Supporting Information S1. The training dataset S contains 500 non-NR proteins
and 159 NR proteins classified into the following 7 main subfamilies according to
NucleaRDB (http://www.receptors.org/NR/): (1) NR1: thyroid hormone like; (2)
NR2: HNF4-like; (3) NR3: estrogen like; (4) NR4: nerve growth factor IB-like; (5)
NRS: fushi tarazu-F1 like; (6) NR6: germ cell nuclear factor like; and (7) NRO: knirps
and DAX like. Both the accession numbers and sequences are given. None of the
proteins included has > 60% pairwise sequence identity to any other in the same
subset except the NR6 subfamily.

1. 159 NR proteins S™
(1) 50 NR1

>THB2 RAT
MCMDVRCPSICTAPGSRGLASACMERVCICKAGLHLDTKMNYCVPEVHEVCPAAGSNRYMQVTDYLAYLE
DSPAYSGCDVQAVPGSSIYLEQAWTLNQPYTCSYPGNLFKSKDSDLDMALSQYSQPAHLPEEKPFPQVRS
PPHSHKKGYIPSYLDKDELCVVCGDKATGYHYRCITCEGCKGFFRRTIQKSLHPSYSCKYEGKCIIDKVT
RNQCQECRFKKCIYVGMATDLVLDDSKRLAKRKLIEENREKRRREELQKSIGHKPEPTDEEWELIKTVTE
AHVATNAQGSHWKQKRKFLPEDIGQAPIVNAPEGGQVDLEAFSHFTKIITPAITRVVDFAKKLPMFCELP
CEDQIILLKGCCMEIMSLRAAVRYDPDSETLTLNGEMAVTRGQLKNGGLGVVSDAIFDLGMSLSSFNLDD
TEVALLQAVLLMSSDRPGLACVERIEKYQDSFLLAFEHY INYRKHHVTHFWPKLLMKVTDLRMIGACHAS
RFLHEMKVECPTELFPPLFLEVFED

>064895 9RETR
METVIKVISSAPVVAMPVVIKTEGPAWTPLEPEDTRWLDGKHKRKSSQCLVKSSMSGYIPSCLDKDEQCV
VCGDKPTGYHYRCITCEGCKSFFRRTIQKNLHPTYSCTYDGCCVIDKITRNQCQLCRFKKCISVGMAMDL
VLDDSKRVAKRKLIEENRERRRKEEMIKSLQHRPSPSAEEWELIHVVTEAHRSTNAQGSHWKQRRKFLLE
DIGQSPMASMLDGDKVDLEAFTEFTKIITPAITRVVDFAKNLPMFSELPCEDQITILLKGCCMEIMSLRAA
VRYDPESETLTLSGEMAVKREQLKNGGLGVVSDAIFDLGKSLSAFNLDDTEVALLQAVLLMSSDRTGLIC
VDKIEKCQESYLLAFEHYINYRKHNIPHFWSKLLMKVADLRMIGAYHASRFLHMKVECPTELSPQEVGPD
HCMKCAHFIDGPHCVKACPAGVLGENDTLVWKYADANAVCQLCHPNCTRGCKGPGLEGCPNGSKTPSIAA
GVVGGLLCLVVVGLGIGLYLRRRHIVRKRTLRRLLOERELVEPLTPSGEAPNQAHLRILKETEFKKVKVL
GFGAFGTVYKGLWIPEGEKVTIPVAIKELREATSPKANKEILDEAYVMASVDNPHVCRLLGICLTSTVQL
ITQLMPYGCLLDYIREHKDNIGSQYLLNWCVQIAKGMNYLEERHMVHRDLAARNVLVKTPQHVKITDEFGL
AKQLGADEKEYHAEGGKVPIKWMALESILHRIYTHQSDVWSYGVTVWELMTFGSKPYDGIPASEISSVLE
KGERLPQPPICTIDVYMIMVKCWMSGADSRPKFRELIAEFSKMARDPPRYLVIQGDERMHLPSPTDSKFEY
RTLMEEEDMEDIVDADEYLVPHQGFENSPSTSRTPLLSSLSATSNNSATKCIDRNGGHPVREDGFLPAPE
YVNQLMPKKPSTAMVONQIYNYISLTAISKLPMDSRYQONSHSTAVDNPEYLE

>Q5RZV7_PSEAM

MSEPAENCSPSWKDEAIQNGYIPSYLDKDELCVVCGDKATGYHYRCITCEGCKGFFRRTIQKNLNPTYAC
KYEGKCVIDKVTRNQCQECRFKKCIVVGMATDLVLNDSKRLAKRKLIEENRERRRKEELQKTVWDRLEPT
QEEWDVIRMVTDAHMSTNAQGNHWKOKRKFLVEEAMLLNEITCNLEFYTSDQSAAGVKEDKPEETIGQASMA
NTPEGNKVDIEAFSQFTKIITPAITRVVDFAKKLPMFCELPCEDQIILLKGCCMEIMSLRAAVRYDPESE
TLTLNGEMAVTRGQLKNGGLGVVSDAIFDLGVSLSSEFNLDDSEVALLQAVILLSSDRPGLSSVERIERCQ



EEFLLAFEHYINYRKHKLAHFWPKLLMKVTDLRMIGACHASRFLHMKVECPTELFPPLFLEVFED

>RRG_NOTVI
MMKFSDTASCRDGGERPEEEGKGAGGRSKLRMGKEEFTGSVGKEEAAAVASMSSSKDRICSTSTQLSQLH
GFPPSMYPFAFSSNMRGSPPFDLTNGGAYFRSFPTDLPKEMASLSVETQSTSSEEMVPSSPSPPPPPRVY
KPCFVCNDKSSGYHYGVSSCEGCKGFFRRSIQKNMVYTCHRDKNCQINKVTRNRCQYCRLOKCFEVGMSK
EAVRNDRNKKKKE IKEEVVTDSYEMPPEMEALIQKVSKAHQETFPSLCQLGKYTTNSSADHRVQLDLGLW
HKFSELATKCIIKIVEFAKRLPGFATLTIADQITLLKAACLDILMLRICTRYTPEQDTMTFSDGLTLNRT
QMHNAGFGPLTDLVFAFAEQLLPLEMDDTETGLLSAICLICGDRMDLEEPEKVDKLQEPLLEALKIYARR
RRPNKPYMFPRMLMKITDLRGISTKGAERAITLKMEI PGPMPPLIREMLENPEAFEDDASPPPKSEQKPT
KVEEKPGEKTSTKDP

>Q15156 HUMAN
MEPAPARSPRPQQDPARPQEPTMPPPETPSEGRQPSPSPSPTERAPASEEEFQFLRCQQCQAEAKCPKLL
PCLHTLCSGCLEASGMQCPICQAPWPLGADTPALDNVFFESLORRLSVYRQIVDAQAVCTRCKESADFWC
FECEQLLCAKCFEAHQWFLKHEARPLAELRNQSVREFLDGTRKTNNIFCSNPNHRTPTLTSIYCRGCSKP
LCCSCALLDSSHSELKCDISAEIQQRQEELDAMTQALQEQDSAFGAVHAQMHAAVGQLGRARAETEELIR
ERVRQVVAHVRAQERELLEAVDARYQRDYEEMASRLGRLDAVLQRIRTGSALVQRMKCYASDQEVLDMHG
FLROALCRLRQEEPQSLQAAVRTDGFDEFKVRLQDLSSCITQGKAIETQSSSSEEIVPSPPSPPPLPRIY
KPCFVCQDKSSGYHYGVSACEGCKGFFRRSIQKNMVYTCHRDKNCIINKVTRNRCQYCRLOKCFEVGMSK
ESVRNDRNKKKKEVPKPECSESYTLTPEVGELIEKVRKAHQETFPALCQLGKYTTNNSSEQRVSLDIDLW
DKFSELSTKCIIKTVEFAKQLPGFTTLTIADQITLLKAACLDILILRICTRYTPEQDTMTFSDGLTLNRT
QMHNAGFGPLTDLVFAFANQLLPLEMDDAETGLLSAICLICGDRODLEQPDRVDMLQEPLLEALKVYVRK
RRPSRPHMFPKMLMKITDLRSISAKGAERVITLKMEIPGSMPPLIQEMLENSEGLDTLSGQPGGGGRDGG
GLAPPPGSCSPSLSPSSNRSSPATHSP

>Q86WD1 HUMAN
MEVLESGEQGVLOQWDRKLSELSEPGDGEALMYHTHFSELLDEFSONVLGQLLNDPFLSEKSVSMEVEPSP
TSPAPLIQAEHSYSLCEEPRAQSPFTHITTSDSEFNDEMTMVDTEMPFWPTNFGISSVDLSVMEDHSHSED
IKPFTTVDFSSISTPHYEDIPFTRTDPVVADYKYDLKLQEYQSAIKVEPASPPYYSEKTQLYNKPHEEPS
NSLMATECRVCGDKASGFHYGVHACEGCKGFFRRTIRLKLIYDRCDLNCRIHKKSRNKCQYCRFQKCLAV
GMSHNATRFGRMPOQAEKEKLLAEISSDIDQLNPESADLRALAKHLYDSYIKSFPLTKAKARAILTGKTTD
KSPFVIYDMNSLMMGEDKIKFKHITPLOEQSKEVAIRIFQGCQFRSVEAVQEITEYAKSIPGFVNLDLND
QVTLLKYGVHEITIYTMLASLMNKDGVLISEGQGFMTREFLKSLRKPFGDFMEPKFEFAVKENALELDDSD
LATFIAVIILSGDRPGLLNVKPIEDIQODNLLOALELQLKLNHPESSQLFAKLLOKMTDLRQIVTEHVQLL
QVIKKTETDMSLHPLLQEIYKDLY

>Q658K5 HUMAN

MYESVEVGGPTPNPFLVVDFYNONRACLLPEKGLPAPGPYSTPLRTPLWNGSNHSIETQSSSSEEIVPSP
PSPPPLPRIYKPCFVCQDKSSGYHYGVSACEGCKGFFRRSIQKNMVYTCHRDKNCI INKVTRNRCQYCRL
QKCFEVGMSKESVRNDRNKKKKEVPKPECSESYTLTPEVGELIEKCAKRTRKPSLPSASWANTLRTTAQN
NVSLWTLTSGTSSVNSPTKCIIKTVEFAKQLPGFTTLTIADKITLLKAACLDILILRICTRYTPEQDTMT
FSDGLTLNRTOMHNAGFGPLTDLVFAFANQLLPLEMDDAETGLLSAICLICGDRQDLEQPDRVDMLOEPL
LEALKVYVRKRRPSRPHMFPKMLMKITDLRSISAKGAERVITLKMEI PGSMPPLIQEMLENSEGLDTLSG



QPGGGGRDGGGLAPRQAAVAPASAPAPTEAARPPTPRDRPRHMDTALALRPGFSLPFYRPCDPAPALPPP
ALPGSTGDLPWGTGREEAATPWTEAWALSGLPAPTAWADVRGRGQELSEAPGPGSQODGSWGPRVHQODTPL
PSSPHLHHQQTPGLGSPILRTHKPLLPSWGTSTSPLPRLVTEGVGQGRGVPPVHTLPYQPQVLILAGEVFEF
ILIFLF

>NR1D2 HUMAN
MEVNAGGVIAYISSSSSASSPASCHSEGSENSEFQSSSSSVPSSPNSSNSDTNGNPKNGDLANIEGILKND
RIDCSMKTSKSSAPGMTKSHSGVTKEFSGMVLLCKVCGDVASGFHYGVHACEGCKGFFRRSIQONIQYKKC
LKNENCSIMRMNRNRCQQCRFKKCLSVGMSRDAVRFGRIPKREKQRMLIEMQSAMKTMMNSQFSGHLQOND
TLVEHHEQTALPAQEQLRPKPQLEQENIKSSSPPSSDFAKEEVIGMVTRAHKDTEFMYNQEQQENSAESMQ
PORGERIPKNMEQYNLNHDHCGNGLSSHFPCSESQQHLNGQFKGRNIMHYPNGHAICIANGHCMNFESNAY
TOQRVCDRVPIDGFSQONENKNSYLCNTGGRMHLVCPMSKSPYVDPHKSGHEIWEEFSMSFTPAVKEVVEFA
KRIPGFRDLSQHDQVNLLKAGTFEVLMVRFASLFDAKERTVTFLSGKKYSVDDLHSMGAGDLLNSMFEFS
EKLNALQLSDEEMSLEFTAVVLVSADRSGIENVNSVEALQETLIRALRTLIMKNHPNEASIFTKLLLKLPD
LRSLNNMHSEELLAFKVHP

>Q6IBU6_ HUMAN
MSSPTTSSLDTPLPGNGPPQPGAPSSSPTVKEEGPEPWPGGPDPDVPGTDEASSACSTDWVIPDPEEEPE
RKRKKGPAPKMLGHELCRVCGDKASGFHYNVLSCEGCKGFFRRSVVRGGARRYACRGGGTCQOMDAFMRRK
CQOQCRLRKCKEAGMREQCVLSEEQIRKKKIRKQQQQESQSQSQSPVGPQGSSSSASGPGASPGGSEAGSQ
GSGEGEGVQLTAAQELMIQQLVAAQLQOCNKRSFSDOPKVTPWPLGADPQSRDARQQRFAHFTELAIISVQ
EIVDFAKQVPGFLQOLGREDQIALLKASTIEIMLLETARRYNHETECITFLKDFTYSKDDFHRAGLQVEF I
NPIFEFSRAMRRLGLDDAEYALLIAINIFSADRPNVQEPGRVEALQQPYVEALLSYTRIKRPQODQLRFPR
MLMKLVSLRTLSSVHSEQVFALRLODKKLPPLLSEIWDVHD

>Q922A5 MOUSE
MTTLDSNNNTGGVITYIGSSGSSPSRTSPESLYSDSSNGSFQSLTQGCPTYFPPSPTGSLTQDPARSFEGS
APPSLSDDSSPSSTSSSSSSSSSSFYNGSPPGSLQVAMEDSSRVSPSKGTSNITKLNGMVLLCKVCGDVA
SGFHYGVHACEGCKGFFRRSIQONIQYKRCLKNENCSIVRINRNRCQQCRFKKCLSVGMSRDAVREFGRIP
KREKQRMLAEMQSAMNLANNQLSSLCPLETSPTPHPTSGSMGPSPPPAPAPTPLVGEFSQFPQQLTPPRSP
SPEPTMEDVISQVARAHREIFTYAHDKLGTSPGNEFNANHASGSPSATTPHRWESQGCPSAPNDNNLLAAQ
RHNEALNGLRQGPSSYPPTWPSGPTHHSCHQPNSNGHRLCPTHVYSAPEGEAPANSLRQGNTKNVLLACP
MNMYPHGRSGRTVQEIWEDFSMSFTPAVREVVEFAKHIPGFRDLSQHDQVTLLKAGTFEVLMVREFASLEN
VKDQTVMFLSRTTYSLOELGAMGMGDLLNAMFDFSEKLNSLALTEEELGLFTAVVLVSADRSGMENSASV
EQLOQETLLRALRALVLKNRPSETSRFTKLLLKLPDLRTLNNMHSEKLLSFRVDAQ

>Q6VA69 AEDAE

MYRLNIVSTNPSGSVQQOQOQOQAQGOQVISSVVRPOOQOPPPOLALVOTGGSGGTTTTIIGLTSLNALNATT
ITGLVAGAAGSSTSAIAAAGASNSGSGPSTATTKHILKAATTNNNISIVKIVDDIMLKAVKVEPLPMDTG
GGGGGVSMIPSSATTSGGVTIVTAIPASVAPMPPVAAGTNVSSNGSVTVYASGKRRLESNEEWISSPSPGS
VPGSAPPLSPSPGSQSTTYTTTMSNGYSSPMSTGSYDPYSPNGKMGREDLSPSSSLNGYTDGSDAKKQKK
GPTPROQOEELCLVCGDRESGYHYNALTCEGCKGFFRRSVTKNAVYCCKFGHACEMDMYMRRKCQECRLKK
CLAVGMRPECVVPENQCAIKRKEKKAQKEKDKVQTNATVSTTNSTYRSEILPILMKCDPPPHQATPLLPE
KLLOENRLRNIPLLTANQMAVIYKLIWYQDGYEQPSEEDLKRIMIGSPNEEEDQHDVHFRHITEITILTV



QLIVEFAKGLPAFTKIPQEDQITLLKACSSEVMMLRMARRYDAATDSILFANNRSYTRDSYRMAGMADT I
EDLLHFCROMFSLTVDNVEYALLTAIVIFSDRPGLEQAELVEHIQSYYIDTLRIYILNRHAGDPKCSVIF
AKLLSILTELRTLGNONSEMCFSLKLKNRKLPRFLEEIWDVQDIPPSMQAQMHSHGTQSSSSSSSSSSSS
SNGSSNGNSSSNSNSSQHGPHPHPHGQQLTPNQOOHQQOOHSQOLOQVHANGSGSGGGSNNNSSSGGVVPGL
GMLDQV

>Q6PAY0 XENLA
MSTIMVDTNSELCILTPLDEDDLESPLSGEFLQODIVDIQDITQTIGDDGSTPFGASEHQFLGNSPGSIGS
VSTDLTDTLSPASSPASITFPAASGSAEDAACKSLNLECRVCSDKASGFHYGVHACEGCKGEFFRRTIRLK
LVYDRCERMCKIQKKNRNKCQYCRFEKCLNVGMSHNAIRFGRMPRSEKAKLKAEVLMCDQDVKDTQMADL
LSLARLIYDAYLKNFNMNKVKARAILTGKASNPPEVIHDMETLCMAEKTLVAKLVANGIQNKEAEVRIFH
CCQCTSVETVTELTEFAKSIPGFTELDLNDQVTLLKYGVYEAMFAMLASVMNKDGMLVAYGNGEFITREFL
KSLRKPIGDMMEPKFEFAMKFNALELDDSDLSLEFVAALICCGDRPGLVNIPSIEKMQESIVHVLKLHLQS
NHPDDSFLFPKLLOKMADLRQLVTEHAQLVQTIKKTETDAALHPLLOQEIYRDMY

>NR1H3 HUMAN
MSLWLGAPVPDIPPDSAVELWKPGAQDASSQAQGGSSCILREEARMPHSAGGTAGVGLEAAEPTALLTRA
EPPSEPTEIRPQKRKKGPAPKMLGNELCSVCGDKASGFHYNVLSCEGCKGFFRRSVIKGAHYICHSGGHC
PMDTYMRRKCQECRLRKCRQAGMREECVLSEEQIRLKKLKRQEEEQAHATSLPPRASSPPQILPQLSPEQ
LGMIEKLVAAQQQOCNRRSEFSDRLRVTPWPMAPDPHSREARQORFAHFTELATIVSVQEIVDFAKQLPGEFLQ
LSREDQIALLKTSAIEVMLLETSRRYNPGSESITFLKDFSYNREDFAKAGLQVEFINPIFEFSRAMNELQ
LNDAEFALLIAISIFSADRPNVODQLOVERLOHTYVEALHAYVSIHHPHDRLMFPRMLMKLVSLRTLSSV
HSEQVFALRLODKKLPPLLSEIWDVHE

>Q9PWO01 PLEPL
MVDTQQLLFWPVGEFSLSAVDLSELDDSSHSLDMKHLATLDYTSISSASVPSSLSPOQLMSSISSVGMAYDP
SPPOSEEHLTNMDYTNMHSYRTEPNVHNSIKMEPESPPQYSDSPVESKLODDTTAASLNIECRVCGDKAS
GFHYGVHACEGCKGFFRRTIRLKLVYDHCDLHCRIHKKSRNKCQYCRFQKCLNVGMSHNAIRFGRMPQAE
KEKLLAEFSSDMEHMHPEAADLRALARHLYEAYLKYFPLTKAKARAILSGKTGDNAPEFVIHDIKSLMEGE
QFINCROMPIQEQQQASVLTATHRGLTEHHMGSDYGVWGTTSISGQEPONALELRFFQSCQSRSAEAVRE
VITEFAKSIPGFTDLDLNDQVTLLKYGVIEVLIIMMSPLMNKDGTLISYGQIFMTREFLKSLRKPFCQMME
PKFEFSVKFNTLELDDSDMALFLVVIILSGDRPGLLNVKPIEQLQETVLHSLELQLKLNHPDSLOQLFAKL
LOKMTDLRQIVTDHVHLIQLLKKTEVDMCLHPLLOQEIMKDLY

>Q9GPH1 CALVI

MMKRRWSNNGGFAALKMLEESSSEVTSSSNGLVLSSDINMSPSSLDSPVYGDQDMWLCNDSASYNTNSHQ
HSVITSLOGCTSSLPAQTTIIPLSALPPNSNNNNSLNGGONONYTNGGGSLNTNLAGNGSNNTGGGGGGV
PGMTSLNGLGGGGGIVGGGVNIQVNNHSHIHNHHNSNSNHSNSSSHETNGHMGVGGGVRRRLDAWWEVLY
NINGPNIVSNAQQLSSLOASQONGQVIHANIGIHSIISNGLNHHHHHHMDNSSMMHHETPRSESANSISSGR
DDLSPSSSLNGFSTSDASDVKKIKKGPAPRLOEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVY
CCKFGHACEMDMYMRRKCQECRLRKCLAVGMRPECVVPENQCAMKRREKKAQKEKDKIQTSVCATE IKKE
ILDLMTCEPPSHPTCPLLPEDILAKCQARNIPPSSYNQLAVIYKLIWYQODGYEQPSEEDLKRIMSSPDEN
ESQHDVSFRHITEITILTVQLIVEFAKGLPAFTKIPQEDQITLLKACSSEVMMLRMARRYDHNSDSIFFA
NNRSYTRDSYKMAGMADNIEDLLHFCRQMY SMKVDNVEYALLTAIVIFSDRPGLEEAELVEAIQSYYIDT



LRIYILNRHCGDPMSLVFFAKLLSILTELRTLGNQNAEMCFSLKLKNRKLPKFLEEIWDVHAIPPSVQSH
IQATQAEKAGPGSPGYHFGSVAHGHFSGRHLIVLHKYLDGDIILIISYQPSAVSLSAASTPNGGTGVDYV
GTDMSMSLVQSDNA

>097095 LOCMI
MELFRGADGALPSASASASASASGAPAASPLAVSVPLALPLPGHASPASAADALVVKTEPREAGALFAAT
SSPGOQGPGPAKRARLDSDWLSSPGSNAAPSPPPHHLFGAAASASAGAPAALPNGYASPLSSGGSYDPYSP
GGKIGREDLSPLSSLNGYSADSCDAKKKKGAAPRQQOEELCLVCGDRASGYHYNALTCEGCKGFFRRSITK
NAVYQCKYGNNCEIDMYMRRKCQECRLKKCLTVGMRPECVVPEYQCAVKRKEKKAQKDKDKPNSTTNGSP
EVMMLKDIDAKVEPERPLSNGIKPVSPEQEELIHRLVYFONEYESPSEEDLRRVTSQPTEGEDQSDVRFR
HITEITILTVQLIVEFAKRLPGFDKLLREDQIALLKACSSEVMMFRMARRYDVNSDSILEFANNQPYTKDS
YNLAGMGETIEDMLRFCRQMYAMKVDNAEYALLTAIVIFSERPSLVEGWKVEKIQEIYLEALKAYVDNRR
RPKSGTIFAKLLSVLTELRTLGNQNSEMCFSLKLKNKKLPPFLAEIWDVIP

>Q7T030 PLEPL
MEGVQPTVSEQHDRVNGYCEPKSPQDAAEVRWTSPKRESGGSDSCGGASVSELTDEQELKARESEDEEDN
EKKKRVPVSKGLKGDOKSKEKEHLDQEKNNHSKQKSSGASSYTDLSHTSSPSLSEQLRLGREDSTGAGIS
VECKVCGDKASGFHYGVHACEGCKGFFRRTVRMKLEYDRCERSCKILKKNRNKCQYCRFQKCLSLGMSHD
AIRYGRMPEAERKKLVAGLLAEELTVSKPGGSDLKTLAKQVNAAYLKNLVMTKKRARSILTGKTSSTSPF
VIYDVDTLWKAESGLVWSQLLAGAPLTKEIGVHVEFYRCQCTTVETVRELTEFAKSIPGFQDLYLNDQVTL
LKYGVHEAIFAMLPSLMNKDGLLVANGKGFVTREFLRSLRKPFSEIMEPKFEFAVKFNALELDDSDLALF
VAAIILCGDRPGLMNVKQVEQSQDNILOALDLHLQANHSDSLYLFPKLLQKMADLROQLVTENALLVQKIK
KTESETSLHPLLQEIYKDMY

>ECR_DROME
MKRRWSNNGGFMRLPEESSSEVTSSSNGLVLPSGVNMSPSSLDSHDYCDQDLWLCGNESGSFGGSNGHGL
SQOQQSVITLAMHGCSSTLPAQTTIIPINGNANGNGGSTNGQYVPGATNLGALANGMLNGGFNGMOQQIQ
NGHGLINSTTPSTPTTPLHLOQONLGGAGGGGIGGMGILHHANGTPNGLIGVVGGGGGVGLGVGGGGVGGL
GMOHTPRSDSVNSISSGRDDLSPSSSLNGYSANESCDAKKSKKGPAPRVOEELCLVCGDRASGYHYNALT
CEGCKGFFRRSVTKSAVYCCKFGRACEMDMYMRRKCQOECRLKKCLAVGMRPECVVPENQCAMKRREKKAQ
KEKDKMTTSPSSQHGGNGSLASGGGQDFVKKEILDLMTCEPPQHATIPLLPDEILAKCQARNIPSLTYNQ
LAVIYKLIWYQDGYEQPSEEDLRRIMSQPDENESQTDVSFRHITEITILTVQLIVEFAKGLPAFTKIPQE
DQITLLKACSSEVMMLRMARRYDHSSDSIFFANNRSYTRDSYKMAGMADNIEDLLHFCRQMFSMKVDNVE
YALLTAIVIFSDRPGLEKAQLVEAIQSYYIDTLRIYILNRHCGDSMSLVFYAKLLSILTELRTLGNQNAE
MCFSLKLKNRKLPKFLEEIWDVHAIPPSVQSHLQITQEENERLERAERMRASVGGAITAGIDCDSASTSA
AAAAAQHQPQPQPQPQPSSLTONDSQHOTQPQLOPOLPPQLOGOLOPQLOPOLOTQLOPOIQPQPQLLPV
SAPVPASVTAPGSLSAVSTSSEYMGGSAAIGPITPATTSSITAAVTASSTTSAVPMGNGVGVGVGVGGNV
SMYANAQTAMALMGVALHSHQEQLIGGVAVKSEHSTTA

>Q90WP6_SALSA

MVDTRRAAWSLLSFGLGTLDLVEMDNKMNSFDMKTLSTLDYPYLPSLEYSHNS PHHHHS PDRSHSCNHSP
DRSHSFNHSPDRSHSFNHSPDRNHSFNHSPDRSHSFNHSPDRSHSYNDTYSVYQGSVNDKPLSPSQSSDC
SIVSLSRPRPHSNPPTYTDASSLLNIDCRVCGDKASGFHYGVHVCEGCKGFFRRTVRLKLVYDHCDLHCR
THKKSRNKCQYCRFQKCLLVGMSHDATRFGRMPQVEREKLLQAEFMDVEPRNPESADLRALSRQLCLSYH



RHFPLTKSKAKAILSGKTHGNSPFVIHDMKSLTAGQYFINCRQLPVLERQRSVLPPEEPAEELELSVEFRR
IQFRSAEAVQEVTEFTKSIPGFTELDMNDQVILLKYGVIEVMTTMLAPLMNKDGTLFAYGQIFMTREFLK
SLRKPFCEMMEPKFEFAAKFNLLELDDSDMALFFAVIILSGDRPGLVNVKPIEDLQETVLOQALELQLKTI
HPDCPQLFAKLLOKMTDLRQLVANHVRHIHLLKKQELOMCLHPLLQEIMRDLY

>Q6GMI3 BRARE
MESTKAGGVIAYISSSSSASSPESCHSDSSNSSFQSCSPPHTGQGQGETLHVASHSRPPRHGGGKARSLS
STKSGITKINGLVLLCKVCGDVASGFHYGVHACEGCKGFFRRSIQONIQYKKCLKNESCPIMRINRNRCOQ
QCRFKKCLLVGMSRDAVRFGRIPKREKQRMLLEMONAMNNMMNNSHGNQSLNNQTSAADGTSEDGTSEDS
TSGPSSRSPSSSPRSNRSESSPDPELQIAMDTSSSSDSSSATDSGEEEVIGTVTRAHQETEMYNQEQGSM
ASEALNNYSHCTEKTQEVLNHQONNVSSVSEQNPQSSCGPQGPEDSGQODYSTLSSCPVRLSNNSSRGPSLQ
TLTFRAHNDHETHANGSYIVPTFPRANRMHLVCPMNTSPYVDPOKSGHSIWEEFSMSFTPAVREVVEFAK
RIPGFKDLSQHDQVSLLKAGTFEVLVVREFTSLEFDVKERKVTFLSGRKYSVDALRSLGAGDLLNSMFDFTE
KLOALNLSEEEMSLFTAVVLVSADRSGLENVNSVEALQETLIRALRSLITKNHPNEIATFTKLLLKLPDL
RSLNNMHSEQLLAFKVHP

>Q8WSA1l BOMMO
MOCYPKLSPKREPPEGLYEIEMLPGARRLELPAPPGKEFRAPVLLAGPSLAPTHSVIQCMRPPPPPPPPP
PPRLLKPPSFEEPSSSIPDLEFDGTTVLCRVCGDKASGFHYGVHSCEGCKGFFRRSIQQKIQYRPCTKNQ
QCSILRINRNRCQYCRLKKCIAVGMSRDAVRFGRVPKREKARILAAMQQSSSSRAHEQAAAAELDDAPRL
LARVVRAHLDTCEFTRDRVASMRARARDCPTYSQPTLACPLNPAPELQSEKEFSQRFAHVIRGVIDFAGL
IPGFQLLTODDKFTLLKSGLFDALFVRLICMFDAPLNSIICLNGQLMKRDS IQSGANARFLVDSTFKFAE
RMNSMNLTDAEIGLFCAIVLITPDRPGLRNIELVERMHSRLKACLQTVIAQNRPERPGFLRELMDTLPDL
RTLSTLHTEKLVVFRTEHKELLRQQMWNEEEGVSWADSVVEESARSPIGSVSSSESGEVPSDCGTPLLAA
TLAGRRRLDSRGSVDEEALGVAHLAHNGLTVTPVRPPPRYRKLDSPTDSGIESGNEKHERI IGPGSGCSS
PRSSLEEHTEDRRPTAPADDMPVLKRVLQAPPLYGGTSTLMDETYKPHKKFRAMRRDTGEAEARPVQPTP
SPOPLHPHPASPAHPAHSPRPPRISLSSTHSVLAKSLMEGPRMTPEQLKRTDMIQQYMRRNEAGSSVEGC
TLRTGGLLTCYRGASPAPPPVLALQVDVTDAPLNLSKKSPSPPRSYMPQMLEA

>Q7T031 PLEPL
MAGDLYSPPSPLGESLLGSPLCGDLMEDYCDISQSMEDSALGFDIPEYQSTGSGSESSTALDTLTPASSP
LSGVCGAAPGTEESLNLECRVCSDKASGFHYGVHACEGCKGFFRRTIRLKLEYDKCERSCKILKKNRNKC
QYCRFHKCLSVGMSHNAIRFGRMPQAEKLKLKAESNMVEKEAESPMLADHKILVRQIHDAYMKNENMSKA
KAKLILTGKTSKPPFITHDMETFQLAERTLAAHMVNGDQAEPECGLQSRAVALDAECGELEQREAEARLF
FCCOSTSVETVTELTEFAKAVPGFQSLDLNDQVTLLKYGVYEALFTLLASCMNKDGLLVARGGGFITREF
LKSLRRPFSDMMEPKEFQFATRENSLELDDSDLALEFVAATIICCGDRPGLVDVPLVEQLOQESIVQALQLHLL
ANHPDITFLFPRLLOKLADLRELVTEHAQLVQEIKTTEDAALHPLLOQEIYRDMY

>044338 9ACAR
MVDDALQLGSGAEQQLDAHLLELAAVALHGLARIFVAAKRDERVALLATHDVHTAHRDVEPLEVAADVQR
VCRPGQVLQTDDDGGDGGPVPPKRVRQDDAGAWISSPSSQOMSVGSLSPPPPLLNGVANSSGLSPVSNCSS
YDTYSPRGPCKEEMSPSSGGGGLNGYFVDSFGDPKKKKGPAPRQQEELCLVCGDRASGYHYNALTCEGCK
GFFRRSITKNAVYQCKYGNNCDIDMYMRRKCQECRLKKCLSVGMRPECVVPEYQCATIKRESKKHQKDRPN
STTRESPSALMAPSSVGGVSPTSQPMGGGGSSLGSSNHEEDKKPVVLSPGVKPLSSSQEDLINKLVYYQQ



EFESPSEEDMKKTTPEFPLGDSEEDNQRREFQHITEITILTVQLIVEFSKRVPGEFDTLAREDQITLLKACSS
EVMMLRGARKYDVKTDSIVFANNQPYTRDNYRSASVGDSADALFRFCRKMCQLRVDNAEYALLTAIVIFES
ERPSLVDPHKVERIQEYYIETLRMYSENHRPPGKNYFARLLSILTELRTLGNMNAEMCFSLKVQONKKLPP
FLAEIWDIQE

>NR1H4 MOUSE
MVMQOFQGLENPIQISLHHSHRLSGFVPDGMSVKPAKGMLTEHAAGPLGONLDLESYSPYNNVPFPQVQPQ
ISSSSYYSNLGFYPQQPEDWYSPGIYELRRMPAETGYQGETEVSEMPVTKKPRMAAASAGRIKGDELCVV
CGDRASGYHYNALTCEGCKGFFRRSITKNAVYKCKNGGNCVMDMYMRRKCQECRLRKCREMGMLAECMYT
GLLTEIQCKSKRLRKNVKQHADQTVNEDDSEGRDLRQVTSTTKFCREKTELTADQQTLLDY IMDSYNKQR
MPQEITNKILKEEFSAEENFLILTEMATSHVQILVEFTKKLPGFQTLDHEDQIALLKGSAVEAMFLRSAE
IFNKKLPAGHADLLEERIRKSGISDEYITPMFSFYKSVGELKMTQEEYALLTAIVILSPDRQY IKDREAV
EKLQEPLLDVLQKLCKMYQPENPOHFACLLGRLTELRTFNHHHAEMLMSWRVNDHKFTPLLCE IWDVQ

>E75C_DROME
MHGGGPGSSGSNIIRRSSGSFPGSGSGSASKLIKTEPIDFEMLHLEENERQODIEREPSSSNSNSNSNSL
TPORYTHVQVQTVPPRQPTGLTTPGGTQKVILTPRVEYVQQRATSSTGGGMKHVY SQQOGTAASRSAPPE
TTALLTTTSGTPQIIITRTLPSNQHLSRRHSASPSALHHEYQQQQQPQRQQSPPPLHHQOQQOQQHVRVIR
DGRLYDEATVVVAARRHSVSPPPLHHHSRSAPVSPVIARRGGAAAYMDQQYQQRQTPPLAPPPPPPPPPP
PPPPPOQQQOQQYISTGVPPPTAAARKFVVSTSTRHVNVIASNHFQOQOQQHQAQQHQQQHQQHVIASVSS
SSSSSAIGSGGSSSSHIFRTPVVSSSSSSNMHHQOQOQQQQSSLGNSVMRPPPPPPPPKVKHASSSSSGN
SSSSNTNNSSSSSNGEEPSSSIPDLEFDGTTVLCRVCGDKASGFHYGVHSCEGCKGFFRRSIQQKIQYRP
CTKNQQCSILRINRNRCQYCRLKKCIAVGMSRDAVRFGRVPKREKARIWRPCNRAPRIAASSDPSPPSWM
TSHASSPPCCCAHLETCEFTKEKVSAMRHGRGLPSTPCHTSGLSAEPAPELQSEQEFSQRFAHVIRGVID
FAGMIPGFQLLTQDDKFTLLKAGLFDALFVRLICMFDSSINSIICLNGQVMRRDAIQNGANARFLVDSTF
NFAERMNSMNLTDAEIGLFCAIVLITPDRPGLRNLELIEKMYSRLKGCLQY IVAQNRPDQPEFLAKLLET
MPDLRTLSTLHTEKLVVFRTEHKELLRQQOMWSMEDGNNSDGQONKSPSGSWADAMDVEAAKSPLGSVSST
ESADLDYGSPSSSQPQGVSLPSPPQOOPSALASSAPLLAATLSGGCPLRNRANSGSSGDSGAAEMDIVGS
HAHLTQONGLTITPIVRHQOQQQQOQQIGILNNAHSRNLNGGHAMCQQQQQHPOLHHHLTAGAARYRKLDS
PTDSGIESGNEKNECKAVSSGGSSSCSSPRSSVDDALDCSDAAANHNQVVOHPQLSVVSVSPVRSPQPST
SSHLKRQIVEDMPVLKRVLQAPPLYDTNSLMDEAYKPHKKFRALRHREFETAEADASSSTSGSNSLSAGS
PROSPVPNSVATPPPVAASAAAGNPAQSQLHMHLTRSSPKASMASSHSVLAKSLMAEPRMT PEQMKRSDT
IQONYLKRENSTAASSTTNGLGNRSPSSSSTPPPSVONQQRWGSSSVITTTCQORQQSVSPHSNGSSSSSS
S555555SSSSTSSNCSSSSASSCQYFQSPHSTSIGTGEPDGAPVRDRTAPRPCWNCRWTLLTRRTSQFV
QEIAHAAAQQAARSGGRRQCRSKVSHIVRRRHSDSLOWRSSVGGGESGAQQQSAGECGLPOSGPERRRAQ
GNAGGVRAGGGRWFYAEKWERQRLGVAVORSRKQDHLERRELN

>Q6GNDO_XENLA

MTSLDCANNTGGVISYVGSNGSSPNRTSPVSLYSDCSTGSPQSGVTHYSNYLPPSPSNSYSANSSGSGGE
SSPRSSYGLASSPGGLHVALDDGSRVSPSKTSSSITKLNGMVLLCKVCGDVASGFHYGVHACEGCKGFEFFEFR
RSIQONIQYKKCLKNETCSIVRINRNRCQQCRFRKCLSVGMSRDAVRFGRIPKREKQRMLAEMHSAMNH I
TSGOSHFGRRSPVPLOPHQQOLHPSSSPLMGTAPTSLPTQAYSQYPQOQOLTPPTSPSPDHNDEVISQVAMAH
QQIFVYANDKVGKKTSWDHQHGNQPPPCWSHDSEESHDIRLACPMNALHQGGPVRSVQEVWEHEFSLSFETP
AVREVVEFARHIPGEFNDLTONDQVTLLKAGTFEVLMVRFASLFDARERSLRFLSGATYSLPELHAMGMGE



LLGSMFDFSEKLSSLSLSQEELGIFTALVLVSADRSGMENSSLVEQLOQETLTIRALRSLILKNSPNDTSRF
TKLLLRLPDLRTLNNLHSEKLLSFRVDAH

>ECR_BOMMO
MRVENVDNVSFALNGRADEWCMSVETRLDSLVREKSEVKAYVGGCPSVITDAGAYDALFDMRRRWSNNGG
FPLRMLEESSSEVTSSSALGLPPAMVMSPESLASPEYRALELWSYDDGITYNTAQSLLGACNMOQQQOLOP
QQPHPAPPTLPTMPLPMPPTTPKSENESMSSGREELSPASSINGCSADADARRQKKGPAPRQOEELCLVC
GDRASGYHYNALTCEGCKGFFRRSVTKNAVY ICKFGHACEMDMYMRRKCQECRLKKCLAVGMRPECVIQE
PSKNKDRQRQKKDKGILLPVSTTTVEDHMPPIMQCDPPPPEAARIHEVVPRYLSEKLMEQNRQKNIPPLS
ANQKSLIARLVWYQEGYEQPSDEDLKRVTQTWQSDEEDEESDLPFRQITEMTILTVQLIVEFAKGLPGFS
KISQSDQITLLKASSSEVMMLRVARRYDAASDSVLFANNKAYTRDNYRQGGMAYVIEDLLHFCRCMFAMG
MDNVHFALLTAIVIFSDRPGLEQPSLVEEIQRYYLNTLRIYIINQNSASSRCAVIYGRILSVLTELRTLG
TQNSNMCISLKLKNRKLPPFLEEIWDVAEVATTHPTVLPPTNPVVL

>Q8MX80 BRAFL
MWEDASMSQGEKLLPRLARAWEANIAEVFWQTHHAGDSWDDQRSSNHQSDRCITDQSSSEEMEPSPPSPP
PPPRVYKPCEFVCSDKSSGYHYGVASCEGCKGFFRRSIQKNMQYVCHRDKNCVINKVTRNRCQFCRLKKCFEF
DVGMSKESVRNDRNKKRKDKTQSLEKHTLSYNWTPEIQTITITTVREAHMATLPDMGKLPKYKVKNAAEQR
GPTDIELWQHFSDLCTETIIKIVQFAKKVPGFTTFGTADQITLLKAACLDILILRLATRLDKESDTVTEI
NGMMLSRTOMHNAGFGPLTDGVFTFAEGMOKLLFDETEIGLMCSICLVCGDRQGLEDIQRAENLQEPLLE
ALKAYSRRRIPDDPQREFPKMIMKITDLRSISSKGAERVITLKMELSSPMPPLIAEIWEKQNEALS

>Q6TNS3 BRARE
MTLLGLNMTTAVDTNNTGGVISYIGSCGGSPNRTSPVSMYSENSNSSMOSLTQPCEFGSSFPPSPNGSHDS
SRMYTSSSSSSSSGSGEDGNSSCSGGSPRGRDDGGSARNSPNKSVATLTKLNGMVLLCKVCGDVASGFHY
GVHACEGCKGFFRRSIQONIQYKKCLKNETCTIMRINRNRCQQCRFKKCLSVGMSRDAVREGRIPKREKQ
RMLAEMONAMNNMVNNQLONEFQLASITSNTPCPSSSSPSNTSSSSSSPCPGLTVGPQPQPPAVPVAQSP
SSPAPTSPTVQLAQSPPPLTSTPPPCTSPGVDKTIAAITRAHRETFIYAHDKLGSPLLPHNSELDNRSNN
RCMAGYHLNGHNTIYHHDNNVAHHCNNFEVQODNSLHFQASQTPEKHQOHNNNSQRPPNSNFYSTHHGTR
DEQRIPGSELSMEKHKEILLACPMNMHPYSDPNKTPQEIWEDFSLSFTPAVREVVEFAKHIPGEFSTLSQON
DOVTLLKAGTFEVLMVREFSSLENVKEKTVTFISGATYSLEALKSMGMGDLLGTMFDFSEKLNSLELSAEE
LGLFTAVVLVSADRSGIENVNSVEMLQESLIRALRTLVSKSAPTDASRFTKLLLKLPDLRTLNNMHSEKL
LSFRIDA

>076246_UCAPU
MAKVLATARVDGMEFVLGSGVATLNLSTMGDESCSEVSSSSPLTSPGALSPPALVSVGVSVGMSPPTSLAS
SDIGEVDLDFWDLDLNSPSPPHGMASVASTNALLLNPRAVASPSDTSSLSGRDDMSPPSSLSNFGADSYG
DLKKKKGPIPRQOQEELCLVCGDRASGYHYNALTCEGCKGFFRRSITKNAVYQCKYGNNCEMDMYMRRKCQ
ECRLKKCLNVGMRPECVVPESQCQVKREQKKARDKDKTYPSLGSPIAEDKAAPISPVSKDMSAAPRLNVK
PLTREQEELINTLVYYQEEFEQPTEADVKKIRFNFDGEDTSDMRFRHITEMTILTVQLIVEFSKQLPGFA
TLOREDQITLLKACSSEVMMLRAARRYDAKTDSIVEGNNYPYTQASYALAGLGESAEILFREFCRSLCKMK
VDNAEYALLAAIAIFSERPNLKELKKVEKLQEIYLEALKSYVENRRLPRSNMVFAKLLNILTELRTLGNI
NSEMCFSLTLKNKRLPPFLAEIWDVSGY



>RORA HUMAN
MNEGAPGDSDLETEARVPWSIMGHCLRTGQARMSATPTPAGEGARRDELFGILQILHQCILSSGDAFVLT
GVCCSWRONGKPPYSQKEDKEVQTGYMNAQIEIIPCKICGDKSSGIHYGVITCEGCKGFFRRSQOSNATY
SCPROKNCLIDRTSRNRCQHCRLOKCLAVGMSRDAVKFGRMSKKQRDSLYAEVQKHRMOQOQORDHQQQPG
EAEPLTPTYNISANGLTELHDDLSNYIDGHTPEGSKADSAVSSEFYLDIQPSPDQSGLDINGIKPEPICDY
TPASGFFPYCSFTNGETSPTVSMAELEHLAQNISKSHLETCQYLREELQQITWQTFLOEEIENYQONKQRE
VMWQLCAIKITEAIQYVVEFAKRIDGEFMELCONDQIVLLKAGSLEVVEFIRMCRAFDSONNTVYFDGKYAS
PDVFKSLGCEDFISFVFEFGKSLCSMHLTEDEIALFSAFVLMSADRSWLOEKVKIEKLOOKIQLALQHVL
QKNHREDGILTKLICKVSTLRALCGRHTEKLMAFKAIYPDIVRLHFPPLYKELFTSEFEPAMQIDG

>Q9PTN2_ BRARE
MLTENSAVNSGGKSKCEAGACESTVNGDATSLMDLMAVSTSATGQODQFDRNAPPICGVCGDKATGFHENA
MTCEGCKGFFRRSMKRKASFTCPENGNCTITKDNRRHCQACRLKRCIDIGMMKEFILTDEEVQRKKDLIM
KRKEEEAAREARKPRLSDEQMQIINSLVEAHHKTYDDSYSDFVRFRPPVREGPVTRSASRAASLHSLSDA
SSDSFNHSPESVDTKLNFSNLLMMYQDSGSPDSSEEDQQSRLSMLPHLADLVSYSIQKVIGFAKMIPGER
DLTAEDQIALLKSSAIEIIMLRSNQSEFSLEDMSWSCGGPDFKYCINDVTKAGHTLELLEPLVKFQVGLKK
LKLHEEEHVLLMAICLLSPDRPGVQDHVRIEALODRLCDVLOAYIRIQHPGGRLLYAKMIQKLADLRSLN
EEHSKQYRSLSFQPEHSMOLTPLVLEVFEGSEVS

>HR3_MANSE
MNNNQFHELFGSQWPPDQHGGHSSASTMLHQOQTMPQTMOLKREPHTEVGVMHNOMGMDITSGSVADSTSP
PPGSSEGMFGPISGMFMDKKAANSIRAQIEIIPCKVCGDKSSGVHYGVITCEGCKGFFRRSQSTVVNYQC
PRNKACVVDRVNRNRCQYCRLOKCLKLGMSRDAVKFGRMSKKQREKVEDEVRYHKAQMRAQNDAAPDSVY
DAQQQTPSSSDQFHGHYNGYPGYASPLSSYGYNNAGPPLTSNMSSIQAQPOAQQPYDYADSTTTYEPKQP
GYLDADFIGQVEGDISKVLVKSLAERHANTNPKLEYINEMFSKPQODVSKLLFYNSMTYEEMWLDCADKLT
AMIQNIIEFAKLIPGFMKLTQDDQILLLKSGSFELAIVRLSRLIDVNREQVLYGDVVLPIRECVHARDPR
DMALVSGIFEAAKSIARLKLTESELALYQSLVLLWPERHGVMGNTEIRCLFNMSMSAMRHE IEANHAPLK
GDVTVLDTLLAKIPTFRELSLMHLGALSRFKMTHPHHVFPALYKELFSLDSVLDYTHG

>Q9UNW4 HUMAN
MTVTRTHHFKEGSLRAPAIPLHSAAAELASNHPRGPEANLEVRPKESWNHADEFVHCEDTESVPGKPSVNA
DEEVGGPQICRVCGDKATGYHFNVMTCEGCKGEFFRRAMKRNARLRCPFRKGACEITRKTRRQCQACRLRK
CLESGMKKEMIMSDEAVEERRALIKRKKSERTGTQPLGVQGLTEEQRMMIRELMDAQMKTEDTTEFSHEKN
FRLPGVLSSGCELPESLQAPSREEAAKWSQVRKDLCSLKVSLOLRGEDGSVWNYKPPADSGGKEIFSLLP
HMADMSTYMFKGIISFAKVISYFRDLPIEDQISLLKGAAFELCQLRENTVENAETGTWECGRLSYCLEDT
AGGFQQLLLEPMLKFHYMLKKLQLHEEEYVLMQAISLFSPDRPGVLOQHRVVDQLOEQFATITLKSYIECNR
POPAHRFLFLKIMAMLTELRSINAQHTQRLLRIQDIHPFATPLMQELFGITGS

>Q86BC1_DROME

MASLLGSAPPAQILANQPIIVKIEPTQSFHIVDEGDTRVLSLPLSDADKLGASWIDLKDIAGLQAGGGAT
LLDVCFEQANEDGTIIATVQPDLENELEAELKAEGE PEDETEPEPPAPKRLATTRPAQSRPQOO00QQ00
QVKFLSDPPALARSSSFSSLSSFSSISNISSVCKNMASNTSQEGSLKRTKERTPPPMPPLTTHKPAATTT
ATSATSAAAATSAATASATATSARENSREHSSSSSGSNGAMTAQIEI IPCKVCGDKSSGVHYGVITCEGC
KGFFRRSQSSVVNYQCPRNKQCVVDRVNRNRCQYCRLOKCLKLGMSRDAVKFGRMSKKQREKVEDEVRFH



RAQMRAQSDAAPDSSVYDTQTPSSSDQLHHNNYNSGGYSNNEVGYGSPYGYSASVTPQQTMQYDISADYV
DSTTYEPRSTIIDPEFISHADGDINDVLIKTLAEAHANTNTKLEAVHDMFRKQPDVSRILYYKNLGQEEL
WLDCAEKLTOMIQONITEFAKLIPGFMRLSODDQILLLKTGSFELAIVRMSRLLDLSQONAVLYGDVMLPQE
AFYTSDSEEMRLVSRIFQTAKSIAELKLTETELALYQSLVLLWPERNGVRGNTEIQRLENLSMNATIRQEL
ETNHAPLKGDVTVLDTLLNNIPNFRDISILHMESLSKFKLOHPNVVFPALYKELFSIDSQQODLT

>Q8JJ27 XENLA
MRQREQLEQTMANSYVTVSDAYCLAEPLTYYDVLPDHINYQLPDSEFQTASCCQYTNMAYSSGLOSPSSQ
CHYTSYGLEAAYGDGQYLLSTCELSKPSTYMTHSMDDVFPTMKRPRVSHT S IKVKGHEELCVVCGDKASG
YHYNALTCEGCKGFFRRSITKNAVYRCKNGGHCEMDMYMRRKCQECRLKKCKAVGMLAECLLTEVQCKSK
RLRKNCKONNSILSNVKTEDDGSDSRHVSSTTKLTKLPSQLELTGEEYKLIDHIVTAHQKCGISLDDMKM
FLEESADPEEIFYHFSEAAVLHVRAFVEFTKSLPGFEMLDPLDQIALLKASTVEAMLLRSAQIYNQSVMG
STLQTTEGLARYPSHSVDFSQIQEFDKCPLYSLEAHPQEEDSTSSTDLTEEFITPLENFFRSMGSLNVTE
AEYALLSAVTVYFSDRPLLOSKPHVEKLQEPLLGILHKYSRLYHPEDPQHFARLIGRLTELRTLHHNHSE
VLVLWKARDTKLTPFAVWVLESTMSLESNCKFNLNLLOPA

