Supplementary Table I1.

Total MiHA epitopes predicted by HLA-peptide binding algorithm

Gene symbol Residue Change RefSNP accession dbSNP AH®  Minor Frequency 4 Reading Frame Length  Peptide Sequence”
AlF RG 14 rs2736182 0,22 0,01 NRF 10 DLQGGKAFGL
AlIF RG 14 rs2736182 0,22 0,01 NRF 10 DLQGGKAFRL
AlF RG 14 rs2736182 0,22 0,01 NRF 11 GLLKAQQEERL
AlF RG 14 rs2736182 0,22 0,01 NRF 9 LQGGKAFGL
AlIF RG 14 rs2736182 0,22 0,01 NRF 9 LQGGKAFRL
AlIF RG 14 rs2736182 0,22 0,01 NRF 11 RLLKAQQEERL
AREG PP 10 rs1615111 0,18 0,02 ARF 9 AGAGGAVAL
AREG PP 10 rs1615111 0,18 0,02 ARF 9 AGASGAVAL
AREG PP 10 rs1615111 0,18 0,02 ARF 9 ATAGAGGAV
AREG PP 10 rs1615111 0,18 0,02 ARF 9 ATAGASGAV
AREG PP 10 rs1615111 0,18 0,02 ARF 11 ATAGASGAVAL
AREG PT 76 rs7656521 0,09 0,01 NRF 10 AAHPPGLHSL
AREG PT 76 rs7656521 0,09 0,01 NRF 10 AAHTPGLHSL
AREG PT 76 rs7656521 0,09 0,01 NRF 9 AHPPGLHSL
AREG PT 76 rs7656521 0,09 0,01 NRF 9 AHTPGLHSL
AREG FF 177 rs2291715 0,22 N.D ARF 9 ILVNGVGKS
AREG FF 177 rs2291715 0,22 N.D ARF 11 NVSKNILVNGV
AREG FF 177 rs2291715 0,22 N.D ARF 11 NVSKNISVNGV
AREG FF 177 rs2291715 0,22 N.D ARF 9 SKNILVNGYV
AREG FF 177 rs2291715 0,22 N.D ARF 9 SKNISVNGV
ARHGAP4 VA 104 rs5987182 0,14 0,00 NRF 9 LLSPLHCWA
ARHGAP4 VA 104 rs5987182 0,14 0,00 NRF 10 LLSPLHCWAYV
ARHGAP4 VA 104 rs5987182 0,14 0,00 NRF 11 LLSPLHCWAVL
ARHGAP4 VA 104 rs5987182 0,14 0,00 NRF 9 LLSPLHCWYV
ARHGAP4 VA 104 rs5987182 0,14 0,00 NRF 10 LLSPLHCWVV
ARHGAP4 VA 104 rs5987182 0,14 0,00 NRF 11 LLSPLHCWVVL
ARHGAP4 VA 104 rs5987182 0,14 0,00 NRF 9 LSPLHCWAYV
ARHGAP4 VA 104 rs5987182 0,14 0,00 NRF 9 PLHCWAVLL
ARHGAP4 VA 104 rs5987182 0,14 0,00 NRF 9 PLHCWVVLL
ARHGAP4 VA 104 rs5987182 0,14 0,00 NRF 10 SLLSPLHCWA
ARHGAP4 VA 104 rs5987182 0,14 0,00 NRF 11 SLLSPLHCWAYV
ARHGAP4 VA 104 rs5987182 0,14 0,00 NRF 10 SLLSPLHCWYV
ARHGAP4 VA 104 rs5987182 0,14 0,00 NRF 11 SLLSPLHCWVYV
ARHGAP4 VA 104 rs5987182 0,14 0,00 NRF 10 SPLHCWVVLL
ARHGAP4 VV 523 rs2070098 N.D. 0,00 ARF 9 ACAPGGGEL
ARHGAP4 VV 523 rs2070098 N.D. 0,00 ARF 9 ACAPGRGEL
ARHGAP4 VV 523 rs2070098 N.D. 0,00 ARF 10 APGGGELHSL
ARHGAP4 VV 523 rs2070098 N.D. 0,00 ARF 10 APGRGELHSL
ARHGAP4 VV 523 rs2070098 N.D. 0,00 ARF 10 SLCPWSWRAA
ARHGAP4 VV 523 rs2070098 N.D. 0,00 ARF 10 SLCPWWWRAA
ARHGAP15 LF 438 rs11538443 N.D. 0,00 NRF 11 FLRAENETGNM
