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Table S1. Sequence of the specific primers used for RT-PCR expression studies.  
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Gene Primer Sequence 

FaGME Forward TTGCAACTGAGGAGTTGTGC 
Reverse TCGGGTCTGAAGTCCATCTC 

FaG1PP Forward TGGTGTAACGGAGCTGACTG 
Reverse CAGAAATGCACCTCCTCCAC 

FaGalUR Forward CTGTAATCGGCATGGGAACT 
Reverse TGATGAGTTGGAGACGGAGA 

FaGLDH Forward CACATGGTACTGGTGCAAGG 
Reverse AGGCCACAGCGAGCTAAATA 

FaMYOX Forward CCCCAAATTGAGCACTTGTT 
Reverse GGCCTCCAAAGCTAGGAAGT 

FaMDHAR Forward TTGGCAATAGCCTGGTTTTC 
Reverse CGTGCTCTTTGGAGACAACA 

FaDHAR Forward GGTTTAGCCACCCAGTTTGA 
Reverse GGAATCTTTTGCCAAGACCA 

FaRIB413 Forward ACCGTTGATTCGCACAATTGGTCATCG 
Reverse TACTGCGGGTCGGCAATCGGACG 
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Allele_1   ATGGCAAAGGTTCCTTCAGTAACCCTCAGCTCCTGCGGTGATGACATCCAGACCATGCCT 60 
Allele_2   ATGGCAAAGGTTCCTTCAGTAACCCTCAGCTCCTGCGGTGATGACATCCAGACCATGCCT 60 
Allele_3   ATGGCAAAGGTTCCTTCAGTAACCCTCAGCTCCTGCGGTGATGACATCCAGACCATGCCT 60 

 
Allele_1   GTAATCGGCATGGGAACTTCATCGTACCCTCGGGCCGACCCTGAAACCGCCAAGGCTGCT 120 
Allele_2   GTAATCGGCATGGGAACTTCATCGTACCCTCGGGCCGACCCTGAAACCGCCAAGGCTGCT 120 
Allele_3   GTAATCGGCATGGGAACTTCATCGTACCCTCGGGCCGACCCTGAAACCGCCAAGGCTGCT 120 

 
Allele_1   ATTCTCGAAGCAATTAGAGCTGGTTACCGACATTTCGACACCGCCGCTGCTTACGGCTCG 180 
Allele_2   ATTCTCGAAGCAATTAGAGCTGGTTACCGACATTTCGACACCGCCGCTGCTTACGGCTCG 180 
Allele_3   ATTCTCGAAGCAATTAGAGCTGGTTACCGACATTTCGACACCGCCGCTGCTTACGGCTCG 180 

 
Allele_1   GAGAAAGATCTCGGTGAAGCCATAGCCGAGGCTCTCCGTCTCCAACTCATCAAGTCTAGG 240 
Allele_2   GAGAAAGATCTCGGTGAAGCCATAGCCGAGGCTCTCCGTCTCCAACTCATCAAGTCTAGG 240 
Allele_3   GAGAAAGATCTCGGTGAAGCCATAGCCGAGGCTCTCCGTCTCCAACTCATCAAGTCTAGG 240 

 
Allele_1   GACGAGCTCTTCATCACAACCAAACTTTGGGCCAGTTTCGCCGAGAAAGACCTTGTGCTG 300 
Allele_2   GACGAGCTCTTCATCACAACCAAACTTTGGGCCAGTTTCGCCGAGAAAGACCTTGTGCTG 300 
Allele_3   GACGAGCTCTTCATCACAACCAAACTTTGGGCCAGTTTCGCCGAGAAAGACCTTGTGCTG 300 

 
Allele_1   CCCTCCATCAAAGCCAGTTTAAGGTAAATATATATATATATGAACCTGAATTCTACTACT 360 
Allele_2   CCCTCCATCAAAGCCAGTTTAAGGTAAATATATATATAT--GAACCTGAATTCTACTACT 358 
Allele_3   CCCTCCATCAAAGCCAGTTTAAGGTAAATATATATATGA----ACCTGAATTCTACTACT 356 