>E75 METEN
MFCDQDMYEIPADCQVLVDKTVIEFDGTTVLCRVCGDKASGFHYGVHSCEGCKGFFRRSIQQKIQYRPCT
KNOQCSILRINRNRCQYCRLKKCIAVGMSRDAVRFGRVPKREKAKILAAMQSVNAKSQERAVLAELEDDT
RVTAAIIRAHMDTCDFTRDKVAPMLQQARTHPSYTQCPPYLACPLNPRPVPLHGQQELVQDFSEALLPAT
RGVVEFAKRLPGFQQLPQEDQVTLLKAGVFEVLLVRLAGMFDARTNAMLCLNGQLVRREALHTSVNARFL
MDSMFDFAERVNSLALNDAELALFCAVVVLAPDRPGLRNAELVERVHRRLVNCLOAVVSKHHPENPNLQR
DLLSKIPDLRTLNTLHSEKLLKYKMTEHTAAGAPWDDSRSSWSMEQESSVGSPSSSYTTDEAMRSPVSCS
ESICSGESASSGESLCGSEVSGYTELRPPFPLARRRHDHSEGASSGDEATESPLKCPFSKRKSDSPDDSG
IESGTDRSDKLSSPSVCSSPRSSIDEKERGGPART ICRCCARLQRRPSSTRICSWRKPTTSPIKSSVRNV
GKRSLTPHSPPPPRSWSRRCLSLHSTRALWLRHTPPWPPVWRRPLA

>E78A_ DROME
MDVYQIELEEQAQIRSKLLVETCVKHSSSEQQQLQVKQEDLIKDFTRDEEEQPSEEEAEEEDNEEDEEEE
GEEEEEDEEEDEDEEALLPVVNEFNANSDFNLHFFDTPEDSSTQGAYSEANSLESEQEEEKQTQOHQQQKQ
HHRDLEDCLSAIEADPLQLLHCDDFYRTSALAESVAASLSPQOQOQROHTHOOQQOQOQQQQHPGOQQHQ
LNCTLSNGGGALYTISSVHQFGPASNHNTSSSSPSSSARHSSPDSGCSSASSSGSSRSCGSSSASSSSSA
VSSTISSGRSSNNSVVNPAATSSSVAHLNKEQQQQPLPTTOLOOQOQOHOQOLOHPQOQQSFGLADSSSSN
GSSNNNNGVSSKSFVPCKVCGDKASGYHYGVTSCEGCKGFFRRSIQKQIEYRCLRDGKCLVIRLNRNRCQ
YCRFKKCLSAGMSRDSVRYGRVPKRSRELNGAAASSAAAGAPASLNVDDSTSSTLHPSHLOQQOQQHLLQ
Q00QQQHOPOLQOOHHOLOQQPHVSGVRVKTPSTPQTPOMCSIASSPSELGGCNSANNNNNNNNNSSSGNA
SGGSGVSVGVVVVGGHQQLVGGSMVGMAGMGT DAHQVGMCHDGLAGTANELTVYDVIMCVSQAHRLNCSY
TEELTRELMRRPVTVPONGIASTVAESLEFQKIWLWQQFSARVTPGVORIVEFAKRVPGFCDFTQDDQLT
LIKLGFFEVWLTHVARLINEATLTLDDGAYLTRQQLEILYDSDFVNALLNFANTLNAYGLSDTEIGLFSA
MVLLASDRAGLSEPKVIGRARELVAEALRVQILRSRAGSPQALQLMPALEAKIPELRSLGAKHFSHLDWL
RMNWTKLRLPPLFAEIFDIPKADDEL

>Q80ST6_MOUSE
MANTYVATSDGYYLAEPTQYYDILPEQFHYQLCDTDFQEPPYCQYSTAQFPPALQSPSLQSHFNTHGLDP
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QYSGGSWCGLDARESGQSTYVVVHDDEDEFPGAQRCRATCSLRWKGQDDMLCMVCGDKASGYHYNALTCE
GCKGFFRRSITKNAVYSCKNGGHCEMDMYMRRKCQECRLKKCKAVGMLAECLLTEIQCKSKRLRKNFKHG
PALYPAIQVEDEGADTKHVSSSTRSGKGVODNMTLTQEEHRLLNTIVTAHQKSMIPLGETSKLLOQEGSNP
ELSFLRLSEVSVLHIQGLMKFTKGLPGFENLTTEDQAALQKASKTEVMFLHVAQLYGGKDSTSGSTMRPA
KPSAGTLEVHNPSADESVHSPENFLKEGYPSAPLTDITKEFIASLSYFYRRMSELHVSDTEYALLTATTV
LEFSDRPCLKNKQHIENLQEPVLQLLFKFSKMYHPEDPQHFAHLIGRLTELRTLSHSHSEILRMWKTKDPR
LVMLFSEKWDLHSFS

>RORG_HUMAN
MDRAPQRQHRASRELLAAKKTHTSQIEVIPCKICGDKSSGIHYGVITCEGCKGFFRRSQRCNAAYSCTRQ
ONCPIDRTSRNRCQHCRLOKCLALGMSRDAVKFGRMSKKQRDSLHAEVQKQLOQROQQQQEPVVKTPPAG
AQGADTLTYTLGLPDGQLPLGSSPDLPEASACPPGLLKASGSGPSYSNNLAKAGLNGASCHLEYSPERGK
AEGRESFYSTGSQLTPDRCGLRFEEHRHPGLGELGQGPDSYGSPSFRSTPEAPYASLTEIEHLVQSVCKS
YRETCQLRLEDLLRQRSNIFSREEVTGYQRKSMWEMWERCAHHLTEAIQYVVEFAKRLSGFMELCQONDQT
VLLKAGAMEVVLVRMCRAYNADNRTVFFEGKYGGMELFRALGCSELISSIFDFSHSLSALHFSEDEIALY
TALVLINAHRPGLOEKRKVEQLQYNLELAFHHHLCKTHRQSILAKLPPKGKLRSLCSQHVERLQIFQHLH
PIVVQAAFPPLYKELFSTETESPVGLSK

>002643 CHOFU
MORTPRLRRARRILCLLPPLPTTTASRQIEIIPCKVCGDKSSGVHYGVITCEGCKGFFRRSQSTVVNYQC
PRNKACVVDRVNRNRCQYCRLQKCLKLGMRRDAVKFGRMSKKQREKVEDEGRFHRAQMRGQTDAPLDSVY
DAQQOQTPSSSDQFHGHYNSYPGYASPISSYGYNNTAPSLTSTMIQPHADSAATIRRTSGLCGLTTAYEPKQ
GGFLDADFIGHDEQKGTTVVRTVRINIHVTATTSTTSMROSTINEIPRRLODFDRYEPDRIQSPASISSG
VINIKQEIKPETSMGVDNLVASYVDSTTFLHSPSNLQHSPMDIQNSVLVSGQSSVSLTSDELSPDDLTSS
SGHGRLIDPLNLNMSGMGMVNPNAVSNRRHQGSSHSGSSNEDLPSEGDISKVLVKSLAEAHANTIPKLEY
THEMLRKPVDVAKQLFYSSMTYEAMWLDCADKLTTMIQSIIEFAKLMPGFMKLTQODDQILLLKSGSFELA
IVRLSRLIDVNRETVLYGDVVLPIRDCVHARDPRDMALIVGIFDAAKTIARLKLTETELALYQSLVLLWP
ERHGVRGNHEIQCLFNMSMTAMRHEIETNHAPIKGDVTVLDTLLAKLPTFRELSLMHLEALCRFKAAHPL
HIFPALYKELFSLDSVLDYHV

>Q7722Y9 PETMA
MMATQONMTVSTSNALEDDEEGGVPKVCGVCGDKATGYHFNAMTCEGCKGFFRRSMKRSASFTCPFEGKCN
ITKDNRRHCQACRLKRCRDIGMMKELIMTEEEVQRKKEI IMKRKLEDSAREVHTPQLLEEQERLIATLIE
AHRKTYDASYSDFSQFRPPKRGDGSPECRNATNPFLMSLLNSDMDELPKASASGAEAAAGDELSMLPHLA
DLVSYSIQKVIGFAKMIPGFKELCTEDQISLLKASATIEITILRSNESFTMEDNSWTCGSNEFKYQIGDVM
QAGHKLELLEPLVKFQVNMKKLDLHEAEHVLLMAICLEFSPDRPGVQODRCRVEEVQEHLTETLRAYIACRH
PLSCKHMLYTKMVEKLTELRSLNEEHSKQYLQISQDAVNKEDLPPLLLEVEGNPTA

>Q9DF24 XENLA

MSEVQEAVVLEEEEEEEEDPCNSCGTGEDEDDGEPKICRACGDRATGYHFNAMTCEGCKGFFRRAMKRNL
RLSCPFONSCVINKNNRRHCQACRLKKCLDIGMRKELIMSDEAVEQRRALIKRKONLSLSPPTPPGASLT
PEQOHFITELVEAHTKTFDENFTFFKNFRPIRRSPDPTQDPQATSSEAFLMLPHISDLEFTYMLKGVISFEFA
KMLPYFRSLAIEDQIALLKGSVLEVCVIRFNRMENPKTNTWECGAFTYNADDMTMAGESQQFLEPLLRIH
CMMTKLNLESEAYALMATMALEFSSDRPGVSDCEKIQONLOEHIALMLKAFIESHRPPSPONRLLYPKIMEC
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LTELRTINDIHSKQLMEIWDIQPDVTPLMREVEFGSLNE

>Q9DFH3 CHICK
MSQSSPSDPDSPGAQRCPNVTDVTEEELKVCAVCGDRATGYHFHVMSCEGCKGFFRRSILKGVHFTCPET
RSCPITKAKRRQCQACRLOKCLDVGMRKDMIMSEEALGRRRALRLOQRRLAQAQPGGLTAEQQELISILIA
AHKRTFDSSFSQFQHYQPAVRLCIPGPCSQSPPGPGVPSASLSPQLDCLDEDVLPDVFSILPHFADLSTF
MIQQVIKFAKEIPAFRGLPIDDQISLLKGATLGICQIQFNTVFNEETNAWECGQHCFTIKDGALAGFQQT
YLEPLLKFHISLKKLRLHEAEYVLLVAMLLFSPDHASVTQRDFIDQLOEKVALTLKSYIDHRHPMPEGRF
LYAKLLLLLTELQTLKMENTRQILHIQDLSSMTPLLSEIIS

>Q60Q78 CAEBR
MQAVEPKLVGPTLPPSLQTPSSSSPPSPVHFQQLRSIPSSPQSSQQSSAPSQAPPVESPDGGKSKENENG
AENQHQPPRPMLHPHMIKSEAADYRYSPELKPNTIFGAQGDHPSHAFAKMLTCVIDPNQVNMSGMMPHAS
AFAAMHNHHQYESKPLQVSAQIEVIPCKVCGDKSSGVHYGVITCEGCKGFFRRSQSSIVNYQCPRQKNCI
VDRVNRNRCQYCRLKKCIELGMSRDAVKFGRMSKKQREKVEDEVRMHKQLAEASGLGYHIYGDYSPPPSH
NYIFDQSMYGHYPSGTSTPVNGYPIAMPATPVTPMPONMYGANPSVATGSHYVAHQATGGSFPSPQVPEE
DVVSRVISSFDQOHLDYRTNNAVCEVDPETFSRLDRADGWELFSLOLDPLVKTIIEFAKCVDGFMNLPQE
TQIQLLKGSVFELCLIFAAMYYNMDTHAVCGERGTIPFACVVTEDVDEMNLINEIHGTLHDIVALQPNTS
ELALMAAGLLLEQATTSSSSSNGQGDPSTLATAELLKTALHQSMVARTGCMDTTITRIQDVEQKIRQTAR
LHQEALTKFRLSDPRASEKLPDLYKELFTADRLSPTI

>NR1I3 RAT
MTATLTLETMTSEEEYGPRNCVVCGDRATGYHFHALTCEGCKGFFRRTVSKTIGPICPFAGRCEVSKAQR
RHCPACRLQKCLNVGMRKDMILSAEALALRRARQARRRAQKASLOLSQQQKELIQTLLGAHTRHVGPMFD
QFVQFRPPAYLFSHHRPFQPLAPVLPLLTHFADINTFMVQQIIKFTKDLPLFRSLTMEDQISLLKGAAVE
ILHISLNTTFCLQTONFFCGPLCYKMEDAVHVGFQYEFLELI ITHFHKTLKRLQLQEPEYALMAAMALFSP
DRPGVTQREEIDQLQEEVALILNNHIMEQQSRLQSRFLYAKLMGLLAELRSINSAYSYETIHRIQGLSAMM
PLLGEICS

>Q9XXU7 CAEEL
MSFETKPNYLLLTNPDTPLSVCTSPYYSPSGKTASIPSSEASKPEGTNGOWSHLPTGATYVTDEFSSEFQ
IONGSTAAQSGNANNYADPLSHRRYFNNVNGYNHHQFYDTASQASVSSPATSVTSSLSPPDSLSNGHTTOQ
RHHIGKAISFCKVCGDKASGYHYGVTSCEGCKGFFRRSIQRKIDYRCLKQQVCEIKRESRNRCQYCREFKK
CLDSGMSKDSVROMKEFRNAMRDDKSPDSVFVPEISTLERQEEVDAVYEAVLRAHTTEFSFYTDIKIRSIVA
RPENVRINEDSKMNRLNAWQIYAHEIDVDIKEVVNEFVKEIPKEFNEFINGNDKAVLLRKNAFPLYLLRIVRG
MSNRGLMLRDGRLIDFKSLOQLLYGSLADEMLAFANHIITIGCTDGDIALFIVLILCQPLTTEQQFSTNFEK
SQLOLLEMFDFYKKVLEQKMTCRIDGCDTYKQLMKCIHELNRLNELHKQQLNILRENLSFLNLPPLVVEM
FOLSTLPLPVNHNNQENHILLLOSTIRALNHSSQRQINNRLPFTASHLCQILIRFHSNTIHLQIISL

>06GZz85 HUMAN

MASREDELRNCVVCGDQATGYHFNALTCEGCKGFFRRTVSKSIGPTCPFAGSCEVSKTQRRHCPACRLQK
CLDAGMRKDMILSAEALALRRAKQAQRRAQQTPVQLSKEQEELIRTLLGAHTRHMGTMFEQFVQOFRPPAH
LFIHHQPLPTLAPVLPLVTHFADINTFMVLQVIKFTKDLPVFRSLPIEDQISLLKGAAVEICHIVLNTTF
CLOTONFLCGPLRYTIEDGARDRPGVTQRDEIDQLQEEMALTLQSY IKGOQRRPRDRFLYAKLLGLLAEL
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RSINEAYGYQIQHIQGLSAMMPLLQEICS

>NHR1_ ONCVO
METKESTMNDQNTHTRSRNKAIPYLPRYMKPGQPCVVCGDDATGLHYRAITCEGCKGFFRRTVQOKIVYK
CKSIERCEISKISRNICQFCRFQKCLRNGMTKSLVLNETERIAKRKMI IDNRERRKLEHLRTLLKASSLA
DKQDEFQSRIDQVTANYCKIMDNSLEYKFKSNKKSERLIELTKLVSQQVRQFAETIEICDTLNPSEKEET
IAKSWLVVKILQIIHEFNPTECCLMLANNTTYIPAKGNYSELDKTTKIFENLINLAISFNCMQLDNRQLA
LLSALLIYNPENVKRSKEKIDKIHVELWKCLQSISEMHDDDSSDLLHWPNFLVRIPYLILTVSKMODFFQ
DENNINAIANILLFKFT

>HR96 DROME
MSPPKNCAVCGDKALGYNFNAVTCESCKAFFRRNALAKKQFTCPFNQONCDITVVTRRFCQKCRLRKCLDI
GMKSENIMSEEDKLIKRRKIETNRAKRRLMENGTDACDADGGEERDHKAPADSSSSNLDHYSGSQDSQSC
GSADSGANGCSGRQASSPGTQVNPLOMTAEKIVDQIVSDPDRASQAINRLMRTQKEAISVMEKVISSQKD
ALRLVSHLIDYPGDALKIISKFMNSPFNALTVFTKFMSSPTDGVEIISKIVDSPADVVEFMONLMHSPED
AIDIMNKFMNTPAEALRILNRILSGGGANAAQQTADRKPLLDKEPAVKPAAPAERADTVIQSMLGNSPPI
SPHDAAVDLQYHSPGVGEQPSTSSSHPLPYIANSPDFDLKTFMQTNYNDEPSLDSDFSINSIESVLSEVI
RIEYQAFNSIQQAASRVKEEMSYGTQSTYGGCNSAANNSQPHLQOPICAPSTQQLDRELNEAEQMKLREL
RLASEALYDPVDEDLSALMMGDDRIKPDDTRHNPKLLQLINLTAVAIKRLIKMAKKITAFRDMCQEDQVA
LLKGGCTEMMIMRSVMIYDDDRAAWKVPHTKENMGNIRTDLLKFAEGNIYEEHQKFITTFDEKWRMDEN T
ILIMCAIVLFTSARSRVIHKDVIRLEQNSYYYLLRRYLESVYSGCEARNAFIKLIQKISDVERLNKFIIN
VYLNVNPSQVEPLLREIFDLKNH

(2) 36 NR2

>RXRB_HUMAN
MSWAARPPFLPOQRHAAGQCGPVGVRKEMHCGVASRWRRRRPWLDPAAAAAAAVAGGEQQTPEPEPGEAGR
DGMGDSGRDSRSPDSSSPNPLPQGVPPPSPPGPPLPPSTAPSLGGSGAPPPPPMPPPPLGSPFPVISSSM
GSPGLPPPAPPGFSGPVSSPQINSTVSLPGGGSGPPEDVKPPVLGVRGLHCPPPPGGPGAGKRLCAICGD
RSSGKHYGVYSCEGCKGFFKRTIRKDLTYSCRDNKDCTVDKRQRNRCQYCRYQKCLATGMKREAVQEERQ
RGKDKDGDGEGAGGAPEEMPVDRILEAELAVEQKSDQGVEGPGGTGGSGSSPNDPVTINICQAADKQLETL
VEWAKRIPHFSSLPLDDQVILLRAGWNELLIASFSHRSIDVRDGILLATGLHVHRNSAHSAGVGAIFDRV
LTELVSKMRDMRMDKTELGCLRAIILEFNPDAKGLSNPSEVEVLREKVYASLETYCKQKYPEQQGRFAKLL
LRLPALRSIGLKCLEHLFFFKLIGDTPIDTFLMEMLEAPHQLA

>Q9BMU6_AEDAE
MYGGGVLCPSPSTATGEFYNPRGQGSEIGALELGFPRGMALVPPPPHGAWRDPTGLGSHLPVSSTSEDITT
LGGGNAPPTVSSMQSNTSIDKKDFISSASAGSQHNAGSLAVSQHTSVDKKEFLSLOQOSTTPGSQSMNSQN
GSQODIKNONIECVVCGDKSSGKHYGQFTCEGCKSFFKRSVRRNLTYSCRGNRNCPIDQHHRNQCQFCRL
RKCLKMGMRREAVQRGRVPPSQPPGLPYGQYSIPNGDAVTGEFNGHSYLSSYISLLLRAEPYPTSRYGQCM
QTNNIMGIDNICELAARLLFSAVEWARNIPFEFPDLOQVTDQVALLRLVWSELFVLNASQCSMPLHVAPLLA
AAGLHASPMAADRVVAFMDHIRIFQEQVEKLKALHVDSAEYSCLKAIVLFTTDACGLSDVAHIESLQEKS
QCALEEYCRSQYPNQPTRFGKLLLRLPSLRTVSSQVIEQFFFVRLVGKTPIETLIRDMLLSGSSEFSWPYL
PSM
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>Q8MX78 BRAFL
MESLGSPGGAPASSTTPNPTTQHOPMHYSAPPHIPSMTSSGPHITSPPPTLSSGQPPLTSNPSTMTSPHL
VOTPSVLTSSHPLHLHPGFGMPGVNQVSSSMQEDVKPVISQLGPTPLONVSPHMMNTPLMVNTGQLTPPA
QPLOSPRPSQTPMGLSKHICQICGDRASGKHYGVYSCEGCKGFFKRTVRKDLTYACRDNRDCVIDKRQORN
RCQYCRYQKCLAMGMKREDVQDQROGSGNSAVQEERQRSKEGKDGEVVSTTNPNEDMPVEKIQEAEMAVE
PKDGNMVEQPNDPVTNICQAADKQLVTLVEWAKRIPHFSDLPIDDQVILLRAGWNELLTIAAFSHRSIDVK
DGILLASGLHVHRSSAHQAGVGTIFDRVLTELVAKMRDMKMDKTELGCLRAIVLENPDAKGLTDPSLVES
LREKVYASLEEYCKQQYPEQPGRFAKLLLRLPALRSIGLKCLEHLFFFKLIGDTPIDTFLMEMLEAPGLG
QTAASQGQGPMAQAAAQHREAQQOQAQQVQPPS

>Q6GN21 XENLA
MASIEEIAHQIIEQOMGEISRSQTEVSQTALMDGTTQRIQLVPSESNVSVPORIQIVTDPQTGQKIQIVT
ALDQSGVSKQFILTNNDGSLPSKVILARQDSNQGKVFLTTPDAAGMNQLFFSSPDVPAQHIQILSDTQSL
DONLNKQLVELCVVCGDKASGRHYGAVTCEGCKGFFKRSIRKNLVYTCRGSKDCVINKHYRNRCQYCRLQ
RCMSLGMKQDSVQCERKPIEVSREKSSNCAASTEKIYIRKDLRSPLAATTTFVTENKTPRTTSLLDSSML
VNIQQSGVKNESILITPNKVEACQGDLSTLANVVTSLANLNKTNDLPQTNTELSIIESLSNGDSSLSDLA
QDDQSSSEVTRAFDTLAKALNQSENSTQGSSECLGSNANLLHDVNVE IEGPLLNDVHIAFRLTMPSPMPE
YLNVHYICESASRLLFLSMHWARSIPSFQSLGQENSISLVKACWNELFSLGLAQCSQVMNVETILAAFVN
HLONSMQHDKLSSDKVKLVTDHIFKLQEFCNSMVKLCVDGYEYAYLKATIALFSPDHPGLENVSHIEKLQE
KAYMEFQDYVTKTYPEDTYRLSRLLLRLPALRLMNAAITEELFFAGLIGNVQIDSIIPYILRMETSDYNS
QIIGLAV

>7UP2_DROME
MCASPSTAPGFFNPRPQSGAELSAFDIGLSRSMGLGVPPHSAWHEPPASLGGHLHAASAGPGTTTGSVAT
GGGGTTPSSVASQQSAVIKQDLSCPSLNQAGSGHHPGIKEDLSSSLPSANGGSAGGHHSGSGSGSGSGVN
PGHGSDMLPLIKGHGODMLTSIKGQPTGCGSTTPSSQANSSHSQSSNSGSQIDSKONIECVVCGDKSSGK
HYGQFTCEGCKSFFKRSVRRNLTYSCRGSRNCPIDQHHRNQCQYCRLKKCLKMGMRREAVQORGRVPPTQP
GLAGMHGQYQIANGDPMGIAGFNGHSYLSSYISLLLRAEPYPTSRYGQCMOPNNIMGIDNICELAARLLF
SAVEWAKNIPFFPELQVTDQVALLRLVWSELFVLNASQCSMPLHVAPLLAAAGLHASPMAADRVVAFMDH
IRIFQEQVEKLKALHVDSAEYSCLKAIVLFTTGKLLDILYKDVPALLTKVSALLGKGSTASNDDVLAVVR
DHLDELNRQEQESQAQQQAPLHLAAFMNCVAGVEAAVQQAEQAQVPTSSASASVSAPLVPSAGSAFSSCQ
AKSAGSEMDLLASLYAQAQATPPSSGGGDASGHNNSSGLGASLPTQSQSGSSSRNLTASPLSTSLATAPA
PASASAPAPVPTSSVAQVPVPAPVPVTSSASSSSLGGGAYQTPSAAAAAAAMFHYQTPPRAAFGSAFDMF
HHSTPFGVGVGHAHALAHSSGSGSASFGSPSYRYSPYSLAGSRWQL

>076241_UCAPU
MIMIKKEKPVMSVSSITIHGSQQRAWTPGLDIGMSGSLDROSPLSVAPDTVSLLSPAPSEFSTANGGPASPS
ISTPPFTIGSSNTTGLSTSPSQYPPSHPLSGSKHLCHPLSGSKHLCSICGDRASGKHYGVYSCEGCKGEF
KRTVRKDLTYACREERSCTIDKRQRNRCQYCRYQKCLTMGMKREAVQEERQRTKGDKGDGDTESSCGAIS
DMPIASIREAELSVDPIDEQPLDQGVRLOVPLAPPDSEKCSFTLPFHPVSEVSCANPLODVVSNICQAAD
RHLVQLVEWAKHIPHEFTDLPIEDQVVLLKAGWNELLIASFSHRSMGVEDGIVLATGLVIHRSSAHQAGVG
AIFDRVLSELVAKMKEMKIDKTELGCLRSIVLENPDAKGLNCVNDVEILREKVYAALEEYTRTTYPDEPG
RFAKLLLRLPALRSIGLKCLEYLFLFKLIGDTPLDSYLMKMLVDNPNTSVTPPTS
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>Q8IPF2 DROME
MVRKSGRVKISSRDRVAVGNILLRGKVGGGRVAVAAAEEAEAGRRRRRRDSSASRTASSDESESHIMHAD
ALASAYPAASQPHSPIGLALSPNGGGLGLSNSSNQSSENFALCNGNGNAGSAGGGSASSGSNNNNSMESP
NNNLSGSGSGTNSSQOQQLOQQOQOQOOSPTVCAICGDRATGKHYGASSCDGCKGFFRRSVRKNHQYTCRFAR
NCVVDKDKRNQCRYCRLRKCFKAGMKKEAVONERDRISCRRTSNDDPDPGNGLSVISLVKAENESRQSKA
GAAMEPNINEDLSNKQFASINDVCESMKQQOLLTLVEWAKQIPAFNELQLDDQVALLRAHAGEHLLLGLSR
RSMHLKDVLLLSNNCVITRHCPDPLVSPNLDISRIGARIIDELVTVMKDVGIDDTEFACIKALVFFDPNA
KGLNEPHRIKSLRHQILNNLEDYISDRQYESRGRFGEILLILPVLOSITWOMIEQIQFAKIFGVAHIDSL
LOEMLLGGELADNPLPLSPPNQSNDYQSPTHTGNMEGGNQVNSSLDSLATSGGPGSHSLDLEVQHIQALT
EANSADDSFRAYAASTAAAAAAAVSSSSSAPASVAPASISPPLNSPKSQHQHQOHATHQQQOQESSYLDMP
VKHYNGSRSGPLPTQHSPOQRMHPYQRAVASPVEVSSGGGGLGLRNPADITLNEYNRSEGSSAEELLRRTP
LKIRAPEMLTAPAGYGTEPCRMTLKQEPETGY

>USP_CHOFU
MSSVAKKDKPTMSVTALTNWARPAPPGPPQPQSASPAPAAMLQQLPTOSMOSLNHI PTVDCSLDMOWLNL
EPGFMSPMSPPEMKPDTAMLDGLRDDATS PPNFKNYPPNHPLSGSKHLCSICGDRASGKHYGVYSCEGCK
GFFKRTVRKDLSYACREERNCI IDKRQRNRCQYCRYQKCLACGMKREAVQEERQRNARGAEDAHPSSSVQ
VSDELSTERLTEMESLVADPSEEFQFLRVGPDSNVPPRYRAPVSSLCOIGNKQTAALVVWARDI PHFGQL
ELDDQVVLIKASWNELLLFATAWRSMEYLEDERENGDGTRS TTQPQLMCLMPGMTLHRNSAQQAGVGATF
DRVLSELSLKMRTLRMDQAEYVALKATVLLNPDVKGLKNRQEVDVLREKMFSCLDDYCRRSRSNEEGRFA
SLLLRLPALRSTSLKSFEHLYFFHLVAEGSTSGYTIREALRNHAPPIDVNAMM

>Q9U3Y3 AEDAL
MLKKEKPMLSVAAIIQAQGRWDRTLPLAGLAGFDAALVGHMGPLSPODMKPDLKPDISLLNGSVGPFSLR
HNCGPASPGAFNQQVAAAPQOQQONVNNSLNSQQONSGGGGGGGTPTTPTNMSQQYPPNHPLSGSKHLCS
ICGDRASGKHYGVYSCEGCKGFFKRTVRKDLSYACREDKNCTIDKRQRNRCLYCRYQKCLACGMKREAVQ
EERQRSSKFSIKSEEINSTSSVRDVTIERITAAEQLSEQKSGDNAIPYLRVGSNSMIPPEYKGAVSHLCQ
MVNKQIYQLIDFARRLPHFTNLHRDDQVMLLRCGWNEMLIAAVAWRSMEY IETERSPDGSRISIRQPOLM
CLGPNFTLHRNSAQQAGVDTLFDRILCELGIKMKRLDVTRAELGVLKAIILFNPDIRGLKCQNGDDGMRE
KIYACLDEHCKQQHPSEDGRFAQLLLRLPALRSISLKCLDHLNFIRLLSDKHLDNFIIEMLDMPM

>EAR2 HUMAN
MAMVTGGWGGPGGDTNGVDKAGGYPRAAEDDSASPPGAASDAEPGDEERPGLQVDCVVCGDKSSGKHYGV
FTCEGCKSFFKRSIRRNLSYTCRSNRDCQIDQHHRNQCQYCRLKKCFRVGMRKEAVQRGRIPHSLPGAVA
ASSGSPPGSALAAVASGGDLFPGQOPVSELIAQLLRAEPYPAAAGRFGAGGGAAGAVLGIDNVCELAARLL
FSTVEWARHAPFFPELPVADQVALLRLSWSELEFVLNAAQAALPLHTAPLLAAAGLHAAPMAAERAVAFMD
QVRAFQEQVDKLGRLQOVDSAEYGCLKAIALFTPDACGLSDPAHVESLQEKAQVALTEYVRAQYPSQPQRF
GRLLLRLPALRAVPASLISQLFFMRLVGKTPIETLIRDMLLSGSTEFNWPYGSGQ

>Q9NG48 APIME

MMKKEKPMMSVTATIIQGTQAQHWSRGNTWLSLDNSNMSMSSVGPQSPLDMKPDTASLINPGNFSPSGPNS
PGSFTAGCHSNLLSTSPSGONKAVAPYPPNHPLSGSKHLCSICGDRASGKHYGVYSCEGCKGFFKRTVRK
DLSYACREEKSCIIDKRQRNRCQYCRYQKCLAMGMKREAVQEERQRTKERDQSEVESTSSLHSDMPIERT
LEAEKRVECKMEQQGNYENAVSHICNATNKQLFQLVAWAKHI PHFTSLPLEDQVLLLRAGWNELLIASFS
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HRSIDVKDGIVLATGITVHRNSAQQAGVGTIFDRVLSELVSKMREMKMDRTELGCLRSIILEFNPEVRGLK
SIQEVTLLREKIYGALEGYCRVAWPDDAGRFAKLLLRLPAIRSIGLKCLEYLFFFKMIGDVPIDDFLVEM
LESRSDP

>USP_DROME
MDNCDQDASFRLSHIKEEVKPDISQLNDSNNSSFSPKAESPVPFMOAMSMVHVLPGSNSASSNNNSAGDA
QOMAQAPNSAGGSAAAAVQQQYPPNHPLSGSKHLCSICGDRASGKHYGVYSCEGCKGFFKRTVRKDLTYAC
RENRNCIIDKRQRNRCQYCRYQKCLTCGMKREAVQEERQRGARNAAGRLSASGGGSSGPGSVGGSSSQGG
GGGGGVSGGMGSGNGSDDFMTNSVSRDFSIERI IEAEQRAETQCGDRALTFLRVGPYSTVOPDYKGAVSA
LCOVVNKQLFQMVEYARMMPHFAQVPLDDQVILLKAAWIELLIANVAWCS IVSLDDGGAGGGGGGLGHDG
SFERRSPGLQPQQLFLNQSFSYHRNSAIKAGVSAIFDRILSELSVKMKRLNLDRRELSCLKAIILYNPDI
RGIKSRAEIEMCREKVYACLDEHCRLEHPGDDGRFAQLLLRLPALRSISLKCODHLFLFRITSDRPLEEL
FLEQLEAPPPPGLAMKLE

>045117 CHITE
MLKKEKPMMTVAAITEQAQNRWMDHPLVYNSRSLOQFQOGSYCIDSSLLGHMGPLSPPDLKPDISLLNCNNN
NNNTNNNNSNSSHNNLNHHNTSPLPVLGANTFSPIQSLNNNGPSSPLSSIGNGSGTIVTENQIKLQSPSP
SNASSSSTLSGPLTTTPPATNANNILGMGNGNCGNTANGKQSQYPPNHPLSGSKHLCSICGDRASGKHYG
VYSCEGCKGFFKRTVRKDLSYACREERNCVIDKKQRNRCQYCRYQKCLNCGMKREAVQEERQRGGKSQKG
DDMSISSTQSLVNNGPGRDITVERLMEADOMSEARCGDKSIQYLRVAASNTMIPPEYRAPVSAICAMVNK
QVFQHMDFCRRLPHFTKLPLNDOMYLLKQSLNELLILNIAYMSIQYVEPDRRNADGSLERRQISQQMCLS
RNYTLGRNMAVQAGVVQIFDRILSELSVKMKRLDLDATELCLLKSIVVENPDVRTLDDRKSIDLLRSRIY
ASLDEYCRQKHPNEDGRFAQLLLRLPALRSISLKCLDHLEFYFQLIDDKNVENSVIEEFHKLN

>Q8CFY1 MOUSE

MRLSKTLAGMDMADY SAALDPAYTTLEFENVQVLTMGNDTSPSEGANLNSSNSLGVSALCAICGDRATGK
HYGASSCDGCKGFFRRSVRKNHMYSCRFSRQCVVDKDKRNQCRYCRLKKCFRAGMKKEAVONERDRISTR
RSSYEDSSLPSINALLQAEVLSQQITSPISGINGDIRAKKIANI TDVCESMKEQLLVLVEWAKY I PAFCE
LLLDDQVALLRAHAGEHLLLGATKRSMVFKDVLLLGNDY IVPRHCPELAEMSRVSTRILDELVLPFQELQ
IDDNEYACLKATIFFDPDAKGLSDPGKIKRLRSQVQVSLEDY INDRQYDSRGRFGELLLLLPTLQSITHQ
MIEQIQFIKLFGMAKIDNLLQEMLLGGSASDAPHTHHPLHPHLMQEHMGTNVIVANTMPSHLSNGQMCEW
PRPRGQAATPETPQPSPPSGSGSESYKLLPGAITTIVKPPSATPQPTITKQEAT

>097120_SCHMA
MIMSIFANHDAIHMNHGVSDESVLYTHSYLIPPINQLENDILKPDQDMLTCVQSNRSHSPSQQIYDMLDS
TVLSDNPIQTIANSSCKSQTSLKSSSCDTSNADLGVDIKPSFMYNDNPQVISQSFLTDLHNHTDIHTVSS
DTNPNLCPIANSINSTHLQELVYNTPQKFPHMLPPDAHQHTVYSDNVVSEPFTRLLASGNSNETSTSYLP
QVTKVETNSLTVSQSPILLEVDPNKTKPESRECFPTONPSELASQSSSATSVNTTNLNPICVICGDKASG
KHYGVISCEGCKGFFKRTVRKQLVYVCRESGQCPVDRRKRTRCQHCRFEQCLAKGMKKEAVQEERHRQPS
SNPVPLISKPPKSEKKGPGRRSTFGNKSAESIVTDQPPNINQXSTPNISITPTTTDCVQPNQVKSXSSTT
CIQSNNVLLSDXTDLPNLTLRCLLSAELSMDPKLAVSERGEAIYEDIPGDDDTGLHPLTIICQSIEQQLP
RIVNWARQLPVFEFSSVYLSFDDQFCLIKAAWPELVLISSAYHSTVIRDGLLLSIGRHLGREVAKSHGLGPL
VDRILHELVARFRDLSLOQRTELALLRAITILFNPDANGLSSRHRVEAVREQLYSALHSYCTTNQPQDTSRF
TKLLLRLPPLRSIASKCLEHLVFVKLAAEDPTSCRLINLVEHGVWPIQEKSFELATLPSDSASTDSVPSQ
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ITMVPTPQYIQHODDNSLPTSSHTDLSYTHTLPNFHTVONYPF

>096562 TRICY
MAVQCNSSTANDVVSKEVSEETKLQIVKEEETSAPSCDSSVSAMSKEGGLAMVDSCLKEASPLESIHPYS
PLASDASGSSTSPIASSSLLQLPSLTADSQRPVQPCSVCSDKAYVKHYGVFACEGCKGFFKRSVRNNRKY
SCLGKRHCDTDKKSRNRCQYCRFQKCVQVGMKPEAVQODETLKKERKDYRKRLPSTPKGSPAEVTSSKVDL
PMIPIESITAAETLVDPGIQTFASANTDPIRHVCLAADKQLASLAEWAKRLPHFRDLSIADQVVLLQWSW
PELLIGGFCHRSCAVKDGILLSTGLHLTRDNLKKAGVGAIIDKIFSEVIEKMOQEIQMDRAEWGCLRAIML
FSPDAKGLTAIDQVENYRELYTSTLEDHVKRKHPEQPDRFTKVILRIPALKSIGLQALEHLYFFKLIGDV
PMDTFLLDMLEVDRS

>Q67ZMP8 HUMAN
MFRAGAEGAEKEPSPRPECRADPGPGLGFPLGSGLPWPSLLESPGGRILDIPCKVCGDRSSGKHYGVYAC
DGCSGFFKRSIRRNRTYVCKSGNQGGCPVDKTHRNQCRACRLKKCLEVNMNKDAVQHERGPRTSTIRKQV
ALYFRGHKEENGAAAHFPSAALPAPAFFTAVTQLEPHGLELAAVSTTPERQTLVSLAQPTPKYPHEVNGT
PMYLYEVATESVCESAARLLFMSIKWAKSVPAFSTLSLODQLMLLEDAWRELFVLGIAQWAIPVDANTLL
AVSGMNGDNTDSQKLNKIISEIQALQEVVARFROQLRLDATEFACLKCIVTFKAVPTHSGSELRSEFRNAAA
IAALOQDEAQLTLNSYIHTRYPTQPCRFGKLLLLLPALRSISPSTIEEVFFKKTIGNVPITRLLSDMYKSS
DI

>046174_BOMMO
MRSDVLAPSELEGTDYLLSSTMRLEDSFLQILDSDMQLETSSSEASAASSTTISQHCAICGDRATGKHYG
ASSCDGCKGFFRRSVRKNHLYTCRFSRNCVVDKDKRNQCRYCRLRKCFKAGMKKEAVONERDRINCRRPS
YEEPTQANGLSVVSLLNAELLSRKVIDETVNVSDAEINNRKLAKINDVCDSIKQQLLILVEWAKYIPAFT
VLHLDDQVALLRAHAGEHLLLGCARRSLHLKDILLLGNNCIITKHNIDGRMDIDISMIGMRVMDEIVKPL
REIDIDDTEFACLKAIVFFDPNAKGLSQPOKIKQLRYQIQINLEDYISDRQYDGRGRFGELLLCLPPLQS
ITWOMIEQIQFAKLFGVAHVDSLLOEMLLGGATTEAVLEEPSPEPAAASPSPPLVPLVPLVPQLPQLPGN
DSAFLEPMPFKQEPNI

>077099 AEDAE
MKSIVEVFCDYDRSDFSLGTSLNIEDTLFQHILDHDANDSLSPTHTSESRFTPEQSVDSNKNYTLDNCQS
SANNLCTICSDRATGKHYGAASCDGCKGFFRRTVRKNHSYTCRFSRQCVVDKDKRNQCRYCRLRKCFKAG
MKKEAVONERDRISCRRPSMEDIDTSNGLSVKFLLLAENRSRHFGAALDDAYDGDGDLSNKRFASINDVC
DSMKQQLLILVEWAKSIPAFAELQLDDQVALLRAHAGEHLLLGLSRRSMHLEEMLLLGNNCIITKQSPDS
KMAPNLDISRIGARIIDELVSAIKDIKLDDSELACIKALVFFDPTVRGLNQPOKIKALRHQVLNNLEDYV
SDKQYDSRGRFGEILLLLPVLQOSITWOMIQQIELAKMFGVAHIDSLLOEMLLGGET IENTAPPTPPLNSF
PNSSNSPPHMMSCDTTQRPSNAME I SRSNPTTTSSNCDAIDSESIDGANDMMAPAIIEDISNYNIPQTTN
SFORDENVONYIHPSNDDVYSNQYISPASSGMHPVHASANRHOQTNVLLPVNQLSREDYLKLERELKREP
EANGY

>Q026622 STRPU
MGMVSSQATPVEAYKVQQVQINDQTVEQLVRVQTSAGTTVTITIDAATAERLVKLREEDLIKFSAQGMSQA
QMMAKPGMTSPRPIELCAVCGDKASGRHYGAISCEGCKGFFKRSIRKHLGYTCRGNKDCQIIKHNRNRCQ
YCRLQKCLDMGMKSDSVQCERSPLKTRDKTPGNCAASTDKIYIRKDIRSPLTATPTFVTGSVLAGGDMKS
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POGNRQGLFDQGILLNVQTTPTSSPSASTSDSTTDLSTLASVVTSLANMNKKTEEGPSHSQQIYSPSQTL
QITISNGDQDVQGGGDNVSKAFDALTKALNTSGDSEAGDLSIDQSANGGSSEVELVKLDSPMLSDHHMQFK
LTTPSPMPQFLNVHYICESASRLLFLSMHWARSLPAFQVLSADTHTSMVQKCWSELFTLGLAQCAQAMAL
STILTAIVNHLQTSLQODKLSADRVKAVMEHIWKLOQEFVTTTSKLDVDQTEFAYLKTIVLESPDHPGLSN
VRQIEKFQEMAISELHDYEAQTYPSKLNREFSKLLLRLPTLRLLSPAIMEELFFAGLIGNVQIDSIIPYIL
RMETADYNSAQITMSASPGSLIG

>Q8ST32 DIRIM
MDLCASDWFASNLITTPTSIDLTQONGIRNKRKRDTTSRIGIGDLEQPEEQFNHVLNNYFHFSNPTSTTWE
QQEQMLPSNTQLLRPITDRSQEFTVSNDEVSSTTPNMTLYASQKSSTSMNVGT ITKHICAICGDRASGKH
YGVYSCEGCKGFFKRTVRKDLIYLCRENRNCIIDKRORNRCQYCRYRKCQSMGMKREAVQEERQSSRADT
TKMLTSGGGQRHITTSQOMEAESTSTYGGLEIQLERIAAAEEASEALFSNIKIESNDISSYESLEWQMIRM
VEWALMLPSFNEILVEDQARLIRFGWHELILADIAYRSTINKLLLWPERVMERNDAEILGYRIIFDRIIN
ELTVRLKDLDVDRMEIAALRCAILYNPSVSGLRNVSVVESLRDKVMVCLEDYCRQHHPAQTQRFAKLLLR
MPALRSLSLHCAENNGFIIAAPTIPVIFPEYYHLTTLMTHNMNIPTTKVLQGGY

>Q6PHZ7 HUMAN
MTSPSPRIQIISTDSAVASPOQRIQGSEPASGPLSVEFTSLNKEKIVTDQQOTGQKIQIVTAVDASGSPKQOF
TLTSPDGAGTGKVILASPETSSAKQLIFTTSDNLVPGRIQIVTDSASVERLLGKTDVQRPQVVEYCVVCG
DKASGRHYGAVSCEGCKGFFKRSVRKNLTYSCRSNQDCIINKHHRNRCQFCRLKKCLEMGMKME SVQSKR
KPFDVQREKPSNCAASTEKIYIRKDLRSPLIATPTFVADKDGARQTGLLDPGMLVNIQQPLIREDGTVLL
ATDSKAETSQGALGTLANVVTSLANLSESLNNGDTSEIQPEDQSASEITRAFDTLAKALNTTDSSSSPSL
ADGIDTSGGGSIHVISRDQSTPITEVEGPLLSDTHVTFKLTMPSPMPEYLNVHYICESASRLLFLSMHWA
RSIPAFQALGODCNTSLVRACWNELFTLGLAQCAQVMSLSTILAATIVNHLONSIQEDKLSGDRIKQVMEH
IWKLOEFCNSMAKLDIDGYEYAYLKAIVLEFSPGKICGGDA

>Q81748 SUBDO
MPILWKIVPQVDISTYASPSSTPASSPGYEQIQMLDMELKPFEDMSSCKLMHPTSPDPQSPATFNPRPHT
FGGMASYQSQQYMNDYKDPMYSPNTAAPPHYCADNRYMHNGVEPPPYGKNYGMINGSSFYFSNYPQSVEG
MSPSGONLSLQQTICKICGDTASGNHFGVQSCEACKSFFRRSVRANARYACRGSRNCAIEKHTRNRCQYC
RLOQKCIANGMRKEAVQEERTPQGAKLQRASTPTPLGFPNLNFIPPSIPYFPQSYDSPTSPVPRMLSHAAS
RMYGSLPNLKMEFDRSTPMSTPTGSLTPQQRSFTPPSLDASNSHVSVSVLVNADMOSEGQSEPIKTPASN
IKLEDLFEGLKTSLLKVIEWAKRIPAFVSLSLDDQVKLLKSSWCEHCTLKLAAQNGPKADTVLLANGLSC
NRDQIEDPEVRRVINRVEFNELAYWLDYLNVDRVELACLKGILLFNPDAKGLSPASKKRVEIFQEQILQSL
ETRTKTMYPVSPRRFSKLLLRLAPLKAISLEVMQHMEVQRALGNTKMDNLFGELLDFE

>Q8MLAO DROME

MATGRSLLFRVPWYVCLCVCAESAEPGVYWRLRLRLGLPTLAGPHTNTLTLTARTSSCRSIKKERIKASQ
QANAPPELPLKVSVDVNIITAAHSQRRRIGLVRFHQRESEDRPLAVASPRLOQINMEPTAMNPKKLHSPQR
HCYTPPPAPMHGQAPPPTSTGVAPPTQPPPPHPAAPNVPNGRLLSWNHSAAAAAAAAAAQAAANSMNHSS
AAEGSSMTRIKGONLGLICVVCGDTSSGKHYGILACNGCSGFFKRSVRRKLIYRAGDDWAKNGCMDEDGF
RVGGMALSPDLIKVPPGONKGREVDETEERNSCQAGTGRCVVDKAHRNQCQACRLKKCLOMGMNKDAVQON
ERQPRNTATIRPETLREMEHGRALREAAVAVGVEFGPSNRPKSAGNSNLOQTTRATVSALLRLRTPAAALTG
QFADGTIAAPQPPHLLNAIGCEPHGRRQLSHVQRSRRAPLAQGKGLRHGDGHQWQOCLPLDQLEQQPLHRP
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ELTGAGKRQGDKHRRRQCLLHDSIDVTNDNEEPHAVSRSDSSFIMPQFMSPNLYTHQHETVYETSARLLFE
MAVKWAKNLPSFARLSFRDQVILLEESWSELFLLNATQWCIPLDPTGCALFSVAEHCNNLENNANGDTCI
TKEELAADVRTLHEIFCKYKAVLVDPAEFACLKAIVLFRPETRGLKDPAQIENLODQAHHTKTQFTAQIA
RFGRLLLMLPLLRMISSHKIESIYFQRTIGNTPMEKVLCDMYKN

>Q6P0E0_BRARE
MKISGSSLDLSVTEYGITLDPTFTMLEFDGLRVLPVQTDPLMPGHASASVPVVVPQQOSSMSLCAICADRA
TGKHYGASSCDGCKGFFRRSVRKNHAYTCRFSRQCVVDKDKRNQCRYCRLRKCFRAGMRKEAVONERDRT
SCRRENQGVGTLTIDVLMQOAEAYTHQSLSONLMRDVGSKKIAGVGDVCESMKQQLLLLVEWAKRIPEFCE
LSVDDRVALLRAHSAEHLILGVARRSLPYSDIILLGNDFIIPVGGSEQEMSKVAVRILEELVRPLKELNT
TDTEFVCLKTIVFFAPDCPGLOCAQAVRRLRFQAQVLLDEATSEQRGRFGELLLLLTTLQSVAWQMLEQL
QLMRLLGRASVDSLLMEMLLGEEATRGSESLPATESNAEPLLFSTATESVLSRGILTEHIPMPNFTSVIL
PVPPSALAEDALLSTHTEVFTHGQTEDMPREMPNSLAMPTVHPCL

>Q9V7B3_ DROME
MATGRSLLFRVPWYVCLCVCAESAEPGVYWRLRLRLGLPTLAGPHTNTLTLTARTSSCRSIKKERIKASQ
QANAPPELPLKVSVDVNIIIAAHSQRRRIGLVRFHQRESEDRPLAVASPRLQINMEPTAMNPKKLHSPOR
HCYTPPPAPMHGQAPPPTSTGVAPPTQPPPPHPAAPNVPNGRLLSWNHSAAAAAAAAAAQAAANSMNHSS
AAEGSSMTRIKGONLGLICVVCGDTSSGKHYGILACNGCSGFFKRSVRRKLIYRCQAGTGRCVVDKAHRN
QCOACRLKKCLQMGMNKDDDS IDVTNDNEEPHAVSRSDSSFIMPOFMSPNLY THQHETVYETSARLLEMA
VKWAKNLPSFARLSFRDQVILLEESWSELFLLNAIQWCIPLDPTGCALFSVAEHCNNLENNANGDTCITK
EELAADVRTLHEIFCKYKAVLVDPAEFACLKAIVLFRPETRGLKDPAQIENLODQAHHTKTQFTAQIARF
GRLLLMLPLLRMISSHKIESIYFQRTIGNTPMEKVLCDMYKN

