SUPPL. TABLE 1

Compound Selectivity for Inhibition of
NF-kB Activation Pathways”

R3
. PMA/ Doxorubicin
# oo || R [R | R |v|n|oDt | NOD2 | TN "NOD1 | lonomycin® | DNA damage®
50(UM) IC50(uM) IC5o(uM) ICs, (uM) Yoact @ Yoact @

50 (0.25-25uM) | (0.25-25uM)
Pl H | A | Me 7 |0.56+0.04 >20 >20 n.dS n.d. n.d.
1] 1088438 |- NR. ' —T07120.75 >20 >20 0.97 0 0
Pl H [ H Cl 2 [0.48+0.14 >20 >20 n.d. n.d. n.d.
2| 1088439 1o NR. ' —15.0020.07 >20 >20 1.08 0 0
3| 44229066 [S| H | H [OMe [ NH, [ 4 | 2.7+0.69 >20 >20 2.48 0 0
4| 3025920 [S| H | H H [ NH,[ 4 | 22021 >20 >20 5.24 0 0
5/ 746711 |[P| H | H | Me | H 2 | 6.3:0.81 >20 >20 9.66 0 0
6| 3025945 |[S| H | H | NO, | NH,| 6 14+1.8 >20 >20 >25 0 0
7| 44229067 [S| Me | Me | Me [ NH,| 4 >20 >20 >20 >25 0 0

* S = Synthesized P = Purchased
¥n.d.=Not determined

?Potency (uM) mean +
®For the NF-kB Pathway specificity assays all compounds were tested at 0.25, 1.0, 2.5, 5.0, 10 & 25 uM

S.E.M., (n = replicates)
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SUPPL. FIG.1




SUPPL. FIG.2
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SUPPL. FIG.3
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SUPPL. FIG.4
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SUPPL. FIG.6
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SUPPL. FIG.7
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SUPPL. FIG.8
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SUPPL. FIG.9
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SUPPL. FIG.11
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SUPPL. FIG.12
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