 
Allele_1   TTTAAGTTCTAACTAACTGTGTAATTAACCAGTACGTACGTGCTAATGTTAGACCAG--- 417 
Allele_2   TTTAAGTTCTAACTAACTGTGTAATTAACCAGTACGTACGTGCTAATGTTAGACCATGCC 418 
Allele_3   TTTAAGTTCTAACTAACTGTGTAATTAACCAGTACGTACGTGCTAATGTTAGACCAG--- 413 

 
Allele_1   --CAGGTCTA--GTTTTAGTTGTAATGACAAGTCGGGGTCTAATGAAAGCTGACTGTTTG 473 
Allele_2   AGCAGGTCTA--GTTTTAGTTGTAATGACAAGTCGGGGTCTAATGAAAGCTGACTGTTTG 476 
Allele_3   --CAGGTCTATAGTTTTAGTTGTAATGACAAGTCGGGGTCTAATGAAAGCTGACTGTTTG 471 

 
Allele_1   ATATGTAGCAATCTTCAAGTAGAATACATTGACATGTACATCATACACTGGCCATTCAAA 533 
Allele_2   ATATGTAGCAATCTTCAAGTAGAATACATTGACATGTACATCATACACTGGCCATTCAAA 536 
Allele_3   ATATGTAGCAATCTTCAAGTAGAATACATTGACATGTACATCATACACTGGCCATTCAAA 531 

 
Allele_1   TTGGGAAAAGAGGTGAGAACCATGCCTGTTGAGAGAGATCTGGTGCAGCCCCTTGATATC 593 
Allele_2   TTGGGAAAAGAGGTGAGAACCATGCCTGTTGAGAGAGATCTGGTGCAGCCCCTTGATATC 596 
Allele_3   TTGGGAAAAGAGGTGAGAACCATGCCTGTTGAGAGAGATCTGGTGCAGCCCCTTGATATC 591 

 
Allele_1   AAATCTGTTTGGGAAGCCATGGAAGAGTGCAAGAAACTTGGGCTTGCTAGAGGTATTGGT 653 
Allele_2   AAATCTGTTTGGGAAGCCATGGAAGAGTGCAAGAAACTTGGGCTTGCTAGAGGTATTGGT 656 
Allele_3   AAATCTGTTTGGGAAGCCATGGAAGAGTGCAAGAAACTTGGGCTTGCTAGAGGTATTGGT 651 

 
Allele_1   GTCAGTAACTTCACTAGCAGCATGCTTGAGGAGCTTCTTTCCTTCGCCGAAATCCCTCCG 713 
Allele_2   GTCAGTAACTTCACTAGCAGCATGCTTGAGGAGCTTCTTTCCTTCGCCGAAATCCCTCCG 716 
Allele_3   GTCAGTAACTTCACTAGCAGCATGCTTGAGGAGCTTCTTTCCTTCGCCGAAATCCCTCCG 711 
                
Allele_1   GCCGTAAACCAAGTACGATTATTTACTTGACTACTCATTTTACTCATTTTCACTATGTCA 773 
Allele_2   GCCGTAAACCAAGTACGATTATTTACTTGACTACTCATTTTACTCATTTTCACTATGTCA 776 
Allele_3   GTCGTAAACCAAGTACGATTATTTACTTGACTACTCATTTTACTCATTTTCACTATGTCA 771 
            
    Eco52I 
Allele_1   CTAATCCTATTTCGATCAGTTAATTAACTCAAACTTTTTACACGTATAGTTGGAGATGAA 833 
Allele_2   CTAATCCTATTTCGATCAGTTAATTAACTCAAACTTTTTACACGTATAGTTGGAGATGAA 836 
Allele_3   CTAATCCTATTTCGATCAGTTAATTAACTCAAACTTTTTACACGTATAGTTGGAGATGAA 831 