>Q9U9R6_SCHMA

MNFSETAAHQSECSIVVSQLSTKKLTTPVLCCISSNSNNIPIISQQSPNNNNNNNNNNNVVFKTDNTKQH
IIDONILTKTATTTSIVQPSELCHIQPILISSPVKNNNNNTHNLGTGSYIDSNCLSNQSNNDKSHSITPS
SPLLTNCNSPSTTLQSSTVCCLLRPSGRSTSTSSGSSCGSSCSGTGGGVSVSSGQYICSICSDRASGKHY
GVFSCEGCKGFFKRTVRKELTYICRDSQECQIDKRLRNRCQYCRYQKCLRAGMRREAVQEERQQQQLOSE
VORSPTPPEQNCDLSVNSMIMSDTKITNAMNHSCLAEKQE IMLKTTNCTSSSSPHLLSNCSDSSINYFYS
ASNEKSQQPSINDNFNLTVNDAATYPPOELSLIGNKDSNNVTLPLADIHALKLPTTTSAAIPPPPDALEF
IRTAESTISSRRKQWLSAFNKQQCHAEIAKCFODSMENLKWLENNFEKCTTNHLPLFDLVIWSSKLPYIC
QLSCGVHLDLLKSACMQLIIVNLVYWLANDHKPRSLSTSNSTSKLPDTTPTINSTDISNITDDPPENSIS
DISKDCTIQMKKINKSVPLDEKMDYYYSNFPEFHLLNNLTKPMDNNNNDSISSKPTNINDNSVDDDMIRK
RNTNVYKLIYNLAIKLRMLNLDPVELGCLKLILLLNPDSMTCLNNIRSLIELLRDQVYAGLEYYCNQVWP
NAPHGRMGRLLLKLSNFQSVAARIEKLICSNELNNLLNNLESIFSYLSKKKVDHSNYISTTTTTTTTMSS
TTTSTSNSIHLEFS

>NR2E3_MOUSE

MSSTVAASTMPVSVAASKKESPGRWGLGEDPTGVGPSLQCRVCGDSSSGKHYGIYACNGCSGFFKRSVRR
RLIYRCQVGAGMCPVDKAHRNQCQACRLKKCLQAGMNQDAVONERQPRSMAQVHLDAMETGSDPRSEPVV
ASPALAGPSPRGPTSVSATRAMGHHFMASLITAETCAKLEPEDAEENIDVTSNDPEFPASPCSLDGIHET
SARLLFMAVKWAKNLPVEFSNLPFRDQVILLEEAWNELFLLGAIQWSLPLDSCPLLAPPEASGSSQGRLAL
ASAETRFLQETISRFRALAVDPTEFACLKALVLFKPETRGLKDPEHVEALQDQSQVMLSQHSKAHHPSQP
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VRFGKLLLLLPSLRFLTAERIELLFFRKTIGNTPMEKLLCDMFEFKN

>Q5U3F3_ BRARE

MSMVPFSSPTESSRSNSTDDSQDGKSPAPGKVLNTGLLCKVCSDTSSGKHYGIYACNGCSGFFKRSVRRR
LIYRCQAGTGMCPVDKAHRNQCQACRLKKCLOAGMNKDAVQONERQPRSTAQVRLDALDVDKDKEHLATTL
EPTSSSTCSVISRPLLGSSISSSISSTDGSQHSNSPKNGHRFMASLMTAETCAKLEPEDVDENIDVTSNE
PERSSPMYGSALYPSREPESVYETSARLLFMSVKWAKNLPVFSHLPFRDQVILLEEAWSELFLLCAIQWS
LPLDNCPLLSLPDLSPTGQGKGSPSASDVRVLQEVFSRFKPLQVDPTEFACLKAIVLFKPETRGLKDPEQ
VENLQDQSQVLLAQHIHTLYPSQVARFGRLLLLLPSLHFVSSERIEHLFFQRTIGNTPMEKLLCDMFKN

>NHR64 CAEEL
MIFFONFDHTKLKIPKNQFLSKFQLFPTHEFPFEFDSKTVLEFSEEMTLEEKEEVSTSTSQSPQSSSFENVEC
ATICGDRATGKHYGAMSCDGCKGFFRRTIRKRHSYVCRFGEKCQVDKAKRNSCRKCRFDVCLRKGMRRDAV
QTERDRIRPANPLSNGSNGGIVPDDPLLDTLIRAEASTRGLRTTVITKTAEARKQATTNDVTDSMNQQLT
LMVEWAKVLEGFQRVDNITQVALLRHFSAQHLVMCAAFRSIHLSDAVWLTNETCLHKDSPKIPDMNRVAE
RIIDQVTNPMRSLHMNEIEYIALKATIAFFDPLAKGITSESYSDVEEMROQRILESFERHVRYVSPYKDMPL
RFANLLLLLPPMLAISRDLVEDVQLAKLFGLASIDNLMLELMLPNEGKNTTDKTSPPIMCHQ

>Q7YTB9_SACKO
MNKTATTSSRILDIPCKVCGDRSSGKHYGVYACDGCSGFFKRSIRRNRQYVCKNKGNGPCPIDKTHRNQC
RACRLKKCVQVDMNKDAVQHERGPRNSTIRKOMALYLKETTGRDDVTATIPSNLRHGPTFMNTLLGGESP
YMGITYPYELTPSYCSNPEAICETAARLLFMSVKWAKNVPAFLSLPFRDQLLLLEEGWRELEFVLGAAQWQ
MCMEIGPLLAAAGLSTEHTNPEKIVAIMSEMRTFQEIIAKFKOMQOQVDATEYACLKGIIIFKSVEPDSPQE
IRGVRDFHGVATLQODQAQLTLSKYIHTKYPTQPFRFGKLLLMLPQLRAIRPSTIEELFFRKTIGNIPIER
LLCDMYKANDF

>Q8IPT4 DROME
MDGVKVETFIKSEENRAMPLIGGGSASGGTPLPGGGVGMGAGASATLSVELCLVCGDRASGRHYGAISCE
GCKGFFKRSIRKQLGYQCRGAMNCEVTKHHRNRCQFCRLOKCLASGMRSDSVQHERKPIVDRKEGIIAAA
GSSSTSGGGNGSSTYLSGKSGYQQGRGKGHSVKAESAATPPVHSAPATAFNLNENIFPMGLNFAELTQTL
MFATQQQOQQ0QQHQQSGSYSPDIPKADPEDDEDDSMDNSSTLCLOLLANSASNNNSQHLNENAGEVPTA
LPTTSTMGLIQSSLDMRVIHKGLQILOPIQONQLERNGNLSVKPECDSEAEDSGTEDAVDAELEHMELDFE
CGGNRSGGSDFAINEAVFEQDLLTDVQCAFHVQPPTLVHSYLNIHYVCETGSRIIFLTIHTLRKVPVEFEQ
LEAHTQVKLLRGVWPALMATALAQCQGQLSVPTIIGQFIQSTRQLADIDKIEPLKISKMANLTRTLHDEV
QELQSLDVTDMEFGLLRLILLENPTLLOORKERSLRGYVRRVQLYALSSLRRQGGIGGGEERFNVLVARL
LPLSSLDAEAMEELFFANLVGOMOMDALIPFILMTSNTSGL

>TLL DROME

MQSSEGSPDMMDQKYNSVRLSPAASSRILYHVPCKVCRDHSSGKHYGIYACDGCAGFFKRSIRRSRQYVC
KSQKQGLCVVDKTHRNQCRACRLRKCFEVGMNKDAVOQHERGPRNSTLRRHMAMYKDAMMGAGEMPQIPAE
ILMNTAALTGFPGVPMPMPGLPQRAGHHPAHMAAFQPPPSAAAVLDLSVPRVPHHPVHQGHHGFFSPTAA
YMNALATRALPPTPPLMAAEHIKETAAEHLFKNVNWIKSVRAFTELPMPDQLLLLEESWKEFFILAMAQY
LMPMNFAQLLFVYESENANREIMGMVTREVHAFQEVLNQLCHLNIDSTEYECLRAISLFRKSPPSASSTE
DLANSSILTGSGSPNSSASAESRGLLESGKVAAMHNDARSALHNYIQRTHPSQPMRFQTLLGVVQLMHKV
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SSFTIEELFFRKTIGDITIVRLISDMYSQRKI

>Q9NCLO_TRICA
MSEMQSVEGAMVHHLEPHRMQIKPQSPSSSSRILDIPCKVCGDFSSGKHYNIFACDGCAGFFKRSIRRNR
QYVCKAKDEGSCIIDKTHRNQCRACRLKKCQONVGMNKDAVQHERGPRNSTLRRQOMS S Y YNESRVMMS PP
GNVLNLTMPKYEPNPSIIDPGPALPPTGFLCNNYPPLPQVPPLPLPPIFPPTMINPSAICESAAQLIFMN
VOWVRSIPAFTCLPLSDQLLLLEESWLDLFVLGAAQFLPLMDFSVLVEACGVLQQEPHRRDAFLKEVADF
QETLKKISQFQLDAHEFACLRAIVLFKTSFEKPSSSSNQEKTTTESAKI SVIQDDAQMRLNKHVTTTYPK
QPLRFGKILLLVSSTFRTISGRTIEDLFFKKVIRDTPIVATISNMYKNQILGNNNV

>096680 DROME
MGTAGDRLLDIPCKVCGDRSSGKHYGIYSCDGCSGFFKRSTIHRNRIYTCKATGDLKGRCPVDKTHRNQCR
ACRLAKCFQSAMNKDAVQHERGPRKPKLHPQLHHHHHHAAAAAAAAHHAAAAHHHHHHHHHAHAAAAHHA
AVAAAAASGLHHHHHAMPVSLVTNVSASENYTQHISTHPPAPAAPPSGFHLTASGAQQGPAPPAGHLHHG
GAGHQHATAFHHPGHGHALPAPHGGVISNPGGNSSAISGSGPGSTLPFPSHLLHHNLIAEAASKLPGITA
TAVAAVVSSTSTPYASAAQASSPSSNNHNYSSPSPSNSIQSISSIGSRSGGGEEGLSLGSESPRVNVETE
TPSPSNSPPLSAGSISPAPTLTTSSGSPQHROMSRHSLSEATTPPSHASLMICASNNNNNNNNNNNNNNG
EHKQSSYTSGSPTPTTPTPPPPRSGVGSTCNTASSSSGFLELLLSPDKCQELIQYQVQHNTLLEFPQQLLD
SRLLSWEMLQETTARLLFMAVRWVKCLMPFQTLSKNDQHLLLQESWKELFLLNLAQWTIPLDLTPILESP
LIRERVLODEATQTEMKTIQEILCRFRQITPDGSEVGCMKAIALFAPETAGLCDVQPVEMLODQAQCILS
DHVRLRYPRQATRFGRLLLLLPSLRTIRAATIEALFFKETIGNVPIARLLRDMYTMEPAQVDK

>P90892 CAEEL
MSDEDEPLNFSTSKATEESKEGILGVRSIFNTPLLFPPPMEFNAGVISPHIAAALAMSEFNQQRMNASVSPP
LDHTTISVNSFPSMGSVKTDSPPTASSPTLCCAVCGDVSSGKHYGILACNGCSGFFKRSVRRRLIYRCQA
GTGNCVVDKAHRNQCQACRLKKCLNKGMNKDAVONERQPRNTATIRPALDMDPONFFREYAGAVSAIMGH
SNMMKREDSPSSASDGKTEDEKKDSLQETTMSQLESVLOWAQQFRLFTVLTNSEKRQITILTQWPRLLCIS
LCEQAEDVSFDDHLTSLMLKFRRLDVSPAEFNCLKAITIFMKRELSLWRAGWDNRASIITVYPAGERGAR
LVAAALLLAEHSVMGFEFGNCVIPLALVFSTKSRYVIQRHAINSLPACVPGGTSAHPVLRCSMGSRREKVI

(3) 37 NR3

>ANDR_ HUMAN

MEVQLGLGRVYPRPPSKTYRGAFONLFQSVREVIQNPGPRHPEAASAAPPGASLLLLOOQOQQQQQ0QQ00
QOO0OOOQETSPROOOOOOGEDGSPOAHRRGPTGYLVLDEEQQOPSQPOSALECHPERGCVPEPGAAVAAS
KGLPQOQLPAPPDEDDSAAPSTLSLLGPTFPGLSSCSADLKDILSEASTMOLLOQOOQQEAVSEGSSSGRAR
EASGAPTSSKDNYLGGTSTISDNAKELCKAVSVSMGLGVEALEHLSPGEQLRGDCMYAPLLGVPPAVRPT
PCAPLAECKGSLLDDSAGKSTEDTAEYSPFKGGYTKGLEGESLGCSGSAAAGSSGTLELPSTLSLYKSGA
LDEAAAYQSRDYYNFPLALAGPPPPPPPPHPHARIKLENPLDYGSAWAAAAAQCRYGDLASLHGAGAAGP
GSGSPSAAASSSWHTLFTAEEGQLYGPCGGGGGGGGGGGGGGGGGGGGGGGGEAGAVAPYGYTRPPQGLA
GQESDFTAPDVWYPGGMVSRVPYPSPTCVKSEMGPWMDSYSGPYGDMRLETARDHVLPIDYYFPPQKTCL
ICGDEASGCHYGALTCGSCKVFFKRAAEGKQOKYLCASRNDCTIDKFRRKNCPSCRLRKCYEAGMTLGARK
LKKLGNLKLQEEGEASSTTSPTEETTQKLTVSHIEGYECQPIFLNVLEAIEPGVVCAGHDNNQPDSFAAL
LSSLNELGERQLVHVVKWAKALPGFRNLHVDDOMAVIQYSWMGLMVFAMGWRSEFTNVNSRMLYFAPDLVE
NEYRMHKSRMYSQCVRMRHLSQEFGWLOITPQEFLCMKALLLEFSIIPVDGLKNQKFEFDELRMNY IKELDR
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ITACKRKNPTSCSRREFYQLTKLLDSVQPIARELHQFTFDLLIKSHMVSVDFPEMMAETIISVQVPKILSGK
VKPIYFHTQ

>GCR_RAT
MDSKESLAPPGRDEVPGSLLGQGRGSVMDFYKSLRGGATVKVSASSPSVAAASQADSKQORILLDFSKGS
TSNVQORQQQ0Q00Q0000000000QQPDLSKAVSLSMGLYMGETETKVMGNDLGY PQOGQLGLSSGETDF
RLLEESIANLNRSTSVPENPKSSTSATGCATPTEKEFPKTHSDASSEQQONRKSQTGTNGGSVKLYPTDQS
TFDLLKDLEFSAGSPSKDTNESPWRSDLLIDENLLSPLAGEDDPFLLEGNTNEDCKPLILPDTKPKIKDT
GDTILSSPSSVALPQVKTEKDDFIELCTPGVIKQEKLGPVYCQASFSGTNIIGNKMSAISVHGVSTSGGQ
MYHYDMNTASLSQQQODOKPVFNVIPPIPVGSENWNRCQGSGEDSLTSLGALNFPGRSVFSNGYSSPGMRP
DVSSPPSSSSAATGPPPKLCLVCSDEASGCHYGVLTCGSCKVFFKRAVEGOHNYLCAGRNDCIIDKIRRK
NCPACRYRKCLQAGMNLEARKTKKKIKGIQQATAGVSQDTSENPNKTIVPAALPQLTPTLVSLLEVIEPE
VLYAGYDSSVPDSAWRIMTTLNMLGGRQVIAAVKWAKAILGLRNLHLDDQMTLLQYSWMFLMAFALGWRS
YROSSGNLLCFAPDLIINEQRMSLPCMYDQCKHMLFVSSELQRLOVSYEEYLCMKTLLLLSSVPKEGLKS
QELFDEIRMTYIKELGKAIVKREGNSSQNWQRFYQLTKLLDSMHEVVENLLTYCFQTFLDKTMSIEFPEM
LAEIITNQIPKYSNGNIKKLLFHOK

>Q6XLI8 CALJA
METKGYHSLPEGLDMERRWGQVSQAVEHSSLGSTERTDENNYMEIVNVSCVSGAIPNNSTQGSSKEKHEL
LPCLQODNNRPGVLTSDIKTELESKELSATVAESMGLYMDSVRDADYYEQONQQORSMSPAKIYQONVEQLV
KFYKENGHRPSTLSCVNRPLRSFMSDSGSSVNGGVMRAIVRSPIMCHEKSPSVCSPLNMTSSVCSPAGIN
SESSTTASFGSFPVHSPITQGTPLTCSPNVENRGSRSHSPAHASNVGSPLSSPLSSMKSSISSPPSHCSV
KSPVSSPNNVTLRSSVSSPANINNSRCSVSSPSNTNNRSTLSSPAASTVGSICSPVNNAFSYTASGTSAG
SSTSRDVVPSPDTQEKGAQEVPFPKTEEVESAISNGVTGQLNIVQYIKPEPDGAFSSSCLGGNSKINSDS
PFSVPIKQESTKHSCSGTSFKGNPTVNPFPFMDGSYFSEFMDDKDYYSLSGILGPPVPGEFDGNCEGSGEPV
GIKQEPDDGSYYPEASIPSSAIVGVNSGGQSFHYRIGAQGTISLSRSARDQSFQHLSSFPPVNTLVESWK
SHGDLSSRRSDGYPVLEYIPENVSSSTLRSVSTGSSRPSKICLVCGDEASGCHYGVVTCGSCKVEFKRAV
EGKCSWQHNYLCAGRNDCIIDKIRRKNCPACRLOKCLQAGMNLGARKSKKLGKLKGIHEEQPQQQQPPPP
PPPPOSPEEGTTYIAPAKEPSVNTALVPQLSTISRALTPSPAMVLENIEPEVVYAGYDNSKPDTAENLLS
TLNRLAGKOMIQVVKWAKVLPGFKNLPLEDQITLIQYSWMCLSSFALSWRSYKHTNSQFLYFAPDLVENE
EKMHQSAMYELCQGMHQISLOFIRLOLTFEEYTIMKVLLLLSTVPKDGLKSQAAFEEMRTNY IKELRKMV
TKCPNNSGQSWQORFYQLTKLLDSMHDLVNDLLEFCEFYTFRESQALKVEFPAMLVEITISDQLPKVESGNAK
PLYFHRK

>PRGR_CANFA

MTERTGKDARAPHVAGGAPSPAPAAEPESRRRDGGRLRASQTSDAPRVAAAAAAAAAAASAAPSAPSDRL
LFSRRGQGADPGGKAQDAQPRPDVARADPRLEAASGAGADSPGPPRODRGPLHGAPSTALRPAGPGQGRS
SPAWEPRSPRCPSGPEPPEDPRGARSSQGAACPLMSRPEGKAGDGCGTAGAHKGPPRGLSPSRQPLPLCP
GAHAWPGAAGKAATQPAALGVEDEGGFAAEGSPGPLLKGKPRPPAGPAAAAGAAPAAPGTAPGGTAPVPK
EDSRLPAPKGSLAEQDAPAPGCSPLATTMMDFIHVPILPLGSAFLAARTRQLLEAETYDAGAFAPPRGSP
SAPCAPLAAGDFPDCAYPSDAEPKDDAFPLYGDFQPPALKIKEEEEGAEAAARSPRPYLAAGPHSCVFEFAD
APPALPALPPLPPRAPSSRPGEGAPAAAAAAGCSASSASSPGPALECVLYKAEGAPPPQGPFAAAPCRVP
GAGACLLPRDGAAAAASAGAAGASPALYQPLGLGALPQLGYQAAVLKEGLPQVYQPYLNYLRPDSDASQS
POYSFESLPQKICLICGDEASGCHYGVLTCGSCKVEFFKRAMEGQHNYLCAGRNDCIVDKIRRKNCPACRL

22



RKCCQAGMVLGGRKFKKENKVRVMRTLDAVALPQPVGIPNESQALSQRISFSPSODIQLIPPLINLLMSI
EPDVIYAGHDNTKPDTSSSLLTSLNQLGERQLLSVVKWSKSLPGEFRNLHIDDQITLIQYSWMSLMVEGLG
WRSYKHVSGOMLYFAPDLILNEQRMKESSFYSLCLTMWQIPQEFVKLOVSQEEFLCMKVLLLLNTIPLEG
LRSONQFEEMRSSYIRELIKAIGLROKGVVSSSQRFYQLTKLLDNLHDLVKQLHLYCLNTEFIQSRALSVE
FPEMMSEVIAAQLPKILAGMVKPLLFHKK

>Q8TDS3_ HUMAN
MTELKAKGPRAPHVAGGPPSPEVGSPLLCRPAAGPFPGSQTSDTLPEVSAIPISLDGLLFPRPCOGQDPS
DEKTQDQQSLSDVEGAYSRAEATRGAGGSSSSPPEKDSGLLDSVLDTLLAPSGPGQSQPSPPACEVTSSW
CLFGPELPEDPPAAPATQRVLSPLMSRSGCKVGDSSGTAAAHKVLPRGLSPARQLLLPASESPHWSGAPV
KPSPQAAAVEVEEEDGSESEESAGPLLKGKPRALGGAAAGGGAAAVPPGAAAGGVALVPKEDSRFSAPRV
ALVEQDAPMAPGRSPLATTVMDFIHVPILPLNHALLAARTRQLLEDESYDGGAGAASAFAPPRSSPCASS
TPVAVGDFPDCAYPPDAEPKDDAYPLYSDFQPPALKIKEEEEGAEASARSPRSYLVAGANPAAFPDFPLG
PPPPLPPRATPSRPGEAAVTAAPASASVSSASSSGSTLECILYKAEGAPPOQGPFAPPPCKAPGASGCLL
PRDGLPSTSASAAAAGAAPALYPALGLNGLPQLGYQAAVLKEGLPQVYPPYLNYLRPDSEASQSPQYSFE
SLPQKICLICGDEASGCHYGVLTCGSCKVFFKRAMEGQOHNYLCAGRNDCIVDKIRRKNCPACRLRKCCQA
GMVLGGFRNLHIDDQITLIQYSWMSLMVFGLGWRSYKHVSGOMLYFAPDLILNEQRMKESSFYSLCLTMW
QIPQEFVKLQVSQEEFLCMKVLLLLNTIPLEGLRSQTQFEEMRSSYIRELIKAIGLRQKGVVSSSQREYQ
LTKLLDNLHDLVKQLHLYCLNTFIQSRALSVEFPEMMSEVIAAQLPKILAGMVKPLLFHKK

>Q60QB13 DICLA
MDQGGLKRSAFFEMRSDIWGGRSWSRQSIQADTAGSLLQSAMHLPGPGSVPQPTVCTNGQGGTKDQGELG
GLFESPQHHVMSDMKEGE I TRMOKQQQQQQQQHQODMDIFNMEDSLPLLKQSI SDLNQKSTSVISTSDTSV
LGNLPLPDLFPQHIKQEGNFSLDKDMETYSGHIGAGPCDMDGNSGRLIEDTEIWQDLDLPSSLPEISDFE
LDSKVAHLNNILHDSMGGSGPVSGLLKETKVPTWVTGVNCTNGKDGGHGTTPISGIHHPIQHHSHQQKPH
HLLQHQHQQHOLOHQQPGSLLSSVMIKEEKDPDDSFIHISTPGVVKQEKQEGAGFCQAQCLQSSLHGGGP
MSSPMGVGAGPGYHYRANPSPTVGLODOKPFGMY SNLPLVGESWARGNRYGESSGIQRGDDGLPSAAAVA
AFSVSFSSSSPRAGETSSSVVPVQSKPSGQTHKICLVCSDEASGCHYGVVTCGSCKVFFKRAVEGWRARQ
NTDGQHNYLCAGRNDCIIDKIRRKNCPACRFRKCLOAGMNLEARKNKKLIKMKVORPSGSSEPISNMPVP
VIPRCMPQLVPTMLSVLKAIEPEIIYSGYDSTLPDTSSWLMTTLNRLGGQQVISAVKWAKSLPGFRNLHL
DDOMTLLQCSWLFLMSFSLGWRS YEQCNGSMLCFAPDLVINKERMKLPFMTDQCEQMLKICNEFVRLQVS
YDEYLCMKVLLLLSTVPKDGLKSQAVFDEIRMTY IKELGKAIVKREENASQNWQRFYQLTKLLDSMQEMV
ESLLQICFYTFVNKTLSVEFPEMLAEIITNQIPKFKDGSVKPLLFHOK

>Q8JJ92 HAPBU

MDKGGVKKIAYRRDDHLSKLVYTESPEEGGLLRVAPHSAMSVTSPASVVLPSSSLMOPGOVPNGLNNSTL
PEELTSASVTATVGSLIDSPQPRGLTKDQRPOHQOLLOTQTTFGHOTLSENLSQLDASMADITQSSMDSL
IGGSDPNFFPLKTEDFSLDKGEQDPIDLDNAFEPIGKDMDVNQKLFSDNTLDLLQDFDLSGSPSDFYVGD
DAFLSSLADDSLLGVTSERDIKPAVVDSSNTTGAVPVALNGSSVTSPDLSSPTISTTTSLSPTTTLFAMV
KKEKDADFIQLCTPGVVKQEKTSGGQSYCQISGTASRDMAGTNAISVCGVSTSGGQTYHFGVNTLSSDTP
LONEQKPVSSLFLPVTTIGGIWNRGQGIGNNSLVQRAGEGFSSSPSYPTSFTRQEGSTATSSTQGKSGTH
KICLVCSDEASGCHYGVLTCGSCKVFFKRAVEGQHNYLCAGRNDCIIDKIRRKNCPACRFRKCLMAGMNL
EARKLKKNRLKGVQQSNPPEVTPSPPVETRSLVPKCMPQLVPTMLSLLKAIEPDTIYAGYDSTLPDNETR
LMTTLNRLGGRQVISAVKWAKALPGFRNLHLDDOMTLLQYSWLFLMTFSLGWRSYQQCNGNMLCFAPDLV
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INEERMKLPYMTDQFEQMLKICSEFVRLQVSHDEYLCMKVLLLLSTVPKDGLKSQAVFDEIRMSYIKELG
KAIVKREENSSONWOREFYQLTKLLDSMHEMVGGLLSFCFYTEFVNKSLSVEFPKMLAEIISNQLPKFKAGS
VKPLLFHQOR

>GCR_ONCMY
MDPGGLKHSKDKGLAFGKLSESSVEGSFSGDTGGSKSTTSTSLMHLPGSRPQPPARDSANGLNVT TTQME
LSTGGLTIEEAEVKVMEKATRMQQPQKPQONQQLFENFALLEASTADLNRSNT PGSSVLGRPHDLFSLKT
ENFSPMDKDRLDMGSVSFGQSQKDLDVNERLLGDNTMDI LQDLDLPGSLSDLNEFYVSDEAAFLSSLSVE
DVLLEDGNMETKPIDCSNGGNCTNVDSADQQKQLLEAGVSMPVIKTEEDADTSFIQLCTPGVIKQENDRR
SFCQISSLDLPSTHNSAGSISGPSYPYGANTSTAVSLQQDQKPVFGLYPPLPSVSDSWNRGNGYATGSGM
SSSSFPVGFSSPKARPEASGSASSAPAKPSGPTHKICLVCSDEASGCHYGVLTCGSCKVFFKRAVEGWRA
RONTDGQHNYLCAGRNDC I TDKIRRKNCPACRFRKCLQAGMNLEARKNKKLTRLKGQQTTMEPNPPPPDE
RACALIPKSMPQLVPTMLSLLKATEPEATYSGYDSTIPDTSTRLMT TLNRLGGQQVVSAVKWAKSLPGFR
NLHLDDQMTLLQCSWLFLMSFGLGWRSYQQCNGGMLCFAPDLVINDERMKLPYMTDQCEQMLKISTEFVR
LQVSYDEYLCMKVLLLLSTVPKDGLKSQAVFDETRMTY IKELGKATVKREENS SQNWQRFYQLTKLLDSM
QEMVGGLLQICFYTFVNKSLSVEFPEMLAET I SNQLPKFKDGSVKPLLFHALNHDTMP

>Q8JJ89 HAPBU

METKRYQSFFDGKDTENRWPQVPGTMEYCCSTEDSSLTGSDILMDIVNVNCPAGSPATDCKDNNTKKQEQ
PMLQLSQNQPFVLPHFNNSLLGHKQEMDSKELSKTVAESMGLYMNAAREADFAFNQQGANTSPGKLYPAC
GRPLEENQCGPTKSPKLKPFGFQQPSATPRECTAGTPVSSASMLASSLSCSPQTSSAISSPGGSNNMVSS
TTSPPTCFAPLCSSVSSPVSQTSCAATLANIKRRNSVTCSPVESSTVGSPPLTSPLNVMRSPMSSPQSMS
SVRSPPSCSTTCNIRSSVSSPTAGSCSSKTTNNCNTAMPSISSPATAGNMTASSPQONPSSGGFPVSSPAD
GLGLVONDTSSPEAGLTRETDFKNFEFPKVEMVDGEVFNVGLDQMGMVKY IKNEPGTDFRSMCLGSSKCN
ASNTPFITQIKSEPNKSEGCMNQQPYGEQSPSIGLFSASETTYLSLRNNIDEYSLSGILGPPVSSVNGNY
ESDVFSNNVLSKGVKQEATDGSYYQENNSMSTSAIVGVNSGGHSFHYQTIGAQGTMSFTRHDVRDQTNPLL
NLISPVTALMESWKSHPGISQGSLAARGEGYPGQNCISDGMSSSPLRQPSSTAKVCLVCGDEASGCHYGV
VTCGSCKVFFKRAVEGQHNYLCAGRNDCIIDKIRRKNCPACRVRKCLQAGMNLGARKSKKLKLKGVSEDL
QGSKDGQTATGGAGGYLSSEKELNASAANALVPHRPGVVTPFLPPSICSVLELIEPEEVYSGYDNSQPDT
TDHLLSSLNRLAGKQMVRMVKWAKVLPGFRSLPIEDQITLIQYSWMCLSSFCLSWRS YKHTNGQMLYFAP
DLIFNEERMQQSAMYDLCLGMRQVSQEFVRLQLTYDEFLSMKVLLLLSTVPKEGLKNQAAFEEMRVNY IK
ELRRSVGKATNNSGQTRQRFFQLTKLLDAMHDLVGNLLDFCFYTFRESQALKVEFPEMLVEI ISDQIPKV
ESGLTHTIYFHKK

>P70048 XENLA

MEVHIGLGGVYKQPPGKMIRGAFENLFLSVREALQGERRALEGSQAPAGWSEAPGTHRWSEASPODGTPL
NPWVTHPPAPWREAQAEAAPONPAGRTEGAQFPALGDCPTELKEILGEQSGRILESEETPAEKEGFSGPP
EGISDSAKELCKAVSVSLGLSMEALEHLSAGAGEAQQRGDCMYAHPPDTHKCOVAEEDKSDTRDGPFRRS
SQSNFATGKSPEDGGGGGGGSSSAGGSEEKEQPCTDLALPEPAGGYRHRAMELTPSLTLYKPTAFMEESP
GYPSRDFYSFOMALAPHGRIKVENPMEYGGGAWGAAGRYSELSGFAHCGATAGWHTLFEEGQSSGSFAEA
GPYSYPRSHGPAGADGEFPSDAWYPAPTMIGRVPYSGPMKTEMAPWMEGY PGAFGEMRLEGGRDHLLPID
YYFPPQKTCLICGDEASGCHYGALTCGSCKVFFKRAAEGKQKYLCASRNDCTIDKFRRKNCPSCRLRKCY
EAGMTLGARKLKKLGNLKAQEELDGSSVQGEGSKELSPGMGIPQLEGYSCQPIFLNVLEAIEPVVVCAGH
DNNQPDSFALLLSSLNELGERQLVHVVKWAKALPGFRNLHVSDQMTVIQYSWMGLMIFAMGWRSFKNVNS
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RMLYFAPDLVEFNEYRMHKSRMYSQCVRLRHLSQEFGWLOITPEEFLCMKALLLEFSIIPVEGLKDQKCEDE
LRMNYIKELDRVISCKRNNPASSSRRFFQLTKLLDSVQPIARELHQFTFDLEVKAQMVSVDYPEMMSET I
SVQVPKILSGRVKPLYFHIS

>Q5WP02_ONCMY
METKRYPSFFEGSTDTEKNRWSHVPSSAMDYCCSGAEEADSLNLNSNSDVLMDIVNVSCSPSSNTADSKE
SNNNNEEKKKPEQQPTLKLTQONQHQPFVLPLFNSSLHGRKPEMMDSKELSKTVAESMGLYMNAAREATDF
GGFGQQGGHCSPGKMY PAGVCGRPCLEDSQCAASGGSPKLKSPSTGFPKQPSSTPGDCCSSGTPAGSAVL
GLSLSCSPQTPSSISSPGGSNNLVSSTTSPTCFGGPFTCTTISNPVNOHNAAGPALAHNHVYRRNSATCS
PAGSSTVGSPPLTSPLNVMRSPISSPQSMSSVLSPPSCSTSTNMRSSSVSSPTGSTNNMRASLSISSPTT
GGPMAMSSSPRNPSGGGGGFAVSSPASELGLVQONDSNS PEGRRDOQDFKEFEFPKVESVDGEMFNVGLDH
MGMVKFIKNEPDTDYRSMCLGNGSNNTKCNQATGCPGNGSPFITQVKSEPNKDGGGCMNPQCYTEQQQQH
SMGLFQSGPSEITYLSLRDNIDEYSLSGILGPPGTEMNGSYEAGVFPHNLLSKVKQENNDGSYYQENNNN
VVPTSAIVGVNSGGHSFHYQIGAQGTMSFSRHDPRDHGTNPLLNLISPVTALME SWKSRPGMSQGPRGEG
YPGHGCMPDSMSSASLRHPSSTAKVCLVCGDEASGCHYGVVTCGSCKVFFKRAVEGRKSQHNYLCAGRND
CIIDKIRRKNCPACRVRKCLOAGMNLGARKSKKLGKLKGVNEDSTPTKEGGQTCPGSGGGYLSSGEKELS
TSPTNALVPHGPGGGLVTPYLPPSICSVLELIEPEVVFAGYDNTQPDTTDHLLSSLNQLAGKQMIRVVKW
AKVLPGFRGLPIEDQITLIQYSWMCLSSFSLSWRSYKHTNGQMLYFAPDLVFNEDRMQQSAMYDLCLGMR
QVSQEFVRLQLTYQEFLSMKVLLLLSTVPKEGLKNQAAFEEMRVNY IKELRRSVGKATNNSGQTWQRFFQ
LTKLLDAMHDLVGNLLDFCFYTFRESQALKVEFPEMLVEIISDQIPKVESGNTHTLYFHKK

>Q8QFV2_CARAU
MDVPGEACESPDAVFHRTYQSVFQNVCVARANNAESLDFSSSEKRGCLOETDSTEKRPSKLSPSKGIICC
PKKECESASSXMRSSIGSKSDTSLSCSGRADATESSGSRAGFLRGAESGQKSCATAEVHSRRDARVASSS
RACNTTTSSSSSSSISETARELCKAVSVSLGLAMESSELGDVEPHHVPPPLTTKSSSERIYLFGMPLLNC
SVSERXAGGKEREYALAAGRDRGAELRGRDRLLEMFKSGDLEQLAGEVTTLQCSSASRSHLTADAQGVHE
FASVSGDIANLSSEGTTGPDMDETRAASCOFEQLLPVSMAHFVQPELENGPNQSFAKPAEMSGEFAGPVE
DYVNLYNVKIKAEMMPRELNDTWAYPHRYAEDCNGQYGSPKQRTPYASGHDTHFICNPYEYGRNEALVPR
ERPPPEQWYPGGMLTRPPYPNMPCLKNEMGNWLDVTSLTDGRFDGRRSDIFPMEFFLPPQRTCLICSDEA
SGCHYGALTCGSCKVFFKRAAEGKQKYLCASRNDCTIDKLRRKNCPSCRLRKCFEAGMTLGARKLRKIGQ
MKGPEEVGPVQGPSETIQCLSPKPSLTFHSQLIFLNILESIEPEVVNAGHDHAQPDSAVALLTSLNELGE
RQLVKVVKWAKGLPGFRNLHVDDOMTVIQHTWMGVMVFALGWRS YKNANARMLYFAPDLVFNDHRMHISS
MYEHCVOMKHLSQEFVLLQVTQEEFLCMKALLLFSIIPVEGLKSQKYFDDLRLTYINELDRLINYGRKTN
CAMRFQQLTRLMDSLOPIVRKLHQFTFDLFVOARSLPTKVSFPEMIAEI ISVQOVPKILAGLSKPILFHK

>PRGR_CHICK

MTEVKSKETRAPSSARDGAVLLOAPPSRGEAEGIDVALDGLLYPRSSDEEEEEEENEEEEEEEEPQQREE
EEEEEEEDRDCPSYRPGGGSLSKDCLDSVLDTFLAPAAHAAPWSLFGPEVPEVPVAPMSRGPEQKAVDAG
PGAPGPSQPRPGAPLWPGADSLNVAVKARPGPEDASENRAPGLPGAEERGFPERDAGPGEGGLAPAAAAS
PAAVEPGAGQDYLHVPILPLNSAFLASRTRQLLDVEAAYDGSAFGPRSSPSVPAADLAEYGYPPPDGKEG
PFAYGEFQSALKIKEEGVGLPAAPPPFLGAKAAPADFAQPPRAGQEPSLECVLYKAEPPLLPGAYGPPAA
PDSLPSTSAAPPGLYSPLGLNGHHQALGFPAAVLKEGLPQLCPPYLGYVRPDTETSQSSQYSFESLPQKI
CLICGDEASGCHYGVLTCGSCKVFFKRAMEGQHNYLCAGRNDCIVDKIRRKNCPACRLRKCCQAGMVLGG
RKFKKLNKMKVVRTLDVALQQPAVLODETQSLTQRLSFSPNQEIPFVPPMISVLRGIEPEVVYAGYDNTK
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PETPSSLLTSLNHLCERQLLCVVKWSKLLPGFRNLHIDDQITLIQYSWMSLMVFAMGWRSYKHVSGQOMLY
FAPDLILNEQRMKESSFEFYSLCLSMWQLPQEFVRLQVSQEEFLCMKALLLLNTIPLEGLRSQSQFDEMRTS
YIRELVKAIGLROQKGVVANSQRFYQLTKLMDSMHDLVKQLHLFCLNTFLQSRALSVEFPEMMSEVIAAQL
PKILAGMVKPLLFHKK

>0800S7_ACASC
MSQTSRQLSCTKVWPRGEKIKTGDAASARSMAQNTEESPLRVSKHLTGNGAGRMRGSDNADPNTYGFGHM
IPLACGMEKHCCQTAAASQEELLNADCRVGDSRSFSACATISETARELCKAVSVSLGLAMECSDSSDMDA
ALPQCAANDHVRGEYLFGVGNAPLSCPGGQAAVSDYKCAEERPLHGHKQQQQOQLMEMFKSSETAAHLQHL
TSARTPVDEQNFTMCKAEDSTPEETAHLDPVRAASCPYAQSAQPGSMTHFDPPAQERPWRLYKPPDEAGD
FMEVMESSFATTSGYQPEQYSMKIKCEDTESAGALWGGNHSFNDRYNSQCWGPRHCVSAHGAGADSALCN
PYERSAARPEHWYPGGMLRSPYPNSSYMKSEVGEWPDVPYNDPRFDASREHMEFPMEFFFPAQRMCMICSD
EASGCHYGALTCGSCKVFFKRAAEGKQKYLCASKNDCTIDKLRRKNCPSCRLRKCFEAGMTLGARKLKKI
GQQKNPDGDHPPQEPAEVMPNISPKTGLSENSQVVFLNILESIEPEVAYAGHDYGQPDSAATLLTSLNEL
GEKQLVKVVKWAKGLPGFRNLHVDDOMTVIQYSWMGVMVEFGLGWRSYKNVNGRMLYFAPDLVEFNEHRMHT
SSMYEHCIRMRHLSQEFLLLQITQEEFLCMKALLLFSIIPVEGLKSQKYFDELRLTYINELDRLISYRMS
ANCSQRFYQLTRLLDSLOMTVKKLHQFTEFDLFVQAQSLPTKVSFPEMIGEIISVHVPKILAGLAKPILFH
D

>093244_ONCMY
MEIPVGLGGVCDSTNLVFRGPFONVFHNVQALPSNTTVTESLDFCSSKEFSFLONKQPWEMRQASRQSSRK
EIWSGTARNSDIEVREDDSVGEFSRTLESVACRIHFAKSSKGNKAGEFSSLNESDNPNANEYGSCRSGQQVS
NTEQQSCQPSVSHHGNELNHNSEACVASSCSSSACSTISKTARELCNAVSVSLGLTMDANEMTDLGPNHA
PSSVNHQSQGNYLFEVPLLKCSGAGENVSITEYTCPSERNAKPLQSDKQLVEMFQRSPANDLTEKVATIQ
HLSSGHPCTDKQEFRLNENRDDPTSKETDHFLNTGARSRSYHFDQLLPAHLAHFSQTETDRNSSHVEFYKP
PAHVGETGETMEDKYADYLQQQYSVKIKYEAFNRHNELPEPSWDFQYRYNDNDNTQYGLNSYIAGPDSAL
ICNPHEYERGGGLVRRERPTPEQWYPGEMLGRMPYPNSPCIKNEVGDSLDVSYTDARFEGGSDHMY PMEF
FFPPOQRTCLICAEEASGCHYGALTCGSCKVFFKRAAEGKQKYLCASRNDCTIDKLRRKNCPSCRLRRCFE
AGMTLGTRKLKKIVQLKSPEEDLPTQGPTDTIQGVSPQSGLSFHSQLVFLNILESIEPEVVHAGHDQCQP
DSAAALLTSLNELGERQLVKVVKWAKGLPGFRNLHVDDOQMTVIQHSWMGVMVEFGLGWRSYKNANCRLLYF
APDLVFNDHRMHISSMEFDHCIRMRQLSQEFVLLQVTQEEFLCMKALLLFSIIPVDGLKSQKYFDELRLTY
INELGRVINYGRKSNCSQRLYQLTRLMDSLOQPVVRKLQQFTFDLEFVQAQSLPTKVNFPEMIAEIISVHLP
KILAGLAKPILFHK

>Q76LM5 ORYLA

MSQTSROLSCSRNCSQGTRGKAGEAAGALTMARKSEESGGFFTKTRAGGRLRDSESGGYGSERGNPQVRD
METHCCQAAAAPKEKLLSADCRVGDSRAFSACATISETARELCKAVSVSLGLTVESSETSSVDAHAALPP
CAPSDQMSAECFYGVDCPGAPVAEYRCPDRAPHEHKYQLKMFRSSETPSPYHHPSSTRTSAQNFPPCEVD
DITSAAHCPGYVPPASSSDHLAHFGHTAAGRPYGGFEPPEGAGDVGDGAEEKSDGYAPEQYGVRVKCEGS
ESTGAPWASNYTFNKRYNTQFWGSRHCVNSQDAGANPAFISNPYEGSVVRPEQWYPGGMPRTPYSNSNYM
KSEVGEWLDVSYSDAGRFEAGREHMFPMEFFFPPQORTCLICSDEASGCHYGALTCGSCKVFFKRAAEGKQ
KYLCASKNDCTIDKLRRKNCPSCRLKKCFEAGMTLGARKLKKIGQQKTSEDDLPVOEPAELPHHTSPQSG
PNFNAQLVFLNILESIEPEVVNAGHDCGQPDSAASLLTSLNELGERQLVKVVKWAKGLPGFRNLHVDDOM
TVIQQSWMTVMVFALGWRSYKNVNGRMLYFAPDLVFNEHRMHISTMYEHCIRMRHLSQEFSLLOITQEEF
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LCMKALLLFSIIPVEGLKSQKYFDELRLTYINELNRLINCOMATNCPQRFYQLTRLLDSLOMIVKKLHQF
TFDLFVQAQSLHTKVSFPEMIGEIISVHVPKILAGLAKPILFHK

>Q9YGVI ANGJIA
MEIPVGLGGVSDATNAVFRGPYONVFHSLQVAFQSHGAVSRSLDFPNTKYGFLONRHFCEMRQENKQPPC
KGLGLFYGNHRNSDTGTNEDDIACFSRQSDAEARPGIFSESSLDTGDEITCKLQSDNQGVRASGPLLPGS
SGCNSGQKSSLACTSQQRETTSQSDTCAGESCSEHQATTISETARELCNAVSVSLGLNLDLNDMNDLSSN
QISSTESDTSQAIYLFESSPGYTGVGLNALVRDCKCOSAREGTSTQQYDRGAMFKINRVNDLPLQPAPPR
HTSISDAKWDMEAGLCAQMEHKDSEKCANMDGAHSTSVFSQFDQLLPVNASHYSQNVSVRVEPQSDFSPT
LYKSPGIQKNAEKYNVQYDATIKSEDGKTTSEREWGFQYRYNESCSTPSAPPRHCAHONRAGPYNQFFFN
PFEYAKRGVVSREGYSLEHGFPNNLARTPYSGSLKNELGDRLSGPYPDVSYRYEGERENVFPVEFFFPPQ
RTCLICGDEASGCHYGALTCGSCKVFFKRAAEGKQKYLCASINDCTIDKLRRKNCPSCRLKRCFAAGMTL
GARKLKKIGQMRAPEDGQGQGPAEAELSVSPKYDLGFHTQSMFLNILEAIEPEVVNAGHDYGQOPDSAASL
LTSLNELGERQLVKVVKWAKGMPGFRSLYVDDQMTVIQHSWMAVMVFALGWRSFKNVKSRMLYFAPDLVFE
NEHRMQVSTMYEHCIRMKNFSQEFAMLOVSQEEFLCMKALLLFSTIPVEGLKGONFFDELRRSY INELDR
LVSFRSKSSCSERFQOLTRLLDSLQPVLKKLHQFTFDLFVQSQNLSNQVCFPEMISEIISVHVPKILAGT
VKPILFHK

>Q9DDUY9 XENLA
MEEISQTPGDDPARTGTQVLPEDSSLDSLLYQRPEHEGSYLKGEGPSSPDNNDLENVLDSILDSSSASSH
LHSWTHFAAPEVSRVTPHMCPSDEAKALSTHHTSSLEETSLWAAPTLVERKEPGDSMPLKGKNSLEETKE
PNSSLTMDSDETVTSILPILPPDLNLNNMPILPLNPAYLAVRARQILGGEEGGQRSSPDTFQTSIPYANL
QOPNMKQISYFYPDTQPDFRIKKESSTVSLYKAAAKESTLGODYGSSPONPSTPDPDPSLNEFILYKNDSAC
DYDSFKISYGNTSEGSGCVLPSTSAQTIYQOPLSLNGHQHITFQPTSMKETYLSEIQLPYVSYIRSDGNPD
PGSPFSFETFPQKICLICGDEASGCHYGVLTCGSCKVFFKRATIEGQHNYLCAGRNDCIVDKIRRKNCPSC
RLRKCCQAGMVLGGRKFKKFGRIKTGREIDTVVLQSPPTLSLECQQILIRRISNSSAQEIQFTPELLQIL
QSIEPEVVYAGYDNTQPETPSALLSSLNQLCERQLVCVVKWSKSLPGFRNLHIDDQITLLQYSWMSLMVE
ALGWRSYQHVSGOMLYFAPDLILNEQRMKDSSEFYTLCLSMWQLPOQEFMKLOQVTHEEFLCMKALLLLNTIP
LEGLKSQTNFDEMRSNYIRELAKAIGLRHKGVIASSQRFYQLTKLMDSMHELVKQLHLYCLNTFLQSRSL
SVEFPEMMSEVISAQLPKILAGMVKPLVFHKK

>PRGR_RANDY

MEDKSKQCLQODPMCLGIESKHYIGSHGRHQVDFLEEMVDPGEISLDSLIFQRPEDEVSYQKKGGGPASSD
NNELEKVLDSILDTSSSSHLHPWDDYVIPEFQEISVTSASSTKTLGDLTTDKKEAGVWTGTTAVENKSIP
SLVPKEQDTLEYSIEGQLEGKGRRHGVLASRHPTLPPDGKMPMLPGSAVYLPGQPRHIEEDNDNYDQKHL
SPYPCHSSCSHHDGKIKQEDSLYAEYGMPSSNPATPGPDPSLEYICKSETAAAYDNFRSTLGKSSDKATIP
VLPTSSTTSONLYQPLSLNDHQONAYQSGTVNDAFVPOMHLSYEQYSRPDDPDQOSSQYGFDALPRKICLI
CSDEASGCHYGALTCGSCKVFFKRATEGOHNYLCAGRNDCIGDKIRRKNCPSCRLKKCCQAGMVLGGRKE
KKYNRLKPGRELDRIATSSPMECQQALTRRVSNSSAQEVQYFPELLQILQSIEPEVLYAGYDYTKPETPS
ALLCSLNQLCERQLLCVVKWSKSLPGFRNMHIDDQITLLQYSWMSLMVEFAMGWRSYKHVSGOMLYFAPDL
VLNERRMKDSSFYSLCIAMRQLPOEFVKLOISQEEFLCMKALLLLNTIPLEGLKSQSYFDEMRSNYIREL
AKATISLRHKGVVASSQRFYHLTKVLDSMHELVKQLHLYCLNTFLQSRALSVEFPEMMTEVISAQLPKILA
GMAKPLIFHKK
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>Q6RKQ3 ONCMY

MDSLIGDSDPNLFPMSMRTETAFSRDONPMDMDQEGY IGKDQKLFSDNTLDLLODFELTGSPSDFYVGDD
AFLSSLADDTLLGDESQDRGVSNSTSKPAATMTNSGSFSGSNTTTLNGSSLLACQDESNSSTSMTTTATF
PMVKMEKESGFIQLCTPGVIKQENTSAMRSSSCOMSGSTGGSTSSSPSELSSSSPSPISICGVSTSGGOS
YHFGGNSSINTTLASTTSGASQQKDOKPSVFSLYPPLVTVGEAWNNISYGDGASGMQGLSSPTSAFSSSY
ASSTSKLGGGAASCTTQGKAGTTHKVCLVCSDEASGCHYGVLTCGSCKVFFKRAVEGTGARGQHNYLCAG
RNDCIIDKIRRKNCPACRFRKCLLAGMNLEARKTKKLNRLKGVQQPTTAELTPRPLPEARSLVPKSMPQL
TPTMLSLLKAIEPDTIYSGYDGTLPDTSTRIMTTLNRLGGRQVVSAVKWAKALPGFRNLHLDDOMTLLQC
SWLFLMSFGLGWRSYQQCDGNMLCFAPDLVINQDRMKLPYMADQCEQMLKISSEFVRLOVSHDEYLCMKV
LLLLSTVPKDGLKSQAVFDEIRMSYIKELGKAIVKREENS SONWORFYQLTKLLDSMHEMVGGLLDFCFY
TFVNKSLSVEFPEMLAEIISNQLPKFKAGSVKPLLFHQK

>Q9IBD5 ANGJA
MDNNHQDKMESLYTPARASPTPDAESIKRARNLIKTYSESFGSYVEEIVRDDSNNIQSLSSVPLLMRNEG
NMDTLTCAPGSGSDSEIWKDFVVPGNSVVSKDTCGHVEI STKAENLSWAAAPLSREETLAKGTVTVPATV
PKESFTATSNTSSASGISIKDEQQSLLKMEPQSSDFCPYTANIPKLNPSYLTNTASTKQLGYGEQPDTSA
HSSPPAQKIVLDTARYSADLCSDNPLPQATNIKTDPCSSFSSFVGEGILTRASMGYSQQAIQTLPVHKSE
PFRLSASSAPADSPFWCQSTGPSEDHHLQIDYLSPAGLHSTCKYSSTNAYSSYLGVLPQRVCVICGDEAS
GCHYGVLTCGSCKVFFKRAVEGHHNYLCAGRNDCIVDKIRRKNCPACRLRKCYQAGMI LGGRKLKKLGAL
KAAGLTQALVAHSLTPRRLSGDSQALMPLGCLPGVRELHLSPQIISVLESIEPEVVYSGYDNSQPDMPNM
LLNSLNRLCERQLLRIVKWSKSLPGFRSLHINDQMALIQYSWMSLMVFSLGWRSFONVTSDYLYFAPDLI
LNEEYMRRSPIFDLCMAMQFIPQEFANLOVTKEEFLCMKVLLLLNTVPLEGLKSQPQFDEMRONY IHELT
KATHLRENGVVACSQRFYHLTKLMDHMHDIVKKLHLYCLSTFIQADAMRVEFPEMMSEVIASQLPRVLAG
MVKPLLFHTK

