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Table S1. Sequence of the specific primers used for RT-PCR expression studies.

Gene Primer |Sequence
FaGME Forward | TTGCAACTGAGGAGTTGTGC
Reverse | TCGGGTCTGAAGTCCATCTC
FaGIPP Forward | TGGTGTAACGGAGCTGACTG
Reverse | CAGAAATGCACCTCCTCCAC
FaGalUR Forward | CTGTAATCGGCATGGGAACT
Reverse | TGATGAGTTGGAGACGGAGA
FaGLDH Forward | CACATGGTACTGGTGCAAGG
Reverse | AGGCCACAGCGAGCTAAATA
FaMYOX Forward | CCCCAAATTGAGCACTTGTT
Reverse | GGCCTCCAAAGCTAGGAAGT
FaMDHAR Forward | TTGGCAATAGCCTGGTTTTC
Reverse | CGTGCTCTTTGGAGACAACA
FaDHAR Forward | GGTTTAGCCACCCAGTTTGA
Reverse | GGAATCTTTTGCCAAGACCA
FaRIB413 Forward | ACCGTTGATTCGCACAATTGGTCATCG
Reverse | TACTGCGGGTCGGCAATCGGACG

Table S2. Table with the different restriction sites and the fragments length of the
different cuts in the different alleles.

Fragment , Fragment
Eco52l Leng%t (bp) Mbil Leng%’lt (bp)
Allele 1 + 554 + 406 + 651 + 309
Allele 2 + 554 + 406 + 651 + 309
Allele 3 - 960 - 960
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Figure S1. Changes in mRNA levels of PR5 and PGIP, two pathogen-induced genes
(Osorio et al., 2008) in fruits before (0 h) and after storage for 72 h in ozone or air

atmosphere by semi-quantitative RT-PCR.
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Figure S2. Frequency distributions of AsA for the 95 individuals from the
population segregation derived from the cross between ‘232’ and ‘1392’. Arrows

indicate the parental values.
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Figure S3. Alignment of the three differents alleles of FaGalUR. Exons are indicated

with Black backgrounds and introns with grey backgrounds. Gaps are indicated by
dashes and letters with background are identical nucleotides. The different between

Allele 1 and 2 is only the length of the SSR, although the different between alleles 1

and 2 with allele 3 is the SSR length and the changes in four nucleotides that

produce changes in two aminoacids and different restriction sites. The restriction

sites used are indicated with brackets.
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