ARHGAP15 LF 438 rs11538443 N.D. 0,00 NRF 9 GIVFGPTFL
ARHGAP15 LF 438 rs11538443 N.D. 0,00 NRF 9 GIVFGPTLL
ARHGAP15 LF 438 rs11538443 N.D. 0,00 NRF 10 IVFGPTFLRA
ARHGAP15 LF 438 rs11538443 N.D. 0,00 NRF 10 IVFGPTLLRA
ARHGAP15 LF 438 rs11538443 N.D. 0,00 ARF 10 KLGDCIWTYL
ARHGAP15 LF 438 rs11538443 N.D. 0,00 ARF 11 KLGDCIWTYLS
ARHGAP15 LF 438 rs11538443 N.D. 0,00 ARF 11 KLGDCIWTYPS
ARHGAP15 LF 438 rs11538443 N.D. 0,00 NRF 11 LLRAENETGNM
ARHGAP15 LF 438 rs11538443 N.D. 0,00 NRF 10 SLGIVFGPTL
ARHGAP15 LF 438 rs11538443 N.D. 0,00 NRF 9 TLLRAENET
ARHGAP15 LF 438 rs11538443 N.D. 0,00 NRF 11 TLLRAENETGN
ARHGAP25 AA 384 rs17604346 0,01 0,02 ARF 9 MLLKTSEFL
ARHGAP25 AA 384 rs17604346 0,01 0,02 ARF 11 MLLKTSEFLGQ
ARHGAP25 RS 555 rs4241344 0,43 0,27 NRF 10 KLILCRVWSK
ARHGAP25 RS 555/MT 556 Combination 0,43/0,44 0,27/N.D. NRF 9 SLQSTVQEL
ARHGAP25 RS 555 rs4241344 0,43 0,27 NRF 9 SLQRMVQEL
ARHGAP25 RS 555 rs4241344 0,43 0,27 NRF 9 SLQSMVQEL
ARHGAP25 RS 555 rs4241344 0,43 0,27 NRF 11 SLQSMVQELRK
ARHGAP25 RS 555 rs4241344 0,43 0,27 NRF 10 SMVQELRKEI
ARHGAP25 MT 556 rs10177248 0,44 N.D. NRF 9 MVQELRKEI
ARHGAP25 MT 556 rs10177248 0,44 N.D. NRF 10 RMVQELRKEI
ARHGAP25 MT 556 rs10177248 0,44 N.D. NRF 9 SLQRTVQEL
ARHGAP25 MT 556 rs10177248 0,44 N.D. NRF 9 TVQELRKEI
ATP2A3 W*stop 77 rs17846878 N.D. 0,00 NRF 9 ALVSFVLAW
ATP2A3 W*stop 77 rs17846878 N.D. 0,00 ARF 9 LLCPGLIRG
ATP2A3 W*stop 77 rs17846878 N.D. 0,00 ARF 10 LLCPGLIRGG
ATP2A3 W*stop 77 rs17846878 N.D. 0,00 ARF 9 LLCPGLVRG
ATP2A3 W*stop 77 rs17846878 N.D. 0,00 ARF 10 LLCPGLVRGG
ATP2A3 LL 302 rs9915542 N.D. 0,00 ARF 10 CLLLQDRRGL
ATP2A3 LL 302 rs9915542 N.D. 0,00 ARF 9 LLLQDRRGL
ATP2A3 AA 424 rs1800911 N.D. 0,44 ARF 10 RLWTTTRPRYV
ATP2A3 ND 458 rs9913158 N.D. 0,00 NRF 9 KMNVFDTDL
ATP2A3 ND 458 rs9913158 N.D. 0,00 NRF 9 KMNVFDTNL
ATP2A3 ND 458 rs9913158 N.D. 0,00 NRF 9 NVFDTDLQA
ATP2A3 ND 458 rs9913158 N.D. 0,00 NRF 10 NVFDTDLQAL
ATP2A3 ND 458 rs9913158 N.D. 0,00 NRF 9 NVFDTNLQA
ATP2A3 ND 458 rs9913158 N.D. 0,00 NRF 10 NVFDTNLQAL
ATP2A3 ND 458 rs9913158 N.D. 0,00 NRF 9 TNLQALSRYV
ATP2A3 DE 519 rs12946879 N.D. 0,00 NRF 11 KMFVKGAPDSV
ATP2A3 DE 519 rs12946879 N.D. 0,00 NRF 11 KMFVKGAPESV
ATP2A3 DE 519 rs12946879 N.D. 0,00 NRF 11 MFVKGAPESVI
ATP2A3 CR 674 rs9895012 N.D. 0,07 ARF 10 LLLRPRGART