>Q6A4C2 DICLA
MCKRQSPAQSRQHCGPVVRPRISPAGFTELETLSPQRPSPPLRAPLSDMYPEESRGSGGAATVDFLEGTY
DYAAPTPAPTPLYSHSTPGYYSAPLDAHGPPSDGSLQSLGSGPTSPLVFVPSSPRLSPFMHPPTHHYLET
TSTPVYRSSVPSSQQPVSREDPCGTSDDSYSVGESGAGARAGGFEMAKDMRFCAVCSDYASGYHYGVWSC
EGCKAFFKRSIQGHNDYMCPATNQCT I DRNRRKSCQACRLRKCYEVGMMKGGVRKDRGRVLRRDKRRTRA
GDKEKASKDLEHRTVPPQDRRKHSSSSSSSSSAVGGGGKSSMIGMPPEQVLLLLOGAEPPMLCSROKLSR
PYTEVTMMTLLTSMADKELVHMIAWAKKLPGFLQLSLHDQVQLLESSWLEVLMIGLIWRSIHCPGKLIFA
ODLILDRSEGDCVEGMAEIFDMLLATASRFRMLKLKPEEFVCLKAIILLNSGAFSFCTGTMEPLHDTAAV
ONMLDTITDALIHHISQSGCSAQQQSRROAQLLLLLSHIRHMSNKGMEHLYSMKCKNKVPLYDLLLEMLD
AHRIQRPDRPAQSWSQADGEPPFTITTNNNNNNISGGGSTSSAGSSSGPRVSHESPSRGPTCPGVLOYGG
SRSDCTHIL

>08QGX5 ANGJA

MDSVRKDKSGATSPTASRPRDTFMKTDNDLTEGFSDSTSNYMAGSCSTANSMY SLSGVSSTMRNSGNALS
GVSSTMRNSGNVDTTRHGANSTNDTTESVAVAENAARYNDSREAGRTESKANNSPWTTSLADNEGLALPP
ASGSKASLSGVSSSSVGNCKFIKDEQDSSSSMEPQSPYFHPSGNITTSNSSYGTCEEDSATHHPPHMFTD
YNRTTALPLIPEITEDQFSFPYPVGEVVANSCLTGYGQRSPONSLRFKSELCKLSLPTSSPESQSWCQST
GLSEDQHFETGYLPPGEIRNICETHNSLKSHSVYMGMLSQKFCLICGDEASGCHYGVLTCGSCKVFYKRA
VEGHQNYLCAGRNDCIVDKIRRKNC PACRLRKCYQAGMTLGGRKMKKLSALKVLGLTQSLAVRSPLGASY
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EGOALATLPSMPMVRELQFTPQILSILENIEPETVYSGYDATQPETPHLLLNSLNGLCERQLLWIVRWSK
SLPGFRSLHINDOMTLIQYSWMSLMVESLGWRSFONVTREFLYFAPDLILGEEKMRNSPISDLCMAMQTIT
POAFDNLQVTKEEFLCMKVLLLLNTVPLEGLRSQAQFDEMRHGY IRELTKAIQLTERGVMASSQREFYHLT
KLMDAMHEIVRKVNLYCLSTFIQAEAMQVEFPEMMSEVITSQLPKVLAGMVRPLLFHKK

>08BG65 MOUSE
MSICASSHKDFSQLRPTODMEIKNSPSSLTSPASYNCSQSILPLEHGPIYIPSSYVESRHEYSAMTFYSP
AVMNYSVPSSTGNLEGGPVRQTASPNVLWPTSGHLSPLATHCQOSSLLYAEPQKSPWCEARSLEHTLPVNR
ETLKRKLGGSGCASPVTSPSAKRDAHFCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYICPATNQC
TIDKNRRKSCQACRLRKCYEVGMVKCGSRRERCGYRIVRRQRSASEQVHCLNKAKRTSGHTPRVKELLLN
SLSPEQLVLTLLEAEPPNVLVSRPSMPFTEASMMMSLTKLADKELVHMIGWAKKIPGFVELSLLDQVRLL
ESCWMEVLMVGLMWRSIDHPGKLIFAPDLVLDRSSEDPHWHVAQTKSAVPRDEGKCVEGILEIFDMLLAT
TARFRELKLQHKEYLCVKAMILLNSSMYPLATASQEAESSRKLTHLLNAVTDALVWVISKSGISSQQQSV
RLANLLMLLSHVRHISNKGMEHLLSMKCKNVVPVYDLLLEMLNAHTLRGYKSSISGSECCSTEDSKSKEG
SONLQSQ

>ESR1_RAT
MTMTLHTKASGMALLHQIQGNELEPLNRPQLKMPMERALGEVYVDNSKPAVFNYPEGAAYEFNAAAAAAR
AGASAPVYGQSSITYGPGSEAAAFGANSLGAFPQLNSVSPSPLMLLHPPPHVSPFLHPHGHQVPYYLENE
PSAYAVRDTGPPAFYRSNSDNRRONGRERLSSSSEKGNMIMESAKETRYCAVCNDYASGYHYGVWSCEGC
KAFFKRSIQGHNDYMCPATNQCTIDKNRRKSCQACRLRKCYEVGMMKGGIRKDRRGGRMLKHKRQRDDLE
GRNEMGTSGDMRAANLWPSPLVIKHTKKNSPALSLTADQMVSALLDAEPPLIYSEYDPSRPFSEASMMGL
LTNLADRELVHMINWAKRVPGFGDLNLHDQVHLLECAWLEILMIGLVWRSMEHPGKLLFAPNLLLDRNQG
KCVEGMVEIFDMLLATSSRFRMMNLQGEEFVCLKSIILLNSGVYTFLSSTLKSLEEKDHIHRVLDKINDT
LIHLMAKAGLTLOQQHRRLAQLLLILSHIRHMSNKGMEHLYNMKCKNVVPLYDLLLEMLDAHRLHAPASR
MGVPPEEPSQSQLTTTSSTSAHSLOTYYIPPEAEGFPNTI

>Q9W6F4 HAPBU
MSFHSVLEGTNSLTMNEGDRLDTTIYACPAYELSKAVSVSLGLDSVSSPPNNMNQSSSSAFAECDSTVAD
TSRGVPELRRTGNMNSDSSLLVLGDSSLREDDEFGEVCQGIQQVSCMDLEGSGEMDGAQTVTRGSVISRYV
CRESNVFMNPTLELPATPQVAEVVPLKPPSSYYASSDLYRDFPPOMWCANERAYIDRSQPOPQPOPQORGE
SGEHNFLCKYCNCGQAPRGNRQECRCIWYGRGEKGGKGGMRATAQGYGOMESYPSATIPQGQSTEFSTIKSE
PSVWMNCTDRSLRHEDFFPGVYLSERRVCQVCGDDASGCHYGAVTCGSCKVFFKRAAAGKONHLCASRND
CTIDKLRRKNCASCRLKRCFMSGMSLKGRRLKGTGQASNGEEEQQPASWGHGEKEERAAKKDAVLESRNA
AVRAQGASQALVAAIPPPLHSCLSLLSILOQAIEPALVNAGHDPAQPDSPVSLPTSLNELGERQLVTVVHW
AKAIPGFRDLYVDDOMSLIQLSWMGVMVFALGWRSYTLTNSSMLYFAPDLVENDQRMQOVSSMYEHCVRMK
LLSQRLCMLKVTQEEFLCMKALVLLSIMPVQGLKSQSCFDKLRTSYIKELDRLASHHGETTRTQRLFQLT
QLLDYLQSVVRKLHQFTYDLFIQAQSMOMHVSFPEMISEIVSVHVPKILSGMVKPILEFHNAA

>Q6R754 SALSA

MSQYRRLPGLPSELPQSPMAASPLPERDSATLLKLOEVDPSRVGRGGRILSPIFSAPSPALPMEAHPICT
PSPYTDIGHDFNPLSFYSPTLLSYAGPALPDCPSAHQSLSPSIFWPPQAHVGPPLSLHHRPQSRPQQGQP
TRVSWAEPHALSESSKPLRKCSQESEETVISLEGKAELHFCAVCHDYASGYHYGVWSCEGCKAFFKRSIQ
GHNDYICPATNQCTIDKNRRKSCQACRLRKCYEVGMTKCGMRRDRSSYRGHQPRRVGRFFTRGTASGPKR
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VLAEGGEPIKELRPTVLTPEQLIGRIMEAEPPEIYLOKDMRRPLTEANVMMSLTNLADKELVHMISWAKK
IPGFVDLCLFDQVHLLECCWLEVLMLGLMWRSVGHPGRLIFSPDLSLNREEGSCVQGFVDIFDMLLAATS
RFRELKLOQREEYVCLKAMILLNSNMCLSSSEGSEELQSRSKLLRLLDAVTDALVWAIAKTGLSEFQQQSAR
LAHLLMLLSHIRHVSNKGMDHLHCMKMKNVVPLYDLLLEMLDAHIMHSPRLPHQANSAGPCPEVSHPQPT
TSAAAPARHGPPAAEASLNSRSHWTAGTPVERQW

>Q7T3U4_ 9TELE
MSSSLGPASASAPPAMDSGNANRGDSPNTLPHLYTSPLGMDSRTICIPSPYVEACQDYSPPHGGEISHGA
LTLYSPVSSTVLGYTHPPVSESLVPLSPTIFWPPHTTHPALSLHCPPPLAYSETHAHTTWEDAKTHMINQ
GSSVLTHAKLFGQQLDGDGGLNPSPGVLGKGDAHFCAVCHDYASGYHYGVWSCEGCKAFFKRS IQGHNDY
ICPATNQCTIDKSRRKSCQACRLRKCYEVGMMKCGVRRERCSYRGARHHRNPQIRDSSGGALGVRRHSQP
QLEFPLSPTHPLFPSGDRAEGCGRSLSPEQLVNCILEAEPPQIYLREPIKKPYTEASMMMSLTNLADKEL
VLMISWAKKIPGFVELTLSDQVHLLECCWLDILMLGQMWRSVDHPGKLMFSPDLKLNREEGNCVEGIMEI
FDMLLATTSRFRELKLQREEYVCLKAMILLNSNNCSSLPQTPEDVESRRKVLRLLDSVTDALVWTISRTG
LSSQQQSIRLAHLLMLLSHIRHLSNKGIEHLSTMKRKNVVLLYDLLLEMLDANTSQSSRMLAAHTEASLQ
SDTQQTTEILHTSRQQPALKESYQEPWHSPQAEETVDKILHCSLHRVDMDTD

>Q762D6_CONMY
MMAKMTGSPGNELPLLOLQEVDSSKVGENGGSAGLLPSMYNGALPTLSMENHAVCIPSPYTDSGHDYTTL
TFYRPPILGHAGPAVPEGPDVHPSLSPSLFWPSHGHHGHVPQLALHFQQOPLLYREPPHSPWGDPKPLEQG
HAQTSKLTKRVAESEEGASSGGGCFAGKGDMHFCAVCHDYASGYHYGVWSCEGCKAFFKRSIQGHNDYIC
PATNQCTIDKNRRKSCQACRLRKCYEVGMMKCGVRRERCTYRGARHRRLPQIRDLAGSGGGARAHRRGEG
PATQVHTSALTPEQLIHRIVEAEPPEIYLMKELKKPFTEDSMMRSLTNLADKELVLMISWAKKIPGFVEL
DLSDQVHLLECCWLELLMLGLMWRSVDHPGKLIFSPDLKLNRDEGSCVDGILEIFDMLLAATSRFRELKL
QREEYVCLKAIILLNPNLCSASATDNREETESRSKLLHMLDAVTDALVWTIAKRGLTFQQQOSARLAHLLM
LLAHIRHVSNKGMEHLSNMKRKNLVPLYDLLLEMLDANTMHGTRMSESYSQPPPWPPTAQSQPSPQPSCS
GEGPCPPKESITAAVEFGHGEDRVIPGLHTGTTSRRD

>ESR2_MICUN
MASSPGLDPHPLPMLQLQEVGSSKVSERPRSPGLLPAVYSPPLGMDSHTVCIPSPYTDSSHEYNHSHGPL
TFYSPSVLSYSRPPITNSPSSLCPSLSPSAFWPSHNHPTMPSLTLHCPESIVYNEPSPHAPWLESKAHST
NASSSSIIGCNKSLVKRSEEGVEDMNSSLCSSAVGKADMHFCAVCHDYASGYHYGVWSCEGCKAFFKRSI
QGHNDYICPATNQCTIDKNRRKSCQACRLRKCYEVGMMKCGVRRERCSYRGARHRRGGLQPRDPTGRGLV
RVGLGSRAQRHLHLEAPLTPLAPILQAKHVHLSAMSPEEFISRIMDAEPPEIYLMEDLKKPFTEASMMMS
LTNLADKELVFMISWAKKIPGFVELSLADQINLLKCCWLEILMLGLMWRSVDHPGKLIFSPDFKLNREEG
QCVEGIMEIFDMLLAGTSRFRELKLQREEYVCLKAMILLNSNLCTSSPQTAEELESRNKLLRLLDSVIDA
LVWAISKMGLTTQQQTLRLGHLTMLLSHIRHVSNKGMDHLSTMKRKNVVLVYDLLLEMLDANTSSGGSQP
SSSPSSETYSDQHQYPQPPSHLHPGSEQTTADHAIVPPLGPTDDPILDGHLDAMPLQSSPPFQSLVVPHM
DTNDYIHPEQWSLGTGDAAPSVEPTDYITTERVVMETALVTQP

>Q90WH6 CLAGA

MSGEQTRTEALAGAKQRRRSELEGYSASLASLKLSPMYPEEEQQATGGMSSTAHYLDGTFDYASNPPNPS
VDYYSAAPDLQVAPEPQEENLQPLGANGSASPMVEFVSSSPOLSPFLSHPPAGQHVAQQVPYYLEPSGT PV
YRSSVLASAGSRVELCSATSRQDVYTAVGASRPSGASGTSGAIGLVKEIRYCAVCSDYASGYHYGVWSCE
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GCKAFFKRSIQGHNDYVCPATNQCTIDRNRRKSCQACRLRKCYEVGMMKGGYRKERGGRAMKHSRRHGGL
KERERGYNEAQSGSDAREAPPQDGRSTSGIGSAVAGVVCMAPEQVLLLLLRAEPPTLSSROKLSRPYSEL
TIMSLLTNMADRELVHMIAWAKKVPGFQODLSLHDQVQLLESSWLEILMIGLIWRSIHSPGKLIFAQDLIL
DRTEGECVEGMAEIFDMLLATVARFRALKLKSEEFVCLKAIILLNSSAFSFYSSPVEPLRDGFMVQCMMD
NITDALVHYISQOSGIPVQLOSRROAQLLLLLSHIRHMSYKGMEHLYNMKCKNKVPLYDLLLEMLDAHRLR
PLGKVSKSWADRVSNMPVTSTLTQTATTTTTTTTNQOSSAPPCPADLPSNPPCTNQSPSP

>Q90ZE6_SQUAC
MATSPRKESSQMPELQELRPGTVENHIKNSPTGLTTQPQYSSTLPGLSEHGPVCIPSSYVENRHEFPTLA
FYSPSILGYSMPSDASGPDGTIVRQSLSPSMYWSSTGHVSPITLHCQQPIMYAEPPKSPWDDLRSGDQHL,
LNRENLKKKPAPPGSSVNGVCSRRDAHFCAVCNDFASGYHYGVWSCEGCKAFFKRSTQGHNAYICPATNQ
CTIDKNRRKSCQACRLRKCYEVGMMKSETRRDRCSYRLTRQONRLSSAQAQHWSRGKRSGESDTTNISDTC
LNELAPEKLLSSLLEAEPPNVYSLNHPNKPYTEVSMMMSLTNLADRELVHMT AWAKKVPGFVELDLHDQV
QLLECCWLEVLMVGLMWRSTEYPGKLLFAPDLILDRDEGQCVEGILETFDMLLAATSRFRDLKLQHEEYL
CLKAMVLLNSSMFPRSGVTEEHENREKLHKILDTITDTLIWCMSKSGI PPQQOATRLAHLLMLLSHIRHA
SNKGMEHLY SMKCKNVVPFYDLLLEMLDAHVTYSRTKPSDDHDCGQSKGDNL,

>ERR1_ HUMAN
MGLEMSSKDSPGSLDGRAWEDAQKPQSAWCGGRKTRVYATSSRRAPPSEGTRRGGAARPEEAAEEGPPAA
PGSLRHSGPLGPHACPTALPEPQVTSAMSSQVVGIEPLYIKAEPASPDSPKGSSETETEPPVALAPGPAP
TRCLPGHKEEEDGEGAGPGEQGGGKLVLSSLPKRLCLVCGDVASGYHYGVASCEACKAFFKRTIQGSIEY
SCPASNECEITKRRRKACQACRFTKCLRVGMLKEGVRLDRVRGGROKYKRRPEVDPLPFPGPFPAGPLAV
AGGPRKTAPVNALVSHLLVVEPEKLYAMPDPAGPDGHLPAVATLCDLFDREIVVTISWAKSIPGEFSSLSL
SDOMSVLQSVWMEVLVLGVAQRSLPLODELAFAEDLVLDEEGARAAGLGELGAALLQLVRRLQALRLERE
EYVLLKALALANSDSVHIEDAEAVEQLREALHEALLEYEAGRAGPGGGAERRRAGRLLLTLPLLRQTAGK
VLAHFYGVKLEGKVPMHKLFLEMLEAMMD

>ERR2_ HUMAN

MSSDDRHLGSSCGSFIKTEPSSPSSGIDALSHHSPSGSSDASGGFGLALGTHANGLDSPPMEFAGAGLGGT
PCRKSYEDCASGIMEDSAIKCEYMLNAIPKRLCLVCGDIASGYHYGVASCEACKAFFKRTIQGNIEYSCP
ATNECEITKRRRKSCQACRFMKCLKVGMLKEGVRLDRVRGGROKYKRRLDSESSPYLSLQISPPAKKPLT
KIVSYLLVAEPDKLYAMPPPGMPEGDIKALTTLCDLADRELVVIIGWAKHIPGFSSLSLGDOMSLLQSAW
MEILILGIVYRSLPYDDKLVYAEDYIMDEEHSRLAGLLELYRAILOQLVRRYKKLKVEKEEFVTLKALALA
NSDSMYIEDLEAVQKLODLLHEALQODYELSQRHEEPWRTGKLLLTLPLLRQTAAKAVQHFEYSVKLQGKVP
MHKLFLEMLEAKAWARADSLOEWRPLEQVPSPLHRATKROQHVHFLTPLPPPPSVAWVGTAQAGYHLEVEL
PORAGWPRAA

>Q5XTQ9 BRAFL

MTSQODLYIDSTAVKKEPLSPAHNGMLTSDIVSATTEAHHNYARTVIPNGTDYHHQENGHHMONGHNSSD
EENRYDSNSSSEILTNGAAEDRMMKCEYMLHSLPKRLCLVCGDVASGFHYGVASCEACKAFFKRTIQGNI
EYSCPATNECEITKRRRKSCQACRFTKCLKVGMLKEGVRLDRVRGGROQKYKRKIDADPSSYVQQAPALKK
PSNGPVNKIVAHLMVAEPEKLYAMPDPTTPDSELKTLTTLCDLADRELVVIIGWAKHIPGEFSNLSLSDOM
SLLOSGWMEILILGLAFRSLHYDSRLVFAEDYIIDEEQSRAAGLEELSRHILRLVGRLKALGVEKEEFVV
LKAMALLNSDSVYVEDHEAVQKLODVLHDALQDHDLNAHPSDSRRIGKILMMLPLLREVATKAVQHFEYTI
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KMEGQVPMHKLFLEMLDAKISEVVCKRCTSYCIGT

>Q5XTRO_BRAFL
MTSQODLYIDSTAVKKEPLSPAHNGMLTSDIVSATTEAHHNYARTVIPNGTDYHHQENGHHMONGHNSSD
EENRYDSNSSSEILTNGAAEDRMMKCEYMLHSLPKRLCLVCGDVASGFHYGVASCEACKAFFKRTIQGNI
EYSCPATNECEITKRRRKSCQACRFTKCLKVGMLKEGVRLDRVRGGROQKYKRKIDADPSSYVQQAPALKK
PSNGPGRTRHVHNSVPKKFVLAGGGTKTKRQVVTCPTNSHKQHGRKVNKIVAHLMVAEPEKLYAMPDPTT
PDSELKTLTTLCDLADRELVVIIGWAKHIPGFSNLSLSDOMSLLOSGWMEILILGLAFRSLHYDSRLVFEFA
EDYIIDEEQSRAAGLEELSRHILRLVGRLKALGVEKEEFVVLKAMALLNSDSVYVEDHEAVQKLODVLHD
ALQDHDLNAHPSDSRRIGKILMMLPLLREVATKAVQHFYTIKMEGQVPMHKLFLEMLDAKISEVVCKRCT
SYCIGT

>Q8WS79 DROME
MKFYAGEGQGTNMSDGVSILHIKQEVDTPSASCFSPSSKSTATQSGTNGLKSSPSVSPERQLCSSTTSLS
CDLHNVSLSNDGDSLKGSGTSGGNGGGGGGGTSGGNATNASAGAGSGSVRDELRRLCLVCGDVASGFHYG
VASCEACKAFFKRTIQGNIEYTCPANNECEINKRRRKACQACRFQKCLLMGMLKEGVRLDRVRGGRQKYR
RNPVSNSYQTMQLLYQSNTTSLCDVKILEVLNSYEPDALSVQTPPPQVHTTSITNDEASSSSGSIKLESS
VVTPNGTCIFQNNNNNDPNEILSVLSDIYDKELVSVIGWAKQIPGFIDLPLNDOMKLLQVSWAEILTLQL
TFRSLPFNGKLCFATDVWMDEHLAKECGYTEFYYHCVQIAQRMERI SPRREEYYLLKALLLANCDILLDD
QSSLRAFRDTILNSLNDVVYLLRHSSAVSHQOQLLLLLPSLRQADDILRRFWRGIARDEVITMKKLFLEM
LEPLAR

(4) 7 NR4
>Q6ZMM6_HUMAN
MTSAQYKIKILIEGLHHGQRPGPAPPROQPGSFCWALKADGIMWLAKACWSIQSEMPCIQAQYGTPAPSPG
PRDHLASDPLTPEFIKPTMDLASPEAAPAAPTALPSFSTFMDGYTGEFDTFLYQLPGTVQPCSSASSSAS
STSSSSATSPASASFKFEDFQVYGCYPGPLSGPVDEALSSSGSDYYGSPCSAPSPSTPSFQPPQLSPWDG
SFGHEFSPSQTYEGLRAWTEQLPKASGPPQPPAFFSFSPPTGPSPSLAQSPLKLEFPSQATHQLGEGESYSM
PTAFPGLAPTSPHLEGSGILDTPVTSTKARSGAPGGSEGRCAVCGDNASCQHYGVRTCEGCKGEFFKRTVQ
KNAKYICLANKDCPVDKRRRNRCQFCRFQKCLAVGMVKEVVRTDSLKGRRGRLPSKPKQPPDASPANLLT
SLVRAHLDSGPSTAKLDYSKFQELVLPHFGKEDAGDVQQFYDLLSGSLEVIRKWAEKIPGFAELSPADQD
LLLESAFLELFILRLAYRSKPGEGKLIFCSGLVLHRLQCARGFGDRIDSILAFSRSLHSLLVDVPAFACL
SALVLITDRHGLQEPRRVEELONRIASCLKEHVAAVAGEPQPASCLSRLLGKLPELRTLCTQGLQRIFYL
KLEDLVPPPPIIDKIFMDTLPF

>Q98TQ3 ORYLA

MPCVQAQYGSSPQGASPASQSYSYHTAGEYSCDFLTPEFVKFSMDLTNTEITATTSLPSFSTFMDNYNTG
YDVKPPCLYQMPHSGEQSSIKVEDVQOMHSYHQOQSHLPPQSEEMIAHTGPMYFKPSSPHAPSTPNFQVQPN
HMWEDPGSLHSFHONYVAATSHMMEQRKTPVSRLSLFSFKQSPPGTPVSSCQMRFDGPLHVSMTHDNPGA
HRGLDGQSFAVPSAIRKQAGLAFPHSLQLSHGHQLVDSQVPSPPSRGSPSNEGLCAVCGDNAACQHYGVR
TCEGCKGFFKRTVOKNAKYVCLANKNC PVDKRRRNRCOFCRFOKCLVVGMVREVVRTDNLKGRRGRLPSK
PKSPQEPSPPSPPVSLISALVRAHVDSNPSMSALDYSRFQANPDYQOMTGDNTQHIQQFYDLLTGSMEIIR
GWAEKIPGFSDLPKQDQDLLFESAFLELFVLRLAYRSNPVEGKLIFCNGVVLHRLQCVRGFGEWVDAIVE
FSSNLOSLDIDISAFSCIAALAMVTERHGLKEPKRVEDLONKIVNCLKDQVTFNSGGLNRPNYLSKLLGK
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LPELRTLCTQGLORIFYLKLEDLVPPPATIIDKLFLDTLPF

>097726_PIG
MPCVQAQYSPSPPGSSYAAQTYGSEYTTEIMNPDYTKLTMDLGSTEITATATTSLPSFSTFMEGYSSNYE
LKPSCLYQMQOPSGPRPLIKMEEGRAHGYHHHHHDHHHHHHHQOQQOQOQQQOQOPPPQOOQPSIPPPSGPEDEVL
PSTSMYFKQSPPSTPTTPVEFPQQAGALWEDALPSAQGCIAPGPLLDPPMKAVPTVAGARFPLFHFKPSPP
HPPAPSPAGGHHLGYDPTAAAALGLPLGAAAAAAAAAAGSQAAALEGHPYGLPLAKRAAALAFSPLGLTT
SPTTSSLLGESPSLPSPPNRSTASGEGTCAVCGDNAACQHYGVRTCEGCKGFFKRTVQKNAKYVCLANKN
CPVDKRRRNRCQYCRFQKCLSVGMVKEVVRTDSLKGRRGRLPSKPKSPLOQQEPSQPSPPSPPVCMMNALV
RALTDSTPRDLDYSRYCPADQAAAGTDAEHVQQFYNLLTASIDVSRSWAEKIPGFTDLPKEDQTLLIESA
FLELFVLRLSIRSNTAEDKEFVFCNGLVLHRLOQCLRGFGEWLDSIKDFSLRLOSLNLDIQALACLSALSMI
TERHGLKEPKRVEELCNKITSSLKEHQSKGOQALEPTEPKVLRALVELRKICTLGLORIFYLKLEDLVSPP
SIIDKLFLDTLPF

>Q6INY4 XENLA
MPCIQAQHGSLSQCAGPCDNYVPDILNSEFGKFTMDLVNSEIAASTSLPSFSTFMDGYTGEFDAFLYQIP
SSNQQOSSLKVEEFQVEFGCYPGSEFTNQLDETMSSSGSDYYGSPCSIPSPSTPGFONPQLPTWECSYGAYSP
TONYDNMRHWTEQOKNSISQQTFFSFGTPAHSPNMAANPLKIAPATHRLDQQLVDTDVFALAQNSSGGEP
AVPLGQAPGVLDSSVLLDSPLSPSKTRSPSSNEGRCAVCGDNASCQHYGVRTCEGCKGFFKRTVQKNAKY
ICLANKDCPVDKRRRNRCQFCRFQKCLVVGMVKEVVRTDSLKGRRGRLPSKPKQIAESSPVSLINSLVRA
HIDSIPSSSKLDYSKEFQETVPLQLEKESSVDVQQFYDLLSGSLEVIRKWAEKIQGFVDLPKEDQDLLLES
AFLELFILRLAYRSRPEEGKLIFCNGVVLHRTQCVRGFGEWIDSIIEFSHSLORMNIDVPSEFSCLSALVI
VTDRHGLKEPKKVEELQSQIINCLKEHIPSSMNEQNRPNCLSKLLGKLPELRTLCTQGLQRIFYLKLEDL
VPPPPIVDKIFMDTLPF

>HR38 DROME
MMRDRLASLIVVKQEGGSNTSISHHQATAIKCEASLYTESSLFQEINNNSCYRONLNAPTHOQSHTSHLO
HAQQHQTHQQHPLLPPPLPTLPLIYPCRNLFPDGCDINHLACCSSSNSNSNCNSDSNSTSSSPGNSHEFA
NGNTCAAALTPAPPATEPRKIKPLGAGKLKVGKTDSNSDSNSNCDSRAAAAASTSATSATSATTLAATAA
ATAAAAEAGGAASAAAAAKISQVRLTNQATTSMLLLQPNSSFSSLSPFDNFSTQTASTTTTTSASAAGHH
QHHNHLLHQQHHENQQOQQ0Q0000000000Q0Q0EHLQOQHOQQLVS PQOHLLKSETLLSHEEDQLISNLTD
SSVVSHSELFSDLFFPSDSNNSLLSPTTSGYPDNPAEDLTSSIENLTKLTCLRDKRLSSIPEQQLSSEQE
QQLCLLSLRSSSDPAIALHAQQQOQQQQ0Q00Q000HQQOQQHLOLOLISPIGGPLSCGSSLPSFQETYS
LKYNSSSGSSPQOASSSSTAAPTPTDQVLTLKMDEDCFPPLSGGWSASPPAPSQLQQLHETLQSQAQMSHP
NSSNNSSNNAGNSHNNSGGYNYHGHFNAINASANLSPSSSASSLYEYNGVSAADNEYGQOQQ0Q00SYQQ
HNYNSHNGERYSLPTFPTISELAAATAAVEAAAAATVGGPPPVRRASLPVQRTVSPAGSTAQSPKLAKIT
LNQRHSHAHAHALQLNSAPNSAASSPASADLOAGRLLQAPSQLCAVCGDTAACQHYGVRTCEGCKGFFKR
TVQOKGSKYVCLADKNCPVDKRRRNRCOFCRFOKCLVVGMVKEVVRTDSLKGRRGRLPSKPKSPQESPPSP
PISLITALVRSHVDTTPDPSCLDYSHYEEQSMSEADKVQQFYQLLTSSVDVIKQFAEKIPGYFDLLPEDQ
ELLFQSASLELFVLRLAYRARIDDTKLIFCNGTVLHRTQCLRSFGEWLNDIMEFSRSLENLEIDISAFAC
LCALTLITERHGLREPKKVEQLQOMKIIGSLRDHVTYNAEAQKKQHYFSRLLGKLPELRSLSVQGLORIFY
LKLEDLVPAPALIENMFVTTLPF

>Q9U4L1 AEDAE
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MDEDCFKIAASPHHQSVGYGHHGYGHHAAAVHQPHYEFPOQHTTAPPTQYSNPSPGGSEFYPTPAYEQHAAV
SOQPRNTTQTNTSTIVSEFPONYGAVTPODSYSLPPFPTIAELHVSTTCYRRASLPLORSESTSSSESPKPP
RVGIYKYSALPSASSSASSSPGYINNNNPNTINNNEVAAAAAAAAVAAAAVAGSATPAPRGPTPQSPSQL
CAVCGDTAACQHYGVRTCEGCKGFFKRTVQKGSKYVCLADKACPVDKRRRNRCQFCRFQKCLAVGMVKEV
VRTDSLKGRRGRLPSKPKSPQESPPSPPVSMITALVRAHVDTTPDLASLDYSQYREPGONEPIISEAEKV
QOFYNLLTTSVDVIKQFADKLPGFSDLSSDDQELLFQSASLELFVLRLSYRARIDDTKMTEFCNGVVLHKH
QCORSEFGDWLNAILEFSKSLHSMEIDISAFACLCALTLVTERYGLREPKKVELLOMKITISSLRDHVTYNS
EAQRKPHYFNRLLGKLPELRSLSVQGLORIFYLKLEDLVPAPPLIENMFLASLPF

>NHR6 CAEEL
MEQLSIQTDELQDQFSNCSPASVDSSYSSCSSVEDEIEIYTRLVRNEEPLRRDFFREMSKNSSCSSSEDY
GEFGPSSSSRKGSKTTDADLDSLFHSLVETSDQVNTVPKPTKTEVESIPEEFEQKPSSSSHRLPSEMNAS
ITHIKSELDPTMQAFQMPHNDLFLATAAPHYNPFALSNDFMPNPLMPSFTSPFYPQHFPVSDSRRGSQGT
TSSSNNTGGTPSPHSSSLPTSPPQLOGFLRSFLNPDNLSTPTSFGVPSETALDADKMCAVCNDRAVCLHY
GARTCEGCKGFFKRTVQKNSKYTCAGNKTCPIDKRYRSRCQYCRYQKCLEVGMVKE IVRHGSLSGRRGRL
SSKTKLARSEDQPSPPLPLLALMGKAIEDHTNMTVVRQFMOPFDETIALRILHGELHATKKLLMAMPQIS
EIQPADFQILLSRSFFAIMAIRVANRCGNSTDTIMFESGELFSLNAFPACFQQITIRFMVDKARTEFSSLVD
WEPQAFAAFIALQFLAGNTEHNVLGLTNKPLVDQVQSTIINALKDHCSGSONKLAKIVRLTQEFDVEFHAL
GLOALDILYPSHQLPEEFMFLINLTRAPLRSTDAPPACGSPVAPSGSSLENFQMGPAAF

(5) 12 NR5

>Q9QWM1 RAT
MSASSITGDFQDFLKHGLPAIAPAPGSETPHSPKLEEKHREKRAGLPDRHRRPIPARSRLVMLPKVETEA
SGLVRSHGEQGQMPENMQVSQFKMVNYSYDEDLEELCPVCGDKVSGYHYGLLTCESCKGFFKRTVQNQKR
YTCIENQNCQIDKTQRKRCPYCRFKKCIDVGMKLEAVRADRMRGGRNKFGPMYKRDRALKQQKKALIRAN
GLKLEAMSQVIQAMPSDLTSAIQNIHSASKGLPLSHVALPPTDYDRSPFVTSPISMTMPPHGSLHGYQPY
GHEFPNRAIKSEYPDPYSSSPESMMGYSYMDGYQTSSPASIPHLILELLKCEPDEPQVQAKIMAYLQQEQN
NRNRQEKLSAFGLLCKMADQTLFSIVEWARSSIFFRELKVDDOMKLLONCWSELLILDHIYRQVAHGKEG
TIFLVTGEHVDYSSIISNTEVAFNNLLSLAQELVVRLRSLQFDQREFVCLKFLVLESSDVKNLENFQLVE
GVQEQVNAALLDYTLCNYPQOQTEKFGQLLLRLPEIRAISKQAEDYLYYKHVNGDVPYNNLLIEMLHAKRA

>P97782_MOUSE
MDYSYDEDLDELCPVCGDKVSGYHYGLLTCESCKGFFKRTVONNKHYTCTESQSCKIDKTQRKRCPFCRF
QKCLTVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQQOKKAQIRANGFKLETGPPMGVPPPPPPPPDYML
PPSLHAPEPKALVSGPPSGPLGDIGAPSLPMSVPGPHGPLAGYLYPAFSNRTIKSEYPEPYASPPQQPGP
PYSYPEPFSGGPNVPELILOLLOQLEPEEDQVRARIVGCLOEPAKSGSDQPAPFSLLCRMADQTFISIVDW
ARRCMVFKELEVADOMTLLONCWSELLVLDHIYRQVQYGKEDSILLVSGQEVELSTVAVEAGSLLHSLVL
RAQELVLOQLHALQLDRQEFVCLKFLILFSLDVKFLNNHSLVKDAQEKANAALLDYTLCHYPHCGDKFQQL
LLCLVEVRALSMQAKEQYLYHKHLGNEMPRNNLLIEMLQAKQT

>Q8JH98 CARAU

MDYSYDTDLEELCPVCGDKVSGYHYGLLTCESCKGFFKRTVQONNKRY TCAESQDCKIDKTQRKRCPFCRF
QKCLNVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQQKKALTRASGLKMEATPPLMSSPQSDYSFSTAL
STPAPKNTHLNIGTSVAPTDYERNLYASSSLSLTIPIPAHTPLPAQYPAYPTLPSRAIKSEYPDHYTSSE

34



HYTSASSPESIPGYTYVDQTQVSTSPPLAPLGLTVPPLVLEFVRCEQDELQVQSKISAHLVHLQQEQNSR
SAAANQEQNTRLAAKQERLSTFGLMCHMADQTLFSIVEWARSCIFFKELKVGDOMKLLHNCWSELLVLDY
IARQLHHGKEDSVLLITGQEVELASLLAQAGVTLNGMIQRGQELVHHLRELQLDRRETACLKYLILENPD
VKLLENQPYVESVYEQVNAALLEYTLCAYPQFPDRFSQILLRLPELRALSTQAEDYLCYKHLSGEVPCNN
LLIEMLHAKRTCI

>Q8UV26_ CLAGA
MLEAQSKGSVMEFTTEEDLEELCPVCGDKVSGYHYGLLTCESCKGFFKRTVONNKRY TCNQNQDCGIDKT
QRKRCPFCRFQKCLSVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQQKRALIRASTFKLEHNPPLVPSN
QAEYPFPGSVPGLLAPLGPPDYDCPPACPPSLGVALHSYGSFPAQYQYTTPTVPGRSIKAEHPDPYSGSP
DSSLGYSYAEGCIAASPQTSPLNPAVPSLVLELLSCEPDEEQVRAKICAYLQQEQSGRGKLDKPRPSNLL
CVMADQTLFSIVEWARSCIFFKELKVGDQMQOLLHNCWSELLLLDHVFRQVHHGRDNTLLLITGQEVELAG
VVSDSGLTLSSLVQRGQELARRLOLLQVDRREMACLKFLVLFNPNVKLLENQALVESVQEQVNSSLLEYT
LTSYPQHVDRFSQLVLRLPEVRALSAQAEEYLSSKHLSGDVPCNNLLIEMLHAKRATTI

>Q98ST8_ BRARE
MNISSYPLDPPQPSVHLAAEYTQDHASQERPSTSQELKPDPESSATQEEGCPVCGDRVSGYHYGLLTCES
CKGFFKRSVQONNKRYTCAEAQNCPMDLAQRKRCPYCRFQKCVAVGMKKEAVRADRMRGGRNKFGPLYRRD
RQLKQQRGTYHQANIAPYRVKIEGPQQLVPALPHDFHVINPNPASLGTDHYHPTQHFHPNMSQSEFPVLL
DCTMPRDRTFSDPSLPIHTVCYPGIHGYPPDKREIPFNYNPASVTPPGPMSPTVLSTPAPTLTPASTPSS
TPTPSQSLTPTSTTAPSSFFLNQLLQAEPDEKQLCMRVLASLOREQACRGKHDRLNTFSIMCKMADQTLF
GLVEWARNCELFKELKVDDQMVLLQSCWSELLVLDHLCRQVAYGRDGSICLITGQQIEASTILSQAGVTL
SSLVSRAQDLVTKLRSLQLDREEFVCLKYLVLFNPDVKSVQONRRQVEQTQERVNKALMDHTMQTHPGHSD
KFGQLLLRLPEVRSISLQVEEYLYQRHLLGDFPCNSLLTEMLHAKHT

>Q6W954 EPICO

MEHRHDVGLEELCPVCGDKVSGYHYGLLTCESCKGFFKRTVONNKKY ICAEKQDCRIDITQRKRCPFCRF
QKCLHVGMRLEAVRADRMRGGRNKFGPIYKCDRALKLORKALIQASGFRLDSNPALVSSTHQRDLTFTGD
LHLAPILHSTPLPSTQNSHMSYQPPSLCSLLPSSSPGATQYQCTSLSNWT IRSEHIYNCASSPGFTAGIN
SGKIYLRPFSPQGPGMPQLMIELLHCDPDELQLOTQITARLLOEHMSWEKHGNPSTFSLMCLMADQMLES
IVEWARTSVFFKQLKLNDQVKLLHSCWSELLLLDI I SRQVLCGKEGSLLPFTGQEMDLSDMASHAGLTLA
SLVQRGQELVEKLHILKVDRQEFACIKFLILFNPDVTPLEDHQLIESVQEQVEGALLEYTLCTSSHPPGH
FAHLLLCLSELRCLSSFAEDYLYCKHLSGEAPCNNLLTEMLHAKHSWA

>FTZF1 DROME

MDTENVPMLAESSNTNYATEATSNHHHLOHQHQQQHSHQOQQOOQOQLLMPHHHKDOMLAAGSSPMLPFYSH
LOLOQOKDATATIGPAAAAAAVEAATTSANADNESSLOTIDASQLDGGISLSGLCDRFEFVASPNPHSNSNM
TLMGTATAATTTTTNNNNNNNTNNNNNNNVEAKTVRPSNGNSVIIESVTMPSFANILFPTHRSANECIDP
ALLOKNPONPNGNNSSIIVPPVEYHQLKPLEVNSSTSVSTSNFLSSTTAQLLDFEVQVGKDDGHISTTTT
TGPGSGSASGSGSGSGSGSGSIARTIGTATPTTTTSMSNTANPTRSSLHSIEELAASSCAPRAASPNSNH
TSSASTTPQOOOQQOHHMQOSGNHSGSNLSSDDESMSEDEFGLEIDDNGGYQDTTSSHSQQOSGGGGGGGGG
NLLNGSSGGSSAGGGYMLLPQAASSSGNNGNPNAGHMSSGSVGNGSGGAGNGGAGGNSGPGNPMGGTSAT
PGHGGEVIDFKHLFEELCPVCGDKVSGYHYGLLTCESCKGFFKRTVONKKVYTCVAERSCHIDKTQRKRC
PYCRFQKCLEVGMKLEAVRADRMRGGRNKFGPMYKRDRARKLOVMROQROLALQALRNSMGPDIKPTPISP
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GYQQAYPNMNIKQEIQIPQVSSLTQSPDSSPSPIATALGQVNASTGGVIATPMNAGTGGSGGGGLNGPSS
VGNGNSSNGSSNGNNNSSTGNGTSGGGGGNNAGGGGGGTNSNDGLHRNGGNGNSSCHEAGIGSLONTADS
KLCFDSGTHPSSTADALIEPLRVSPMIREFVQSIDDREWQTQLFALLOKQTYNQVEVDLFELMCKVLDQON
LESQVDWARNTVEFFKDLKVDDOMKLLOHSWSDMLVLDHLHHRIHNGLPDETQLNNGQVFNLMSLGLLGVP
QLGDYEFNELONKLODLKFDMGDYVCMKFLILLNPSVRGIVNRKTVSEGHDNVQAALLDYTLTCYPSVNDK
FRGLVNILPETHAMAVRGEDHLYTKHCAGSAPTQTLLMEMLHAKRKG

>Q9NBO3_ AEDAE

MHEEASSTASSSTKPTNIIYTNINGGGGGGSVLSGGGGVTHLNGNLLITTTPTVQDASSSLYELVHHHHQ
QOPSFQOOHHQOQVMTTTQPLHSTKIIITNQPLISTTTATSPAGVRTLOHHMOHQPONQHHHVQSTSSCSS
SSGPTSSGTTTILINTDDGCSAFDTVAAAAAAIFESDPGGPSAEVLTADTAVAAAAAALIDLHPSSSCSS
AASVPTADGTLHIQELGIASTTVAGTTTSTSSSTSASSSTVADPGAVGAGGVALHEPIEIKIPSEGSFAE
GSDGGYHDNISQTQSNYLATIPPSGTTAIEPTSLNNLNVVSAIQCDQTDFKYFIEELCPVCGDKVSGYHYG
LLTCESCKGFFKRTVONKKVYTCVAERQCHIDKTQRKRCPYCRFQKCLEVGMKLEAVRADRMRGGRNKFEFG
PMYKRDRARKLQIMRQROLATIQALRGSIGGGVGIGQLGSDGASAQLQGIDYHQPYSNMHIKQEIQIPQVS
SLTSSPDSSPSPIAIALGQVNPQTTISLSSGVGGNGSSGGGSGGGGSNNSSGAGTGGSNSTSTAIQNQLS
ESKLWMSANSTTASPHSLSPKAFSFDSGTNPTSTADSGNPADTLRVSPMIRDFVQSIDDREWQTSLESLL
QOSQOSYNQCEVDLFELMCKVLDONLEFSQVDWARNTIFFKDLKVDDOMKLLONSWSDMLVLDHIHQRLHNGL
PDETTLHNGQKFDLLGLGLLGVPSLAEHFNELONKLOQELKFDVGDYICMKFLLLLNPVEVRGITNRKTVV
EGYENVQAALLDYTLTCYPSVPDKFSKLLSIIPEIHAMATRGEEHLYIKHCAGSAPSQTLLMEMLHAKRK

>Q8WSJ3 MANSE
MTMDQQTNLMSLNMSPFDLSPGPEGSGSGGGPSGASQQYVPQGAAYQCPPEQQSFGYANLDASYLFPTGP
GGEAGAYLPAAGAVCDQTDTKDVIEELCPVCGDKVSGYHYGLLTCESCKGFFKRTVQNKKVYTCVAERAC
HIDKTQRKRCPFCRFQKCLDVGMKLEAVRADRMRGGRNKFGPMYKRDRARKLOMMRQRQIAVQTLRGSLG
DGGLVLGFGSPYAAVPVKQEIQIPQVSSLTSSPESSPGPALLGTQPQPPQPPPPPAHDKWEAHS PHSPDA
FAFDAPTNAAATPSSTAEPTSTETLRVSPMIREFVQTIDDREWONSLFGLLQSQTYNQCEVDLFELMCKY
LDONLFSQVDWARNTVFFKYLKVDDOMKLLQHSWS DMLVLDHLHQRMHNGLPDETTLHNGQKFDLLCLGL
LGVPALADHFNELQNKLAELKFDVPDYICVKFLLLLNPEVRGIVNVKCVRDGYQTVQAALLDYTLTCYPT
VQDKFGKLVMVVPETHALAARGEEHLYQRHCAGQAPTQTLLMEMLHAKRKPNGGEMVNRSAEHTSTLTDY
LETHENKETLIPPALRIRSRYY

>Q9Y0D1 METEN
MDSGLFPGVATTTLDYTSLAELPDTKEGIEELCPVCGDKVSGYHYGLLTCESCKGEFFKRTVONKKVYTCV
ADRSCQIDKTQRKRCPYCRFQKCLEVGMKLEAVRADRMRGGRNKFGPMYKRDRARKLOLLROQRQLSQQGT
LSGGARHTSSGVASRTPPGATPRRHPHTSTSRKRSRVPSSPRPHLRQTPRRPPWOLGGLVAGSGGRGRPS
ASGPVAPILAGPDPALWVTNAQSTAGGVTTGTPPTGGRRRWRRRRRRRGRRTHSTPLYPFTIIRELVETV
DDQEWQALLEFSLLONQTYNQCEVDLFELMCKVLQONLFAQVDWPRNSCEFFKDLKVDDOMKLLOQHSWSDLL
ILDHLHQRIHNRLODETTLPNGQKFDLLSLALLGTTQFADRFHAILNKLRDLNFDISDFVCVKFIILLNP
DSIADVRLLSDRRAVIAARPGATGIDGIYSQCLPRVSSGEIQKLMDLLPELHFLAENGEKYLYYKHINGA
APTQTLLMEMLHNQKEIEEVVTPCFQPSSAPHVYIKGGSVRVSSHHVRPEGGSPP

>Q9BPLO_SCHMA
MLRTSGIGINNNQTVNTSSVNLSSADRSIILVQQPVAGTSIHVCSTGTIVPGSSSGSGTTLVPLRQLGVS
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TCGGNGLVSSAGSTRLIGSNIGIELEFSNTGAVGSRSSQGQGGSMGLVTISANAGVSGSSSSGTPQRESTW
QQYVKQFTKLGPCPICGDKISGYHYGIFCCESCKGFFKRTVONAKRYACHRPNASSRCEINVASRKKCPA
CRFLKCVDKGMRIEAIRSDRTRGGRSMYPGSRYLRQIAARVSGNRSTSGLAISSSCMEFSTSDLDGNMLG
GLTDQSIMSDDADQLSCSVVGLAAHTLGPDGLPASEDAGGGVYLDPGVLGTHDNDEEEIDSGSLRVEPNI
LECGSGIVGGTNLSTNVVSPYSGRQVIIGGSNESIPRTREQLPKITIRDILLVEETIEAEPEDALEIDSAV
ASETAAPEGVSDDEAAVYRALLNLADPRLYRTVRWSRALPDFSLLDTDDQILLIQNCWADLLCLDCCWRS
LPTPSEIRLTSSKCINLEAAREMGAEEIVERILOQLTQSLTRLOLDIVEYACLKVIVLMQADLNNLKASSQ
VRSYQESVRRLLMDYVTKSSPDINDKENKLINRIPELRKTSQAARLMLVDLDLSSYLSTNSLLMELLRSD
IQRYTPNNGTNNSTESTTTVSMQGSANSGLKTVSVTLGADTAENQEENTTVTIVPSSGVTDLLSLPNHTT
ITTVTESRLDETITSNSNNSLTTSGVDVISK

>FTF1B_DROME
MPNMSSIKAEQQSGPLGGSSGYQVPVNMCTTTVANTTTTLGSSAGGATGSRHNVSVTINIKCELDELPSPN
GNMVPVIANYVHGSLRIPLSGHSNHRESDSEEELASIENLKVRRRTAADKNGPRPMSWEGELSDTEVNGG
EELMEMEPTIKSEVVPAVAPPQPVCALQPIKTELENIAGEMOIQEKCYPQSNTQHHAATKLKVAPTQSDP
INLKFEPPLGDNSPLLAARSKSSSGGHLPLPTNPSPDSATIHSVYTHSSPSQSPLTSRHAPYTPSLSRNNS
DASHSSCYSYSSEFSPTHSPIQARHAPPAGTLYGNHHGIYROMKVEASSTVPSSGOEAQNLSMDSASSNL
DTVGLGSSHPASPAGISRQQOLINSPCPICGDKISGFHYGIFSCESCKGEFFKRTVONRKNYVCVRGGPCQV
SISTRKKCPACRFEKCLQKGMKLEAIREDRTRGGRSTYQCSYTLPNSMLSPLLSPDQAAAAAAAAAVASQ
QOPHORLHQLNGFGGVPIPCSTSLPASPSLAGTSVKSEEMAETGKQSLRTGSVPPLLOEIMDVEHLWQYT
DAELARINQPLSAFASGSSSSSSSSGTSSGAHAQLTNPLLASAGLSSNGENANPDLTIAHLCNVADHRLYK
IVKWCKSLPLFKNISIDDQICLLINSWCELLLESCCFRSIDTPGEIKMSQGRKITLSQAKSNGLQTCIER
MLNLTDHLRRLRVDRYEYVAMKVIVLLOSDTTELQEAVKVRECQEKALQSLOQAYTLAHYPDTPSKFGELL
LRIPDLORTCQLGKEMLTIKTRDGADFNLLMELLRGEH