 
Allele_1   CCCAGCTTGGCAGCTGAAGAAATTGAGGGACTTCTGCAAGGCAAAGGGAATTCATGTCAC 893 
Allele_2   CCCAGCTTGGCAGCTGAAGAAATTGAGGGACTTCTGCAAGGCAAAGGGAATTCATGTCAC 896 
Allele_3   CCCAGCTTGGCAGCTGAAGAAATTGAGGGACTTCTGCAAGGCAAAGGGAATTCATGTCAC 891 
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Allele_1   GGCTTACTCTCCGCTCGGAGCAGCTAGGACTAAATGGGGTGACGATAGGGTTTTGGGATC 953 
Allele_2   GGCTTACTCTCCGCTCGGAGCAGCTAGGACTAAATGGGGTGACGATAGGGTTTTGGGATC 956 
Allele_3   GGCTTACTCTCCGCTTGGAGCAGCTAGGACTAAATGGGGTGACGATAGGGTTTTGGGATC 951 
                      
         MbiI 
Allele_1   AGATATCATCGAAGAGATTGCCCAAGCCAAAGGAAAATCAACTGCTCAGGTATGTCCGTA 1013 
Allele_2   AGATATCATCGAAGAGATTGCCCAAGCCAAAGGAAAATCAACTGCTCAGGTATGTCCGTA 1016 
Allele_3   AGATATCATCGAAGAGATTGCCCAAGCCAAAGGAAAATCAACTGCTCAGGTATGTCCGTA 1011 
 
Allele_1   CAAAATCTACTAGAGTTTGGGAAATGCGATTTGAAGGATTGAGGTATCTAAATTTGAAAC 1073 
Allele_2   CAAAATCTACTAGAGTTTGGGAAATGCGATTTGAAGGATTGAGGTATCTAAATTTGAAAC 1076 
Allele_3   CAAAATCTACTAGAGTTTGGGAAATGCGATTTGAAGGATTGAGGTATCTAAATTTGAAAC 1071 
 
Allele_1   TAGTGTTGATCAGTTAATGGTTGACATGGTTGCAGATATCATTGAGATGGGTGTACGAAC 1133 
Allele_2   TAGTGTTGATCAGTTAATGGTTGACATGGTTGCAGATATCATTGAGATGGGTGTACGAAC 1136 
Allele_3   TAGTGTTGATCAGTTAATGGTTGACATGGTTGCAGATATCATTGAGATGGGTGTACGAAC 1131 
 
Allele_1   AAGGTGTGAGCATAGTAACAAAAAGTTACAACAAAGAAAGAATGAGGCAGAACCTTGACA 1193 
Allele_2   AAGGTGTGAGCATAGTAACAAAAAGTTACAACAAAGAAAGAATGAGGCAGAACCTTGACA 1196 
Allele_3   ATGGTGTGAGCATAGTAACAAAAAGTTACAACAAAGAAAGAATGAGGCAGAACCTTGACA 1191 
 
Allele_1   TCTTCGACTTCTGCTTGACCGAGGAGGAACTGGAGAAGATGAGTCATCTTCCACAGCGGA 1253 
Allele_2   TCTTCGACTTCTGCTTGACCGAGGAGGAACTGGAGAAGATGAGTCATCTTCCACAGCGGA 1256 
Allele_3   TCTTCGACTTCTGCTTGACCGAGGAGGAACTGGAGAAGATGAGTCATCTTCCACAGCGGA 1251 
 
Allele_1   AAGGGGTTACCTTTGCTTCAATTCTAGGACCCCATGATATTGTTCTGGAAGTTGACGAAG 1313 
Allele_2   AAGGGGTTACCTTTGCTTCAATTCTAGGACCCCATGATATTGTTCTGGAAGTTGACGAAG 1316 
Allele_3   AAGGGGTTACCTTTGCTTCAATTCTTGGACCCCATGATATTGTTCTGGAAGTTGACGAAG 1311 
 
Allele_1   AATTA 1318 
Allele_2   AATTA 1321 
Allele_3   AATTA 1316 
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