
Supporting Information S2
Downregulation of GATA-2 during erythrocyte differentiation

Reference: Krumsiek, Marr et al., Hierarchical differentiation of myeloid progenitors is encoded in the transcription

factor network, PLoS ONE.

Our model predicts GATA-2 to be downregulated during erythrocyte and megakaryocyte differentiation.
However, in the microarray data for the progenitor cells of both lineages (Pronk et al. [1]), we observe
GATA-2 only partially downregulated. By the inspection of mature erythrocytic cells (Chambers et al.
[2]), we get further evidence for a stepwise inhibition of GATA-2.

s1 - Erythrocyte
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Erythrocyte progenitor (Pronk)
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Maturated erythrocyte (Chambers)
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