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ALCQNGHHGTI
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SLSEWLPWY
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IALETSLSKEL
VALETSLSKEL
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LQWLSDNRL
LQWLSDNRLL
SVLQWLPDNRL
SVLQWLSDNRL
VLQWLPDNRL
VLQWLSDNRL
GLPERVELAPL
GLPERVELA
ITVYGLPERYV
ITVYRLPERYV
RLPERVELA
SLPERVELAPL
SSNITVYGL
TVYGLPERYV
TVYRLPERYV
YGLPERVEL
YRLPERVEL
SPCAAKWRYV
TSPCAAKWRYV
HVREESTYLPL
HVREETTYLPL
TMLGRRAPI
TMLGRRPPI
YLFSEEITSG
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ILHSRTEFI
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ILHSRTEFVSV
FGWMRYSKL
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SMMPTWTRT
CLVMVHGSNST
CLVTVHGSNST
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SCFYKESWL
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FIDNTDSIV
FIDNTDSIVKI
FIDNTDSVV
FIDNTDSVVKI
SIVKIQSWFRM
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NLRTLEQTGHV
NLWTLEQTGHYV
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IQGAP2 WR 1379 rs17681908 0,04 0,00 NRF 9 WTLEQTGHV

ITGAL RT 791 rs2230433 0,49 0,22 NRF 11 RALRLTAFASL
ITGAL RT 791 rs2230433 0,49 0,22 NRF 11 TALRLTAFASL
ITGAL PP 1152 rs11574950 0,05 N.D ARF 9 HLGKRLGIL
ITGAM RH 77 rs1143679 0,08 0,15 NRF 9 HLQVPVEAV
ITGAM RH 77 rs1143679 0,08 0,15 NRF 11 HLQVPVEAVNM
ITGAM RH 77 rs1143679 0,08 0,15 NRF 10 IHLQVPVEAV
ITGAM RH 77 rs1143679 0,08 0,15 NRF 10 IRLQVPVEAV
ITGAM RH 77 rs1143679 0,08 0,15 NRF 9 RLQVPVEAV
ITGAM RH 77 rs1143679 0,08 0,15 NRF 11 RLQVPVEAVNM
ITGAM RS 343 rs3087444 0,02 0,00 ARF 11 EVAAPLSMRCL
ITGAM RS 343 rs3087444 0,02 0,00 ARF 11 RVLRQEVAAPL
ITGAM RS 343 rs3087444 0,02 0,00 ARF 11 RVLRQEVEAPL
ITGAM RS 343 rs3087444 0,02 0,00 ARF 10 VAAPLSMRCL
ITGAM RS 343 rs3087444 0,02 0,00 ARF 10 VLRQEVAAPL
ITGAM RS 343 rs3087444 0,02 0,00 ARF 10 VLRQEVEAPL
ITGAM MT 441 rs11861251 0,2 0,16 NRF 9 AMFRQNTGM
ITGAM MT 441 rs11861251 0,2 0,16 NRF 9 AMFRQNTGT
ITGAM MT 441 rs11861251 0,2 0,16 NRF 9 GMWESNANYV
ITGAM MT 441 rs11861251 0,2 0,16 NRF 9 GTWESNANV
ITGAM SP 1146 rs1143678 0,42 0,17 NRF 10 MMSEGGPPGA
ITGAM SP 1146 rs1143678 0,42 0,17 NRF 10 MMSEGGSPGA
ITGB2 GG 273 rs2230528 0,25 N.D ARF 10 SISRATESWA
ITGB2 GG 273 rs2230528 0,25 N.D ARF 10 SISRATGSWA
