    cdiA  GTGGGGTCAGACCTGCTGAGTAATCTGGGCGGTATGGTGCTCGCGGGGCTGGGCAATGGC 

    CTo2  GTGGGGTCAGACCTGCTGAGTAATCTGGGCGGCATGGTGCTCGCGGGGCTGGGCAATGGC 

    CTo3  GTGGGGTCAGACCTGCTGAGTAATCTGGGCGGCATGGTGCTCGCGGGGCTGGGCAATGGC 

    CTo4  GTGGGGTCAGACCTGCTGAGTAATCTGGGTGGCATGGTGCTCGCGGGGCTGGGCAATGGC 

 

     2812  G  Y  A  E  G  T  T  Q  A  A  V  S  E  G  T  I  T  V  R  D  

    cdiA  GGATATGCCGAAGGCACCACGCAGGCGGCAGTGAGTGAGGGCACGATTACCGTTCGCGAC 

    CTo2  GGATATGCTGAAGGCACCACGCAGGCGGCAGTGAGTGAGGGCACGATTACCGTTCGCGAC 

    CTo3  GGATATGCCGAAGGCACCACGCAGGCGGCAGTGAGTGAGGGCACGATTACCGTTCGCGAC 

    CTo4  GGATATGCCGAAGGCACCACGCAGGCGGCAGTGAGTGAGGGCACGATTACCGTTCGCGAC 

 

     2832  T  E  N  Q  Q  Q  N  V  D  D  L  S  R  D  T  G  N  A  N  G 

    cdiA  ACGGAGAATCAACAGCAGAATGTTGATGACCTGAGCCGGGACACCGGGAATGCCAACGGC 

    CTo2  ACGGAGAATCAACAGCAGAATGTTGATGACCTGAGCCGGGACACCGGGAATGCCAACGGC 

    CTo3  ACGGAGAATCAACAGCAGAATGTTGATGACCTGAGCCGGGACACCGGGAATGCCAACGGC 

    CTo4  ACGGAGAATCAACAGCAGAATGTTGATGACCTGAGCCGGGACACCGGGAATGCCAACGGC 

 

     2852  S  I  G  P  I  F  D  K  E  K  E  Q  N  R  L  K  E  V  Q  L 

    cdiA  AGTATCGGGCCGATTTTTGATAAAGAGAAAGAGCAGAACCGGCTGAAAGAAGTGCAGCTG 

    CTo2  AGTATCGGGCCGATTTTTGATAAAGAGAAAGAGCAGAACCGACTGAAAGAAGTGCAGCTG 

    CTo3  AGTATCGGGCCGATTTTTGATAAAGAGAAAGAGCAGAACCGGCTGAAAGAAGTGCAGCTG 

    CTo4  AGTATCGGGCCGATTTTTGATAAAGAGAAAGAGCAGAACCGGCTGAAAGAAGTGCAGCTG 

 

     2872  I  G  E  I  G  G  Q  A  L  D  I  A  S  T  Q  G  K  I  I  A 

    cdiA  ATTGGCGAGATAGGCGGTCAGGCGTTAGATATTGCCTCCACGCAGGGCAAGATAATTGCC 

    CTo2  ATTGGCGAGATAGGCGGTCAGGCGTTAGATATTGCCTCCACGCAGGGCAAGATAATTGCC 

    CTo3  ATTGGCGAGATAGGCGGTCAGGCGTTAGATATTGCCTCCACGCAGGGCAAGATAATTGCC 

    CTo4  ATTGGCGAGATAGGCGGTCAGGCGCTGGATATTGCCTCCACGCAGGGCAAGATAATTGCC 

 

