Table S1. Primers used in this study.

Primers Sequence (5° — 3°) Purpose Source

Km2921R GTACCGAGCTCGAATTCGGC Transposon mutant [30]
sequencing

Km4180F GTTTCATTTGATGCTCGATG Transposon mutant [30]
sequencing

KP0416(+3)F TACAGGCACAACGAGCAC SUgE deletion mutant This study
construct

KP0422(+16F) CTATCTGGGTACCTGGTATG SUgE deletion mutant This study
construct

KP0420(-1)R AAGGCTCCTTTGCTGGG SUgE deletion mutant This study
construct

KP0421(+534) CTAATCATAGCGCTGATTGAC  sugE deletion mutant This study

R construct

KP0420(-138)F GTCAACGGTACGGTTTAGCG SugE complementation This study
construct

KP0421(+528) TGATTAGTGCGCGCTGATC SugE complementation This study

F construct

KP1237R2 AATAGCTACTCCGACGG Complementation [28]
confirmation

KP1235F2 GCGCACGTATCGATCTC Complementation [28]
confirmation

Kp0530-1000-F GTGATCCCGGTGAGATG treC deletion mutant construct  This study

Kp0530+1000- CTTCCTGTGGCTGATTGG treC deletion mutant construct ~ This study

R

Kp0530-1-F AGTACTTTCCTGCTGCAA treC deletion mutant construct ~ This study

Kp0530-1-R CGCTTTTCCCCGGTGGC treC deletion mutant construct ~ This study

Kp0530-1293-F GATTGGCTCATTCTTCCTG treC deletion mutant construct ~ This study

Kp0530+1158- CAGTTAATCTCGCACTTCG treC deletion mutant construct ~ This study

R

Kp0530p-F CGATCTGCTCGATCAACT treC complementation This study
construct

KP0530-R TTATCCCTGCAGCCACCA treC complementation This study
construct

Kp0530p-IF CCTCAAAAACAGAGGGGA treC complementation This study
construct

Kp0530R-IR ACTTTCCTGCTGCAACGA treC complementation This study

construct
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