(6) 5NR6
>NR6A1 MOUSE
MERDERPPSGGGGGGGSAGFLEPPAALPPPPRNGFCQDELAELDPGTNGETDSLTLGQGHIPVSVPDDRA
EQRTCLICGDRATGLHYGIISCEGCKGFFKRSICNKRVYRCSRDKNCVMSRKQRNRCQYCRLLKCLQMGM
NRKAIREDGMPGGRNKSIGPVQISEEEIERIMSGQEFEEEANHWSNHGDSDHSSPGNRASESNQPSPGST
LSSSRSVELNGFMAFRDQYMGMSVPPHYQYIPHLFSYSGHSPLLPPQARSLDPQSYSLIHQLMSAEDLEP
LGTPMLIEDGYAVTQAELFALLCRLADELLFRQIAWIKKLPFFCELSIKDYTCLLSSTWQELILLSSLTV
YSKQIFGELADVTAKYSPSDEELHRFSDEGMEVIERLIYLYHKFHQLKVSNEEYACMKAINFLNQDIRGL
TSASQLEQLNKRYWYICQDFTEYKYTHQPNRFPDLMMCLPEIRYIAGKMVNVPLEQLPLLFKVVLHSCKT
STVKE

>NR6A1 HUMAN
MERDEPPPSGGGGGGGSAGFLEPPAALPPPPRNGFCODELAELDPGTISVSDDRAEQRTCLICGDRATGL
HYGIISCEGCKGFFKRSICNKRVYRCSRDKNCVMSRKORNRCQYCRLLKCLOMGMNRKAIREDGMPGGRN
KSIGPVQISEEEIERIMSGQEFEEEANHWSNHGDSDHSSPGNRASESNQPSPGSTLSSSRSVELNGEMAF
REQYMGMSVPPHYQYIPHLFSYSGHSPLLPQOARSLDPOSYSLIHQLLSAEDLEPLGTPMLIEDGYAVTQ
AELFALLCRLADELLFRQIAWIKKLPFFCELSIKDYTCLLSSTWQELILLSSLTVYSKQIFGELADVTAK
YSPSDEELHRFSDEGMEVIERLIYLYHKFHQLKVSNEEYACMKAINFLNQDIRGLTSASQLEQLNKRYWY
ICODFTEYKYTHQPNRFPDLMMCLPEIRYIAGKMVNVPLEQLPLLFKVVLHSCKTSVGKE
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>Q66JK1 XENTR
MDTWEDDRVDQRACLICGDRATGLHYGIISCEGCKGFFKRSICNKRVYRCSRDKNCVMSRKQRNRCQYCR
LLKCLOMGMNRKAIREDGMPGGRNKSIGPVQISDEEIERIMSGQEFEEEANTSWSNNGDSDHSSPGNGVS
ESNQPSPVSTPSSSRSMELNGEFGSLRDQYLGTPGPMHYQYLPHLESYSAHPTLIPTQSRSLDPQSHTLIN
QLLTAEDIEPLSTPMLIEDGYKVTQSELFALLCRLADELLFRQITWVKKLPFFCDLSIKDYTCLLSTTWQ
ELILLSSLTTYSKQIFGDLADVTSKYSPSEDELHRFSEDGMEVMERLIYLFRKEFSQLKVSNEEYVCMKAT
NEFLNQDIQGISSVSQVEQLNKRYWYVCODFTEYRYPHQOPNRFPDLMMCLPEVRY IAGKLVNVPLEQLPLL
FKAFLHSCKTSLTKE

>P70033 XENLA

MDTWEDDRVDQRACLICGDRATGLHYGIISCEGCKGFFKRT ICNKRVYRCSRDKNCVMSRKQRNRCQYCR
LLKCLQMGMNRKAIREDGMPGGRNKSIGPVQISDEEVERIMSGQEFEEEANTSWSNNGDSDHSSPGNAVS
ESNQPSPVSTPSSSRSMELNGFSSLRDQYLGTPGPTHYQYLPHLFSFSAHPTIIPAQSRSLDPQSHTLIN
QLLTAEDIEPLNTPMLIEDGYKVTQSELFALLCRLADELLFRQITWVKKLPFFCDLSIKDYTCLLSTTWQ
ELILLSSITTYSKQIFGDLTDVTSKYSPSEDELHRFSEDGMEVMERLIYLFRKFSQLKVSNEEYVCMKAT
NFLNQDIQGISSASQVEQLNKRYWYVCQDFTEYRYPHQPNRFPDLMMCLPEVRY IAGKLVNVPLEQLPLL
FKAFLHSCKTIVTKE

>Q9PU65 BRARE
MDSWEDDQAEQRSCLICGDRATGLHYGIISCEGCKGFFKRSICNKRVYRCSRDKNCEMSRKQRNRCQYCR
LLKCLQMGMNRKAIREDGMPGGRNKSIGPVQISDEEIERIMSGQEFKDEANMPEHTWGNNGDSDHSSPGN
GVSDGNQPSPVSTLSSNRSVELNGYTTALREQY IGNAMAQHYQFLPHLFGYAAQPRSLYPQSHTLMRQLV
AAEDLAPLGTPMLIEDGYRVTQVELFALLCRLADELLFRQISWIKKLPFFCDLSIEDYTRLLSATWQELI
LLACLTVYSAQVLGDLANVTHKYTPSDDELHSFSEDGMEVMEKLIYLFRKFHOLKVSNEEYACMKAINFL
NODIRGLTNVTQLEQLNKRYWYVCQDYTEYKYPHQPKRFPEIMMCLPEIRCIAGKLVNIPLEQLPLLFKA
VLHSCKSSLSSYRTSSSPCVTKGTAPAN

(7) 12 NRO

>KNIR DROVI
MNQTCKVCGEPAAGFHEFGAFTCEGCKSFFGRSYNNISTISECKNDGKCIIDKKNRTTCKACRLRKCYNVG
MSKGGSRYGRRSNWFKIHCLLQEHEQAAAAAAGKAPGHATGSPMSSPGEFGDLAAHLOOOQOQOHQOOQQO0
HOHOQOQOQOQORHPHLPPLLGYTGYHLPEHFGARHPADAAAAAAALPFFSMMATPQSAFQLPPHLLEFPGYHAS
AAAAAAADAAYRQEMYKHRQSVDSAASAESHSRYTPPTVATVPQOSQPQPAASPIDVCLGADDDVQSQHS
HSHSHSQSQSPHTIHTPVAIRATPPOOLLPGLTTASHSSSASPTPSKSQSSSPLSFTAKMQOSLSPVSVCS
IGGETAAANAAASAAAAAQDGPMDLSMKTSRSSVHSENDSDVCSLODEHELAARRKYYQLEAECTTITNT
TNSCSSSTSTSSSNSSTSSTEAAVAVKROQKLNPIGGESPPFGGFAVTHNASSAMRSIFEVCV

>KNIR DROME

MNQTCKVCGEPAAGFHEFGAFTCEGCKSFFGRSYNNISTISECKNEGKCIIDKKNRTTCKACRLRKCYNVG
MSKGGSRYGRRSNWFKIHCLLQEHEQAAAAAGKAPPLAGGVSVGGAPSASSPVGSPHTPGFGDMAAHLHH
HHOQQQQOQOVPRHPHMPLLGYPSYLSDPSAALPFFSMMGGVPHQSPFOQLPPHLLFPGYHASAAAAAASAA
DAAYRQEMYKHRQSVDSVESQNREFSPASQPPVVQPTSSARQSPIDVCLEEDVHSVHSHQSSASLLHPIAT
RATPTTPTSSSPLSFAAKMQOSLSPVSVCSIGGETTSVVPVHPPTVSAQEGPMDLSMKTSRSSVHSENDSG
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SEDQEVEVAPRRKFYQLEAECLTTSSSSSSHSAAHSPNTTTAHAEVKROQKLGGAEATHFGGFAVAHNAAS
AMRGIFVCV

>KNRL DROME
MMNODNPYAMNQTCKVCGEPAAGFHFGAFTCEGCKSFFGRSYNNLSSISDCKNNGECIINKKNRTACKAC
RLKKCLMVGMSKSGSRYGRRSNWEFKIHCLLOQEQQQQAVAAMAAHHNSQQOAGGGSSGGSGGGQGMPNGVKG
MSGVPPPAAAAAALGMLGHPGGYPGLYAVANAGGSSRSKEELMMLGLDGSVEYGSHKHPVVASPSVSSPD
SHNSDSSVEVSSVRGNPLLHLGGKSNSGGSSSGADGSHSGGGGGGGGGVTPGRPPOMRKDLSPFLPLPFEP
GLASMPVMPPPAFLPPSHLLFPGYHPALYSHHQGLLKPTPEQQQAAVAAAAVQHLEFNSSGAGQRFAPGTS
PFANHQOHHKEEDQPAPARSPSTHANNNHLLTNGGAADELTKREFYLDAVLKSQQQSPPPTTKLPPHSKQD
YSISALVTPNSESGRERVKSRONEEDDEARADGIIDGAEHDDEEEDLVVSMTPPHSPAQQEERTPAGEDP
RPSPGODNPIDLSMKTTGSSLSSKSSSPEIEPETEISSDVEKNDTDDDDEDLKVTPEEEISVRETADPE I
EEDHSSTTETAKTSIENTHNNNNSISNNNNNNNNNNNSILSDSEASETIKRKLDELIEASSENGKRLRLE
APVKVATSNALDLTTKV

>TRX DROVI

MGRSKFPGNPSKSINRKRISVLQLEDEAASAAAAAAAATAATTEQHQQSEQSAGSSASREKGNNCDNDDD
DNAPSGAATSGNRGASSGASDAAPEGGNSYGNGSSTGSKTTNGGNVNGGSHHKSATAPAELKECKNQGNQ
IEPNNCIAAEPDGTEDTNNDDDDDSSNDKKPTAAAAAAAAAAFVPGPSALQRARKGGNKKFKNLNLARPE
VMLPSTSKLKQQQOQOQLOLNCPSASASSLSSSAAAAAAAAAPTTTTTTASASATLTATATSTSTSSLPGT
PLSVIAGGGGGAAAAALLLANPFASVETKVVEVNAAATAAATAAATAAAGAGEDVGMLKASIEMANEAGL
EAPAVAVKSSGSSPNPNHNPNAVAGSTSAAAPGAPTATKQKKTVTFKNILETSDDKSVVKREFYNPDNRVP
LVSIMKKDSLNRPLNYCRGSEFIVRPSILSKILNKNSNIDKLNSLKFRSVHASSNSIQESSSSTTNLEGS
GLSRAFGAPIDDEDAVSGGVTFRKQEPQHKTPEDNDDDGSASSDAIEDDEDIDDDDAEENEEAASEKSAE
TTASVDEKEADDRQLVMDKHEFVLPKRSTRSSRIIKPNKRLLEVGGICSKRSPSDANGKPKPKNYFGLATL
PAKCTPRRRRSAATALSQKLGKETFASFATAKVNSSFVLROQPRLOFQTDKSRSFVSAKPTLPTTTVLPAS
SSAITSANVLSFGALNNANSAVAAASTCAVCSAPVNNKDAPLARKYGVIACEVCRKENSRMTKISKLSTP
MHSNPSTSTAQSGQOQLKCTDGGNCSILSLKSQLKNFKKLYKERCKACWLKKCLATLOQLPAGHRSRLSATIL
PASMREEVAPKDDKCPELLSPTASLRFTAPTSSASSGTTIKWKSSAETAVNSIKSNPLAENNVTEGGTPL
LRPAILEKPLFLKIGSDNKKAKESKEALGLSPVPSTSEAAVAPGKTTRKAKQDKEKARELEAEKPLSPNA
KKTTEANTPETQKDEQPASTTTTVSAASSSTSHTSSAATNSSQLETTEAANASAVPDNLKRQRIDLKGPR
VKHVCRSASIVLGQPLATFGDEEEELAAAEAGPAPTTTTTTTSPEVIIKKPKSPQPMOMI IDENDNCASC
ILTPTEATAEAQPAVKSVLESRSSKSNTQTEAKKTPATSGSSKGKVTTRNATATVTSVASSLVATKKQRN
IEVSSSISSSQAAATQSRRALAKEVNRLKALISIDFWENYDPAEVCQTGEFGLIVTETVAQRALCFLCGST
GLDPLIFCACCCEPYHQYCVLDEYNLKHSSFEDTLMTSLLETSNNACAISAATNTALNQLTQRLNWLCPR
CTVCYTCNMSSGSKVKCQKCQKNYHSTCLGTSKRLLGADRPLICVNCLKCKSCATTKVSKEVGNLPMCTA
CFKLRKKGNFCPICQKCYDDNDFDLKMMECGDCNQWVHSKCEGLSDEQYNLLSTLPESIEFICKKCARRC
DVSRNKADEWRQAVMEEFKSSLYSVLKLLSKSROQACALLKLSPRKNWRCCSAGAQPAKAHSQGKLQOPKAL
QFTYNGLGSDGESQONSDDIYEFKEQHSTNRKPSTPVPCSCLOPLSQSPSFSLVDIKQKIASNAYVSLAEF
NYDMSQVIQQSNCDELDIAYKELLSEQFPWFONETKACTDALEEDMFESCGYEELKESPTTYAEHHTASQ
APRTGLLDIPLDDVDDLGGCAVKTRLDTRVCLEFCRKSGEGLSGEEARLLYCGHDCWVHINCAMWSAEVEE
EIDGSLONVHSAVARGRMIKCTVCGNRGATVGCNVKSCGEHYHYPCARTIDCAFLTDKSMYCPAHARNAL
KANGSPSVTYESNFEVSRPVYVELERKRKKLIVPAKVQFHIGSVAVRQLGSIVPRFSDSFEAIVPINFLC
SRLYWSSKEPWKIVEYTVRTTIQNSYSSTLTLDAGRNFTVDHTNPNCSLVQLGLAQIARWHSSLARSDLL
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DTDWAEFPNSYVPADENTEEEPQONADLLPPEIKDAIFEDLPHELLDGISMLDIFMYEDLGDKTELFAMS
EQSKDGTTATSQAGGASVIICDEDTRNSNSLNKHLVLSNCCTASNPVDDAMLCAARSSSQEKECGDVLKK
TDTAPTRSWPKLDGGSVAAFKRRKLSKNIAEGVLLSLNQRSKKEMATVAGITRRQSVCGSSELPAEGSAT
MRTKSFTWSAAKCLFEKNESREEPAKLT IMOMDGVDDSITEYRIIGSDGNLSTAQFTGQVKCERCQCTYR
NYDSFQRHLGSCEPMSTSESESETATGTAQLSAESLNELQKQALAAATLSNTGGLNYLQTSFPQVONLAT
LGOFGVQOGLOGLOTLOLOPOSLGNGFFLSQPNAAQATSNGNDVLOLYANSLONLAANLGGGFTLTQPTMS
TOAQPQLIALSTNPDGTQQFIQLPQSNGATTQLLOQTAAPLRCNATYQTLOATNSDKKIVLLEFLEAGDPLQ
EVVTQAAQQATAAAHQKQLKSGHGVKPIQAKLOGOOOQOORHOQOHOOHOOHQOQOOQOOOOQOQQQQTPITV
AQHGGTTQLLGONLLOPQLLFQSNAQPOQTOQOLLLPQTQAQNIISEFVTGDGSONQPLOQYISIPTTNDFKPQ
QTTSTPTFLTAPGGGATFLQTDASGNLMLTTAPANSGLOMLTGQLOTQPQVIGTLIQPQTLOLTTGADGT
QTATAQQOPLILGGATGGGTTGLEFATAPQVILATQPMYYGLETIVONTVMSSQQFVSTAMPGVLSQONSSF
SATTTQVFQASKIEPIVDLPAGYVVLNNAVDASGNTSWLOQSQTQATDDATAQLLONAGFQFQTTPTTST
QQTMSTDYAPPLVVTAKVPPVAQMKRNTNANKSPISVLSKVQOPQOPOQOSQVVNKVLPTNVIQQQQQOQQQQ0Q
QOOQOQOMOPKQOLAGNANLKLTSQFORQOOQOANELKNKQAAGOQTGSTCGAPPSIASKPLOKKTNLIRPIH
KVEVKPKIMKQAPKLATSAASMOHHOQOQOSPAAINQVAKVALLOORLAPAPQPQOQEPQEEQQHLHQQOQQ
QOO0OOOHMOQOHOOOOQOQLSMPOQLLRAQOPITISIVNTAEPQAATQFVIRPALQAQAQPIQLOEQQOSQOQO
QOPAEQLINGKAARLQRYASNSLPTNVVNPLOQQORCASANNSSNSNVTQONSTITINSRPTNRVLPMQOQOR
QEPTPLSNDVVVQSPTPPKPIEEPVPAGASTQKPIVKCYAQLEQKSPGYETELKTNITLDNLEQTNSITT
MQOLOQOPQOGPIYGEQIFEKQSEAQVQLEKPKHNDLMLLEATSCQQOQOQQQQHMEMVVDNGFQLTSNESCL
LEKHGEFNVEAVPMDTEDHYASMKNGSGGGAAEGIGQVDDAEEDEDDDDDFSLKMATSACNDHEMSDSEEP
AVKEKISKILDNLTNDDCSDSIATATTVEASAGYQOMVEDVLATTAAGSVSTDDETFTATAEAVEAAASY
INEMAEAHELQLKQLOAGVELDLKKPKLDVPQQQOPDTVPPNVVPTAAAPQQPPPMRDPKKISGPHLLYET
QOSEDGFTYKSSSIAEIWEKVFEAVQVARRAHGLTPLPEGPLADMSGVOMIGLKTNALKYLIEQLPGVEKC
VKYTPKYHKRNGNVSTAAGGGHARTAGSNPAALAAGAESLIDYGSDQEELQENAYECARCEPYVSRSEYD
MFSWLASRHRKQPIQVEVQPSDNELVPRRGTGSNLPMAMKYRTLKETYKDYVGVFRSHIHGRGLYCTKDTI
EAGEMVIEYAGELIRSTLTDKRERYYDSRGIGCYMFKIDDNLVVDATMRGNAARFINHSCEPNCYSKVVD
ILGHKHIITIFALRRIVQGEELTYDYKFPFEDEKIPCSCGSKRCRKYLN

>TRX DROME

MGRSKFPGKPSKSINRKRISVLQLEDDAANPAEPQQPAPESQQOPSGSGSGSSAAREKGNNCDNDEDDNAP
GGASISGNTASSSAGSGNSGNGSSSGSSTGSGSSGSGSTNGGSVNGGTHHKSAANLDKEAVTKDONGDGD
KTRGNVSSAPSGKLSAAASGKALSKSSRTFSASTSVTSSGRSSGSSPDGNSGASSDGASSGISCGKSTAK
STEASSGKLAKTTGAGTCSSAKSSKASSLEQLVKQQPLVSGACLKALFVATPATSTGLACALVSPGGSSQ
GGTFPISAALLRARKNSNKKFKKLNLARGEVMLPSTSKLKQLNSPVVDNPSPSPPILSGSTPSVEGGIGV
GGVVSPGEDAALKRVLTEMPNEVARDPSPSSCTAAANGAASGKGSASNGPPAMASSGDGSSPKSGADTGP
STSSTTAKQKKTVTFRNVLETSDDKSVVKREFYNPDIRIPIVSIMKKDSLNRPLNYSRGGECIVRPSILSK
ILNKNSNIDKLNSLKFRSAGASSSSSNQESRSSSNVEFGLSRAFGAPMDEDDEGGVTEFRRNDSPEDQNNAE
DDEMDDDDDDEEAEEDDONEDDNDEAASEKSAETEKSAGADERDPDEKQLVMDSHEVLPKRSTRSSRITIK
PNKRLLEEGAISTKKPLSLGDSKGKNVEFGTSSSSAGSTASTFSASTNLKLGKETFENFGTLKPNSSAAGI
FVLROQPRLQFQADNQQATFAAPKACPTSPSAIPKPANSLATSSFGSLASTNSSTVTPTPSACSICSAVVS
SKEVTQARKYGVVACDVCRKFFSKMTKKSISANSSTANTSSGSQQYLQOCKGNEGSPCSIHSAKSQLKNEK
KFYKDRCTACWLKKCMISFQLPAAHRSRLSAILPPGMRGEAAAREEKSAELLSPTGSLRFTSTASSSSPS
VVASTSVKWKSSGDSTSALTSIKPNPLAENNVTFGSTPLLRPAILENPLFLKISNAADQKLAAAEAISPS
LTKKNSKQEKEKVKESEQSEKLLSPTQAGTKKSGAAEAQVEEVQPOKEEAPQTSTTTQPSASNGASHGVP
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QAELAGETNATGDTLKRQRIDLPGPRVKHVCRSASIVLGQPLATFGEDQQPEDAADMOQETIAAPVPSAIM
EPSPEKPTHIVTDENDNCASCKTSPVGDESKPSKSSGSAQAEVKKATALGKEGTASAAGGSSAKVTTRNA
AVASNLIVAASKKQRNGDIATSSSVTQOSSNQTQGRKTKEHRQORTLISIDFWENYDPAEVCQTGEFGLIVT
ETVAQRALCFLCGSTGLDPLIFCACCCEPYHQYCVODEYNLKHGSFEDTTLMGSLLETTVNASTGPSSSL
NOQLTQRLNWLCPRCTVCYTCNMSSGSKVKCQOKCQKNYHSTCLGTSKRLLGADRPLICVNCLKCKSCSTTK
VSKEVGNLPMCTGCFKLRKKGNFCPICQRCYDDNDEFDLKMMECGDCGQWVHSKCEGLSDEQYNLLSTLPE
SIEFICKKCARRNESSKIKAEEWRQAVMEEFKASLYSVLKLLSKSRQACALLKLSPRKNVRCTCGASSNQ
GKLOPKALQFSSGSDNGLGSDGESQONSDDVYEFKDQQOQOOQQORNANMNKPRVKPLPCSCQQHISHSQSFES
LVDIKQKIAGNSYVSLEEFNYDMSQVIQQOSNCDELDIAYKELLSEQFPWFONETKACTDALEEDMFESCS
GGNYEDLQDAGGVSASVYNEHSTSQAESRSGVLDIPLEEVDDFGSCGIKMRLDTRMCLFCRKSGEGLSGE
EARLLYCGHDCWVHTNCAMWSAEVFEEIDGSLONVHSAVARGRMIKCTVCGNRGATVGCNVRSCGEHYHY
PCARSIDCAFLTDKSMYCPAHAKNGNALKANGSPSVTYESNFEVSRPVYVELDRKRKKLIEPARVQFHIG
SLEVRQLGAIVPRFSDSYEAVVPINFLCSRLYWSSKEPWKIVEYTVRTTIQNSSSTLTALDVGRNYTVDH
TNPNSKEVQLGMAQIARWHTSLARSEFLENGGTDWSGEFPNPNSCVPPDONTEEEPQOQOADLLPPELKDA
IFEDLPHELLDGISMLDIFLYDDKTDLEFAISEQSKDGTQAMT SNQAQNONQQAGGANSVSICDEDTRNSN
TSLGNGWPASNPVEDAMLSAARNSSQVOMLKTLAWPKLDGNSAMATAIKRRKLSKNLAEGVELTLSSQQOR
NKKEMATVAGVSRROSISETSVEGVATTSGSVRSKSFTWSAAKRYFEKSEGREEAAKMRIMOMDGVDDST
TEFRIISGDGNLSTAQEFSGQVKCDRCQCTYRNYDAFQRHLPSCSPTMSSNETESDVSGQGMTNNATQISA
ESLNELQKQLLANAGGLNYLQSATSFPQVORLGSLGOFGLOGLOOLOLOPQOSLGNGFFLSQPNPATQANT
DDLOIYANSLQOGLAANLGGGFTLAQPTVTAPAQPQLIAVSTNPDGTQQFIQIPQTMOATTTPTATYQTLQ
ATNTDKKIMLPLTAAGKPLKTVATKAAQQAAVKQROLKSGHQVKPIQAKLOQPHPQOHQQOQOQQOTQVQQPIT
VMGONLLOPQLLFQOSSTQTQAPQITLPOAQPONIISEFVTGDGSQGOPLOYISIPTAGEYKPQPQPTATPT
FLTTAPGAGATYLQTDASGNLVLTTTPSNSGLOMLTAQSLQOAQPQVIGTLIQPQTIQLGGGADGNQPGSN
QOPLILGGTGGGSSGLEFATTSPQVILATOPMYYGLETIVONTVMS SQQFVSTAMPGMLSONASEFSATTT
QVFQASKIEPIVDLPAGYVVLNNTGDASSAGTFLNAASVLOOQTODDTTTQILONANEFQFQSVPTSSGAS
TSMDYTSPVMVTAKIPPVTQIKRTNAQAKAAGISGVGKVPPQPOQVVNKVLPTSIVTQQOSQVQOVKNSNLKQ
SQVKGKAASGTGTTCGAPPSIASKPLOKKTNMIRPIHKLEVKPKVMKPTPKVONONHSLLOQOQOQQOQOQPOL
QOQOIPAVVVNQVPKVTISQORIPAQTOOOQOLOQAQOMIHIPOOOQOPLOQOQVOVOPSMPIITLAEAPVVQS
QFVMEPQALEQQELANRVQHFSTSSSSSSSNCSLPTNVVNPMOQQOAPSTTSSSTTRPTNRVLPMQOQORQEP
APLSNECPVVSSPTPPKPVEQPITHOMTSASVSKCYAQKSTLPSPVYEAELKVSSVLESIVPDVTMDATL
EEQPVTQSIYTEGLYEKNSPGESKTEQLLLOQQOQOOREQLNQQLVNNGYLLDKHTFQVEPMDTDVYREEDLE
EEEDEDDDFSLKMRTSACNDHEMSDSEEPAVKDKISKILDNLTNDDCADSIATATTMEVDASAGYQQOMVE
DVLATTAAQSAPTEEFEGALETAAVEAAATYINEMADAHVLDLKQLONGVELELRRRKEEQRTVSQEQEQ
SKAAIVPTAAAPEPPQPIQEPKKMTGPHLLYEIQSEDGFTYKSSSITEIWEKVFEAVQVARRAHGLTPLP
EGPLADMGGIQMIGLKTNALKYLIEQLPGVEKCSKYTPKYHKRNGNVSTAANGAHGGNLGGSSASAALSV
SGGDSHGLLDYGSDODELEENAYDCARCEPYSNRSEYDMESWLASRHRKQPIQVEVQPSDNELVPRRGTG
SNLPMAMKYRTLKETYKDYVGVFRSHIHGRGLYCTKDIEAGEMVIEYAGELIRSTLTDKRERYYDSRGIG
CYMFKIDDNLVVDATMRGNAARFINHCCEPNCYSKVVDILGHKHITIIFAVRRIVOGEELTYDYKFPFEDE
KIPCSCGSKRCRKYLN

>EGON_DROME

MNQLCKVCGEPAAGFHFGAFTCEGCKSFFGRTYNNIAATAGCKHNGDCVINKKNRTACKACRLRKCLLVG
MSKSGSRYGRRSNWFKIHCLLQEQQTTSGLGGGSSVGSGSGGGVSSASLEQLARLQOASNQARQTYQDKT
NPCIKSATATTSPRIEGAAVGTGIGGGASPSFLOAAKLHHQRQLKLDSRLSNTPSDSGASSAGDPNEDGV
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TSVLGGQIATPSSTNATSLPKLDLRHPNFPATSEPDADMORORHQELLEIFRSHSEPLYSSFAPEFSHLPP
VLLAAGVPQLPIFKDQFKAELLFPTTSSPELEEPIDLSFRSRADHASPMAHNSNSPSLSEPAAASHCLGE
STNEVRKSTPLDLTLVRSQTLTG

>ODR7_CAEEL
MIVPDTEGLLIYSYGLMYGSYCMACQMLIPHFQCIPGIFPNFRISTELIKTMTDKLEQPNNNVPOQPWGP
FPPAFGGRPSGEQTDGNPGEFDNDAAHQQTAPFMTHFFPRIGLQFPDFTEYQRFNGFQRNAFFPNPFGSQ
FTGQAFAQSFPLHNSMTTMDGFNLTHAPHPFSTNTNSTKPKDIENTVQSTIKHSSENIQDKPPVLSVEYP
VKYDSELKFDANVDFTAVPKQESSDDSTLKNLKKSDQQLQQPQOFTFPPPLLAEKSFEQPRMREDVLPFH
PQFYPAPLDMGTNFKQEMRTPPIDGHIDYRKFDASGKRMEFQPPGALHDCOVCLSTHANGLHFGARTCAA
CAAFFRRTISDDKRYVCKRNQRCNNASRDGTGYRKICRSCRMKRCLEIGMLPENVOHKRNRRDSGSPPRK
TPFDTFFNGFYPSFQPSGSAAQPITVSSSESPRHTTN

>DAX1 MOUSE
MAGEDHPWQGSILYNLLMSAKQKHASQEEREVRLGAQCWGCACGAQPVLGGERLSGGQARSLLYRCCFCG
ENHPRQGGILYSMLTNARQPSVATQAPRARFGAPCWGCACGSAEPLVGREGLPAGQAPSLLYRCCFCGEE
HPRQGSILYSLLTSAQQTHVSREAPEAHRRGEWWQLSYCTQSVGGPEGLQSTOAMAFLYRSYVCGEEQPQ
QISVASGTPVSADQTPATPQEQPRAPWWDASPGVQRLITLKDPQVVCEAASAGLLKTLRFVKYLPCFQIL
PLDQQLVLVRSCWAPLLMLELAQDHLHFEMME I PETNTTQEMLTTRROETEGPEPAEPQATEQPQMVSAE
AGHLLPAAAVQAIKSFFFKCWSLNIDTKEYAYLKGTVLFNPDLPGLOCVKYIEGLQWRTQQILTEHIRMM
QREYQIRSAELNSALFLLRFINSDVVTELFFRPIIGAVSMDDMMLEMLCAKL

>Q8QGS4_RANRU
MACLDKCHCAVDNRRHGSILYNILKNEEHKDSHNSSKISKEDHSRLYGQGCSCGSQKKVTLKSPQVTCKA
ASAVLVKTLRFVKSVPCFQELPLEDQLLLVRSCWAPLLVLGLAQDKVNFETVETSEPSMLQRILTNSQGG
ENKLHHEHSEQDFLFGNSQHQQHNKLSQLPSATEIRWIKEFLEKCWSLAISTKEYAYLKGIVLFNPGLPG
LHCAQYIQGLOQEAHQALNEHVKMIQRWDNARFTKLIIVLSLLRSINANAISELFFRPIIGTVNMDDMLL
EMLGAKI

>Q8AY13 ORENI
MATLEGCRCRGASGRNNNSSSSSSILYSILKSDDRLVTAEEQQQHPQQHTLOHLFQKPPSSSASASLOEV
RQOACSCGSTRRRGVLRSPQVTCKAASAVLVKTLRFVKNVPCFRELPEDDQLVLIRSGWAPLLVLGLAQD
RVDFETTETVEPSMLORILTGCPDRQSEAVGGQONRGAPGVSVVDIEAIKAFLKKCWSVDISTKEYAYLKG
AVLFNPDLEGLRCLHYIQSLRREAHQALNEHVRLIHREDTTRFAKLLIALSMLRAISPPVVAQLFFRPVI
GTVNIEEVLMEMFYGK

>P97947 RAT
MSSSQSGVCPCQGSASHPTILYTLLSPGPRTRPMAPASRSHCLCQOHRPVRLCAPHRTCREALDVLGKTV
AFLRNLPSFCLLPHEDQRRLLEGCWGPLFLLGLAQDTVTFEVAEAPVPSILKKILLEEPNSGAQGAQPPD
PPOPSLAAVOQWLOQHCLESFWSLELGPKEYAYLKGTILFNPDVPGLHASCHIAHLQOEAHWALCEVLEPWY
PASQGRLARILLMASTLKNISCTLLVDLFFRPVIGDVDITELLEDMLLLR

>Q8AUM4 ORENI
MDSACRCSTSSDRTSNPILYNILSQMDGSRLSQGNEFSYNSVPHRCKCEARRTVCLKRPSEICKEASAVLV
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KTLNFMKNLPAFNQLPPNDQFALLKSCWAPLFILGLAQERVDFEVTDIPTDSMLKKILLNRPESPEVERE
QPTMAGVSKLVSCLKKFWSLDLSPKEYAYLKGTTIFNPDVPDLKAALEFVEGLQOQEAQQOALSKVVQLLHPG
DGDRFARILLTASMLOQSITPSLITELFFRPVIGOQANLLELLVDMLECR

2. 500 non-NR proteins S™"

>AOA178_CARAU
MQRVAMLLFCCLLLSATSSPVYPLRFGQRAAATLMTSSTEDPMQLPADTSSQTPDAEFRFGRHADAIFTN
SYRKVLGQISARKFLQTVMGKRLGPETQNYVKRHSGIYGDTFNQDVDMDVIEREQSYREPQRLKFSVVTQ

>AOA180_XENLA
MRRTLCLLLLHFALCVQCYIFHPKYSSYQTPGDFNIETIEPLQSQDWSSLDEKKEYVRGLSENRVERHVD
ATFTNTYRKFLGQISARRYLQNMMGKTLGQDTQKKADPEDGVLGEEVITLLSDSGIPDWRAEEHRETRL

>AOA181_DANRE
MQVGVIQRTALLVLCCLLLSASSSPVYPALKFGRHADATFTNSYRKVLGQISARKFLQTVMGKRLGPETE
SNVKRQSSMYGNTYKQDVDMNVIESEQSYRDPQKFKFALIMH

>LCE6A_HUMAN
MSQQKQQSWKPPNVPKCSPPQRSNPCLAPYSTPCGAPHSEGCHSSSQRPEVQKPRRARQKLRCLSRGTTY
HCKEEECEGD

>EYS_DROME

MSNVHQFDTQTMAESPQIRRDMGRLCATWPSKDSEDGAGTALRAATPLTANGATTTGLSVTLAPKDMQRN
HLLKMPTATIEKPTITATIASSSSTSTSTTRKSVTATRSLKLNPNILLPTLRILARGLLLPALTLAILVG
SSQAGFACLSNPCVFGVCIDGLNSSYSCYCIDGYTGIQCQTNWDECWSSPCQNGGTCVDGVAYYNCTCPE
GFSGSNCEENVDECMSNPCQNGGLCRDRTNGY ICTCQPGYLGSHCELDVAVCETGTGARCQHGGECIEGP
GLEFTCDCPAGWHGRICQEEINECASSPCQNGGVCVDKLAAYACACPMGYTGINCEEEILICADNPCQNN
ALCLMEEGVPTCYCVPDYHGEKCEFQYDECQLGPRCMNGGVCIDGVDTFSCSCPPLLTGMLCECLMVGEE
SLDCNYTAPATQSPPRRTTTTSTMAPPTVRPVTPPETTVSPSRASEEVEITVVTTSAPAEVVTSVLSPSS
SSSSSEEGVSVEIKTPTVAPPESGSHSISVEQTTAVPAQPEPESEQEPESKPHPESESASESETETEEETL
TPGTTARPPTSRSSSSSEESPSIFTTLPPLPGKPQTSASSESSGEVVTSEEYTTVPHFEVSGSKSESGSE
EVTTVRPTAAPSITISVDITSSGSSSSSSESVEVFTTPAPVEVQRVTTIETSISIDYVTPTPLPETTTPR
VVPVPRPTFAPEPPLDVVETTASTHHLWTEVPTTAAPFFTEYPAEVLITTHRTSAGRFTTVQPPAGVTTT
SPTEDSSVELPTPHTPQIVVTILDSNEVIPSLITTTGSPTTHHHHHHHPHHEAEGT TLQPLEEDEHHHHH
HHDEFTTPQPVEITTGHPLQTEDLIGVQEPAVVTTESPFAPAETTVVPVVVPATTIAPLGTAAPPATPAPV
PPATTTPPPSPPSLATETPTLPPTLPPVTLPPVTQPPPTIPPTPPSTQSAQTLPPPTSAINVYTTPDGPP
TASQTKPSVTESSEEVEGTNTVSTGGRGSGGVPEEKAGDVDCIKLGCYNGGTCVTTSEGSRCVCREDRQG
PLCELPTITRNAAFSGDSYVSHRIYKDIGGHESLDAVLPMHIQLKVRTRATNGLIMLAAAQGTKGGHYMA
LFLQKGLMQFQFSCGLQTMLLSELETPYNTGHEITIRAELDFSRNY THCNASLLVNDTLAMSGDQPTWLK
LLPPRLHTPEATLNTWLHLGGAPQAPIGLITELPPAQSGSGFTGCLHTLRINGQAREIFGDALDGFGITE
CGSLACLSSPCRNGAACIKIETNDLDENGEKAEKWKCKCPTGYMGPTCEISVCEDNPCQYGGTCVQFPGS
GYLCLCPLGKHGHYCEHNLEVALPSFSGSVNGLSSFVAYTVPIPLEYSLELSFKILPQTMSQISLLAFFG
QSGYHDEKSDHLAVSFIQGY IMLTWNLGAGPRRIFTQKPIDFRLDAPRVPYEIKVGRIGRQAWLSVDGKF



NITGRSPGSGSRMDVLPILYLGGHETANFNTLPHDLPLHSGFQGCIYDVQLKAGQVTVPLQETRGVRGRG
VGQCGTRECHRHACQHDGACLQHGATFTCICQEGWYGPLCAQPTNPCDSFNNKCYEDATCVPLVNGYECD
CPVGRTGKNCEEVIRSLSDVSLTGRRSYLAVRWPYLYDGGDKLGAKRSQMVSYRNFTKKLMPPKPITTPS
SHFVMKLLNEVEKQRSFSPVPLMGSKSFEEHHRVQFFFIEFQLRPLSERGLLLYFGTLNNNQDKKIGEVS
LSLQGGVVEFRISGPSNHVTVVRSVRMLATGEWHK IKMAQRGRWLTLWVEGSASSALAPSAEVLVEPDSL
LYIGGLKDVSKLPHNAISGFPIPFRGCVRGLVVSGTRIVLNETNIVESRNIRDCDGTACGGDSCESGGHC
WLDEKLQPHCICPEYAKGDRCEYSETCKLIPCKNNGRCLRSGRCSCPNGWGGFYCETAMSKPTTPSFRGN
SYLILPPPRIPMKDKRRGPSLYVRPREATIQVSLNFSTIEPDGLLLWSEHERSKFLGLGLEAGHLKLASNL
LGSTNDTVRAPASGFIADGAWHWTSVLLDRSRLELQLDGEVIFTERLPEGGRSLGSTTPRSTLAGRRKNS
SKEPTISYEDVFYLGGFPNSDSVSRRTKGRFFDPFKGCLQDIQFGAEPTATISDFSTYQGENIGSCDLHG
DEPLTV

>AOA1G5_9BIVA
MRVRTVTRFTSLVLLLWMSCVKSEYLFTMPRSLRGGSQGKYCLTLRNLDHENPAGYNCQVSLHFLTSEST
ITSEHTYAFNSTESDWSQCVNFDAPFKEDRYTATVTVHIDGKKLEMHDEKVDVWTAKNITLIQTDKPQYK
PGQTVKFRILRMDYRLLPLTDLFELITIDNPGGVRVMQWKNVDVSKGLVSLEMKLSDDPVLGTWNIKALG
ADDTVQSFKVEEYVLPKFEVKIMPPKYLLPTTTSISGKVCADYTYGQPVKGSLTMKVCFGPEYYPSYYPE
QPCVDVIETNFDGCHSFSISPSELKLGVQGYPTWGSLKISATVRETATGIELNGTSTGPPLTNDPLKIEL
SDESDGYFKPGFPYKGKVTVTLPDGNPASNEVIRIKAEKYNLQYYWSREFTTDSSGI INFSLSNLGRDVY
SLSLMATAVKYEKQAEIGYRPYSLRVFTPNGYRTITQWFSPSLSSIYIPTIKDSVPCDSTVDLDVIYSTD
GSSTNVENFVVKSGDDVIHMVRKKVVEDGVDIPMNVLQFNPAEELEYHEKEVTKAPRPPRPPFVTKGSPL
PKVPEPEPVPVVEEETTPKVSTPLGGGSNQGAEVQEELVVPEVVKSLGVEKATEGGKNPKRRSSDEPGMS
YGIGYFKMPVPIKTSGSEVTVLVYYIRQDKEVVATSLKIPVESCFKNKVKMEFASAKVRPGEETMFRLQA
SPNSLCSVGMVDKSVNLMGGDHQLTPARVLDEVKKVQTGGRYHSYWFDDEKYCMKKNKNETVSKGMYHHH
HHFTSGRPETKDSTEAFRSSKMLVVTDVLLETRPCSEPSPYYPTAYSSVVAETMGLPGLAGERSLNFRAK
SHPKGNEMERESAEDTQVQTVVRSYFPETWLWDLHTIGDDGVVNVTTEIPHTVTEWVGNTLCSNSKDGVG
ISPMIGITVFQPFFLSFTLPYSATREENLPVLVTVENYMTECLTMEVRMKETKDFRIQSVSGATLKMCVC
GGDSKSAKFHIVPLTVGEIDLEATAVSIEDDATCVNQIISKEGVGVQDGVRRKLLVEPEGIPQEYTTSFY
LCPEGRLLSQDIDLPVASADKLVPDSQRAKVNVIGDIMGPTLSNLKDLLKMPYGCGEQNMASWSPNIYVL
QYLTNTNQLTDATQDEAKGYMRVGYQRQLKYRHHDGSYSAWGDNEYQNSTGSTWLTAFVVKSMAQSRPFI
DIDSKDLHLSMQWLLKHQNGDGCIQSVGKVFSSYLKGGLADGENVGGLTAFALTALLEAGIDKNDPATVN
GFTCLSKQQTNADTYTLTVMAYAYTLYNVDSPKRGQIMAELEARTRVPNPGQKHWIREEEEKKEKDSNYF
YWRAPSAEVEMTAYVLMAYIAGGQEGAVSTAQPVVQWLTKQRNAQGGFSSTQDTVVALQALSMYATLVYQ
GGLDISVRVDTPSKSYQTGINDSNSLVLTTWDLSPQTTKLNVQVQGKGCTMVQANMKYNIYKDEEKETGQ
ASFEVKVSVYRSRTNIDNCKRRTLRICARYALPNFSNMATVEVKMITGWIPVKSTVKELLAAKQIQKYET
NPDNVDFYFDEFDSQERCFAFEVEQTDIVVTDPKPALTKVYDYYETKDSVMILYDIKTTCGTKEELPFPK
P

>AOA4R1_HUMAN
MRCVASNLGLCSFSRWPAGF

>A0A4W4_DANRE
MDIMIAVQDACVSGQWLTAITLSLCCFLPSCLPAGQTVDYTTSSESVVSRQGDTALLRCYLLDGISKGAW
LNRSSTIYAGNDKWSGDPRVSIVSNVGDKHEYSLQIQKVDVTDEGVYTCSIQSERNLHPKLIQLIVKVPP
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KIYDISSDITVNEGSNVSLICAASGKPEPKISWRHISPSARKYESGEYLNITGISRDQAGDYECGAENDI
ASPDTKTVRVTVNFPPATHEMKSHGVRPGQVALLRCEAAAVPSPVFEWYKGEKRINMGQGIVINNLSSRS
VLTVKNMTQDRYGNYTCVAVNRLGTANASVPLNPSNPAMYGSTGGAEVLLACWYLILALSSLVTVY

>B5DVZ7_DROPS
MEAALVDIIGGIMCTDTRRIHECTTALGQAFRNPQTLTGLCQILVSPREAPVRQLAVLLMNKRLQKLHHW
QMAAPEQQEETKSCMLQALIGEEQKGVRNAIGKLIGTLVRHEADKEDSWLADLLATSFRFCNMPDRKKSE
LGASIFCTLAEAAPDHFLSRMPAAFELFSCVLVAAQAKGDMATTTVANMMMGMCFLVPLVDSHTEETLEN
TVPLMLFALQAFAQKGVVSEFSTGFDMLDSMVENTPKLLNKNIQNVVQFCLETLRNKQFYAPIRIEVVDF
VGRVVSVKKRTIVKQKLLGPILVATFEMICSVFDSDEEEDDYFTGTFNSPGSAATQALDNMAFDLSSEKL
LRALLPTIEPSLQSPDPLRRRGAFMCIAVISEGCSEY IKRNNLETLLSLITQRGVIDPDPRVHNVAFFAL
GQFTEHMQPEISTFAPQIMPVVIDFIHQVVVEAKMTHSVEPNKLNR IFNALEDLCDHLEDETLPHLPVVM
ECLFECMDQENHVHIRKLALISTSTVASVSKTNFSRYLNPIVHILSHYLVYECSAPLNELRIVAIDTLAS
TASSVGKENFTHLTDCTLQFSLTMLDQGPDDPDLRRATYSLLSGLSFVLTDNMDTAFPRFVARMLQSVAS
TECDNESNNHDVGDGSDDLQVENDFVLEKEEATLALRDFAVNSSKSFTPYLTKAFEVVHKNIDHNQEVIR
KASIDALYAFVIALGYTADIDGVKLACTILVPHFTHLIKKDEEPDIVCTILENLGALFKAVKKAALPLAQ
LAEAVVEGITDVLLSKTACQYSEHVDDGEGDTDTEESEDDEMVIESAANLVVTISYALDPETYSMYFGRL
YKLLLTQLEKAKKNDDLNQRTLVYRVLSECIRPLGIRVVTYFDDLLPVFLEGSTDCQPKARHCCFFGLGE
LVYNAEEHSFGSFSVILQALSDATARETDAFAVDNICGALARLIITNCNIMPLGFVLPVFMHNLPLRQDP
EDYDIVLMAFRVLYMNARPSVVDFIGQMVAVTLNALVNGKLSDSESTASAVSFVKELKDDYPHHENNVAS
TCNSAEAFEIVQNLLN

>B5DWO0_DROPS
MHSDCCSRKCMTYLNVCARRIDEGFSLETPHLSNSTYDIDVKQSAKEFPDIVDIVTLATESKQTPQTEQG
RQCQPVGGQAVQVHIPVECLPLPPGKGASVDAKLPSISSVPGQQMNPLNAED I TVFTNMFLSLFRGIGDW
RNQVAAETVQSVWQSPPIVGLSHRLFAA

>B5DW05_DROPS
MSINTETFGKLIGVIGDEDTCVGFLLGGIGEVSEDRERNFFVVEKDTTAAQINASFKKFLERPDIGIILT
NQVYADMIRPTVDAHVVPVPTVVEIPSKQHPYDASKDSVMKRAYGI INPPKRRH

>B5DWO7_DROPS
MDLGPLVKIQDSEDENESDNASCASYTTKANRRQRDGNRLQQEQQHQQQPSSHISHQP

>B5DW09_DROPS
MHSGVHGSGRGQASRRKNKDENGNPNKDANANADEDEDADAVEDDVPRVTAGQ

>B5DW10_DROPS
MSWKPQAKPVTSKGDRPVTKVNKENKTAAKQHPVTRTPPSRPNTHDRIWK IMKM

>B5DW13_DROPS

MADIDEKHSKIRSSSTSSIRYNIAKQIYPKQLLTIKAGPIKDELGFTLCEKVALRQAWNLIRPRERRFGQ
DVFYTFLNEWYWSTSKFKKGEDINTALLHAHALTFIRFVGALINESDPIMFQVMINENNQTHSRCRVGAD
YTAMLGQALTDY ILKVLDKVRSPSLEQGLQRIVEKFKSYQDIQMDRSKTSYRRGVSKSNFSLHRITTEK
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>B5DW14_DROPS
MNDSQDVPNQANDLVAEEPTYAEDLNPNDEEQRPTIVLPVYPKPLPERDVSHKLDDNGFSILEKSALRNA
WRFIEPFQRRYGQNTFYDFLTEHELLINTFRQQGKINLTKLHGHATAMMRLLSKLVQTLDMNLQFRSSLD
ENLPFHLKTGIDLDDMKMLANALKDYLLSSPVIEKHNSCTLTTALEKLVTIVGGYAEAEEARKKAMSGFY
RNTNTSVEPKSERASSIKSAKKSVIMD

>B5DW17_DROPS
MSTTLQLIMLTLVGVTIGQANNMSYRQVLVPVLSQLKGGVELHLRSSKDGDHDFVQFLLRQGKYSMSISR
TLELDSALPHHVLLFAGLEQLQEAFPQLTPRGGFY ILALESSAPAEDPQLLQFMAEVWRHHNHSQIYYIQ
LDRGRLLLHNPFNQSTVLVDGTQAYTQIYQNLNGYPLRIYIFDSVYSAVVGDGASKKILSITGADAKLAK
TVAKQLNFTPDY IWPDDEFFGGRRSDGSYSGGVGRAHRREVDI IFTGFFVKDYLSTDIQFSAAVYMDDLC
LYVQKAQRIPQSIMPLFAVHVDVWLCFLMVGFFGTLCWLCLRALNRGLGIPRIFDAQKSRGRKVSSWSCA
LRIFIDTWVVWVRVNIGRFPPFHSERIFVASLCLVSVIFGALLESSLATVYIRPLYYRDLNTLAELDESG
KPIYIKHPAFKDDLFYGHDSAVYRRLDAKMTLVAEGEERLTEMISRQGKFAGVTRSASLQLNDIRYVMTK
KVHKIPECPKTYHIAYILPRPSPYLEELNHVVLHLVSGGLIQLWTGEMKERAKWSIQRFPDYLAQLDVGR
WKVLTLSDVQLAFYSLATGCLVAGSVCLVELFFGRRKRK

>B5DW18_DROPS
MEQMERKRKLIRERFAARKRHRPAARPRSSDLENDSIEGLEEDPNDSSEEGEEDAESEDNNNNNGTDGIN
EATAVAVDDGTDDSSSTSMTSMEAQLSQAPSTSSSYPFLVETEANNNNQMASNNNHKPPAAANGSTVDMC
NTESSSASASSSTSN

>B5DW19_DROPS
MSLMLCRFERPSRQQPSKKKKPVALDVSAGSSSPSSTVKNQSKADSKTKPKKTRKSMGTLSQPMAKPKVN
NKAVKQLVAGKSKDSTKDLGEDIDANMLEPQASLKPQMVSKG