     2892  T  H  A  A  N  D  K  M  K  A  V  K  P  E  D  I  A  T  A  E 

    cdiA  ACTCACGCGGCAAACGACAAGATGAAGGCGGTGAAGCCGGAAGATATCGCCACGGCGGAA 

    CTo2  ACTCACGCGGCAAACGACAAGATGAAGGCGGTGAAGCCGGAAGATATCGCCGCGGCGGAA 

    CTo3  ACTCACGCGGCAAACGACAAGATGAAGGCGGTGAAGCCGGAAGATATCGCCGCGGCGGAA 

    CTo4  ACTCACGCGGCAAACGACAAGATGAAGGCGGTGAAGCCGGAAGATATCGTCGCGGCGGAA 

 

     2912  K  Q  W  E  K  A  H  P  G  K  A  A  T  A  E  D  I  N  Q  Q 

    cdiA  AAACAGTGGGAGAAAGCCCATCCGGGCAAGGCGGCCACGGCAGAGGACATCAACCAGCAG 

    CTo2  AAACAGTGGGAGAAAGCCCATCCGGGCAAGGCGGCCACGGCAGAGGACATCAACCAGCAG 

    CTo3  AAACAGTGGGAGAAAGCCCATCCGGGCAAGGCGGCCACGGCAGAGGACATCAACCAGCAG 

    CTo4  AAACAGTGGGAGAAAGCCAATCCGGGCAAGGCGGCCACGGCAGAGGACATCAACCAGCAG 

 



     2932  I  Y  Q  T  A  Y  N  Q  A  F  N  D  S  G  F  G  T  G  G  P 

    cdiA  ATTTACCAGACGGCATATAATCAGGCATTTAACGACTCAGGATTTGGGACCGGCGGCCCG 

    CTo2  ATTTACCAGACGGCATATAATCAGGCATTTAACGAGTCAGGATTTGGGACAGGCGGCCCG 

    CTo3  ATTTACCAGACGGCGTATAATCAGGCATTTAACGACTCAGGATTTGGGACCGGCGGCCCG 

    CTo4  ATTTACCAGACGGCGTATAATCAGGCGTTTAACGCGTCAGGATTTGGGACCGGCGGCCCG 

 

     2952  V  Q  R  G  M  Q  A  A  T  A  A  V  Q  G  L  A  G  G  N  L 

    cdiA  GTGCAACGCGGGATGCAGGCGGCGACAGCCGCCGTGCAGGGGCTGGCTGGCGGGAATCTG 

    CTo2  GTGCAACGCGGTATGCAGGCGGCGACAGCCGCCGTGCAGGGGCTGGCCGGCGGGAATATG 

    CTo3  GTGCAACGCGGGATGCAGGCGGCGACAGCCGCCGTGCAGGGGCTGGCCGGCGGGAATCTG 

    CTo4  GTGCAACGCGGGATGCAGGCGGCGACAGCCGCCGTGCAGGGGCTGGCCGGCGGGAATATG 

 

     2972  G  A  A  L  T  G  A  S  A  P  Y  L  A  G  V  I  K  Q  S  T 

    cdiA  GGTGCGGCCCTGACGGGTGCCAGTGCGCCGTATCTAGCGGGGGTGATTAAGCAAAGTACA 

    CTo2  GGTGCGGCCCTGACGGGTGCCAGTGCGCCGTATCTGGCGGGGGTGATTAAGCAAAGTACA 

    CTo3  GGTGCGGCCCTGACGGGTGCCAGTGCGCCGTATCTGGCGGGGGTGATTAAGCAAAGTACG 

    CTo4  GGTGCGGCCCTGACGGGTGCCAGTGCGCCGTATCTGGCGGGGGTGATTAAGCAAAGTACG 

 

     2992  G  D  N  P  A  A  N  T  M  A  H  A  V  L  G  A  V  T  A  Y 

    cdiA  GGCGATAATCCGGCGGCTAACACAATGGCACACGCGGTATTGGGCGCGGTGACGGCCTAT 

    CTo2  GGCGATAATCCGGCGGCCAACACAATGGCACACGCGGTATTGGGCGCGGTGACTGCCTAT 

    CTo3  GGCGATAATCCGGCGGCCAACACAATGGCACACGCGGTATTGGGCGCGGTGACGGCCTAT 

    CTo4  GGCGATAATCCGGCGGCCAACACAATGGCACACGCGGTATTGGGCGCGGTGACGGCCTAT 

 