ITGB2 VV 367 rs2230529 0,23 0,23 ARF 11 TINSPPGSSWI
ITGB2 VV 367 rs2230529 0,23 0,23 ARF 11 TINSPPGYSWI
ITGB2 WR 586 rs5030672 N.D. 0,01 NRF 10 TEGCLNPWRYV
KCNAB2 EK 88 rs2229003 0,5 N.D. ARF 10 GINLFDTAEV
KCNAB2 EK 88 rs2229003 0,5 N.D. ARF 10 GINLFDTAKYV
KCNAB2 EK 88 rs2229003 0,5 N.D. ARF 9 INLFDTAEV
KCNAB2 EK 88 rs2229003 0,5 N.D. ARF 9 INLFDTAKYV
KCNAB2 EK 88 rs2229003 0,5 N.D. ARF 10 KVYAAGKAEV
KCNAB2 EK 88 rs2229003 0,5 N.D. ARF 10 NLFDTAEVYA
KCNAB2 EK 88 rs2229003 0,5 N.D. ARF 11 NLFDTAEVYAA
KCNAB2 EK 88 rs2229003 0,5 N.D. ARF 10 NLFDTAKVYA
KCNAB2 EK 88 rs2229003 0,5 N.D. ARF 11 NLFDTAKVYAA
KCNAB2 AA 92 rs2229004 0,14 0,00 ARF 9 QLARLKWYW
KCNAB2 AA 92 rs2229004 0,14 0,00 ARF 1" SIQQKSTQLAR
KCNAB2 AA 92 rs2229004 0,14 0,00 ARF 9 SIQQKSTQL
KCNAB2 AA 92 rs2229004 0,14 0,00 ARF 1" SSIQQKSTQLA
KCNAB2 GG 122 rs2229005 0,05 0,00 ARF 10 LLGRKGGDGA
KCNAB2 GG 122 rs2229005 0,05 0,00 ARF 10 LLGWKGGDGA
KCNAB2 SS 344 rs2229002 0,49 0,35 ARF 9 HLPLSTRLI
KCNAB2 SS 344 rs2229002 0,49 0,35 ARF 10 HLPLSTRLIV
KCNAB2 SS 344 rs2229002 0,49 0,35 ARF 9 RLPLSTRLI
KCNAB2 SS 344 rs2229002 0,49 0,35 ARF 10 RLPLSTRLIV
LCP2 QQ 326 rs315717 0,49 0,48 ARF 10 MMKMMCIKDL
LCP2 QQ 326 rs315717 0,49 0,48 ARF 10 MMKMMCIRDL
LRMP GE 25 rs1129442 N.D. 0,00 NRF 10 LLQSREYSSL
LRMP GE 25 rs1129442 N.D. 0,00 NRF 10 LLQSRGYSSL
LRMP GE 25 rs1129442 N.D. 0,00 NRF 9 LQSREYSSL
LRMP GE 25 rs1129442 N.D. 0,00 NRF 9 LQSRGYSSL
LRMP GE 25 rs1129442 N.D. 0,00 NRF 11 SLLQSREYSSL
LRMP GE 25 rs1129442 N.D. 0,00 NRF 11 SLLQSRGYSSL
LRMP SC 197 rs1908946 0,5 N.D. NRF 9 NCLKLLESL
LRMP SC 197 rs1908946 0,5 N.D. NRF 10 NLKKEITNCL
LRMP SC 197 rs1908946 0,5 N.D. NRF 10 NLKKEITNSL
LRMP SC 197 rs1908946 0,5 N.D. NRF 9 NSLKLLESL
LRMP SC 197 rs1908946 0,5 N.D. NRF 11 SLKLLESLTPI
LRMP FS 322 rs1129443 N.D. 0,00 NRF 9 FLPRNIGNA
LRMP FS 322 rs1129443 N.D. 0,00 NRF 11 FLPRNIGNAGM
LRMP FS 322 rs1129443 N.D. 0,00 NRF 9 LRRVTIASL
LRMP FS 322 rs1129443 N.D. 0,00 NRF 11 SSLRRVTIAFL
LRMP FS 322 rs1129443 N.D. 0,00 NRF 11 SSLRRVTIASL
LRMP FS 322 rs1129443 N.D. 0,00 NRF 9 SLPRNIGNA
LRMP FS 322 rs1129443 N.D. 0,00 NRF 11 SLPRNIGNAGM
LRMP FS 322 rs1129443 N.D. 0,00 NRF 10 SLRRVTIAFL
LRMP FS 322 rs1129443 N.D. 0,00 NRF 10 SLRRVTIASL
LRMP FS 322 rs1129443 N.D. 0,00 NRF 9 TIASLPRNI

LTB GA 69 rs4647186 0,01 0,04 NRF 9 DLRPGLPAA