>B5DW21_DROPS
MEKSGLDWSGVEWRGVLGLLSQERQQAANFNAQQQQQLTRWQHVSTSKCHEEAQPPPPHCCLPRWAWAGA

>B5DW23_DROPS

MNEKIKSPSTQGGAGAGTPAAAPPSASGSAAAAAAAAASSGSGGASVGANSASTPPTSGPPTPNNNGSDP
TTQANVGVPHPYGAPPPPGSAPGAPPDPAAVMHYHHLHQQQQQQQQQQQQQHPPPPPHMQHHGGPAPPPG
APEHAPGVKDEYGAAVAHLPPPHAHPAYARYHSGDPNMDPYRYGQPPPGGKLPQPHQQQQQPQQAQQQQPP
GAGGSPNRPPQQQQQRYIPGQPPQGPTPTLNSLLQSSNPPPPPQHRYANSYDPQQAASAAAAAAAAAQQQ
QQAGGPPPPPPGHGPPPPQHQPSPYGAQQGGWAPPPRPYSPQLGPSQQYRTPPPTNTSRGQSPYPPAHGQ
NSGSYPSSPQQQQAQAQQQQAGQQPGSAGPGGPPPGAAQQQPQANTPPTSQYSPYPQRYPTPPGLPAAGP
NHRTAYSTHQYPEPNRPWPGGSSPSPGPGHPLPPASPHHVPQPLQQQQQPPPPHAAAGGPPPSSPGHAPS
PSPQPSQASPSPHQELIGQNSNDSSSGGAHSGMGSGPPGTPNPQQVMRPTPSPTGSSGSRSMSPAVAQNH
PISRPASNQSSSGGPMQQPPVGAGPPPMPPHPGLPGGPPPQQASQQQQQASNSASSASNSPQQTPPPGPP
PSQGMNNMGTPPPPPQGASGGGYPMPPHMHGGYKMGGPGQSPGAQGYPPQQPQQYPPGNYPPRPQYPPGA
YATGPPPPPTSQGAGGANSMPTGAQGGGYPGRSMPNHSGGSPHGQYPPYQWVPPSPQQQAGAPPGGTMVG
NHVQGKGTPPPPVVGPPPPQGSGSPRPLNYLKQHLQHKGGYGGSPTPQQGVPQGYGNGPTGMHPGMPMGP
PHHMGPPHGPTNMGPPTSTPPQSMLGGQGQPPGGPDSGGPEHISQDNGISSSGPTGASGLHPVTAVVTTG
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PDGTPMDEVSQQSTLSNASAASGEDPQCTTPKSRKNDPYSQSHLAPPSTSPHPVVMHPGGGGPGEEFDMS
SPPNWPRPAGSPQVFNSHVPVQQEPFRSTTKKSDSLCKLYEMDDNPDRRGWLDKLRSFMEERRTPITACP
TISKQPLDLYRLYITYVKERGGFVEVTKSKTWKDIAGLLGIGASSSAAYTLRKHYTKNLLTFECHFDRGDI
DPLPTIQQVEAGSKKKTVKAASVPSPGSSNSQDSFPAPPGAAPNAAIDGYAGYPVGGSPYPVGASGPQPD
YAAAGQMQRPPSQNNPQTPHPGAAVAVAAVGDNISVSNPFEDPTAGAGPGSGPGPGPGPGPGAGGAAVAA
AAGGALPPPPPHSPHATQQSAAQQQQQQHPQHPSLAGPPTQQQQQSQSQPPQPPGAPPAGAPQQQQHGPG
PGPVPPSPQHLPQQQQHVRPAAGAPYPQGGSAYPTPVSRTPGSPYPSQPGAYGQYGASDQYNATGPPGQP
FGQGQGQYPPQNRNMYPPYGPEGEAPPAGANQYGPYGSRPYSQPPPGGPQPPAQAVAGGPPTSGSPVAPP
TGGYAPGTPTQQDYYRPPPDQSPQPRRHPDF IKDPQPYPGYNARPQIYGAWQGGAQQYRPQYATSPAPQS
WGSAPPRGAAPPPGAPHGPPIQQPAGVAQWEQHRYPPQQAPPPPPQQQQQQQQQPPYQQVAPPGQQQPQA
PPQWAQMNASQPTQPGIAPPGSPLRPPSGPASQQQRMPGMPGMPPQQQAPGSQQPPQQPPHGGG IPSPGM
PQVPGGMVKPPYAMPPPPSQTVGQPVGQPAPGVGMIPQKQPPIVGPGMPQPLQQPPPHQQHPHPHSHQQH
PQHPQHPQHPQHQHQLPPNQQQQPGGYAPQVPVGGPGAQLVKKELTFPHDSVESTTPVLYRRKRLTKSDV
CPVDPWRIFMAMRSGLLTECTWALDVLNVLLFDDSTVQFFGISNLPGLLTLLLEHFQKNLAEMFDERCEE
PLDEAEDDADSGTVMCSGGLERRVRGGRQTRCVRSICSYNRKRHYENMDRKNGGSDSEDADEGIDLGQVR
VQPNPEERSLLLSFTPNYTMVTRKGVPVRIQAAEQDIFVDERQKAWDIDTNRLYEQLEPVGSNAWTYGEFT
EPDPLDGIIDVFKSEIVNIPFARYVRSEKAKTRQDTDTATSPKPDIKQEENTTNSTEDGLQESFNKKRRL
VSGDSSSGEAGEGSAGVKKSKLLADETAPPNAEVKKEPGTSGTTDASDSDCRAVDMETESPSLQQQQQQR
LTNGIASASPPLGAFDPRGTVRDAAQVLQRKRDSSYEDECYTRDEASLYLVNESQDSLARRCIALSNIFR
NLTFVPGNETVLAKSTRFLAVLGRLLLLNHEHLRRTPKTRNYDREEDTDFSDSCSSLQGEREWWWDYLIT
TRENMLVAMANTAGHLELSRYDELTARPLIDGLLHWAVCPSAHGQDPFPSCGPNSALSPQRLALEALCKL
CVTDANVDLVIATPPFSRLEKLCAVLTRHLCRNEDQVLREFSVNLLHYLAAADSAMARTVALQSPCISYL
VAFTEQAEQTALGVANQHGLNFLRENPDSMGTSLDMLRRAAGTLLHLAKHPDNQSLFMQQEQRLLGLVMS
HILDQQVALVISRVLYRVSRGASRMHSVEFRLLQQRQQQQQLQQLRPSENQALAASAEAAAAAATAAAAA
ASGSGVKLESGSGEPNAEPLSGADVKPSPAATSTTLSTSGSGMISSAINDENSNSSQQLPPAATFNDVSN
SSTNSNSCGTASSNQTNNSTTNSSSNSSNSLGSQSTSTMNNAPTTPAAHITPPSVTEQQQQQQQQQQQAAA
QVSKAAATAALVSSNLSGSLSNATSAASAAPPPSSSSSASAASATAVSQPAAAPPPTNAGTTTAVA

>B5DW25_DROPS
MISNYDITDSKSSSKVLRPPGGGSSDIFGSDMPQTPRNVKNRMVSNIFSVEKDNSVKNTVRQGAHRFYFI
VYIRNMSRVEDNEKSKQTKTDTAGCPLTPVASAPAPPPADVLGIDLPCLDLEVGDVPKDNEIYTETGKHD
VNIQTRRDSGSNVEQPHSLEKMRSTANLKEPLALCPDYVKEVHGPCNARNPITGLGLNGDGVGGLKPVKQ
KIREGNPVTGEGYRAGGTDYIKAAGSTNSGSVGNGDNGGNSVVNKNRVPPGGYSSGLW

>B5DW26_DROPS

MEGMDLWTSMFSADFEEGEEETEQYANENGLDSNPAGDSDD ILPEGDGDDEDEENEEEDDDDDDNDVEDD
AEEETCRDSGKTKEPDQDDDAIFQFDLEPIVSIGEPQAQPPLLAPPGPLGAPPVRPMHRHSLPRASQGRP
KEGRLSGVLTRPTTSQINATDANGIPINYELGVIYICPACGAEFRQQDLWKRHMNQMHQFNTRRGLNFMA
MDKLYHRCLECNKRTAMHSRENLLKHKFTHLPFRCTKCY ICKREYKYRQDLMVHLRMVHCDEVVAMMREG
FNLAGRKTRVREPRTEQMQRKDPFPEEDDERNDLLEPETETVPPMLEEEAPPRRRKKRYQGGPSGDGGAD
LCEDYIHYMCPDCGTECDTHAQWSQHIEFVHDYVSRRGLNFISVDMQMQCLECKKIVIPNTIKTLRAHKF
THLSQPEWLRCKLCYKGYTEHHELVSHLLKQHHLESLMPEDSPDPSPVKKTDGGGGDDWEDNGNGSVEDD
VSPHFEDVPRRGGRIGSDDMYEPHIDYLCPQCGKEF IEKKHWRTHVVQVHGMNDVTKLNFET INDRQLKC
TECAKIITNAYGIQNAQQHRITHLPFKAYARCRKCHKSYTDRKGLVKHLATYHRVGYVPRKTLKRGGRSA
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APFASPKQQRRQIVTLGKETYEI IFLDEELMHSSVDEENDFGEQMQMADEEDLPTVSAGVPPPSPNRYKC
VECGTLFPTQVALKLHISEAHTFRDPPQYGGSKKLDKSQGKEESPKKRRLGAGPAAALTPSSSPAATSTP
SSGTVEQNYIFLCPSCGEEYKTQFEWRRHINEAHNFDKRQYLNMRQLDKYRYQCTQCNDIVCNSKLKGLQ
DHHFRHLPFRLYLKCLVCGTCYNHKPNIAAHLRTRHNIYERETPWRELQTKPQYSYVQSKEKDRDTAVKS
RPQSPSHAVVPSSSGSSSTSSRPLWPQSEKRPTRPAGLNTLEDSTSYHNAVDMDFITYYCPKCNKNFDSH
AFWRKHIVEHHNFNSREGLNFRQIDITHHYLCLECYKRVTVTHTKGAIGQLQSHKFRHLPYRSFKCLTCNG
EFVRKQMFFKHLNRDTNRCDNKPSAAEVEFDDEEQDATGVTAAEDEDVEASAYRLMCPQCGDDFTTCNQAV
WHNHLNVSHGLDKQLLHIRKVGEGLYRCHDCNEELATKSRRVLQQHRFKHMPHAGY IRCQLCESGTDEKA
AEVHSMRELHQHIREHHPAVDESDERMLKVRQLMDEEETDEDRQPTANSDNESGSTPNNGPYMPLPPHLL
DEVEDLDFEDQYLLG

>B5DW27_DROPS
MQSMKANELPENPRETSNPLSSLMFCFAMPVLFKGRKKTLEQKDLYQALKEHKSDSLGDRLCAAWDEEVVY
RNKNPRLGRVMTRVFGWHLVLTGVLLFLQEFLTKVTQPICLFGIMAYFAGDDTDLFKAQLYATGLIAASV
FTVFFGHPYMLGLLHLGMKMRIALSSLTIYRKSLRLSRTALGDTTVGQVVNLLSNDVGRFDMVLINVHYLW
VAPLELIVVTYLMYIEIGVSSLFGVAVMLLFLPFQSYLGKRTSVLRLMTALRTDERVRMMNEIISGIQVI
KMYAWEKPFGKLVEFTRFKEMQCIKQVNYIRGILISFAMFLSRIFISTSLIAFVLLGNVLTAEKAFFVTA
YYNILRRSVTMFFPQGISQFAELLVSIRRLETFMHHPETQVRDKSKIQKEEPVIGDSPKANGLPEKLLDF
SGFTARWDSQSAEPTLENINLQLGRRKLVAVIGPVGAGKSSLIQAVLGELPAENGSLRVDGSYSYASQEP
WLFTGTVRQNILFGLEWDKHRYRTVVKKCALERDFQLLPYGDKT IVGERGASLSGGQKARISLARAVYRR
ADIYLLDDPLSAVDTHVGRHLFDQCMHGYLRSELVILVTHQLQFLEQADLIVIMEKGRISAMGTYSSMKR
SGLDFARLLTNPNNEDDTMDELEVAVGDQMDRLSVPSLSRRGSGKISRPTSRNNSFTSLSSMAESMAQEA
ALQMEEPRVEGKIGVGLYKEYLTAGSSWEMISFMLFLCLATQIVCSAADIFLAYWVNKNSNKAEMSSDPA
DMYYFAALNVAVVVETLVRTMLFYKMAMRSSTTLHNAMYRGITRAAMYFFENTNPSGRILNRFSKDLGQLD
ELLPTVMLDVVQLFLILAGIVVVICITNPYYLILTLTLAITFYYIREFYLKTSRDVKRLEAVARSPIYSH
LGATISGLPTIRALGAQKALIEEFDNLQDLHSSGYYAFLATNRAFGYYLDLFCTLYIVITILNYFINPPE
SSGEVGLAITQAMGMTGMVQWAMRQSAELENTMTAVERVLEYDEIEPEGEFESDPKKKPCDTWPEEGET I
AEDLSLRYFPDPQSKYVLRALNFRIRPSEKVGIVGRTGAGKSSLINALFRLSYNEGTIHIDHRDTADIGL
HDLRSKLSTIPQEPVLFSGSMRYNLDPFEEYSDAKLWDALEEVELKPLISELPSGLQSKISEGGHNFSVG
QRQLVCLARATLRENRILVMDEATANVDPQTDALIQATIRNKFRDCTVLTIAHRLNTIMDSDRVLVMDAG
QVVEFGSPYELLTGSASKIFHGMVMEGGQSHFDGLLKVAERAHQESQKPKSE

>B5DW28_DROPS

MWKVQALVVQILLLSCLLKIYFEGSRLLPNLKPQKVLPEWGIGPPANRLVVFLTDGLRAETFFADNCSSV
PDLREVFVKQGLVGISRGSVPTLVRSGQIAIFGGFYETPPLLRTGFQWNPSTFDTVENRSKTSLCWIESQ
TNVYTKSLTRGMFQHHSSDPKPKDPWVLLQLRSYLGINETVDKLRSKTSLILFVYLGNIATEGPLSKRYL
ERLHSAQRGIRETYDLIESTFNDSRTAYLMTSSHGISHLGSNVAGSRDETDTPFFLWGSGVRQTAHNVAP
TFAANNAGLQRPLIDLQQIQLAPITSALIGEPPPVNNLGRFPLGFLDVSMEQETQAAHLNALQLLAQAQL
LMRHHERGFFDKFLPQFKHLNQSQAESY ILEMDREVRMGRTQEALQT IEKVAALAQECLRYYHSYYRIPL
LTATMAGLLGWIYCLLVQASQQARNSSEPPESVELTSWTNVMMGALGVVVSVIILLLKVPFLIGFCLLLP
TYTWCMALAGRPLQGKPIRYGLLHLKLILVSIVCFIVPIFRRGLLCLLYVGLVCFYNRRHFKKMSPSFLA
WLGLVCCLSVLLFCLHCPSTLSLTINYGMYFQGASMLLATLRPLILGEKYGASVWIINAGTLLIGGYGMY
LKETGATVPLLLHTVCWAYLFFAFGSVPYGKRLPPKRRLELTCFNLMTLHTLLSDSFASLFAQALTIFEYQ
MGIDVYQETKQPRNALEQRADENEVQNEPKIVCPEENLARASYFSVSTLLYFLLALLGTGHWISSFTFAP
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STARLFAKDCCYGLTAFFVLLKIFIPSTITLSSMYARSEYARRNIRLIFISLILTCNGSLCLFLFVDHGQ
FWPAAHPSVVHVVLINTAVVFLVVCSCVTINFFFRGSLQARPTSSSTKINEEVPSSQSDVQTNV

>B5DW29_DROPS
MFCDWLNELQRFLHWGPVIVFSLMTCVTWTTVHVNAMWWPPAESFNAAINFVLIVEFNLITLYHFSMSIL
VGPGLLPKHWRPENPEDEQFLQFCKVCDGYKAPRAHHCRRCKRCVLRMDHHCPWINNCIGWANQANFFYF
LFFFMLGSIQSALTIGFSCYEGIYRRALLKQGDTNGIRVVLTLRSAMACMYSLGIVVGVLLATLKLMQLQ
TKATIWNLSETEGWIVKKAEYRRYASSSIGIATPTFDYPYDMGVWRNILETFTPSNDG INWPVRPGCDQY
TMTREQLAQKVQKRARTRTYRCIASATGYWLPILSQGLMVTICMPCADDPRIVVHKGDLVQVTRVQEYWL
YGERVLSKREQKLQKKLQLKGHIRGWFPRCCAVEQFDEDQSAGDTVDVTHNTDQEKTKTGSKIKKRKPKP
NTFSLN

>B5DW32_DROPS
MALAAKATPATKPDTKLAEATATATTAAAATTIWRPKATSTPTTMTLRPVDVQQNGQKP

>B5DW33_DROPS
MTDLFVLVQLLAESSTDLVNGCIQQDCPSDSGSTPVYPRIADHTLGFSFET

>B5DW38_DROPS
MMMMDTMDTTSQSQPMDVAPAMAVAATTVGTTVDFTATMVSMAATAESNNNHIDMAEYKEHRKNKKKKRD
KREKEGKEHRHHKHRDREHREHREHRRHRDREQREREREVVSSHHLHNSSQHSTSASSSPSSASTTPSAT
TEYVGGSASASPSYLGAATAGGVSGASGGATTATATTTYPHNLKIRFLLSGQRTELSPPTHQTSATAEVN
ATLAPATSATIAATASATTAAVTSVAGGTTTGSSTLSSNATSSSTAGGAGGSAAAPAVGGAAGVGASGYP
KTDSSRANTSGSSSKHSSSGSGSGGIKESSSSNPTPPASGSGSSNSNAPSLYVSVPLSTANVPGINLPSS
NSSSAATNPSGDPHVTAASRSTQQQQANQSALSTAGTAGGAYATATSGGAASTVIQHQSGKSSPALGGSG
IGTLVSGNSGGSIISASTGSSSSIGSGALSTGNLTATTTESGNLKISYEKQTTRVQQLQEQEALPATSRR
SRSRSGESSSTSSHHHHHHHHSQNHHHTNVVPPNHPTQGQQQHLTSLQSLHTAASVGSTSLTTPTAPVSS
SASNASNIKATSGGRSGKKRGAALNKNETNAPGAASATGNVAAAAATTATAEKHSRHSSPHQSPSAAGLP
GGIASPVVLTLSSSQSSIDSPPAVAPTTTPTPPNSRSTRNSSNSLLLHSNHNGDQTSSSSSSSTSSSSMS
SSGGASSVPVVNLLDSPVNMSTSVPSVGYRVGNTGTSTPTGKGTTTSDGNYGGSSSNGGGTTKPLNKKML
RAQQTQLFQQQQQQQQQPPQTYAPTIPARTTSPTNLTSASPSSSASPQQQQQSQQQNQHEDLETLQFTNS
TPTNPSSTSTTTTTITKSNRTPDLATTSAATTSSLPSTTTLTSQQSSQSMMPLVGGLKFSYESQTQHQLM
DVAMLPVSSIKDSPPSSPGSEIGGATQLHTTAALSATAVAVAAPQPGNVRKRGRKAKDTTITAAAAAAAAQ
AATVAAAAATNVQHQPDLKDVRILONGAASSSSSSGPISTPTPPATPAAASGASASSTTAHTATHMLGNH
VNPNSSVAQKLSEQLHMEVQDHATYTSDAMSSQFTGVPFPGKQRNNTSAASMNAAPAPNPLQSMFSGGGM
NSNMSTPQSLEQLLERQWEQGSQFLMEQAQHFDIASLLNCLHQLQSENLRLEEHVTSLTARRDHLLAVNA
RLQIPLNPTANKSEAHAATTTSSTTTSTTTTTTATSSTTCTTSVLSTLAASNMSALNAATTTAAAVSLAT
TAINTTTPTMVNNRPTVAPASSSGVLDYRGTGTATGGGSNNNGNMSNNPGVAAGGVATSSSNVSSGTTTP
MSLSGTMSNAASLGLRHVSAVHAAYNNSNSGSGSVGNSLHQHPSQNQQQQQHSHPSQQQVVQQHLQQQHQ
QQQSSSSHHASAAVAAAHMLGVGVGVGVGMGMGGAGGVAAAAGGNIGRGGSATALAGATSTTTTTTTFETT
TVGMPLRVGGVGVGGIGHGVNLGLGDLSSTTTTSTSSYAAHHAALYSTHHQSQLRRDDNLAKTS

>B5DW41_DROPS
MVKIILILLTIYGFAQIHGGFPEDALARHNEHRKNHGCPDLKLDSDLSNECAEYAKTLAGKGKLEPTKLD
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GYTENLCMTIKKPLECIESWYIEKNLYDYNAPRLSSETEHFTAMIWKASKTLGIGLFTKDENHYVVARYK
PKGNVKSDFKENVPMATYVEVSFCEFSFITLISLCFRGNADHSTSFCLAVLILVAIFIERN

>B5DW42_DROPS
MPAPGSRPWVPCRAVRESILVRPGLCIWPLQLLGPHLPQRHANHEQSLKRRQQQQQQEAGGATAKQKLPQ
RVDKSKCSRKT

>B5DW43_DROPS

MIPIRNSLPFATLLLLLLLLATAKARARPNEATGEASLYNEADNVINADTNTLRNHLGTVPKGKLVQFIN
IFCGDCQRFAPTFKDVARDLYKWQRVLSIYAVDCAQEKNVQICRDFQVLKTPTLRYFPPVYTGNGTGIDI
PTVKPNETKDLLAGYLAKEMNWNLLYFDPLRSDSNAKTTIGDHKGPGQAAEY TALVLQPKGSNIGRDTIF
ELLPYPAVVVRLVDDAQIFANFGLTPQGQKLAILDLAGNVQALKAAQETSQAYAASTAEYLAQKGHTPVP
PLPTTVAPKVRTVRNKEQQAILATVLRGGPAKIYRADLEQAIDKLLHIELPKADLIQGSNLTALRDITAV
LRHLNPLNNNGQELLTNLHGFLLPINRLTGSEFADLVKSTEKKLEGNVFKAKRYVGCTASRPFLRGFTCS
LWTLFHYLTVAAAKPPYYLQAGSVLSATHGFAKHFFGCRDCADHFLALAERKHIDRVTDHDAETLWLWEA
HNEVNKRLAGDTTEDPKFPKIQFPSKKYCPACSNENSQWNRTEVLKYLKITYDNKNLSPYGLPTTRGYP

>B5DW44_DROPS
MKIVLKFLAYFGLSGAVVQGRQASTLQYTTEDNIFLDSNLDDLLANNPLNAVVEYSHSKSDPVILKETVE
SLLVLRRLLNVYMLKCNVEVNKKTCADYHMESSHGMRYFRRRFPTRQGKKGLETPMDTPLQITDSVWNVM
SRQELPLPDGSPNFRPIGPHDDYKSLFDQAVLSHFTHLVLVEQIEHYSKLGRDTILALLSLDNVIVRIVM
NPYYFEHFDLEFNSGEDKLGIIDRRGRAVVLHPKETNGLAFAEAVVSYLESKGLI

>B5DW45_DROPS
MTAPSDSFGALSVIVGPPKEKEEQKVQEEEKEHQEEEDLELEQLQLWKRRKLVKM

>B5DW46_DROPS

MHISSYEICLERVAEEFMGRRKWKNYQEQATRSQLNIEEQQPTATAGSDEDEDNKDNRNHCKPENQHHRL
EQQFEEDFDNQTSQDSSRTATPISTPSPPPEPNDWRPSDKCNFCVNGRLLTVNAQGQLVAETVAPTATVH
SSSSSTSKGPIYHNGQHDSDSNSSASLHQSGARNTANSGNSLELYKLLTQRAAKMTSMDSMAAQLAQFSL
LADFNLINSLASQQQQQQQQQQQHPPHNSVTTTTSELLSAAATISAPLKDTPSPSADAPLDLSSKPSPNSS
ISGDVKSIRALSDCPTPTPSSGRRTYSEEDLNRALQDVTASKLAPRKAAGQHRSSLMNKLGHHEQRLERL
ERLEQDEPDEPEDSADDAEVDSNASTPAPVYPELAQRIAATAQLHKLSSHLSEHNGSEDLGEDLEGGGQH
SPKLSRIPGPASAVAPTPIDTNVLLHTLMLAAGIGVMPKVDETQTVGDLIKGLLVANTGGIVNDALINLL
AASQQETSNGNAASLLLQQHQQQLNAFHHRLPKSETPETSSSLDPNEASEDPILKIPSFKVSGPPSISPS
ISHSHHQQQQQQHLLQQQHHHQHPHHHNNHS SSSNSHAHGHAHAHSNSSNRNGGGGGGRERSPHSASPML
AAAVSNSSASAAAAAAAGLLSASPTSTQKMMASNIQRQINEQSSHEAAAAAAATASSSLRNGSNSAGSDC
SNNGAASGNNNSSSSSSYKKPSISVAKTIGGTDTSRFGASPNLLSQHQHQHHHAHLPAGHHAAAAAAHSH
QAQLSAQEAAALAAGKGTRPKRGKYRNYDRDSLVEAVKAVQRGEMSVHRAGSYYGVPHSTLEYKVKERIL
MRPRKREPKPQPDLVGLTGPANKVCPEKLKPGNHINHTGNHHGVGGSKLSNALKSNPSSQAAAAAAAAAA
AAASATVPNGLKIFDGVAPQLGFQPNIFWTQQNAGNAYGLDLHRMAEAMRQQTNQTNAHERPMKSALETA
EHMYDGIIRKTLQSSGDGNGNGSGSGSGSSSTSNGHALGHGLGHHGNALLDQLLVNKTPLPFTNNQSNDY
RGAACSSGGGERIKRSASPLGVYADIKRERLSADSASSDEERDRERDRDRDHDHSSNNNNNNSDLAHNKN
KSNSSNNNGNSSSRNNNNNGNGRSRMTSRDSDATDASSLKSDHSRHRHRHNKMMDLNGSNSSSSQNDGDG
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DGDGDGEGEMTHSQMPSPNPSGSPNPHPCPSRSRSPGCSSSAVGGSILHEKLAQIKAEQLEQQQQQQQQL

>B5DW47_DROPS

MSEPTSHLLPLHRI IMLGGEGVGKSALTLQFMYNEYDDEYEPTKADIYRKTIQLDGEQVQIDILDTAGON
VNVVIRDSYYRRADGFLCVESTADEGSFQATQAARDLVLQLRKDESVPFLLVGNKSDLKEERQVPLGECQ
ARAHKWGVSYVETSAKLHQNVHLVFYDLMRQISSRKASGSMATNGGRKCKKKGCHACATL

>B5DW48_DROPS
MFSQAPVLSSQKSKLLSLDEQLIRQLFYKYHTLELSKALDKQSDESKGLSVYGKRLEGGSKRRTSTTSVN
PKVSQKGSVASVRPNSSFSHHSTAPRRHFESSFRDSSRENLSATSRLENMSHCLRPNASATSHISNVSKR
LQELAKAKQSPKVLNTRPPWHLTWSMRTFKASDRLTLLAKSRMPSTEKLYNPFSVAQRALTYKATERINL
LAVPRKRTPAVVEYSDIQVRSTRKGFRPGHLTLRLYNLAAPKLREDTTIRRKPFTVRRSAMRATLTPRLE
QLSQPRQQFSRNWE

>B5DW50_DROPS
MSKPKLDEEESEEAAATTEQLDFLPADLTATTTTIAAATPTTAAAAAAVRNLIGLQRTPFVPATIDCAASA
TASASVLPMGLLNFLEQGQGPEEEEY

>B5DW51_DROPS
MQHNNNSGSIGGSGNDSHVQQQQQQQMLHQQQQQFQQDFVWANIGNISGSNSPISNSLQLQLQQQQQRSA
SWTAECNKQRQI TNNNNNMNVNYNQHLTQQQQQQLQQYMQPTYNNYTQLQLQQQQQQPQALVPATTSQSN
NCYYACQQQQQQQHQQQQHAQQQHAQQQQQQFLAPTTTPSAVAATATAATRQVIQRHRPKVYLAKALSSA
STANSQQSAPNDRQTASTRHSGPRALDPSLFQIRCRLRPEVTNV

>B5DW53_DROPS

MMASLDFRVLLALLLLGSTKATPSTETPSALLPLEARNADLSGEEDITSTSYVLPNQIFNEGKPYYPRHD
PVSGQLDFSAKKQAGIQPEINEVLDPNEKIVLSGASSPNIHDFLNLPVKYSSSKFVYPLVSSSYANLKYQ
GSNKNYITNKKPTSVVAPVTPPPPSYHSSNYFTVPTTKLTAVTPTAGAYYPHPSSSSSSSTSTTTKATTT
AATTTQGTLPPSRRPIPVTTTTTTTTTTTVPAAKYTTTSRRPIPLHAAPTTTQPPRTSTTRKKFVPTKKY
SPTLPSSSSRTPIEQEERRPSTTQQPRPTPSSSDVAFTTHHATPQAATFPTEPMTTAKIYTTSSTSPPVV
FTEGPTPPPPFSPIPGTGIPNLDPADVYHTLGQKNTQAEEQQQQKEQQLQKEQEQQYQQQQQQQKFQQQE
QQAYMQQQHMQQANMQQQHLAQQHLAAQQAKQQQAAKAQQAQAAQAQAAQAAKAAQAAAARKAPAQAAVAQQHA
QRAVQRAAAQAAAAQAALAAAALAAAAAAAAAAAHAAAQHAAAAAAAAQALAPPPRPPMTLSDIFNSLAEEE
SAVAHNYQQNQGFDSQGNLIEPIAPSKPSPFAMQQAVGQPLSQPGAPQRPSTAGAGTTPGQSPYPNDQKV
ISGSQENYSNEYVSYQVQQPNVMQYRPVPGQINNVVISPGQHSASFVLGSQVQQVSVGHPSVEKEPLFAK
DTPGVQYGQVINEDIGNIKRPVPVPYKPAAPQEPPMPTSYQQMPNVQQNSNFHQNGNMATAGTTVPAGSY
QEPPPEAPSPYQQLPLIGSNIRPANKPVAPKPEQPSPSYQPTKASTPHQTPPTRPAMHGDDTQDLLVSSN
IRFPVLAEETSVELASSAVGPGPPAGPHINGHAQPLSLQQIHNSNPVVFPKVKDEETPGANVQIQQHEVV
NLNQQQQQLKFPAQQPGHGEQPSRDMEPPPRYPTTSSGPQVPSTPGNRPPFYNEFNRKPQGGPRPSNLPN
ILPQFRPNAKISSGHPPTLKQDPGNIRLPTQGMKRPYNPSAPPHFAHRRQPLQQQMLQKRYPMNRISEYP
VGPQGVGGDINRRVYRLPPYGGQNMPYRPDHMYARRPNGPGPANGPLRSVDGYPAERHAPSAGSEPYQTI
NAEGAADFEEEDLVINDPPQPVTPSKDRMGVEETKLEPVVTLQMLQSQKKAVSLPGDDTGAGEIQVTADN
DPQEAEASSLSQQKLDPSGMYVVFPLKGSEKQQIEGEPPSAPAEYQNTPFSVIRDQPQEPILKNKKPQSL
QQANKAQQMPKEKFPYPIEKPDPSYSELNPSPESQGHVPGVLIAPRITHGAFGTGTETPIATAYTPTEPS
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VFRRTSAAGDQDQKFSNINLATPVISETIRQDTQTEEGLSSDFDLRGANYEKNFMAPFYPSVSLGGGGPGA
SGAAAVNWNIVPSTTDQATYEKNSINRADVEPAEETKEKESATASALTAEKNPELDSFQPQLQGGFKPTY
PPGYQHVEQQIDHEDAKNRDQDQPLALPLVAVTTSTAKPATAAATSSSSSSTTTTTSTTNQPGTTKAAAT
ATTTTTTQAPAGSVKPTQRKKSTFETSLAALLFGDEDEEDGARKSAEPPKAQAGPRNVPRMGPRSLTLS

>B5DW54_DROPS
MQLVTPPDGQKDNNKRQQQPPNRHNPNQAGRQLQSGNGKPKRGALSFSTEVALGRACGAGSPDTSAYTDY
RDSPCKELVVESLKERILDMVQRGSSGHDTEPFPGAGGS

>B5DW55_DROPS
MDNTSKVDNSEPSFQDAVVFKFTNIVGESYNQSWEVYHNYRLKAVSRNKVLLNINGT ILHPVNDASTHGR
IFKKANGYKPWLEFDIYIDACQYLRKRNQPVANIVYGLFKQFSNINHSCPYVGPQI IKDFYLRPELLRIPM
PTGDYLLALQWYFDKKLQFDTNVSFTFVEDLMKSK

>B5DW63_DROPS
MAMTGDDDDNEDNGDDRQTTYPY IRYNMHQRQRQSQHQNQSWTLEPGPRPDLFGGDRDGDRDKGMHCLPS
FKPKPKIVDWDRLGLCLGLRLRVSRTATGHVAASVAAPWPNVAPTATHLRAPRRL

>B5DW64_DROPS
MHVASVWSTFLGLFAGSTAADTPDCNFFDTVNLTNSWKFPNGSYSYRGLITPLSLAGEYDYETQFDGASR
SVASHTRGCVCRLKPCIRFCCPLSKVMQYKRCSPQSQNKYAYNMTLDITQDNGTVTSKHVLEDFVVQEYL
PLPCGNHYALSRHNYTTDLWTLFENGTLLRQYDKRYLSKQDYCLQPRRSREQIGYNYTIVPYNCSIDPDE
QWLMSISVLFMAITIAVYLWLPQFQSLHGKCCNLYFICLTATFLLNVESIFNVFDSKMACSQGWSGMLYF
YSPLATLLSFNLTIFSVTTRHIYLLDKISSKKLNGIEQKQMSKNRANYGVYLHLFTIMGGSWVLEIVAFI
CETQKFCKPLIVAADIIKCSQGITIFLVTFCNRDMIRATRERTHERRLSGVESATCSLTQDFQLKQDMK

>B5DW66_DROPS

MAGHAELKELGVFELRPLITNLSCKLSAVTAGFDEKQLLAIVSEENEIVLRYISAAGQEVVKMISWFRHR
VIHDVCFDPAGIWLLVLCFDNTLHIVPALALVDKTNILAACSLYSTTQVTSYIIPFVGPHECPNSKKCPN
HSTASTEQLQPAGSNQEEQLAEKFANVMQLEENGEPEPLGHELPDHMLVKNNEQDPAEVQQQPVQPQYDA
TGNSQVMAASFMASKTCPYPLSVVWWKTNQGLNRATIGYSDGSICFVGLSPNCPMIASTATENGSVMRLV
ICKDKTYDGVMLLITSSLKEQFKLLLEQKAIMYVYPGDSSPTTREGAWQIVMSVQGKHQSHSGMAAGPRQ
SNSSDPASDSSQLEEDVFAPPSSAEDVPPSFQAPTVPTDVSTVPAPGDSRPATADVQPQPQPPPPAPPSY
SEAVARQSSENMGVRFNQQQQLPTAGNSIDGILPATRARLASLKSLGSKKLHATKMRLSDQRQKFDELMP
DSNLGSFAIMDSPSVTPEPLGNTTGSFYTIQNLRSTFLLSALHSNSHSLTVHSIDISLKPLFVYKTPKHT
QEILTSSNILYGINYVNLHSRSDSATISTAASSLEEPLFANTDKENRDADTEKLEQQGERETSAHKSDTTS
ATTTATSSIDHSEMPSNAINAVSVISSAMASMHTSDEDRENTLAQIGLFRFEQETVLHLYQMAQYRQPAG
QPETLTKEEKAKAFETKDIHTPMDYVQFYETADVSSEFSLRQME IMQSEFPKINYDPSYVITNKNVYTIQ
LRKEPFELFLDAALKSEWNQCRDFCNTFDLSFELCIEFAGDYLLRRKKITQALLTYNVARVKPIRTALKL
AMYGHTYALMQLSAMALKSTYLLRSRHLGHPLLKGMMGDITYRHSEDVRMILPQQREQGVVNSGAPCSDY
CYGVDESISALQMSPSSQFHLANLLLITLAEKAVNDKNYMPLWNFLVTNSKYHTNMTSIVLCQSGLFSSA
ITLAKTRGVCLDTFNALISVVAQEFGWYNELNVCLYNLSETIFMETITYLPHVSMDYFAFTQEKLEHIRP
CVLLRLSRQLNPFSAALRPIVSHSSGCGANSNDNNSPHLFEFCKSLIETYLAVLTHMESQRVKHDSLFAT
ESSRFKPISAGCAYCACVVDGIAYFWGSSGIPSYFSAQKSTEPPEPAHAVKTLELLSQLNLQVHATKCGR
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QHTLILTNNGLYSVGNNSLCQLGIGRHMQMALQPMLVTALDGMNITMLEVGQYHNAAVADGRLYMWGWGV
YGQLGQGSCENTATPQLVSFFKYKKILQISLGHAHSLVMCQASKSYKEAYNCSNELFVFGSNHFGQLGTG
NSELGSDTKVNLPVRLETGGSSLRLIHTKFFTNLAVDDQERLYTWGSSPQALRLANQIKRRANAKQKLEE
NHQRELLSRQLEATLLPRPNSSSSTLVEPTTSYAAVVAGATPKVANETKDSQLDNEAAPSDGSERLGSKC
EAEKDKPTATPVAPAPATEPDPTEHMKPHLVDTSEVAGQTLQISSGLFHFALTISSTCTLYTWGKNLEHQL
GTEDKDRRAVLKPSPIDSTERPMYVDCGADFTLVMTTDHIVRAFGGNSNGQCGRDQGAGLERMRQRVVCL
PTTKRLMRFESQCVEAPVEINLPRPRIRLDQDPIRYLKVMPPYQPHFLQPANISFDQRYSIGTPIYKSST
EQAATGQDSDDLLSSLENLSQNDVSFSYTAPPMMQTDANSSLDMDYSPEEQSYAPLAEQMTAGGIGTGIP
ANAAALLGGDDDVSTFTASSEGTLGGTALQQLRHY ITHYCLYAFHGLYNPDKIGEYARLHRNEYRIRICML
NFRFVEAFRLCLQSCDSAQRTLKLFEYFSKDTGYVPLRRSDLKHL I YHMCLHCLERKFDMLECERYFMAD
LDYYLLELAYVFYFNNNNSTLEQNLNQKFKMLTAAAADNNQAALANSASGQQQLLQDTDVIFDSFTVKFK
TILCQRLLTYSDCEVSTAN

>B5DW68_DROPS
MMADSHWLNWCRLCAKDDVRGNVKVYTNEKGQGTWDNVMIMATRRYFEVHMRLEDELSSVLCTECYTLIS
ELIDFAEHVTKVQAIFEVLRRTETEQNKQLDVLALRQQYGLCEDDWSHITKPMPVPETEPNLIYQDHVEV
LNESGSLPKQAKRIQGAEESQKQQFKNTPSDNKQEFVDLSPFFQGEKLLKNNMDATINDLEAEDVLIAEP
DVIKRHHERIDSSLEAPCGADDEDIKPDVSINYDDDQEFLHEQTSPATIAIEPPISASPPDENSRTDNDE
TKSKPIRLEHPSKRCRMECKRCGKTYRNRASYEKHIDQEECQRIVRKVKMDKNTSCDLCHKTLSSVSALR
LHKEGMHENVKPFVCDSCGKQLKTLTALNEHKLVHTESRPFECPVCKAGFKNRARLKVHCQIHEDPSFIC
NICGKKLQTRRTWNMHKVVHKEERNLKCEVCGALFKRSKTLKTHLLSHTGLRPYICNYCGKTFACNANCR
SHKLKKHSQETKQGDREGMPSRLSVPTLEELRVITQKLPKDEKQP

>B5DW70_DROPS
MKIYKQKLRDAWLQMPEFRPWLRRDPEDSYRAHCRFCKCGVNTKICDLRAHARTMKHRKRDSEAVVETKP
NHMTDAEDATEISICHNNINVVQPPKVKSKCPAVKREKIRKVVKEEKTQPIDYEQILQNLALYEPEQVMF
STCPLTGPEEHNPEEDIEAVATTDALIDEDMINKAVANATINNQKDSSQIFGDFVADRLRQLSIDASEFAK
DKILKATLEAASIDRTVSYN

>B5DW73_DROPS

MKYLARAKYEKATKYRPRNAEEENDEEEEEEEEEEEEEEEDKEDEEEDEEEDEEDVDIDHYQKTNTIQYT
DPPVWMDTRYHFQHNSRQPRLRLESNPLLEYYPDDKNKEVVCRDQSTIIGTDIVTSFIKPYIYQKSYGKR
NLYRKWRDDLTRLQLLGYCHTPGQTSVFSFLECITDRHMAFESLLPKYPYHQVQAGPQSKTVDSKSKAKY
QGIGNEKRLVKLDHRPTTNSRNFSTPSGRKSDINIEKENEDKRLSKKRSHVRVVVPLSSTRLSVGAKDPK
TRKIGVTPNTSLFPATRNQGLLLLHPRPATNAQNLSASSIQKSHIKGEGRTQTKNRFQIRRTTSLTSIHP
SVGVDDPKTREIGVTSNASTFPVTSNLGLMLLDPRPITDFQNLSSPPVAPGFRSQVQKTTRKIPMELTIP
MRYLTSPQNVLMMDAAPEDDQMIHTEAPVWKDTRYHFQHQSRQPKIRLESSPIMEFYPEDGKINTVCWNK
STIRGTDMVMNY IKPHIYKKPYGKRHLYPAFRKANGTSGMPLLFCHSSDSAPVQMFLKCMIMRHMMMESL
VPKYPYHQVQPGP

>B5DW74_DROPS

MYKISVMVFLCLCCFITTIPLNRRHLVVSQGTYPGNRSRLVVDYDLGLSDQAKDSISAGRGIRLFQMPTE
ANAQTRREYTGAINTTGDITFSHRSTKNYDEKRKPRARDGEGEGGGGEGEEVVNEAQEKRRARDGDGDGD
GEGGDVVQSQEKPVDDVLAMDQEDDEEGSDKDEEEVVENKLSTVSSTRKELKVTELEPEPELLPEQEAED
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EEDRDDDDVEETEDLAKKPDVAEQNMGFKGLLGPKTPRGYGFLKKQGESGFGEATSYAASWKDTRREEWR
SALARAGVMSNPLEDYYPSNTKNISTVCKDRSSIMNFPRVTKWLHKVLTNITYTQRPIFVELRRELFKFG
KSELCHKTTMVKWKDYQYCALMRNQRMEYMIPHYPLHQIGYRLLFKAKKGA

>B5DW75_DROPS
MPMISNEGVTKLGEETGVSSARHPHSEQLLMDQQDMQMAADNSDLGLRMFPIVYHSEPPPREAPRSSGPP
QLENKWTRRSSVDPLLNFWAKAEDKVTKGTTKLLPRKYDEVEAEAGKESDGAGASASAGSGTGAGAVEQR
AGTEMTISLPRYVTDHMGKWVENPWGVTFGDVWEDTRFQFDGKHSVPWILVDHGDPGAYRMEKLHGSVCQ
GKSTIYNVPKIYKWFPRYIDTKKRYHRNILTNLRKEIYKDGRSENCHTADLDDWYAYMHCALLRNMRMDY
FVPNYPLHRWYNTD

>B5DW76_DROPS
MRPFMVDAMPMKANESVTKLGEETVVSSAKHPYSEQLLMKGVTEAEYLDRQDMQMAADNSGLGLRMFPKV
YRSETPPRKAHRSTAPPQLVKKWTKRSSVHPLRTKGLLNFWAKDKATKGTTKLLPRKYDDVEAEGGNESD
GAGADSGADAGATEQRAGTEMTISVPRYVTDHMGNWVENPWGVTFGDVWEDTRFQFEGRNWLPWVQIDLP
ERGEYRMEKLHGSVCQGKSTVYNRPRIYKWFPRYIDTKKRNHRNILVNLRSETYTDGRSENCHTADLDDW
YAYMHCALLRNMRMDYLVPNYPLHRWYNTK

>E1FMB3_LOALO
MESVELVLEPVGNDYPGLVREALAGREPNSSCSGSLSSCGYAWLIVGQSLYVWKYDAEENYTSAPAVLNL
PPSGLPYNAQTVCVYKRQGFSALGITAVTPEGIVRHWSLPDRQFSDSSVDLDREVALSLGRINLQSSEGI
CFLLATTTGSLFLLNVNANVTPTPGKRQRLSSEITIKITHTNTRNGIGGKLASATFGEGRQSGAKLVKAL
VYEQSSGDLVDARSSASSNSNTGVTKNMHILAVTEHHFHSYSTRDSAKMWSCELANMASEHFALNLWNLY
DVEEHRHWHEETKTWILDAVNIRNGALVLFACNNKAISTQIYFAFGYISEYDGAHPPVALEWFCVLKALS
NKYELSEKNVVANITLRLPTGSEQLLHDKMEGVLVVTQKAVYSFCLPDRLLKKTPFKLILCAKYNATFIS
SGRDARYCYIFLEESGLQRVRLLPRGFDANLAQT TAQMSKMEVQPVNLSSAVSDRRALALAFYLFSKADL
YEASNVMQELLENRHAGTAQICVDYAIDLADDIPNDEPRAVTNQISSKSSFLLEVHLEEQKKRVLAMFIL
FIKSLALDDKLNRTVKTHLCQSRSARSQIVELIEKIDIATALYKWSKQNPSTVFDAALERVLSRRKESID
GERELLTRYDCFFRKVSRIEELFSGLFEEEEDIVANDNELLDYKLECTEYVGAALTIIGKEAIDERRDDIV
LDIENDLRWTQEKHILRPFIKHLSTLFNYVNQAGRDCPKYVALLKQGVLTAAFIMNEQAFDDRQNSPIVA
RFLETISEHATALELAKRFQDYKTITRLACALPDLERKAKIQEYKEFFSSAKFCNMLYEYYLENGYVKDLL
EMKEPDADLFFATQTNVGWMRDLENGDFSKACRTLKTLSQKSNDDVVLKRRLLSFAKLSALCEDEVDNNF
LEGIKRDLNLIKLQQKIDPNLEMKFDSSEPASKIRSCTAEET TRAHLNNASCDVNRCFDALLTLSTLMDE
EASDRTGELVHSLQTKIWIAATKANSDYWKKVTRDDDSRYPTVYSELLDRITAYAQLSSERKLELTPDTK
KLAECLTQFAHNKLFGVLLRTSEEAARRSTSSREGIKVTSEATLDSMRS

>E1FMB5_LOALO

MDSLYRSEEMCLAQLFLQTEAAYTCVAELGELGLVQFRDLNPDVSAFQRKFVNEVRRCDEMERKLRFLER
ETKKDLTPMLDTGENPDAPQPKEMIDLEATFEKLENELQEVNQNEEMLKKNFSELTELKHILRKTQQFFE
EVEYGRWPYARREENRRHF TPEEEENLLSESRSTTVTLRLGSEKTIVNCCGLCFSGSKAGAETIVPPNAP
VGSGLPEQIVLQETEGIGIELTGAGVTGQMFANFGEFVAGVIQRERLPAFERLLWRACRGNVFLRHSETAE
PLIDATTGDPVINSVFITFFQGDQLKTRVKKICEGFRATLYPCPDTPQERREMSIGVMTRIEDLKTVLGQ
TQDHRHRVLVAASKNVRMWLTKVRKIKSTYHTLNLENLDVTQKCLTAECWCPVADLNRIQLALKRGTEES
GSTVPSILNRMSGITEAPPTFHRVDKFTRGFQNIVDAYGIASYREINPAPYTMITFPFIFAVMFGDCGHG
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LIMLLCALFFIYREKQLEAARINDESVGPYPIGVDPIWNLAEGNKLSFLNSMKMKMSVITIGVAQMTFGIM
LSYENYKYFGSRLDILYMFVPQLIFLSCIFIYLCVEILFKWLLFSAKSGHVLGYEYPSSNCAPSLLMGLI
KMFMMTSRPSGFVNSEGNVYPQCYLNLWYPGQSFFETLFVLTAAACIPIMLFGKPYMQWKKHKEQSTLGS
SNLSVRAESNGDDAHI THNDLSRSSVMRIEEKFDFGDVMVYQATHTIEFALGCVSHTASYLRLWALSLAH
AQLSDVLWTMVFRQAFMLNGYMGAVATYVLFFLFASLSFSTLVLMEGLSAFLHALRLHWVEFQSKFYKGL
GYAFIPFSFDKILEEARGAEENM

>E1FMB7_LOALO
MTEATKIDKSIVAYCNEEKSWLHVHHDEDILPNYFENSTGLDEFGDVEFSSTQFQHNFRLHRKSIQAVIE
VGSSLQSFVPMIVYHRHVWWNYGYKLTLEKTNPGKKAPRGAFGNNSPNNQKPPPASNVRVTLGVKKNGIL
EATTEEELVESPHGTGFICCNLINRSILHELTENHEFTVLHISMNIHKNYFNTEELTESSVTLPIKTSMN
PENYDLLEAVLACEPNRDSDFVFTRGSGANNDATSYHVHQNILKRRSFMLEGILRQKYSLPTDQLLVIDA
EDRITFPYLTDNDMKFLLTYLYTGEIMLPKFDGFARVGRVLSLLIDREQLINIFMQWQKLIVQNLLQIEK
KNNNDLIVEESFKALTSVFSAPYGALPYAKRMALSLLADQITKSNETLAEKYDKQSQYGRYQVGHFMETA
LKLKRFITSVKKIPHPL

>E1FMC1_LOALO
MFNRSCGSVLLGISRQRIAFPRIRRSFDTSNDGNAGSQTESLQRSKTSDKNISTRQESKNMAPKATTNEN
LKPEDIRKKLLEVKRKKEWKKPKPNEVATEETILAAVNSVVKDLHHSGISDKRKTRNELIGKLIEYEKEKF
EAATSAQYSELLSDRAFATFLESLKEEKNRPPPSAVEKRQMRQGLLLLKRETFYQALQSGHKAEDARRTA
ERAVKTAEQKVVGKNEILMQNYTEMQKKNMLEETEQTERESAFYNTALQLASKMLYPDDLSSEESHIALS
NVIHPDCRVENIFKNIDNKLNIFKIADIPKLKDDSMKQWCEWDKNAAATWNSSFGPANAFEEMIELTEQG
KMWPYPIDNEYQIGEEEDVDFYDHIFLDKYLAQYNLPEEGPVTQFMELVCVGLSKNPYMSVKKKHAHLDW
FANYFKEKAEETKRIQESAGVLVEGST

>E1FMC2_LOALO
MTEWKQFRWDRYDENEGRGSRTYSCIALYYFDNKGHSQCVEAGRRLTLIEYHPAHRHQPSPPPYHLLLLF
YYYYNNIITITILSYYYLLLFTTILLLLLYYYYYYTTTTTTTTTTTTTTATTTTTTTTTTTTTTTTTTTT
TTTTTTTTTTTTTTTTTTTILM

>E1FMC3_LOALO
MKLPTGGPRTTGSPQGRGET ILIKSVIKEDTEGNLSCKVNSFLNVNENCPYKNDSSTEFRRKETMEMRCR
ISCRKSVPFGCLSTITAPYSNCRRHCTNVGVCVWMYVWVDTGVHMDDIALIDGFHIVAVSVATHPRAQSVK
FFFPLSPPPLPSI

>E1FMC4_LOALO

MAENPLNFVNYGTNNQALWQQHPEASASVTAFSNQSTQNSSWTTKMLPSNNPMSSQGYFFDNTAVGSSVN
VLSYLQQHPNSFPVYNDSVQPLFHDSSAEALTYNYPPSCSVTHHLVNSVRTNPVGQSDTSFQPQMLPNEST
TPFSSTILPLDAPAPTSAVPLQASSFSCLPDQDTNPDSVVSYAQCLPPVSTQPLTSVAYRSNARNESDLL
HNFPIINKHSQSQLLNDHYQMNGNYPGGMGSLQQEFAKMNYGIKSIRYVDLMQERDLMKYGTEDEETIALP
PTVCNPDARCNPSTFRCTLSSVPQTQELLKKSRLPFGLTLQPFRDMKNLNITQTSSTVRCRYCRTYINPY
TYLPDSRHWKCNICYRVNDLPDDFNWDPATKSFGEPTHRPEIKNSTVEFTAPSEYMLRPPQPAVYVEVMD
ISQNAVETGYLYTFTEQLLITLEQLPGDDRTMLGFIGVDSAVHFFQFRGKARPQQLVVEEYSDIFLPVNC
GLLVNLRKNIDVIRLFVQSLPALYESNSSTSCCLGAALTAAHKLIADIGGRITVLLTVIPDLGPGALKSR
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EDPNQRAASEVSNLYPANDYYKRLALECTGHQIAVDLFLMNTDMSKFSTGCIFHFPNYHINHDQVQVKRF
QKQLNRYLVRKIGFEAVLRIRCTKGLSLHTFYGNFFVRSTDLLAMANINPDSATAVQVQMEENLIGINTA
CFQAAVLYTSSRGDRRIRIHTLCLPVTKDLSTIFSQFDVKCAVSLLSKMAVERTEMGVSLTDSREAMVNT
VVDVFGAYNSAVSRMNRASSMLSPVTSIRLLPLYVLGMLKHRAFTAGQSTRLDNRVAALLIFRSAPLEVI
DLELYPALYELNHFVENEADPPRLHLSFEHISRDGVYLLDTGSYVYIYISSNVESSTTKRLFDVNTFEKI
DDDAKVTIAMQLVLKLVWIFLLLDDGLLSYTFLLQNTFEALDNPLSNRVHSFLRKLSTYRTVFAPVILIR
EDSPVRSLFSRRLIDDRTESSHSYTEFLSYTIRQEMRK