     3012  A  R  G  N  N  A  L  A  G  A  A  G  A  A  T  A  E  L  M  A 

    cdiA  GCCCGTGGCAACAATGCGCTGGCGGGTGCGGCGGGCGCGGCCACGGCGGAGTTGATGGCC 

    CTo2  GCCCGTGGCAACCATGCGCTGGCGGGTGCGGCTGGCGCGGCCACGGCGGAGTTGATGGCC 

    CTo3  GCCAGCGGCAACCATGCGCTGGCGGGTGCGGCGGGCGCGGCCACGGCGGAGTTGATGGCC 

    CTo4  GCCAGCGGCAACCATGCGCTGGCGGGTGCGGCGGGCGCGGCCACGGCGGAGTTGATGGCC 

 

     3032  P  T  I  I  S  A  L  G  W  D  K  N  T  L  T  E  G  Q  K  Q 

    cdiA  CCCACGATTATCAGCGCGCTGGGCTGGGACAAGAACACACTCACCGAAGGTCAGAAACAG 

    CTo2  CCCACGATTATCAGCGCGCTGGGCTGGGACAAGAACACACTCACTGAAGGTCAGAAACAG 

    CTo3  CCCACGATTATCAGCGCGCTGGGCTGGGACAAGAACACACTCACCGAAGGTCAGAAACAG 

    CTo4  CCCACGATTATCAGCGCGCTGGGCTGGGACAAGAACACACTCACCGAAGGTCAGAAACAG 

 

     3052  A  V  S  A  L  S  T  L  A  A  G  L  A  G  G  L  T  G  D  S 

    cdiA  GCTGTCAGCGCACTGAGTACATTAGCCGCCGGGCTGGCCGGTGGTTTGACAGGTGACAGC 

    CTo2  GCTGTCAGCGCACTGAGTACATTAGCCGCCGGGCTGGCCGGTGGCCTGACATGTGACAGC 

    CTo3  GCTGTCAGCGCACTGAGTACATTAGCCGCCGGGCTGGCCGGTGGTTTGACAGGTGACAGC 

    CTo4  GCTGTCAGCGCACTGAGTACATTAGCCGCCGGGCTGGCCGGTGGTTTGACAGGTGACAGC 

 

     3072  T  A  D  A  I  A  G  G  Q  A  G  K  N  A  V  E  N  N  S  L 

    cdiA  ACAGCGGATGCGATAGCCGGGGGGCAGGCGGGGAAAAATGCGGTAGAGAATAACTCGCTG 

    CTo2  ACAGCGGATGCGCTAGCCGGGGGGCAGGCGGGGAAAAATGCGGTAGAGAATAACTTTTTA 

    CTo3  ACGGCGGATGCGCTAGCCGGGGGGCAGGCGGGGAAAAATGCGGTAGAGAATAATTATCTA 

    CTo4  ACGGCGGATGCGCTAGCCGGGGGGCAGGCGGGGAAAAATGCGGTAGAGAATAACTCTCTG 

 

     3092  S  G  D  K  A  R  A  A  V  Q  E  S  K...  

    cdiA  AGCGGAGACAAGGCGCGGGCAGCGGTTCAGGAAAGTAAA 

    CTo2  TCAGCAACAAAAAATGAAAAGCTAATGAAAGCACTTGAT 

    CTo3  AACTCCACTCAGGCACTCACCTTTGATAAAGAATTGTCA 

    CTo4  AGTGGAGATCAAGCCCGCGAGTCTGTTAAGCAGGTTACG 

 

 

 