LTB GA 69 rs4647186 0,01 0,04 ARF 10 KQISAPGSQL
LTB GA 69 rs4647186 0,01 0,04 ARF 10 KQISGPGSQL
LTB GA 69 rs4647186 0,01 0,04 ARF 9 QISAPGSQL
LTB GA 69 rs4647186 0,01 0,04 ARF 9 QISGPGSAQL
LTB RS 84 rs4647186 0,01 0,04 NRF 9 DLSPGLPAA
LTB TT 117 rs2229698 0,4 0,00 ARF 9 GVSDERDAV
LTB TT 117 rs2229698 0,4 0,00 ARF 10 GVSDERDAVL
LTB TT 117 rs2229698 0,4 0,00 ARF 9 GVSDERDSV
LTB TT 117 rs2229698 0,4 0,00 ARF 10 GVSDERDSVL
LTB DA 122 rs2229699 0,17 N.D. NRF 1" FLTSGTQFSDA
LTB DA 122 rs2229699 0,17 N.D. NRF 9 TQFSDAEGL
LTB DA 122 rs2229699 0,17 N.D. NRF 9 TQFSDDEGL
LTB FF 231 rs4248165 0,01 0,01 ARF 9 GLCEREDLL
LTB FF 231 rs4248165 0,01 0,01 ARF 9 GLREREDLL
LTB FF 231 rs4248165 0,01 0,01 ARF 9 SVTPIWWTL
LTB FF 231 rs4248165 0,01 0,01 ARF 9 TLREGRPSL
LTB FF 231 rs4248165 0,01 0,01 ARF 10 WTLREGRPSL
LYN KK 233 rs2227980 0,22 0,03 ARF 10 VLVPSHRSHGI
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RLQREWHTL
TLSGRTTFT
LMFWSPSHSCA
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DIWSLGIMAI
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ZFP36L2 11203 rs8098 0,08 0,08 ARF 10 HLSYHRLLPL
ZFP36L2 11203 rs8098 0,08 0,08 ARF 10 HLSYHWLLPL
ZFP36L2 11203 rs8098 0,08 0,08 ARF 9 RLLPLWAAL
ZFP36L2 11203 rs8098 0,08 0,08 ARF 1 RLLPLWAALPL
ZFP36L2 11203 rs8098 0,08 0,08 ARF 9 WLLPLWAAL
ZFP36L2 11203 rs8098 0,08 0,08 ARF 1 WLLPLWAALPL
ZFP36L2 LL 254 rs7933 0,5 0,32 ARF 10 AAPQPQLLGL
ZFP36L2 LL 254 rs7933 0,5 0,32 ARF 10 GLPAGAAAQA
ZFP36L2 LL 254 rs7933 0,5 0,32 ARF 10 GLPAGAAAQV
ZFP36L2 LL 254 rs7933 0,5 0,32 ARF 1 QVAPQPQLLGL
ZFP36L2 LL 254 rs7933 0,5 0,32 ARF 10 VAPQPQLLGL
HMHA1 (red) RH 139 rs1801284 0,04 0,37 NRF 9 VLHDDLLEA
ADIR-F (N.D.) FL 13 rs2296377 0,28 0,03 ARF 1 SVAPALALFPA
CMV ( ) none no polymorphism - N.D. NRF 9 NLVPMVATV
EBV ( ) none no polymorphism - N.D. NRF 9 GLCTLVAML
FLU (pink) none no polymorphism - N.D. NRF 9 GILGFVFTL

HY (N.D.) none no polymorphism - N.D. NRF 9 FIDSYICQV
Mart-| (blue) none no polymorphism - N.D. NRF 9 AAGIGILTV
A3-GP100 ( ) none no polymorphism - N.D. NRF 9 LIYRRRLMK

“ dbSNP average heterozygosity (build126)
P sNp frequency obtained from customized SNP genotyping array. Data represents the allele frequency of 100 Dutch individuals
¥ Peptide sequences are provided with polymorphic residue in red