>E1FMC5_LOALO
MDPLVSYLGPSFGTTDSSIQTAKCQMEYRGPNKNQWKQWLPLRDIVPVGGEGKGWEGGGGVSACYRSFPD
SSSWSICGREAYDMASATLCPFTAVVSNRSRKGWKALFYGFGSHTSLCVYSCHSHDVVIPNKIWLGKRYC
KNKDEWHSYWPSSDIPHA

>E1FMC9_LOALO
MTTEINTNETPEINTNATPLKKFNVGILGFNSSNFPNSTISHQYITINNHILDKYISSTKVAISTQSALMH
GSFEHLKNATFGFDFDTAKKTHWHENTQQNY

>E1FMD1_LOALO
MVALQTTADDVENNENLPGMICTPGEKSSTNVIHSDRTDTIVPAQLTLMEQNALLQTVKQSGRLKAVLKG
KKPPKITRVITYATSDDITNADCSARDDNVPLPCVVYGDIHGQYSDLHRWENLNGWPSQVRSLFLGDFVD
RGSHGIEVVALLTALKVRFPKNIFLCRGNHEEESLNRAYSFYEEVCARFSGNFEGKDGRALYPYFRSLES
NLPLAALTGGRILGMHGGISPRLTSLQAIREIRRPLEEFEVGSLECDLVWSDPDTSPDRTGFRSNFEREP
LYGIGQLFASDTVQNLCKKLGIDMLIRGHQA

>E1FMD2_LOALO
MKLNKSSNNGLGEAKVFPKEIDKNKSDVGIPELKRAAQDINTEQRISSGNSMMTNKVNKTSWGLVSGVVC
TAVVIACLVGATIVLINKRRQKRQAVY

>E1FMD4_LOALO
MMMPSSLGGGSGSAKHHQQLMQSASMLPSPYNFLPSVEANAQLDMPLFRPPESNLGAMYLSQLAAAAALN
QGONGSNGGTTNEQQEETVGENNKAELVASTSSEVATSSCDAESPLPPKPFGAVDRETESTNERNSVDNA
ALSPTKVNTEDIALVESENLQPSSVSELQQLDLSKWISDFFPGLPNNVSALNMAALTQRMPPMLEQIQLM
NQYFSPGSVEDSLRVLAALGSTNGSAGMVPSTNCSPSSILNSPFASSAGHSKDTYCEICDKNFCNRYFLR
THKWKKHGIPFPGKNSPSECNVTSLASPTVPQNLPLDLPTTSTGINLSPAEFTAALCNQNVLDASQISPS
KTTSHPTSVIVNCLSSADSSPTKRARTTDEGSKDDDELLGAGRSESVRTDEEALASVASQLPNTGDLFAM
TARQAQENATAQELLSSFKADGIQVQQQSSPSKHSSASKEACEMCGQECENRATLQHHLLLQHNTILNSFL
SSFNLLSPLSQLQPQQQSQKQQNNQDNDADRSRNATAMPGMVTSPISASRQPKKQYTTTGKNYCDVCNKE
VCNKYFLRTHMLKMHGIVIDEHKTVIANIDTLEKEKSGTIAFRCDICNTNVGQTRESLKQHKQEVHNVVS
LPTSRGHRGSLSSTSSITSTSTLSQALKTADQSGNNIE

>E1FMD5_LOALO
MTNEQCNMEMIGTTGNIPTEREVGGEEGRNKHTCAYHSPISATTEGCDVTVTYRCNPERKKETTAGKSHP
PPHALSSTFRQHQHNQSLADNNPQLRASFCAHCIWVGGGAVILIAGYHVGHQAGMVSRNEGMCKQFTPSP
TLRASNVEIN
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>E1FMD6_LOALO
MHRKHLYEVVMARSSNKKLIVDERYRNPSECCCCHPATPSLHT I TLQMPNNAEHHLFSLQVIASELRTYV
RISYKVERLELELFLSENEISYTLILPNSSKETKNFMKAFK

>E1FMD7_LOALO
MNDHQQLHIESAADQDAGRYSCVAENKPGRAEKDLIVAVLKPPQMDGQYRVVELAENETITLTCPIDDPS
VEIQWTKNGIPITTSNNLQLSTSGLKLHILHGQLYDAGRYVCRAWNDAGEATAYINVVVLVPPKITGSAF
RTIESVLNQTVNIECKKTGIPTPNIVWSENGRTIFPSEKIQILDNGTLLVLQEVQVNQEGRYSCTATNKV
GKAEADTFLQVTAPPRISTFVDELKVIQGQGQTIRCEVSGTPVPKVEWLKNGQRFNATTAQSSSNLHYTH
LREAQVSDAGRYTCIARNRAGEHRMTTQLYVLVPPTILEGERVVQVKENATLTLECVATGNPKPMIVWKR
DGRPLVTRDSRFVIESSKASDAGRYTCEARNEAGTVSTDFEVDVFIKPRFRDLKAEVRVRNGDRARLECK
VDGHPEPITTWMRGGRPIEDMKNITLSPRGETMMILKSRRADSGSYSCVAKNFAGEAEASFTVIVLIAPH
TEEQIDQNLRVVQGTRVIMHCPVKGNPKPKVKWLYNGKPITIDSTKILGETDLITHESKQYDKGRYTCIA
ENEAGILNTNYELEITGPPKFHHRGEAVYEVILGKTVTMDCDVEADPKPETHWFRGDSPLYLRENTHISP
DGQQLTIRGVELSDGGKYTCKTENEAGAADIDLTLKVLVPPSIDTSNIIGNPLAVMGKSIYLECPVSGIP
HPSVKWYKDDVPISIDDDRFVVEQNNQTFGIKEVKVSDQGQFRCVVENKGGRVEQNFNLEVLVPPQLETV
QPQKYTKQEKDSLTLFCPVKNDGDSATQTEILWYKDGRPIDGLTLPNIKITSDGQRLHVARMSVSDAGNY
SCVALNRAGESSLDFYVEILCTYLNSEYC

>E1FMD8_LOALO
MFFTAAAPQLDYSRNEQQPHVVAGRPITLWCMVSGYPLPTIRWIKDGYLVPINENSGIRMIDNGQGLEIL
EAKREHAGVWTCEASNAAGKTDYELTLDVWTLPTVEIHPEDNVRPVDSVITIQCQATGNPEPSLSWSKDG
QPLITSAEGARISIKGTRLDIPRLKQSHVGEYTCTAVNEVGTSSATVHIDVLVPPRINRDNIEMSPRLPT
SQTLTLICDASGKPLPQIFWYVNDTMIKETTSNVIIGEGGRYLQVKDVTLNDNGAYKCVASNIAGKDVLL
YTVATVQAPKILNGGNYQVIEGEEARISCYADGEPPPVVTWQRNGIRIETGMRY ITEDKMLRITDARSSD
SGLYVCLATNEAGTAQQAFTLEVFVVPRIITISPNESLVPVDSPFSLKCGVRGFPPPDITWSLNEQIIGK
DKAEYSTAEDGTLFVAKAPKQARLTFKCIAKNNAGSDSKEYVIKVISPPVLREEGIKI INATEGDPSLLI
CEIEGEISEIYWYKDNEPLVLKPNLELSPDRTQLRIHHSKLHDEGMYSCVAINPAGNATQIQQLYVGVPP
RITEKPRRITVKSGQQAELWCEAVGIPKPHITWLKDDKALSQTALDDYTDVLKSTAFFPNVSSQDGGVYT
CKAENWAGTSYKDVDLVVLIPPETHPERLNMTANVGETIILTCNTTGVPEPAVSWVKMPNIDIIGNEKKY
QIYGTALHIRNLKPEDDGFYHCVAKSNAGQATGSRRLIVHDARKDYKVIWVECDEFGQPIKTTFVPARGD
VPEGDNNLLPWKQDLQDLPQNGTDGILIRCLPESRGPRRAALTLPRFIRSPRTQKVRQGAVAHLHCSAIG
QPKPHITWIRNGALLAGISQSSDSYSILRVKVESNEDLGDYTCLAQNAVGFVTSTATLLLDQIAEKTDLL
GYQCYATNRKQATEISFLETQDAAPRVQVSPKQVFVNLNESVILSCKLMSNPLTTMVQWTRNDVKLVNSS
RTRVLANNSLHITKLLPSDRATFKCVASNRYGKSYDDVKVIVRTGLAGVINKVKGVVDGRRLRRETVLVS
VKPEMEANVVSLNVNGIFNDQGVTAETVLGYMVVASPQLAFNPNQENSLASVEFHRVIDYRFESGETMRV
YQKGLGLDGEYAKFEI IFNGRVPHFDCETYSWVDQAKEEMVEQEPGMIRGNGFATLRIGNQANIPF

>E1FME3_LOALO
MPSSVGSEIDDTLYTSHPKTGVLLLPQLYCRGQKYSKEDFGSTIEILRVASKSALSHGFGY IAKVW

>E1FME4_LOALO
MDGSDEVDEPIDDVEDFHMSRWHSPYQLFGSEKIRGSAKMPASHIAREDNGSR
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>E1FME5_LOALO
MADGEDDSSPNLSISLPRQTLIRGKKRKITLHSMVLRRRNSGQADPAEPPTVQTSTPVSSSVSYLQSVPY
QTDITDMAARKRYELRRRRSLQHSEEDGCIMNSMVATTDELNLVNILRVVPKSMLQFSLEWILGYDLMDT
RRKN

>E1FME8_LOALO
MRTEIVFILITITIEGIFCNDTRQRLITLLRTDQKFHDQWIHLVELQHRQVHEQNMGGALEEVTDLLLNCA
PKLDSKLDHIDYVCPGDIELYAELGQLTRYCNDSIMELTKGRVDSCQHASYTSSLPSTVKFLMKSTQNLT
VIETSKATKLENQTQYLVGQFMEHKSWRNKWKLIVIMPNIEDGELREPEQSAVEVMKSTKLLYEVIPKRT
ILTVVRSSTLKLWQDASNTHRACQTLLEPWKLYEKLNPVSIWDQVEKICGLHFQSSLFTVQILPLMKDAS
LPFLPGSNQMDLSLLGHDCVHFSPRGLSLLHTATWNAMLTRLPDRSQAFNFSLERPLCADPQCPFIRTAK
NSALCVWNIQKADGNGRRSEQLIATIGVLITATVLFVIVLGTICCFTRYHNKVNEVAENLPKKPPVGADWI
SWKYIDEDSSASYKF

>E1FMF1_LOALO
MKSPKNRETCLSPKPKIICDFFAGNSDSQITELLSGSNPSKRLHKKLLNSKEKYRWIAYMKVIKKRAKKY
ATRNIRRKKSNKILEDKMPEKESSGSFCSMEEG

>E1FMF2_LOALO
MCICLYVLYLYVCICVHMYVCIYMYVCMYVCVYVYACIYIYIYMYMCVCMYVCMYSCIYICVYVCMCMCL
SVNVSASASVSICVGMIDLCVPYTIQAIGPVVHR

>E1FMF3_LOALO
MVLELKKCGGAAYHSMSTSAGDGTPNRSLTANRHLQWKSQKVFIDRIYQISNNCHPGIGLDQAAAEHIQE
ILICLFLNYWNVIRKQSKIWNECQNTAEALHR TPRKKLHDKRNANSKSLMSLLHTLQPKLKELLGYKLDE
EVMLYLLSVIEYIAADILKWTGNYVKNIRKCDPTIGLQNLKIALSADTSLMELTEMLYNDEETSTAGILN
DNVEDIVQEMSYEEASRDFNRDEAQYLRDLNLITHVFRRRFETVFEDSDEHYLDEMFGNILELHELTVKV
QRMLEDATEMSDTPCVGAGLWELAEAHEFDVYTIAYMDLFKRSLTTVVEKVLNDAKYEQFFMLEDRAHSIT
PGGETFRLAVKYVLPSLLETPVIHFFRYVEFTNILCHLARPPDEVEDLKSAKSYFSGLAVKVESLCPLFL
INHLKTEQSIRALPESNCSRQRRRIQEIQRSTELWEGKEIGYKCAEVIREGDLLLLRSGPVSSADTLKKN
RGTTVRHAFLFDHLLVLCKTLRSSRPEKPLYKFKDKMLIRKTDIFDLTDTEELQNAFKIVSRSITHDRAD
NTSWVLFCRTPEEKTSWMCDLVKIQAKSSLDRMLDASLKEEEKRVPLILPTSDQYRFADQDCDENIVFED
YTSSSGIPVVKHGTVLKLVERLTYHLQLLIERFQVPTPPQLQVAGANNTSNLESRELLNGPYATVHSQGL
RTQVSPTLLNRIERSYQRFRKEYEQPIQCRVLSVIRQWVNNHWYDFEHNPILLQDLCSFLEETDSHGKVI
NQYKKWKKRADTIPSVAHSASQSEPSPSTITSYGPQKPKILWHIAEKGAIETYDLLSLHPIEIGRQITLL
QFDLYKATIKPIELVGSAWTKRDKDLRSPQLLKLIDHSTMLTYWVARCIVETASLDERVYMFSRVLEVMSV
FEELNNFTGLVALYSALNSSSVYRLKACWEKIDREKQVWYEKFKKLCNPHWKEMIERLKS INPPCVPFFG
HYLSKIFFYEEGNSTFVQSEDLTHEQINAEGNTSVVGATGRKVMVSFVKCRRIASIISDIQMYQNESYAL
EVEPSVRVGKCTDMIVKEY IESFGKNFFVMRHALPPCRLFSFLR

>E1FMF4_LOALO
MVLAESLLRFVCQSLDGWPAHSARGHFVSDPSVKTSLAGY TPWRRHKTLPAWLAALTMARKRARGEMNST
STLDCPLLHAK

58



>E1FMF5_LOALO
MDRDKATVKAVTYTFNNNATSKLLKLMLKKMPADYAGKMRKKSGLIVGAYRASMESLFPLCTRKKQATFP
AKLLFASQQLMRGAVNPFTLLKRNMAQMVFALATKDDESGNKQRFAPT I TGCLSTASQQSNMLTSMIFNF
IMHLCAVKKDTMFQYGAVQLITFLSAGNENLYGVTIEPRSEIDIDNLNTLISSSEETLMKYAFWITFTGK
MTAKTKVAQKLREWLPKASVDLSSVVESDAKVADLKLEDFDKMFSLLHTELNDDFTHINELRNFYAHFRS
ATENAKFAD

>E1FMF7_LOALO
MFSLQKIMELLMLITIFIQLWDTCDTFGCCPIATPCMAHRCKPCIPIPCPPPLPPPTCPPPLPPCPPLPV
CPPLPPPVICPPLPPPCPPPTICPPPPPPVICPPPPPPCPPPPICPPPIICPRPIICPPPSLPPPPPPPP
PPCPSPSLVPICPVPAPKMIPTYAVPVINDCCCTCITPCVNSQMRIHGAKIFSASLAVDLEHDSKCNNPV
LQSIMEENMADDATIAKRATQREAEKKLFKKFNVICSEDDFSYIAYTDTFCQHSNDDITCYAFSPLLET

>E1FMF9_LOALO
MKKLKRRISAAFRGSDMSSTLPVRNWRLSDSMSELAERLAADGVITIEECDIPSPKVPFPVFYMKHNRLPY
PVSRHFRPDYPKNRKAYSPTQHQYSLFPRKPCAHTSLVIYVHKFSF

>E1FMG1_LOALO
MSFISDINNTGLLCQHAAWNAVVVHDPVNASSKCGFLYSVALLSGFIGHKQRAPTDSRKIRKLLMTQRIE
NQNELLACGFIHVFENGQQISYKKQRTTNHQSYEPSCRRLETIVGIAWDCNHSTSKAGNRRIVLIGIYVHDS
SEKTKADSTVLSAAADFRIVQSFTHVFRSFEFFAWSGRSVFMLWLSIVAITSLSVTDTHV

>E1FMG2_LOALO
MIFGVFRQVHERELRMITYNSVLMDMQLEALDLSYNDIKITPSIDLRQLGLRTLSLHTEIGLSYSSKLRI
LEQFVFSHIPNLRAVNLITYSKSFTYLSPHIFIKNTLGVLHCTPEILRDELLSVMSQGFFDHNPLRCGCI I
KFTAKDITHLRNL

>E1FMG3_LOALO
MKKVAVYLNYLQRQCDIAFTHSKDKAAFRQEKMNYTVTAGAIFGRIRSRATATKRYPFWQQDYTSLQKGI
FKDKKNYFEKTNELIRSQHFCSITINDFSTVRGIVDIDDRNLSICITIFCPTVVHANPTLWM

>E1FMG4_LOALO
MVELVRAQSAVVLRPSYSTTIYRTRSVPDLNLYSRYTSKWPYRYYRDWDLHDDYWYDRHYYYSPLYRSTF
FPRRYYYNNYVLNPYSYWNYPYSYWTRYRGYLYGYPSYYSRYYYYYDDYPRYRYAYSYPYRYGYYTPFDR
YWLSSTYWDGRFRVSITKYIPNYQIYNVD

>E1FMG5_LOALO
MFGKKLSLCTRQQLAQQLPDIRKQSAGKHDMMASSTRNYDAVAHHEANKT IKLKIKRVKTSDPIVSDTCI
PPQQLLEEDLFTTKIKMNAKRQLHIFVENSKDN

>E1FMH1_LOALO
MFESEQTGAAVNVALNEPDETACYPRMFFDNKEEFYLTLKTSNEQAKESNFFIPYEVRDHYLKGHMGLKY
RKHLTFTFGITIELSSSQPPSDNNLILISNSTDDQALMSKQQNK
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>E1FMH5_LOALO
MQAATWKPFSNADASHILFLQKGPHDI INYKLHCLCPRKYTPYVETISSNSGTLARNFRKKIRIRTDSSTI
RDAEFKMFIGNFNHFLNIVKV

>E1FMH6_LOALO
MKNLMNATLGYVENTMKRLVNVTEVADKGSDKRGSDITHRTYNINDTSAMIRINGTEQKDERMSPTRRMR
RIVEALLSEMRMSMNMRLKLEVGSYDLLVSKKETPTDSICQN

>E1FMH7_LOALO
METLNRHQFETLEQCLYYYLAAEAQRKAQYFNPIQALAAFPPETGNMKGSRVKVFFHQITLQHF IMNEFL
KELNINGYITTFWDDNRLSWNEEKWKIKKLEINSVSHVWVPILTAQTFDTAVRNGDLMEIRRVSINNNGT
IRATINFSLRTFCDDSDFKNFPNDMYKCCYQIEPHVNQGGIDFATSGRPVFTDTKYFRDYGWYISGSMPT
IQIMQDSRVPQLGFCLNLKRSTKSLHIQLSLPNTITTMLFLLTPLLGQIHLQIFAKMFILFLQFSTLQLY
SLLISPYFGSSSATPNMLRFLEFATIINVISVSVSITLWMCSKIRRNLPPWNWLIRSSEFINRCVCVENS
TDSGISLNENDKSSTTNNYQQDWTNAFVAMHGAAVFLLSLIFILGYLMLS

>E1FMI1_LOALO
MYGSRKSFSEYPLHFLINARKKDSHKGNLNTSKCMKILLLSSFAAYSNFHPFEVCTEQIVIMKPLSENVD
TLKCHSKGIDENLETPISNVQSADDQETVFRNINPCSFLPAFHPLTSFFISGNELPEFCFKIFGGPVEMK
RWATYNVITLEKKSCQRI

>E1FMI3_LOALO

MHPTPLYRITDEQKESVYEPAEDTFLLLDALEEDKEALEQLEPNVVVEIGSGSGIVSVFCQQLLRVPVEFT
LTTDMNFKALQCTRTTAQLNNVSVEAVQCDLLSALNHRLCGLVDVLLENPPYVPTEQEATSDSVRCWAGG
PTGRGAIDRLFAQLPEILAPGGFFFVVALHSNDTARMLAFNQSIFSSKILLERRCGIEHLFVLKFTKSKY

>E1FMI5_LOALO
MIPISEDWSEWSKCSDSCGGCGTQNRTLKLPNGTRIVHLRHCNPEPCLDRKEPCCEPFKFINGKCLIPQK
TEGNEVRSKDQKKEAVVAWESIKDDDKPKFNNLEEQRKEAVLAWEI IKGTEFSDNKKFGNINLKETDILL
NLTTGISIGLNDTRNSDNDDFTESSGELDEEMDSKINTTETFNLGITNADAPHASMKKNKSVKKGYNRRN
YKQRQRRNRQHLPRMASKSQNAKKSGKSQKMFDAYYTYDYYDEYYYY

>E1FMI9_LOALO

MGSRRCPFFLLMRLILNMMVSVTSSGIQSIARVRFDPPY THDLMVGTNKTVKVAIDVDTNRQEFAKLPPE
KPFAVILKSADEDIATAAKERKQFKWGEYSSKRNDCQTYEVNITLTGHFLGKTAVKVRLLSTDETTDDDR
FLYEIDKNRNIFDQSNTLDIWVIQDNKRLENRLFLSALVILITTANVLMGCELDGRVMLEVIKEPVAPMI
GFCTQFTAMPLLAWGTANVMFTANGLHSFALGLFVTGCVPGGGASNYWTVLLDGNLPVSLTMTFCSTLAS
LVMIPLWMWLLGFHFLDSFHPEAVIKIPYVKIISSLVIMIVPLIFGITISYFKPALRFQARKVMRPFIIF
VLVFLISFGTVANIYMIHLLTWTTVIGSLLLPWCGFAIGCLTAVILRQSPPNVTATATETGIQNTGIAIM
LLKFSFPDPDADISALIPVICASMTPVPLLFTAATHWLCRKLEKRQETAECSDFEETAVKIDPANDNCNG
ITAVKYKSSPPLMNINGKGYILREISRC

>E1FMJO_LOALO
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MQEILCRTIRSKARIELTISNETESKLVSKIKNPCFALYDESTEVPNCNADNIIKEELLTLRGWKQRQKVS
TL

>E1FMJ3_LOALO
MSRLKKHERSRQLSSRSSDSGSYGRRTRSRSRDRRSSRSRSRGRRSSRSRSRGRRSSRSRSRGRRSSRST
SRGRRYSRSKSQDRRYSRSRSGDRRSNRSGSHGRHGSSGGRRRSRGSGRRRSRERSQSYLWRSRDRSKSR
SSEKIGREKHDKRSTRHGHSKQRGRSSQEKMKDTMKEIELMKSRMRSALESAQAKMDDVVEARVTETVAR
HRDIERTEEEGFHQSTFISSSGGAGGRLRKEDATDRIAMVTKKEDEHDKAMFGPKWRDAEKGYSDEKRET
VTDVEVDKETPLANARFSEDPAVREERWLKTYRERRAKLLGL

>E1FMJ5_LOALO
MSGGVYGGDEVGALVFDPGSHTFRVGFAGEEFPKGDIPSQVGVREVLDEMDDTVDQNAQKAKMKEYFIGR
TFVNVPRPRTEIKSYMKDCMIDDWDIFEQLVDYSYSRVLFSESQYQPVLESEAAWNTKANREKLTELMFE
KYNVPTFYVVKNAVLSCYANGRTAGLILDSGATQTSAVPVEDGYCITHAVVKQPVGGDMIAEQCRLMLEE
QKIDLVPSYKIASKEVVNEMEPPVWTEKKNLPEVTKSYETYMEKQILEDLAASVLQCCDTPIDVEFAEKL
PSSPFCFPNGYSKEFQAERTKTPEGLFDTTYLKSVNTSSTMSVSQIAATACGMCDIDIRPTMYSGLMVTG
GNSLLMGFTERLNHDLAHKCPPTIKLRVYAAPTPMERRFGSWIGGSILASLGAFQQMWISRAEYDDEGKS
TVSKKCA

>E1FMK6_LOALO
MKTEQEATDRTERCFNRLQTALRRDGSIPEIGLPLQAIEGFLTRLASLDSNNRFNTVCIGAGEREGRVLS
PLVQRLHYGLAHGIGRSGNLTERQPKATIGSSILSEITNKLALDATRCLGIPSTKAAMVVPVATGMALSLC
LGAWRHTKRRAKFVVFLRIDQKSCFKSIFTAGFEPITIDGIQETMISDGLITDLTALKVVLEKQKDETTA
VLSATSCFAPRQPDDLIAIGELCTKYGVKHLVNNAYGLQSPECRNRIEEAGSAGY IDAFIQSTDKNFLVP
VGGSIVATFDEKSLNIIANFYPGRASTVPSRDLLITLLQLGKVGLRDLYNMQQTNFEILRTAMREYAETI
GQKVMEVKMNRISLAVTLKGWTNQEQNAFGAQLFSRGVTGARTVPNGLSKT IDGYEFLNFGSHSSRQHDG
YLNVACAIGMTTREIEELVKVLKEETPKWAFSPSNNAHAKDSNSALRSSANCITALSTDDMQADESYA

>E1FMK9_LOALO
MESGLIKDNQLSASSSHDKDTTGPQNSRIRTERGSGAWCPRKQINSEVVEWLQIDFDMDMVITAVETQGR
FDSGRGLEYAPGYMLEYWRESLGTWARYKDGRQNEVLAGNSDTQSAVFQELDGGIVARNLRVIPVSDVTR
TVCMRVELYGCSYKDQILSYTIPEGDIIDGLNLKDISYDGITNSSGYLINGLGKLYDGAIGVDNFEKYPE
QWIGWSKEKHGATITIEILFVKKKIINATLFHASNFLKSGAQVFKRAHIWFSSQGDGQYSPRTLYFNYVP
DKNFQSARWVRIPVPSRIAKELRVELTLSENSNWLLLSEIKFEFKNGMLESDDLDDEEFDLDHLSNRGDT
LTYFAINDMSEDSARWISFAVITSLLFLFCALIVLFYLLWIYRRTFPRKGPFVVLKKNSKDLRMTIGGRT
AKRTSPNAYRMTNDNMQNSLLEKLHANQSSGGEYAEPYYVRYTSSFCNLPHQLALTQSNMLRYDLSDM

>E1FMLO_LOALO
MPYRRSQSRTRRGRSRSRTSRRNVASLSLLSMRRRRGLRLRSRSQVGFDLGRLLSSRRRRPTYRSRSRRS
SYRSRSTRSLRRHRPSNIRRRRHSSSRSRRRQFRSRRRSRSRRLSRSRRLSRSRRRSRSRSGSVDDYDET
RVVSLKR

>E1FML2_LOALO
MRYCAPEVGLSYLWILVISCSASTHYPEPTHVKHPASPTIMSSSTIVQLCSVADQPFLGATSTPLIHLSSR
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VIQRSMKRTAFVIFITLTMRRVEHNFSSNTAPFSTAQMKASDKTARNAVRNSSNRDRAWSC

>E1FML9_LOALO
MLTSSYICANKERYTNVRSTKILTLNKAERIKGWFSPIKLKGIKIVRGLTEFGIREALRRNEFFGGSMLE
VTTVSSNRVSDGDVEESGIAKFKRDAGKSHSWNTLFLGANAVAERLAEKLDLLLGHRVLVHV

>E1FMM1_LOALO
MLTRIHLLACKSTVASNSAHYTTIGNKRIGYNPDYDKDVEGIQKVKTDKSVGIDGIPSEVWKHGGHALQA
NFHELVLLDRTLESEYSILSFLSLEGLLCRSMCKI

>E1FMM4_LOALO
MEVNPIVTMLQFLHDISSSRWRSLRAMLSVACASSSWMSSNKKWTNSVHAVSHLKNPLRKLEDKLAFVVE
ATSMSSTLIKSSFAKSNHDDDDDDDDDDDDDDDY

>E1FMM7_LOALO
MPTYTCVCTQTHICTYAQTHENVHERAQLPQYKHSRMSAYYMQSLNRDM

>E1FMM9_LOALO
MDIYYLFEADASTILISYQMHIFLLWFIFFLITKKKTLGLTGCCVLTFRDADSNDDSHITTAIMIMIMDG
WMVIIVKQEGREISETELENKLKRILVEYYLKAQSREREIMSGEIVFCRFTQIYERFDFKCSECSLPSKM
AYQNLETAYELLPYGWKKNLYMETYLSL

>E1FMNO_LOALO
MKLVNFLIGLANFAETSPLRKAETSQLPVATKADNAKRNALPPGLRFDHKLEMVLPEGINESESTKDPRS
KRTKMYSGYCLRPFPAARGNYAVDYSRKTNIKLRKEISQGDQEDAFLLHIVEGYSSTTLPTKRAGNGTQS
SSVHEYDAPQLTVAENEKMFVEEMIGDQVVVKEKSLVDTVYALRDQLNNVQKELLQLNKTVDREQKSRRR
LEEMVRRLCQQLQQQQQSQQQQQGPKFSANLTSKAPLSARD

>E1FMN1_LOALO

MDEGAKISIDSSKYPLARKDNSILDDFHGTKVADPYRWLEDPDLNETKEY IMQLNSISQPFIASSPYREK
IKKRLTKLWDYEKFGCTSRRGDYYYYYHNSGLQNQSVLYRQKTLLDESEVFLDPNKFSEDGTTSIRNQCF
SHDGSILVYGISEKGSDWMTLKFKKADGTDLEDTVVGVKHSDLDWLIDNSGVEYSKYPEHKSALKGSSTE
KHEYHSLYFHKLGTPQSDDILVADFRSHPEYMCSGTVTEDGHYLIVDVSRGCDPYNMLYYYDVQEAQQKI
TGKVPLKPLFDKLDAKYELIDSDGDKALILTNHDAPMFKLIRVKISTANEGPSAWET I TPEDKNNKLEWV
VNVGGDRLVVSYIEDVKSKLYVHCPKTGQRFYETPLEIGTISGFFGRKNHTEMFLLFESFLTPGVVYYVD
FKGIEPSHQVKLKEIRRTATKDVDTSKFATKQVFCKSKDGTKVPLY IVHNKNLVLHGNTPVMLYGYGGEFN
VAVMPHFAVSRILFLDNFKGVFALANLRGGSEYGEKWHEGGMLKRKQNVEDDFTAAAEYLVNYNYTLPRK
LATRGGSNGGLLVAAVSQQRPELFGAVVNQVGVLDMLRYHKFTIGNAWIPEYGNPEEASDFEFTYKYSPL
HNIKIPNKGYQWPSTLLMTADHDDRVVPSHSLKYMARLYEAAHSAGSFQKNPLITRVDVKAGHGAGKPTS
KVISETVDMYCFLEKVLDLKWYESE

>E1FMN4_LOALO
MSMYCPLAVHLDYDPPIPSATTPVTTISNCVLSHNGFPDRSDLIQTVCQLYDVVQGERVHSRKTALIQHG
SPLHPYSVCNSNYGGHELCLPLIVDYVSPDLAPPTMAHHFYYLHLRDAKIPNTLKNDIYRQLYHTAPFDL



FTKYTELRSRFDLVPLKECRPLMLTILDFWIQRCKRLKMCLDATEFFPVRLKWTDSVFEGTRLKRDQLSQ
NWEIGCEVDEYGWAVEMVRAEHVTAFTENCPLMFMGDSTSTRLARY IEWGKRFSDIDGRFLQQFGIDNRK
LEESERMSTLFLLLQKIHFGNGCIAVVLSSGAHELAEGMAPSKYGKILKDILVYLLQFQLRILVVPPTPC
VENQFLWFQYMQQQVELSVKLPTVEFLIRPIHQTSDRCFLDALTIGSRTLDSFMCGDAGFTDFGIKKLGF
FLIEVMQIPKTNHNGEILKREMITATTSRQDDATFAYDCNKESSLGLVETQIKIWNEPIIDYKSIDNVPS
FPSMACTNLLSTDVAYLNVKSYSELAGYAGPSARNSLTSLATNIQNSRHRKKKTKIMGGSHNGYLWGQKQ
RATTSSSKKLGQFPKLTHGNYFTLAQERQDRRRRARTTEQLNK

>E1FMN7_LOALO
MGAGHRAGPLKQSNKRHKSGRHRTKGALDAVAGGKVGCKAVTGKHRFLIGKKARRLQAQQLRENKHAALK
LSEGYAASNGYLKQPPIFITVLSFDPNYTADELTALLCSCDETSYRNTSYNGCLNHLCIKRLKSRYVETA
PNYVNTDVILDYVKISDVIAFIWPANGEITVKDDILMSTLLAHGLPVTMHFVPGLCASATTKQKETIRKN
VTKLIANWSFGNEKLMHCDSENDGLLALRLISTMKKKLPCMQRMRSHLTAENVEKIEAEGDLCTLKVTGY
LKGRSLDVNNLVHVPWLGDFQMTQIVMEQDPFAPDKKVRIGIKTSGTTFKPDVNLQTSLQSEITPDPMDA
EQTWPTEDDIVKEAFKVKKIVKNVPVGTSAYQAEWI INDEDEISDEETEDELADNNVMKEAVNSEESDVE
NEMEVEKTSVISDTESFMETKDEEINMAEVEKYREARENEQFPDEIDTPMDVPARIRFQRYRALKSFRTS
PWDPLENLPKTYSRIFKFSNYRHSKKVALSNTATENEYSAPRGAFISTYISKVPTNLIDIWPRSKPLITY
GLLAHEQKMSVLNMVLKRHPSCTVPITNKQRLLFYMGYRHFEAEPVFSQHTSGDKFKMERFMPNDGAFVA
SVFAPIMFPPVPVLVYRLDSRGNQQLVATGGVLNVSPDRITLKRIVLSGHPFKINRRSVVVRYMFFNRED
IEWFKPVELRTPRGRRGHIKEALGTHGHMKCVFDQQLNAMDTVMMNLYKRVFPKWTYRPVVLHPSSGSPN
ESELMET

>E1FMP1_LOALO

MSGRKEKVAVPRNPVIVARHLKEAKNT IFENGRMSNDDFTNEFHSLPCKIEYDGPAKVSQYFVTEELEDN
QKVATFRGRILNGVQQQFPDAYRLYTAVEKEDRVSELVSFSSRRKERSAAENRLKVDSGIQEFADNSRVE
EVSGSAASFTRWEYDRSSSYQSPLVRATIGYLNIAETFAKDDD

>E1FMP4_LOALO
MERSVRNVKRMLRENVTRFLEHADGREVTITVTARLVKKHLSSLVILGLGSLVSLMAWYFLVLIH

>E1FMP5_LOALO
MVCPKIETCLEQCFLEDVLHFNSCAGKRCNEFYCYDDDCSYCTYVAKRIFLRICRENNIPNLPNVKFHGNE
MWNEAQFSFKNGKISFEMEIGFQILLFKMN

>E1FMP6_LOALO
MNDDDDDDDGNDDDDDNNNNNNNNLQMFEERALLKDYMDKSLATTLISQITVSVSDKVRRYAKTGIFYHT
MGRRTKTKAAMHTMSAVGMFSTMVDQFSFVCIMTKCRDACTACEQCNYALDQLSKITSGIKTSNALVDI

>E1FMP7_LOALO
MNTHWNKEVNYRVTNSQSGALTDDHPCENPQNLTCNGLCYIFQISGINTVDGTKQPFALAQGCSVGLEFDG
EVRCFERSITLRGRGGNFQLDGHYCLCGGNLCNRNSKIWIQHDPKKFYAQGQKAGS

>E1FMQO_LOALO
MFFVLEADSAHILEGSSSVISNVFLCLPIRGHSGPLLAVYMAKAECSCVLSSPGLTLVTLPCARTVTLVT
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LVKKSDQWVFRTARRQRWWKRSRSRIGGGRRPMIQIFPKTLYVFADKSSILVSEDMILPRPWTVQRRM

>E1FMQ1_LOALO
MLQTSCRNLLTLPPFAVSVTRLESGIPSVNDMKKSENDYHPSKYTILGNKRRDPMHYTDRKVGRGLDIRL
RNAQRIFVQKLLITTYHITPRSLFWMHLHGNEKLKIELHGEGRISQRNDPRDIIC

>E1FMQ6_LOALO
MIGRSGLFADIMCPYDEDCIRPHCHFWHSKDDISQQEQQSSVSLMSATLPEQPFVGYVGYMENQKTTIET
TMPLCSQSTYAPLDPVVYTQRPSTSAVQQSSVTYVPTKITARPMCKRMPSPETPKPRMPVELSVDDILDP
ANDKPKTSVAPSINNLSLIENTKVSEMSLNDYAKSVADIDTRIEELQRKIETERQQKEKIVHDIRALVKP
PAAVNSDSLTPKKHSGLNSKSKLTYTGGYTPTPTALLKSVQKAKNEARQKKKSKTEESDNEKEDVVNLKN
KVKGGKMKDKNKNVKVKEVTNVEASKLRVALKQQQSTEGKTQSVAKKKLDEQLS IEDLFETGVPATKKQR
NIDNDVKSKAGNLPEKMEKQKEIETKMEVEKRITHSSVQPTIQMCVTATKVRAPTMAQQLMNRYQKLQKE
KEELLKNMKLKEEVKAKKITTAEEKYDYKLGAVAATLGKGEKRMAHAPKISKSTKVNLVPLDPYSCGKVP
YALRARYLSLFYTECQKFCGSMSDAVVQAQQEEKT IKDRAVTKGGYTSAAVNVLRRLRDVNSPQVAALKS
VSHSATLAGRHHGSITVGQRKYSAPRKQSVSESEFYGLLLSKFVLDEQKLEQNGFPLWEGPDKKRVKIKT
SELDCKKKLFVEESDLKRICCRCGAEFSVTPKGEYAALKQCVYHWGKAFKTKSPPVFF

>E1FMQ8_LOALO
MFPNNPWTKHPNTAKTTHYTVPSTISAESVVVDDNTTDASAPHVPRADRDRLFANRSLLVLVWEMAEFLGA
SSGITVGWIVGSFDFGVDEITVGVSERADCPM

>E1FMRO_LOALO
MNLRRPEFPKIEMLCKCCIIIFITSSKEFEKKAAGVSKQTLPRIFYLDLRHSLGQLTANYWYGFNY IWNK
CQPLMPAKYGQSDNIIMHFVLHCNQSEYEQMDISKLYGYMIHSNLCLLQLTHDAFE

>E1FMR2_LOALO
MTTVLSCRTMWKMCSSDHSLKPIKTFTHQWIAFTESDDLATNRAGRNELTARY IKTRCGKTRTRKQVSSH
TQVLARKKARETQAKLKSAEASPPSAVSATVPGTSAEKEKPMSAALNNLSMLAMSKQNVLPRALYPTVWP
AGFPAPTAAQTAFSAQDDLKTYQRIVEINGYNNGQVSLNGQSPAEKLSPVTSLDDRATASSMLTLCGFTA
YVEPTPNNVASRVDLVRIPKLADEPLEVSCCNAGGIVRFRFFRSSNYILINADFPVYNPSLTHYQTFKLE
DIAEKYPPVLGELFAAGPRDGFFLVKCWANIEFTLPDDNSALYAVDSFYESTQRFDITVSTKVCSFGKQV
TEKVETYSPIENGRKFNFRLEGSPMCEYMVKFVAELKKLQSHDLMNSVLYNFTVLQVVTNRDTKEPLMV I
GFVFEVSPVPESTCRLYRLVAG

>E1FMR8_LOALO

MAVLAAQQYYIYHEDDAINIDKLENSLMMYLPEDDILDTNENNHERWLHLVLHAFRKKFQQNHPSAEEVK
ADVVTFAKQKWPLLFSRYFEAFSYASSSLPDSQLLTAVNWQGIYVIDGQDDVILQLTYPQISRIVSTTND
RDGIEMLTIEMIGGEEYCFESLSTKDIKQIVEFFLNGLKNRSRYLLALQDYFTGEGKEEWNTCLNFKKGD
LLFLNDEYCGASLRNNQFVKGENMRTGNQGMIPVNLVHVLPTICKPSVEAMDMLSRSQELGCPINRQMSL
MTHHLVVNREHTLERFANDNFRAAPRPPQGLSESFYEHYAPYSLWSYNREPTKMPLLKKLQGKREPSQAA
IKGYLAILKYMGDYPCRRIFTITELTDEETIRDELYCQLMKQLTRNYNPISMEHGWELMWLCTGIFPPSQ
SLLNEVELFFRTRQHPLALHCLVRLRRIQRIGRRKFPPHDVEVEAVRQRTVQIFHKVFFPDNSDEITEVD
STTKARDFCHRTATHLGLNSVDGFALFVKVNSKGNEMLVISTPDNEFFFDFLRQLFEWMHPKNGTVENES

64



YQLFFMKKLWINTVPGEDRIADLIFHYPQELPKYLRGYHAVTRKQVVELAATLLRARTRDDKAAPLSQLA
QITADIVPRDMIKIYSGTEWKKFITNAYVGRYENTIPSNEAKTHFLKTTAEWPTFSSTFFEVKQSSDLATP
DKLLVAINKTGVHLYNPSTKQRIVHYPFTILSNWNSGNTYFHMTIGNLIKGGRGTRLLLETSLGYKMDDL
LTSYIRLFLSTLNRPSTETTQSNTIDYCNK

>E1FMS2_LOALO
MKTVFVVTTVGSSCATILSLIVVVLIFHDISELYTNAVIEMEEFRTTAEDTWREITYASVNPYGATKTAP
FTLSSIFRAKRQNNQCNCGLSPKKCPEGPPGPRGKIGEKGADGLPGEDGMPGPPGVTLLATYNIPGGCIE
CPSGEQGPPGSEGPTGPPGPNGPPGAPGKNGKPGQKGPTGRKGNAGETGPDGPKGKPGRDGKDGKRGTGP
QGKKGPTGQRGPEGPKGDDGKDGEPGPHGEPGPDGKPGADGRDGRDGKPGISGIGGMPGKDALYCPCPPR
PQKTPAPPPNHYEQQKSDEPQGGYKQKKKMQKKQ

>E1FMS5_LOALO
MMQKRSEKMQATLHDTARWDRSNAAGVFQRNGGCSVLPTTGYPLTFHPDRPTPSPASVIETERSIQNSEM
KDSAYRMGGVRASDESTPRRDSAGKREIGLEQCLIPRMA

>E1FMS6_LOALO
MGWAAWRSLFHCYYCRCCAAICRAEQYNDGRWEGTKSKDATLRGSDRENFHYKPLRASSQDSTNNQSSIT
TVSFDPKTETFPENSPFLFSTFRLLQPFVAVY

>E1FMS7_LOALO
MSSFPFPSEVSAVPPEKSTQDDQHAKMSLLSSLDLLVPFAQQKNSNTERTTASANAHTIYVYQCPKETPMV
VRIQNTQNSAQFLKMCQRNYVGNKEFQRQRLIPKTNRESLKKTLHSSSVKKTSYTTLQIPTLQ

>E1FMS9_LOALO
MDVAMDERLRTYVQEVESRVRCQLDDRKKLEDAVPLSEEQLRKMDSTLKRTTAFMKKLKNIGCIQLTSVL
QDVDKVNLSKFVEEMTATIAEAKIKYSEVQAVVKVCVHLSCYYAEFSSLLLLEFRKLLPSRRNDKIQNPS
KLRVDIRLLGELCLHGVFGKEGVQLLGSVVSFLTLTDRTEHINIPIVLPFCKAMNVDLLGLHPYSTKQVA
SAANTKLPETSVISVDHKKTFAQLLLDYRSSLVDHIKQDLLEMNQLLLSIKRQTRTRGDASAEDRNHLGE
LRARYEKILTSGTQLSEYLGVEMEAMKEEQSEDEEEEVSALALSRALQEGTITIWPDEDTRQFYETRMEL
RQLVPATLFQESEQRTLDLVEGKIEDVDLSGLDATAEEAEDEGDEHSEGIDDEETKIDLNEMDLPSVAMS
RIDAPKISGQDLKLRMIAFMEQLPWLINRDLIDKAALDFVTNLNTRNNRKKLCQMMLEQHRNRLDLLPFY
GRLVATLEPVMPDLALELSHSLLQQFRAAVQSKKKQRVDWKIRCARFISELVKFEITPKGEGLSCLRMVL
FDFRGHNIDMCCAMVDAMGQFLYRSTDSHGKMKILLGVMMKKRDRVSDPRQQMLIDNAFYTCIPPPVQEK
PKPASDPFQDFIRYLISNLSRYRMEITVRCLRKLDWSDPVCANYAVECLSNPSLPRYNNVPYLASLVASL
SSCHDWIGIRVLDATLEDIRTALEFNSPSLNQSTVLSVIFLGQLYNYSVCDSPVIFKTLYQLITFGAFDP
LLDDWSNLARIGLVCELLLVCGEYFNAGSAKKKLDCFLAYFYRYLLAKEEAFKARDIVFPKHVRFRVEEM
SDYVRKGVKIPESFDEAQEVVDGIQQQYGKMVDAAREGKTAQQIEEE IMDEEEEEPRKINCAAEAGGDEN
ISSSDEIVVSTYDENESVRVHTNRVLLPEDELFSRANVVSVPVSEIVVPTSARQKFHRSTAFDANARSTK
SDDTSNSGTETRMATILTRGKGNKTVLKATAMDAPSFLTETWNAQREKERMELTVHKHITLS INERMMMDD
DESLSE

>E1FMTO_LOALO
MVAPTAYTSMLPSFMHHHYQQKRLNSSGSNSKHIPLSDNTTATFVLLQIVSTCSALTCMTCATSSSTHON
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ATQLDKFRITAQLPYPGCPMEPIRCDRDQDVCVTITMNIRGDGLYWIGAGCDRQEYFQHIACENVRTLTR
NVQLGMAQELRVLQRVCLASQYQRFGGHHPVQ

>E1FMT2_LOALO
MSLRISAEYSADTSKEMDGALKEEDWCYKYRSAFTYAPYNDLDKMGYEAPKRYASQVGSRYSRYSYSFSG
TEFMEEAPLTVHTTAVESIFVVLAFLLFLMTLPFSLIFSLKFVGDFERLVVLRLGRAQKTRGPGATVVLP
CIDTYTKVDLRVNAFNIPPMQIITFDRGLVELGATVFSQVKDALAAVCAVQERNRSTRVLSTATLHRLVC
KQRVSDVTSVVGRRQLCENLQVELDVLTTAWGVEITKVELSEVKVIKEGENMALATFNKVLKSELGSRI T
ETIKGAAQEFVVQQQQKRQSVHQQQIGNHTERDRADLSGELRKKNELRCTLNNSLKFLDIDHLLCSLTMV
IDNQLVASVGYIFQVNCTEFGNFYVDLKNGSGNCCKGISPTADVTLCLNRELLFKILKKEVTPMQAYLDG
SLRILGSVKAAVRLTLLSDRFSCLL

>E1FMT5_LOALO
MSRGNLGDSCSTDDQCSSGLICKNRTESKDGLCLFGTTLISHLAKKNKTDKSETYPDDYVIKTGATVETK
LESILTQKDEADITNKTTSEFTSNFLTENIKIGKTKITAPPLSVKETNTSREMTEGSVSLSAVKNNTVGK
MTTKVSSFPATEITTETFPSFPATEITAEKIPTFPLSSVTQITVEDTLSTKAPSSPATEITMRIHYRRKF
LHLQRQKSLLRIHYRRKFLHLP

>E1FMT7_LOALO
MNTMKALTCLLNGKGCRRITKEEDQFYDDTSSKKAGISRKDGKALEHTPLQPGNTSHNSEKEHKYNKFLA
WTKMDREINERYAMIFGAPILPIECNSSLPGHSETKSVQYTIKTDTHEFCNHLGTDQRDKITVESLWHVP
KHI

>E1FMT8_LOALO
MKKRKKRMNAYCIWVLVVAVLVIFYLSVFTEVSYHLHTHKRNTNLFEQFVALTNGERNRSDNEHRSQHCQ
VLHLALVVCGAVQLSYPLSTLIKSILRYRQQATVLHLLVDDITMSIISLLFSTWRLPAVKVTFYNASQYL
DRFSWIPNRHYSGRYGLLKLILNDILPADVDKVIALDTDVLIMGDIAQLWSFFSKMANLQATIGLVENLSD
WYLFNRSTPQRTVWPAWGRGFNSGVMLLDLAKLRNMSWSHIWEESASKNVKEYGPVELADQDVINAVIND
HRWIVQKLPCEWNFQLGFQSQQNLCAVEISHLKLVHWNSPLKTRIVNRYAVLLRRYYDSVRDIDGSMFRS
NTIHCRYGSQREHSTLDKVSEYDDNDDGCSEIRHARWITYRTLLYVRPYNFTAAPKNVVLITQFSVDRLM
HFNALLQYWTGPVSAAVYVTDSELSLLIQFFDDTLVNRTNVALHAVYKEGTYYPINYLRNVALNNSNDAS
FVFLADVDFTPAPGLYTMLYKKLVKTDSTNKRAFVVPAFEYTGNRVPAVPLTKNELLRELDARRMQIFRR
SVWIQGHAATDYDRWRHADQEYSVSWKADYEPYVVVRRSGLPPYDQRFVGFGWNKVSHVMLLNAAGYERT
VLPDAFVVHQPHHPSFEMVRYRSLATYRKCLKALKGEFVRDLIREQRKNWISNFSGDPLNDYSVLTIA

>E1FMUL_LOALO
MIRSLSTITLVWILAVEAGRITLYSGLAVEDRGNGTEEEKWNNEIDNGDNDDDDENFTNENSQDSDIYVRN
KFMPQILFAQKDKI TEWKDSDYEKGHLINDEFQNDNNTITEI T INNVKGIGSNGENVSKRGKDEIVRTFP
HM

>E1FMU4_LOALO
MTDNPKKLFLKFDSVKVLFYATFENFTNVQREELKKTVAYDVTKVGVLIQRHRQKNPLLVRNDPHLRDTV
MESQRVENRTNTLKIPTIPTLKIRDDRSQVTRQVSFLSATLNQ

66



>E1FMU5_LOALO
MDILNHHHYYKSSKCAHHIDQPPCQALAAQMSLAPRIMLHFSVEVEAVRSWEYVFVTGSAPALGGWMPSD
AFPLLPSQDSARQRWEGVVEVGSDPVKFRYFIGYYLHSGKEEEKNASLEYQLLNRSRVCATCMLPTNLAG
VNNSGISTVSAGKSLVSEASLLGKNQNE ILLRFHGNPFKFYKKRYAERSYCIKVTPFDLRHREAGSVDDD
DNEEGQDVVQPVVPSYSVAHIATLSSDDPHYREQSPSGDRFKVGSDYFIFRTRSVAVEFLGFRIELFAYD
EEHGPSTERFATAYALPSSFSGTFGVAGEPLLVKNRPVGQINVEYLFIRPLLTSCSVQKMNISYAKHWKK
RQPLEVGHRGMGNSYTKMNAGRENTIHSLNTAAKRGADYVEFDVQLSKDKIAVIFHDFHVLVTVAKRRTP
RLEAQPAEAANDYHETAVKDLKLKQLQLLRLEHYKANQTQTRQNYTKLSAEADEQDERLPFPTLLDALHQ
VDSSVGFNIETKYPMMQKNGLHECENYFERNDY IDIVLSDVLSNAGDRRIVFSSFDPDCCALLAAKQHLY
PVLFLCVGVTTRYEPFVDLRSSTSNAALNFAACIDILGVNFHTEDLLRDPSPTIQRARKFGLISFVWGDDL
DNKENIDYFKKVLRVDGLIYDRIGEIEARRNVFLVEREAKASLFRQSTSPIASRTVSLDDGPPSPAVSEN
SHSSGSTVSSNNSFYLHRPQTSLSSRKVSVTLEDLQVNKSGNVIRDESLETSNNCLHSTPYS

>E1FMU8_LOALO
MTLKTKVRETGSENFTPTLKNHGMANKKRVPKGI ISSSENSVGRKVEMAHLFPCMKKFFPIFDIKYLITK
REEMKTNGTSNGKKCDIYRFKTTATTNLHHALGKLACDVSQLSSADVEVIVNIQFKQNTTYVRFSKYHHN
EFGKEKVTMSKQ

>E1FMU9_LOALO
MAKKCAPRMRHNYEVTPGVMRFSAARMYAKRGAYAKKPYPAVEKKTERKTKFIVKPIGGDKNGKERKVE I
KKRPKYVKEGRTTRRAKRSPKKTVLRRSITPGTILITLAGRHKGKRVIFLKQLEKSGLLLVTGPMKLNST
PLRRTAQAFVIATKTKIDISRLKLPEHINDTYFRRFSSKKHLKKAMPTYLHKGQLKLESCGNLEYTVSDQ
RKADQKAVDSVVLEVIREHPEKKYLFGYLGSRFALGKNQFPHQMLF

>E1FMV1_LOALO

MVVRASDVDKNFFTPRDYQVELLDKACKRNIIVPLGTGSGKTFIAVLLIKEYTSKLVIPWKSGGKRAFFL
VDKVSLVGQQAAHTEHHTTLNVGKMHGHLNQDIWSEPAKFDAFTALHEVTVLTAQIFLDLLDHGFFNMSN
AAVIIFDECHHVLGSKHPYRLIMHRYGQLTEVDRPRILGLTASLISSKIPPNSLEQLLEKLERIMYSSIE
TASDLLSISKYGAKPKEYVIMCHDFFCCSCEISKKVVDTLENLRTFCLKCTEFHPEFDVDPRKPVLEAVN
RTKSVLEQLGPWCAWKVCQLFQRQLKKHSGQGFLPEKQVIFLQMAYTTMRFTKRLLDAKVASVRCENDMK
PILPDRLSRLFEILKFYSPSNMEKVDPDFTFCGIVFVEQRYVAYVLNTLIRATISRWDSDKFGYLVSDFI I
GYNSANTSAEETMALHKRQELVLRKFRQRHLNLLTATSVLEEGVDVRQCNVVIRFDRPTDYRAYVQSKGR
ARKDGASYFLLVEERDREQCSRDLKDFLQIERMLLKRYQNVHNPPEPTISPSIEAMDDI TAPYTVESTGA
QVTLTSAIGLVNRYCAKLPSDIFTRLVPQNTIVPETVGDHVMYRAELLLPINSPIKET IKLKKPLGSKKL
AQMAVALEACRRLHKRKELNDYLLPVGKDT IMLTALDEDPDEFIPNMNYKVGSARRRQLYDKRMAKALHN
ATPHVDEECYIYVMEMDLVKAVTGAANPKNRRI INPLDTEFCFGFLSNKKIPKVPSFPLFLRQGRMQANT
FPVKSRLLVDAQMLELLKAFHHYLFDNVLRLVKGGLVEFVPDKAPVNVLVVPLRRERNNKTNEVDFKLDYA
YVRNVVSSIDELPRIPTEVERRAFKFDAANFQDAVVMPWYRDRDHPSFYYVAETIDAKPSSKFPDDKFAT
FNDYFIQKYGIVIYDQEQPLLDVDYTSSRLNLLMPRHWSRSRNRTTEERGSESGGMSQGQILVPELVDVH
PTAASLWNVIAALPTLLYRINSLLLADELRELIMREAFSNPDYRTSDDVYWMPLDYPTPMDDLEMKPVQR
ICDLKKQVEEKSLENNDAKDSGSGMADFEIGVWDPELAKGLEGFCPNRGRRDETRGFEDIDGDALGLMYN
GSTLRQHGDMSDDDDEDATVLEDFINSVHERLGKSGDIFAPRENITSSGWDDLIVIEESAPNGINMPLSV
NSGDSQIDSRGLMADLSRMSWLLNMPTALPLAAVDTTNQGSVDVKKE IMKNGKKQHHPSIARKPAQLYLD
SLERLEDSDRGSLKSNRQEECIDLIEFCDEIDEIVSSEYDSTLPFDLRYFKGCLLDTDVELNTVEMLSPT
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KISLHQDGKLMDEEMVRSSSDLELFLOMSHNSDVAKLACSTANAYEVNRKQETSAPVLDWMTFSFEEDTF
NDHPDGVSPCTLLQALTLSNASDGINLERLETVGDSFLKYAVTDYLFHTNPEQHEGKLSFARSKEVSNCN
LYRLGRKHNLPSLIIGSKFDPNDGWLPPCYAPTSDFKAPNTLDAEERDKFIENVLEGKTVERQEPVRVPT
GWDEADRNSQVRRIADGIETIEFPKNMITSWDGEEITPLPYNLLTQQSLGDKSTADAVESLIGAHLLELG
PTATLRFMKWLGLKVLTEPVQVEPPLLRFIDTTEQPDKSLRKLNDLWVQFQFSKLEDFIGYRFNDRAYLL
QAFTHASYYKNRITGCYQRLEFLGDAVLDYVITRFLFQHSSHYSPGVLTDLRSALVNNTIFASLATKHNF
HKHFITAMCPRLHHMIEKFVCLCTEKNLSSANFNEEMYMVTTEEEIDEGEEEDIEVPKAMGDIFESVAGAT
YLDSGRSLDIVWRVFYNLMKETIDECCSNPPRSPIRELLEMEPERARFSKLERILETGKVRVTVDIQGKC
RFTGMGRSYRTAKCTAAKRALRYLRSLKKEKERAAGKQ

>E1FMV2_LOALO
MNCARGESSYGDGSNHCGLKDDEDGNLVKFTCFLCGLTENCRYGLVEVSGRTHNYRYKDEMY YMLDPFRN
RNTVNERRLTRTKANTCSKTSGSKTASILDILVLGAICSICGQPVCIGEDCGVFYAKAFCIVCINREKAH
FPKNFIEQIDATRKQRKSERKEVTVFV

>E1FMV6_LOALO
MASCGTYDKIIRHEWNVLETNNKSELCFCGIISEYFLHKDKYTVPAVLTSSTDFLGNEIREREREGGRGE
CSVFGCLDCLLACQGHGVIRAITKYRSITDDIDTFKEVGDERVQSGNLNQQGKSGIVAADLTTVYKQNMQ
FAASVDSLDSGPSCSEPTAISSSAPTVPVDSQKEPLSPVSERYRLKKFHLQQKYDY TYMSNNRLRNRLYH
TKKEINHLKRLKRVLCQRLFTFRDPFMDSCLEIPDNDPTSPTIERISSDATGKPSGSSKKKKAAEAKRVN
QVAEKTRAAMGSRKSQVPGCQRIPTWAFRYGHLWKTRRIRGMYTIRKVAVRCLQKPKEVGEVDLVTMEAD
TPRLAHMLSFGHNSKLIQVNEVSSMVETAKNSVISTIDSVITESHEERVRANQNSSGQKTPQQSPNVPAL
GEVMRNEAGIEGVSEDCEPVIERMLRASSIDHLLPVDPDSDTNNVLTGFGENLEENFMAED

>E1FMV8_LOALO
MFSRPWSFRCVKFRTTQSLKASSTQKIKKKKEEKEGNREKSECRKTQVASWNLIKFDITHTVLCASTNGLM
SRKRSKSRKRQRQELRGLNFAPIKTVLRQL

>E1FMV9_LOALO
MLLSCQYHYYHETDIYIYVIICIFVLTFIFIFMVIFAFIFIFIFIFIFVFVFTLIFIFVFIFILIFIFIF
IFIYIYVYIYIYIHIYIYIHICIYIVYPQ

>E1FMW1_LOALO
MELGEMNLEVELEDEDQEYTGTPEPDMTLPLRDQHCSTQSRDMKNIVPARSAWYAFVSCWACWINVSFQL
NQKLKLNLQEQKYNKNKSAATVD

>E1FMW2_LOALO

MDGSEGVELSNKPEILVESRRDY IGADEESEKDSREMARNDEELDKCESPKQEVDAHTLRHATQKLYSDP
SFAVICSFFNKFAVFLGLKPQCFTKMENMETSFHVTGKVDRDLIDLHLMLMRKLTFKSARLEVWEKYLLK
FCSLVPSLETEYLQLERYGYLHTTAATKLATLKALCESQFDFNVKFKESLLNSCAASDLRLLPIGYDKEG
LAYSYQQDADLVIRIYSAEQDDHSGGSWNLVAKCKEELENLVMELKNRLASKYLSNLLKQHEDSLALVQG
ETDEQTNVLSTFTTKRGALLDTYQDESATKRKLVKPSQMRKKADVEEASKKENSAPPVEITEDIPDEVKP
FLDRRILPRRSARSAAINQLKELTAPLKPQCGKRKNQQNKKQVEVENAKQLKILDKNDDQGDSEDNDENE
KDDNDVDDFILAETSTSSDDDFMPLSELKKKNQNSRRRRGRKATVEKDPFEMIESEEDEESDDSQEKKAK
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KERKKATEETLCMKCSKSSNPEVLLLCDLCDEAWHTWCLHPILWYVPDDDWFCPNCQQAMLIEKFSKVLT
VLAEQVKRKAAEDKKKEAAAERLKREMEYIGASLNNI THTVRDTKVESSESSEESGEDDGERKSKKKQSG
KFTYQRLGVHPQKPITPTALSRSRRHVAKVDYKFGAYDELTQLENVCVDVAGSVRLKGGAGRGKDMSNT I
NAENKQIPTGVEDSYQNDGLESHIRIQSKIGKPVKSRHRLNDLNVDEMTESDTDEYQGSDTASVSDPSDD
TDEYLPSDASCRRRTTKRNYSNKRTQSDDDFVVSGSESEYEPVRKKSHKSKNTRK IKGKRKREKWTTSDD
EDSTSEVSDNYQSEESSSSSVDRRAKRRTTTKWAPRASSSDAEDSGHSVQKTATGRPLRKAVAKRPSLTM
DDGEDEEEEDEEMEERLKVIRPVASGRKTESSDEFEPDDEEEEEEEEAEDEETADEKEMENKEKTTAVDD
EKQRQNDEEENVEGKRKKSVKVENGIEVMKEATSSATKALSVGCHKKQTEDTDTNDICPSTSNDVNVMAE
DRYRCQLTSETARKVKSEQMEQEVFYAASTKTEDLKEVEVKTAEKTTNIAVTSSNVTSFVPPSCFPSTSA
DLSSLNPSSLMQQMARLASSSATPVQQFDPSSAAYREMLQTAAPTFISNGAPLHIYSGPAPVTVYQVQQP
PLVRPPTGMVQPSIGPLSQGWPPYPPPNPFPTNAAAPPMVTATTIPSPTTDSETLGNVLASAMDY

>E1FMW4_LOALO
MLCAIEGISMISMRLKHFITTPIFYANGPPHIGHLYTALLADASNRWRLLRDGNADLDDSLFTTGTDEHG
LKIQQTATAAGCDPQSYCDNMSDKFKDLFCAFGIQPNDFIRTTETRHKEEELDKRGQIQQGKHEGWYSTT
DECFYASDEVEKLSEQNSMIKMNRYVHY ITVEDKNLVSKITGSVVEWVQEENYVFPLSKYLGKVRSWLSSC
DITRPKVYFPEAFQQASTERNLSMSRDRKRVTWGIAVPNDESQT IYVWFDALISYLTVSVIWPAFLIALD
LPLPKRIFVHSHWLVNGAKMSKSVGNVVDPFITASKSLSEEGLRYFLLRQGTPQNDANFTMLKAINVINTD
LINNVGNLLQRSTIEKLNPSQRYPAFYPDSFHNSLLELGEPLVHSVNSLAELYEEQFDELMIYKALELLM
EVMRQANGFFQFYEPWNELDDRKPAVPHYADHLLNRLGIKKNERGLGNVKLITDSKYFGRPLGEYSGPLM
ERIVCRASEV

>E1FMW5_LOALO

MSDDDRPRKRAKKALSHECTVILIDVGANMNRKGIATTDMQLAKDTVEWI ITRKIFTESADEFTLVLFGS
ELTQNPVTVDENIFFCEEEMQQAKIDWLRLIDKEIKPSKSTNGDFLAALTAALDYMRNHLESWPKSNITA
RNILLVTNLGGFNENVDEECIGAVINGMKALEINFNVIGPSIGMVSEDEDKIISNEESTIQPEEKLSNAM
RSFKIEPAERVLTDILKQTDGVIYSFAEALPVLQHFVSRKVNLRGQKFNLELGIDLKLPLQMYKKIQTTD
FKLAAEKYASITGTRLKRKTLYEKCVKDGEVDDGLTAMDVDVGRSDCASQGSSKIFAKETIVKGYKFGTTI
VPYNAEDQKEYGWKHENRCLKLIQFTKRSQILEHYLMDGGACYFITPPALDKNACVATSALVNAMIAEDSV
ALTRYVYNAASQPRIMGLFPRRSKKGVDMFVGIQLPFYEDFRGLNFPPLNSPATEPKNDHLSAMHSFVQA
MDLTKAHFNSQTGQFEESLRPRDVPNPKLQNVCKATKYRALHPNAPLPAFEDKLLGDLLEPNALLLKRAN
ESLVYLKTNLPMFESPNKKQHIKEVKEE ILPRMSADNSVLPEGGKFIKTDEVDA

>E1FMW6_LOALO

MSADVMSLAKRLDLQPKE INCLKSEKGKLLIFETKEYVNSLSEQNLRSKLRLEARRRMWKHKLESLPSDE
DIELFCINLQNKATYSRSEDDKLVDYNSYKQVINLAPKALQDFLSAETFMNLLQISNTKDEGRIAVDSTI
DYLLTKKDKLSKLIHLHYYDSASKGYLSIEDLRDFLEAEVLPLTIPSLANLNEEEPMLQDYYLCMATRKIF
FLLDTMQQKKVRIVDIVASRLLEEFETLNESSNGNAGDDESVEMEQGTSQTTGTLNWFSKRNCLRIKNTY
EQLDTDGNGLLSFSEMTDFQRITNSFMQRVFEVQQTYDNDELDLRGFCDLLFAIEHKSDRSALSYYFRVL
DVDGDNLLSASDLNFFYRDLAKMLEDCFSDGSSQKAPLFDDIKNETFDMCHPKNPKGITLKELTSSGKGG
TVVGLLTDLDAFLEYENREDVIYEE

>E1FMW7_LOALO
MGESGFILLPTEVDKIVDPFVDAGNLLIVDNDPLIDEDSKKKPSEEELSARVRDNAQFLFNKIWELERKR
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IDEAICAKLPGPLFRLPREKPLPSERQLTKWEQYAQQKGIRKRKKDRKVFDEQTQEWKARYGYKSVKDNN
AKEWLIETPDNKGNMIFFF

>E1FMX3_LOALO
MWIFGYGSLLWYTDFPYQSVIPGIVRGYSRRFWQLSPDHRGTTSSPGRTVTLVEDANGSCWGLAYEVAEE
QASNTIKYLDVREKAGYLRKEVMFYPDNGSSFFPINVYLAAENGNPYFTGPTDEKSIVHTILRARGISGT
NIEYVLRLAECVHRMAPHINDEHLFATEREVVDGCHQLNIQDDYLAKYLNQKRTIESLTKKP

>E1FMX4_LOALO
MYSVRMVVMFLLIVLVSISTITRNTEGDNKHVIIDERFGDNISKYQSNNTRYDENNHEDIKYEEFDIKKS
KRKSLKQDIFMLHGSNKFKVSYPPAKYRFFKTMLNKDLCDQYTLECIYYRSEYPRSRLSFDWKTGKEYNP
CHRFVEPCFGISEYDYKTARKFKSLKDY

>E1FMX7_LOALO
MPMLQLSDSFLGSQQNMQEVAKYRSAETGSFQLSSYETLRRVKPTPRYLYELTLCEPIFETDQIGPTKLN
ITDDV

>E1FMX8_LOALO
MKKAKEFSRRNENREGNRVRRRMDLLEMLRCAMNEERQKFLTSFRKKKGKKDEEEKEALPACFVNSFKTS
FANVVLMIVLIASTLFVGRIASFFDKIVLLELLNE

>E1FMYO_LOALO
MDRIVSYLSDRLLKNSSENWNTCHIAGNATWLTINSSGVINKLHAEHLSSRQDENTATAVEIPDELVDGS
FLADYRSKVRDSRIWESWNDRCLTLQRRISPCHFGLYVCLWPNNNEHQLMRSSPLVD

>E1FMY4_LOALO
MMLTMIGMLQEFSRRKRAKWMITKEAKLEVYLKWFAFDSFSPPLQRQLLIYSLWDNESDKIELYSTENGA
EVEHIYRQQIHYKYIDFFMNITYCNNILILIQKQKHLDPKTRKKCRIRISPSDTQHTLKVR

>E1FMY6_LOALO
MTPIQKPQAVKIMGLAFVLAITIPLSMFIKLRFIEYENFTANFALNTEVLMTLDIALMVQLYSPENILIQ
GINEEMLVSLIMSIKVISEYESYAVNSNGCRVRLLFPQRLSLTGTLGPEISGGLCD

>E1FMY8_LOALO
MRGIGGTSLSERNLRYPGECQVSRPDLMHAPPSVKLLHPILLTHAFLQLTDKLEGVETGWSGAVMQLRDH
RIGEQKCHWVVTIVLEKRRVG

>E1FMZ2_LOALO
MLTQVQFTPTPEYKTVLLGNGSVGKSALVKKETAIDGTICIVKVLDTAGTISFDSTYTANSSFESQECSS
NARFIHKNGDGFIVMYSLIDAATLTDTT

>E1FMZ4_LOALO
MNGEQRRKRSPAANSARISLWDEELRNNAWENLAISQLLPWRTISREQTGHPEGRQPEHHIVLRSANNFK
NCYFSPIQCVLVEEQ

70



>E1FMZ6_LOALO
MAKAHLFSSTFALLLFGAALNAQISKKGSFSSRVRFVITDDNNKMHLINNHCTTIRRLTALKLLEKPATV
EFVTQCEKGPIDLIFLVDTNTRSIIDFNEQQNRITDTIRWALWSLLPDCSLRMYKGMKKHQDA

>CLDZ_DANRE
MSTGLQLLGTTLGTLGWLGIITSCATPLWRVTAFIGNNIVTAQTMWEGLWMSCVVQSTGQMQCKVYDSML
ALAQDLQASRAILVISATVGLTAMFASFAGGKCTNCLADNSAKALVATTGGVAFTTAGILGLVPPSWTAN
TIIRDFYNPLVAEAQKREFGAATFICWGAAVLLVIGGGLLCSSYPKGRTSSRGRYTPASQNGRERSEYV

>CLD7B_DANRE
MAHKGLQLLGFTLSLLGLIGLIIGTIMPQWKMSAYVGDNITITATAMYQGLWMSCAYQSTGQQQCKVYDSY
LQLDSALQATRALMVVATLLTVAGLGVASMGMKCTNCGGDDKVKKSRIAMTGGITLSVGALCSIVACGWF
TSQIIRDFYNPFTPVNTKYEFGAATF TAWAGAFLD IMGGGMLASSCSKGQSSPNYPKSSRPVKSSRPPSS
SKEYV

>CND3_XENLA

MVKEGKAME TKEAFDLSQKAHQNHAKLVSSLRAAYNKTEDKSIFLEEF THFLKFPLIVYRREPAVERVMD
FVAKFVTSFHNSGGENEEEADEENSPVNCLFNFLLQSHGASSMAVRFRVCQLINKLLVNLPENAQIDDDL
FDKTHDAMLIRLKDRVPNVRIQAVLALARLQDPSDPDCPVSNAYVHLLENDSNPEVRRAVLTCTAPSAKS
LPKIVGRTMDVKEPVRKLAYQVLSEKVHIRALTITAQRVKLLQQGLNDRSAAVKDVIQKKLIQAWLQYSEG
DVLDLLHRLDVENSPEVSLSALNALFSVSPVGELVQNCKNLDERKLIPVETLTPENVLYWRALCEHLKSK
GDEGEAALENILPEPAVYARYLSSYLQTLPVLSEDQRADMTKIEDLMTKEFIGQQLILTIGCLDTSEEGG
RKRLLAVLQEILVMQNTPTSLISSLAELLLFVLKDDDKRIQTVAETISELREPIVTVDNPKDAAQSRKLQ
LKLADVKVQLIEAKQALEDSLTNEDYSRASELKEKVKELESLKTQLIKEAEEPEMKETRVEKNDPETLLK
CLIMCNELLKHLSLSKGLGGTLNEICESLILPGITNVHPSVRNMAVLCIGCCALQNKDFARQHLPLLLQI
LQLDEVKVKNSALNAVFDMLLLFGMDILKSKPTNPDDSQCKAQENADEDISEQEKPGSVDENLTNEEVQE
ETATVNGILHLFSGFLDSETAEIRTETAEGLVKLMFSGRLTSAKLLSRLILLWYNPVTEEDTKLRHCLGV
FFPIFAYSCRSNQECFAEAFLPTLQTLFNAPASSPLADVDVANVAELLVDLTRPSGLNPQNKQSQDYQAA
MVHDGLATKICNEILKDPTAPDVRIYAKALCSLELSRENSTDLLPLLDCAVEDVTDKVCERATEKVRSQL
RSGREEHRVSKETEPQVSKETEDRTNLQENEEGKQKDEANCDENTDTVKEKAARGKATKGRRKGPAAAAT
RRKASKAEEAEAEMERQEESQCVPVNTRPSRRAKTAALEKTKKNLSKLLNEEAN

>BAG6A_XENLA

MAANEKMEVTVKTLDSQTRTFTVETEISVKDFKAHISSDVGISPEKQRLIYQGRVLQEDKKLKEYNVDGK
VIHLVERAPPQTQPSTGGPSTSSSTSPTSSNAAPVPGAPERNGNSYVMVGTFNLPHVMSGLVRQQRPSVS
TVNGNDGSTLDVHINLDQQLPVQSEPRVRLVLAQHILQDIQRILDRLEGQAVNEQAAEPMDTAESEGEAS
SRETLPQTTQNTDGQSNTTPTSHPSPSEYVEVLQSLSRVEERLAPFMQRYREILSSATSDAYENQEEREQ
SQRIINLVGESLRLLGNALVAVSDLRCNLSSASPRHLHVVRPMSHYSGPMLLQQAATPIQINVGTTVTAT
GNGTHAGHMPSDGNAAQPPSTNTSEPQRPNTENQPPSNGERPASDAPPTSVPHPHPRVIRITHQTVEPVM
MMHMNIQDSASGGPTTIPPPTAGHGGSAHIHMPGLPPEFMQATSHQITQQAMAAASGQQIPGFQAPPRFV
FTRPAAPSFQFQPGTATTPPGPGGATTTVPGATVGPAGNASLAQMISGLVGQLLMHPVVVAQGGSSTSSS
TSSSTETSTSSSASSSSSTDTTSTTTTSSTANPTVSSVPSSQPPPGTDQHLSQLLGSLLGTASSGMSNIT
MGSPSITVTVPGMPAFLQGVTDILQATQTVPVSTAPTQSASQAPPPSSPPPPPAHSSPPPAAAPESLPPE
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FFTSVVQGVLSSMLGSLSAADQSGTESTAAFIQRLSGTHNIFQPDAEGPGGFFGDLLTLICHNFSLVDMV
MLLHGHSQPLQNLQPQLRSFFLQEYLHQVDPTPNNIQMASRNLTNGLEEY IRESFASVTVRDDVDITRTN
TEFLQDQENRITTHILHCADSTFGQRLLEMCNQSLFEWLALNLYCLRGDQNALTSVINERIRRLSLDVSP
VLVSWVTSVLSLRLQVLLGQMPVTEGETIQRHVRRVGDAPQVPEPSSQEQPMETMPVDCQNGAASPVLATH
SGGVLFLPPQSSVPTICPDSDHPTQEDGGSEQWAASVPPEWVPVIRQDMQNQRK IKQQPPLSDAYLSGMP
AKRRKTMQGEGPHLSLSEAVSRAMKATGAKPESSAECVRRELDNSEAQGRYREQLCQDIQKTLQDNESYS
AQRFPNTQRAFRGDP

>QIYHT5_XENLA
MRPLVMLTALIGAAFSLPLPPQPQHPGYVNFSYEILSPTIKWYQSMMKNQYPNYGYEPVSGWLQSPMIPVP
PMMQQQQLPSQNAVPKLPSHHPLLTPQQPLVPVPVHHPLIPLTPQHTHQLKPTYLFNSDGQYPTNTQLLE
PSKPDHESQNGQPTFPLHPLPPLVEERPQEPWQEAGNDKQEELD

>NOGG3_DANRE
MDNIPYFLATVLIFSLGFRIEEGMCQHYYLLRPTIPSDSLPTIVELKEDPDPVLDPKERDLNETELRAILGS
HFEQNFMSINPPEDKHAGQDELNESELMKQRPNGIMPKE IKAMEFDIQHGKKHKPSKKLRRRLQLWLWSY
TFCPVVHTWQDLGNRFWPRYLKVGSCYNKRSCSVPEGMVCKPPKSSHLTVLRWRCVQRKGGLKCAWIPVQ
YPVISECKCSCPN

>QIYHV6_TAKRU
MSASYPTPVYSHVGRGDFRDVYEPAEDTFLLMDALEKDAERLRQSCCTDVNPAAAQCTAKTSSSNKVSLQ
PVITSLVDSLLSRLSGKVDVLVENPPYVVTPSEEVGSRGIEAAWAGGSRGREVTDRFLPVVAQLLSTKGS
FYLITIAENDPEEIITSLCQQGLQGESFLTRRAGNERLSVLRFLKG

>Q9YI01_DANRE
MPCRKENYIFLEQSVTVDSKEVDALVSKIGEALQLHNNSSSQKAMSRLHGFTGSKPNGGGGSSTGGQRCI
RLRSRSLRTSRASPYNPPGSSDQEWDHFKSSWNRKKIDEDDPHQLLQELILSGNLIKEAVRRLQFSSEPS
DHDIPKSVD

>Q9YI32_CARAU
MPSSSRCCATGVFILPSLLLLPLFFLSLICGVQGATLREHRLSESEPVSYGPASQIRPPPSAEMLRALRY
IQSLSQRTPPDTLDDERQQDTSDDMESIRSMMQLAAPSRMDRGMDESKEREKDKTQELLQAVLTTLQQTE
EHMMPQKNSQKVITPSQPRYAVHPFPGPKQQLEMETSSENYGRTSWTNPDTRRQHRKLPPMFDNEEDMEQ
PLKRTNENAEEQYTPQKLATLQSVFEELSGIAASNANSKREDGEDDDDNDNDLYRQRKMVLEDIMGTDEW
APLEEQTETQEEERERHGFNRNLEDDEQEEDEEDDDVKRSTQPDWFQTEKEEEPEDIAKLVDYYLLKILE
KKEQEQQKRQEAGKSEQESDREVEEKDADEDEDEEEDDKEERETKPVHSTLPESLSQI TKISQMLQIPPE
EVLELLQNEKQKDLFRIPTKSRTPYATAHKTFAASPHRRPTEASEGNSVDEDIMNILELVNAAQQNNRPV
QAKTSSYYERETGRNDYDDTVDEDDELANYLAPKMVAHGQRRARLTPSRDEDQPVYERADYFEKSAPEKR
PGNHENAAAGLDNNTMLQILRFLDPESDDADEIDSEGKTVPEM

>TYRO3_DANRE

MEVSLCILLFLLHFNEGIHGVRFTQKPFHQTVTQGNMVRLGCAFEGLSEPET IWMKDGEKLFSTDQMYIT
LDPYHWETFHSVKSVQQQDAGKYWCEVEYHGAI TSSEPAWITVAGVPHFGVEPEDVAAFAGESFNLTCAA
SGPPEPVEVLWWLGGEQNGDFTPSPSVLFVKGVNESTKFHCEPRNARGISVSRTGTVHIKARPDSLGRTG
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HHVSDENITLTWSPGFTGHSQLSTCTIQLSRGPGEVKLPDVVVEVPPFQHVFEGLRSYSNYSVRVRCDNE
VGSSPFSPWVDFHTPQAAPSAAPKNFTFDLSEQQLTLSWATLEQEELRGRLQEELRGRLLAYKLQWNQGG
ESQDPLLFKENVAHLSGAGRFFNATFQVAACTMAGCGPWSQPVLVMPVSAMQAQTQRGHMWVGLLEGLLV
ATMVGLLLIVLIRNRGKETQFGSAFAAQGAEVPVSFTAARSFNRQFPELPESTLDSLGINSDLKAKLQDV
LIFERLLTLGRMLGKGEFGSVREAFLKSENNSGQKVAVKVLKTDINSSSDIEQCLKEAAYMKDFHHPNV I
QLIGVSLHRRAQQRLPIPMVILPFMKHGDLHTFLLMSRLGDEPFTVSQQILIQFMLDIARGMEYLSNKNI
THRDLAARNCMLNENMSVCVADFGLSKKIYSGDYYRQGSVSKLPVKWIALESLADNVYTTQSDVWAFGVT
MWEIMTRGQTPYPGVENSEIYEYLIKGERLKQPPDCPADIYEIMHSCWSPVPKCRPSFQHLIDQLELLWA
KLNPAPVKEPLLYVNLEEEDGEQANSGTRSSEEPSWGVPWQCAGIEEDEKDWLMVSSGAALATGGDYRY T
IGPSVSAIDEESRHSEDGLSEDIREEEEDVIINV

>Q9YI90_XENLA
MADLGQNFSLQDAMTDGPAEIESEVKQDFITSLENEKFDDEVGETCDKSNYVPLLDDDDVKEPKNKSERS
AAPHDSIMENGEHNLGENEVTDPFGSNYDENVLSDLPPFDTTNQPALSEHFEAERTVPAEELNPFEEGWL
TDSNSKTDSPSGDISEITTATCGDTPSDSSIQVPLPLTQSDNMAGIWQPTAEEQLALSPHQPAEPLRSSE
EATLLLPEGQASFDAYLQEGSRDFLSHDQEKLECGGAAELTSCISFDAPLDPYAEPLPGHEFPHESEEHA
KESNIVEPADSTVNEDSPEYLSVDAQNAQLVEQVDEAALLLAEGQLNEVGQPEDTANNPVVEERDREGST
TNEELLDSEEVEHQTAETPSEKLDLVLEECKSDTSTPHGGDTPSEQELILEEENQNYEAQLPCEDFLPSK
TEDKDLLQYKTEDEDLSPLKTEGQDLLPLITEDEVLNPATPEAEVLTSHIPEAEVLTSPIPEAEVLTSPI
PEAEVLTSPIPEAEVLTSPIPEAEVLTSPIPEAEVLTSPIPEAEVLTSPIPEAEVLTSPIPEAEVLTSPI
PEVEVLFAPIPEEDVLSAPISEVEVLSAPIPEAEYFSAPTPEVEYFSAPTREAEVLSAPTPEAELLSPIT
PEAEVLSNPKTDLLDENITENLLVPEDIPAQQAVLHFEEALLQQTSSEGSPVEEQSSVVETAPEKNDEHK
AVPHVEFPQDIQAKPETAEPAAAAATENEKTSPPNKELPPSPEKKTKTSAATPSKTPLSKSKPTGAATAP
SPKRALSATPTQKKSASPAPASTTTPKRPLSSASRVTSATPKDSKPKTLDLKSPVKSPDKKPAALKQTPT
SATPRTSVKASPVASKSSTATTAAPTTGSTAPKAAVTPKRPTAPKIDVKAADVKRVPSTKSTIDASRPKS
VPADLTKANGAAAAPTRPRTTKPAVPKTTGASNTAMEAKKLPTARTAPLAKPSTAPLSKTSTAPLKTAAA
PKQPRPATVPDLKNIRSKIGSTDNIKHQPGGGKQVEKKPVPISTARKAVPPAVPKTATTTKSTDTKEAAQ
KQSNGKVQIVSKKVNYSHVQSKCGSKDNIKHVPGGGNVTNAAKPATGGTRPQASGAHKPGSANVQILNKK
IDLSKASAKCGSKPSMKNKPGAVETNTGNSKKQETAKETQEETVKVVESQNIGEQDLSSQNGDLVTPSEV
PRQESQENGVGERSPAEGDNQRESFNTLIPETST

>QIYIB1_ANGJA
MRADRLFIGATVLSLFGCLCNAQFQTRNVDGFGTNPRLASKPVGSQAPITPRPTLGRPWFTQAPVTPRPT
FGGPGITQSPVTPRPTFGRPGITQAPVTPRPTFGRPGITQAPVTPRPTLGEPTHTVEAPTAKPDAVKVHC
GESSVQMEVDMDLLGIGHLNQPSDITLGGCGPVAQAKSTRALLFETELHGCGSVLAMTEDSLVYTFAFNY
QPSATGATPIIRTSSAVVGIQCHYLSLHNVSSNALKPTWIPYHSTLSAEDLLVESLRIMADNWQLERTSN
VFFLGDLINIEISVVQANHVPLRVFVDTCVATLDPDMNAVPRYAFTENKGCLMDSKLTNSRSQFLSRVQD
DKLQLQLDAFRFAQETRSATY IFCHLKATAALPDSEGKACSFPLGKERWIEASGNDQACSCCDTSCGGRK
IRSVNSGIQYEGGAVLGPIVVQEAVKDVPESTSPLNADHQAEGASEVVFMAGVMAAVGLVCIIVLGMVLV
WRRYKPVL

>LEG2_CONMY
MSDRAEVRNTPFKLGMYLTVGGVVNSNATREFSINVGESTDS IAMHMDHRFSYGADQNVLVLNSLVHNVGW
QQEERSKKFPFTKGDHFQTTITFDTHTFYIQLSNGETVEFPNRNKDAAFNLTYLAGDARLTFVRLE
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>SYUG_MOUSE
MDVFKKGFSTAKEGVVGAVEKTKQGVTEAAEKTKEGVMYVGTKTKENVVQSVTSVAEKTKEQANAVSEAV
VSSVNTVANKTVEEAENTVVTTGVVRKEDLEPPAQDQEAKEQEENEEAKSGED

>CDC7_MOUSE
MEEPMAFSSLRGSDRCPADDSLKKYEQSVKLSGIKRDFEELGEAVPQLVNVSKIKDKIGEGTFSSVYLAT
AQLQEGHEEKTALKHLTPTSHPMRTAAELQCLTVAGGQDNVMGLKYCFRKNDHVVIAMPYLEHESFLDIL
NSLSFQEVREYMYNLFVALKRIHQFGIVHRDVKPSNFLYNRRLKKYALVDFGLAQGTRDTKIELLKFVQS
EAQQEDCSRNKYHGVVGHKGLLSRPAPKTVDQQCTPKTSVKRSYTQVHIKQGKDGKERSVGLSVQRSVEG
ERNFNIHSSISHESPAEKLIKQSKTVDI ISRKLATKKTAISTKAMNSVMRETARSCPAVLTCDCYGSNRV
CSVCLSRRQQVAPRAGTPGFRAPEVLTKCPDQTTAIDMWSAGVIFLSLLSGRYPFYKASDDLTALAQIMT
TRGSRETIQAAKAFGKSVLCSKEVPAQDLRALCERLRGLDSTTPRSASGPPGNASYDPAASKNTDHKASR
VQAAQAQHSEDSLYKRDNDGYWSHPRDCTSNSEGWDSVPDEAYDLLDKLLDLNPASRITAEAALLHVEFK
DMCS

>WDR46_MOUSE
METAPKPGRGVPPKRDKPQAKRKKPRRYWEEETTPAAVATSPGPPRKKARTGESRPPRSKSAHTAQKSRF
SKKPPISKTAPDWKKPQRTLSGAQDPFPGPVPAPLEEARKFCRIDKSKTLPHSKPKTQSKLEKAEAQEEE
ASVRAARAELLLAEEPGFLVGEDGEDTAKILQTDIVEAVDIASAAKHFDLNLRQFGPYRLNYSRTGRHLA
LGGRRGHVAALDWVTKKLMCE INVMEAVRD THFLHSEALLAVAQNRWLY IYDNQGIELHCIRRCDRVTRL
EFLPFHFLLATTSETGFLTYLDVSVGKIVTALNVRAGRLSVMAQNPYNAVIHLGHSNGTVSLWSPAVKEP
LAKILCHRGGVRAVAVDSTGTYMATSGLDHQLKIFDLRGTFQPLSSRTLPQGAGHLAFSQRGLLVAGMGD
VVNIWAGQGKASPPSLEQPYLTHRLSGHVHGLQFCPFEDVLGVGHSGGFTSMLVPGAAEPNFDGLENNPY
RSRKQRQEWEVKALLEKVPAELTCLNPRALAEVDVVTLEQQKKERTERLGYDPDAKAAFQPKAKQKGRSS
TASLVKRKKKVMDQEHRDKVRQSLEQQQQKKKQDMAMPPGARPSALDRFVRRAREGGLQVDP

>CST9_MOUSE
MSCPLRKKALPLTMLLLLLSFHVLITPVSKANKETNRSVHFIPTVEFAVNTFNQESQDEYAYRMEHIMSS
WREKVNFPTVYSMRLQLRRTICKKFEESLDICPFQESHGLNNTFTCLETVGTYPWITKFKLFRSVCS

>Q9Z015_MOUSE
MKDIQLRRKEAKSTLQAVCTLLNSGGGVVKAHIKNQNYSFTRDGMGLDLVNSLPGIMHLPHDYLDFMQHK
DYFFVEFVKPLKPNQKGPGITTLKTNLYRRINSISDEVKVANAVQLLKSRTDPEEKAESRPSSPGKIVCNE
TLNECLSLFNRDWLAYEETFCFTKSIHAEVKLTPKEK IFPKEKILELLPQTVSAFANTDGGFLFIGLDGK
TQQIIGFEAEKSNLVLLESETIEKCIQQLPVTHFCGEKEKIKYTCKFIEVRKSGAVCAYVCALRVERFCCA
VFAAEPESWHVEGGCVKRFTTEEWVKRQMDATAVMPGKVICCPEALYMKPFSQHEGYEHLVRTELGSLLK
GTLVISKSWALDLGLQEKQEVIWDVLHISQGSLLTLYVFVQGDENLEGNSSLLGELGAELKGYYKQIALT
LKQMLLNHCGYTAEIGITVKITYLGHKTMCLYDTSTKIRYPQKYYLSAKAVKDLEKALVEILGSYESFYS
LPRRNWDSFMSAFLNVGSYIVPVLRNV

>ITSN2_MOUSE
MMAQFPTAMNGGPNMWATITSEERTKHDKQFDNLKPSGGY ITGDQARTFFLQSGLPAPVLAEIWALSDLNK
DGKMDQQEFSIAMKLIKLKLQGQQLPVVLPP IMKQPPMFSPLISARFGMGSMPNLSTHQPLPPVAPTATP
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LSSATSGTSIPPLMMPAPLVPSVSTSSLPNGTASLIQPLSIPYSSSTLPHASSYSLMMGGFGGASIQKAQ
SLIDLGSSSSTSSTASLSGNSPKTGTSEWAVPQPSRLKYRQKFNSLDKGMSGYLSGFQARNALLQSNLSQ
TQLATIWTLADIDGDGQLKAEEF ILAMHLTDMAKAGQPLPLTLPPELVPPSFRGGKQVDSVNGTLPSYQK
TQEEEPQKKLPVTFEDKRKANYERGNMELEKRRQVLMEQQQREAERKAQKEKEEWERKQRELQEQEWKKQ
LELEKRLEKQRELERQREEERRKETERREAAKQELERQRRLEWERLRRQELLSQKTREQEDIVRLSSRKK
SLHLELEAVNGKHQQISGRLQDVQIRKQTQKTELEVLDKQCDLEIMETKQLQQELKEYQNKLIYLVPEKQ
LLNERTKNMQLSNTPDSGISLLHKKSSEKEELCQRLKEQLDALEKETASKLSEMDSFNNQLKELRESYNT
QQLALEQLHKIKRDKLKETERKRLEQIQKKKLEDEAARKAKQGKENLWRESTRKEEEEKQKRLQEEKSQD
KTQEEERKAEAKQSETASALVNYRALYPFEARNHDEMSFSSGDITQVDEKTVGEPGWLYGSFQGKFGWEP
CNYVEKVLSSEKALSPKKALLPPTVSLSATSTSSQPPASVTDYHNVSFSNLTVNTTWQQKSAFTRTVSPG
SVSPTHGQGQAVENLKAQALCSWTAKKENHLNFSKHDVITVLEQQENWWFGEVHGGRGWFPKSYVKLIPG
NEVQRGEPEALYAAVTKKPTSTAYPVTSTAYPVGEDY IALYSYSSVEPGDLTFTEGEEILVTQKDGEWWT
GSIGERTGIFPSNYVRPKDQENFGNASKSGASNKKPETAQVTSAYAASGTEQLSLAPGQLILILKKNTSG
WWQGELQARGKKRQKGWFPASHVKLLGPSSERTMPTFHAVCQV IAMYDYMANNEDELNFSKGQLINVMNK
DDPDWWQGETNGLTGLFPSNYVKMTTDSDPSQQWCADLQALDTMQPTERKRQGY THELTQTEERYMDDDL
QLVIEVFQKRMAEEGFLTEADMALTFVNWKEL IMSNTKLLRALRVRKKTGGEKMPVQMIGDILAAELSHM
QAYTRFCSCQLNGATLLQQKTDEDTDFKEFLKKLASDPRCKGMPLSSFLLKPMQRITRYPLLIRSTLENT
PQSHVDHSSLKLALERAEELCSQVNEGVREKENSDRLEWIQAHVQCEGLAEQLIFNSLTNCLGPRKLLHS
GKLYKTKSNKELHAFLFNDFLLLTYLVRQFAAASGHEKLFNSKSSAQFRMYKTPIFLNEVLVKLPTDPSG
DEPVFHISHIDRVYTLRTDNINERTAWVQKIKGASEQY IDTEKKKREKAYQARSQKTSGIGRLMVHVIEA
TELKACKPNGKSNPYCEVSMGSQSYTTRTLQDTLNPKWNFNCQFFIKDLYQDVLCLTMFDRDQFSPDDFL
GRTEVPVAKIRTEQESKGPTTRRLLLHEVPTGEVWVRFDLQLFEQKTLL

>CLD13_MOUSE
MVVSKQEATSFSVTSLGWVGATVSCVLPVWRVTFPDDETDPDATIWEGLWHICQVRENRWIQCTLYDTRI
LVAQDIKVSRVFMVICTIGTWLGLLLCVLGDWRINCFMNFTIEENLLKVAGGMFLSVGLLMLVPLSWVTH
NITHGFFNPLLGFSKKVQMGSSLSLAWTSSLLLLLGGILLCVNIPVCRDFPRCIETPSARPSGANNDTLD
V

>TI17A_MOUSE
MEEYAREPCPWRIVDDCGGAFTMGTIGGGIFQAFKGFRNSPVGINHRLRGSLTATKTRAPQLGGSFAVWG
GLFSTIDCSMVQIRGKEDPWNSITSGALTGATLAARNGPVAMVGSAAMGGILLALIEGAGILLTRFASAQ
FPNGPQFTEDHSQLPSSQLPSSPFGDYRQYQ

>PA21B_MOUSE
MKLLLLAALLTAGAAAHSTSPRAVWQFRNMIKCTIPGSDPLKDYNNYGCYCGLGGWGTPVDDLDRCCQTH
DHCYSQAKKLESCKFLIDNPYTNTYSYSCSGSEITCSAKNNKCEDFICNCDREAAICFSKVPYNKEYKNL
DTGKFC

>IRS4_MOUSE

MASCSFSGHQALRRLRASAAAAASAALAAVATTPLLSSGTRTALIGTGSSCPGAMWLSTATGSRSDSESE
EEDLPVGDEVCKRGYLRKQKHGHRRYFVLKLETADAPARLEYYRNARKFRHSVRAAAAAAEAAASGAAVP
ALTPPRRVIILYQCFSVSQRADARYRHLIALFTQDEYFAMVAENESEQESWYLLLSRLILESKRRRCGTL
GALPDGEPAALAAAAAAEPPFYKDVWQVVVKPRGLGHRKELSGVFRLCLTDEEVVFVRLNTEVASVVVQL
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LSIRRCGHSEQYFFLEVGRSTVIGPGELWMQVDDSVVAQNMHELFLEKMRALCADEYRARCRSYSISIGA
HLLTLLSTRRHLGLLPLEPGGWLRRYGLEQFCRLRATREREEMLEFTRRFISPREPPPPFRRGRGHLPRAR
RSRRAASVPPSLFRRSAPSPGRIPQPEDVPNDRAREASGSSSGNTEEKDKEGEEGNRGDCITPMNNWGSGN
GRGSGGGRGSSGAGSSSAGSGGRAGSGGGAGSGGAGAGGNQCSGNGQGTAGGHGSGGGGHGSGGGQRPGD
GHGSGGGKNSGSGKNSDDGDRGKSVKKRSYFGKFTQSKQQQTLPPPPPPPPAAGATGGKGKSGGRFRLYF
CADRGTKERKEAKEVRDMETSGGATRGPYRARAFDEDEDDPYVPMRPGVAAPLACSSDYMPMAPQNSSAS
TKRHSRSPFEDSRGYMMMFPRVSPPPPVPSAPKAPDTNKGDDSKDNDSDSDYMFMAPGAGATPKNPPNAQ
GGSSSKSWSSYFSLPSPFQSSPLGQSDHSEYVPMLPGKFLGSGLHKEASFSQGTKNVSSKPSTEASFSKP
EDKGSSAKPSDDVPPMNKAKEPNHLSFTAKGTQVKPKPLNPTQERREAAGSRDY INIDFIKRERLVLPSS
AQGLPDMRGVVTDPAPTAFSGYLNVEFGVPFPNPTIRLSDLLRVLPGANSIPLAGTRWPFPGSAIGSIVE
AGEYIEVIFNPAMTPAMSFADSAICYDAQTGQIYVVDPFSECCMDVSLSPGRCSEPPPVARLRREEAQER
RRPQSRSQSLFASTRAAVSAFPTDSLDRDFPAASAVIAAPAEAPLLAVSRALAVVSALAAAPSIGDVFAG
FRAAAGVDSASARGFQPVAGAQAVREFQDLAAGWNPGALNHRARGEDLAAGAAAPPPPPRQIWVLRPQER
ADSEDDDDDDDDIYVRMDFARRDYRK

>STAU1_MOUSE
MYKPVDPHSRMQSTYSYGMRGGAYPPRYFYPFPVPPLLYQVELSVGGQQFNGKGKMRPPVKHDAPARALR
TLQSEPLPERLEVNGREAEEENLNKSETSQVFETALKRNLPVNFEVARESGPPHMKNFVTRVSVGEFVGE
GEGKSKKISKKNAARAVLEQLRRLPPLPAVERVKPRIKKKSQPTCKTAPDYGQGMNPISRLAQIQQAKKE
KEPEYMLLTERGLPRRREFVMQVKVGHHTAEGVGTNKKVAKRNAAENMLETLGFKVPQAQPAKPALKSEE
KTPVKKPGDGRKVTFFEPSPGDENGTSNKDEEFRMPYLSHQQLPAGILPMVPEVAQAVGVSQGHHTKDET
RAAPNPAKATVTAMIARELLYGGTSPTAETILKSNISSGHVPHGPRTRPSEQLYYLSRAQGFQVEYKDFP
KNNKNECVSLINCSSQPPLVSHGIGKDVESCHDMAALNILKLLSELDQQSTEMPRTGNGPVSACGRC

>Q9Z117_MOUSE
MEQNKETWKMERQEAVAKDPGPQASYSLFFKEKIKEETQKEMAGSPLIMSQRLLTFGDVAVEFPQEEWEC
LDSAQRALYIDVMLENYSNLVSVENYCISDTVHQHVKTEKESCQGNELGEMLHEPTNCALYIRRDTIETS
NNYRCSKDRDGSVDLLNQDRHKSTHTGEELCKSEDCEKSLSLSSNLTENQRLYAANKLQSQGEYDDDFSS
VYSLMQQTIYIGDTPHQCEKCRKCFSTASSLTVHKRIHTGKKPYKCSVCGKSFTQCTNLKTHQRLHTGEK
PYKCKECGKSFPQLSALKSHQKTHTGERPYKCKECDKSFAHCSSFRRHQKTHRAEEHCSCPECGKVLHQL
SHLRSHYRLHTGEKPYKCNECDRSFTYYASYRRHQKTHSLDKFYKCKECGKSFLELSHLKRHYRTHTGEK
PYKCEVCDKSFTVNSTLKTHLKITHTGEKPFKCRECDKSFTKCSHLRRHQSVHTGEKPYRCKECDKSFTEC
STLRAHQKTHTGEKPYKCRECDKSFIQRSNLITHQRVHTGERPYICKECGKSFTKCSTLQIHQKIHTGEK
PYKCMECNKSFTQDSHLRTHQRVHTGERPY ICKECGKSFTRCSYLRAHQKTHTGEKPYKCKDCDISFIQI
SNLRRHQRVHTGEKNTIATIVT

>Q9Z161_RAT
MVQSWLQGPKSSPGLSLDTCRSEAPKGAVHAHHLAVHMCPSQTCLLTHSDRDVIVPIVLSYEGHHWPVLG
GISGIDCDEFLSVILGQPVHLDGVANSTIGKKEHFNLFKAASVSHLVQVVPQELFRVY

>P2R3A_MOUSE

MPERPPIRALRRDPDDPAVAQALASLARGSDLVFPSRFQKWLRDFRQVHAHRKEEPPPQSPPPGHTVPAF
YFPCGRPPPRPQDTEDATALVECAFEGLPRGRAGLGDMAVVAKACGCPLYWKAPLFYAAGGERTGSVSVH
MFVAMWRKVLLTCHDDAARFVRLLGHPGCSGLIQEDFVPFLQDVVNSHPGLAFLRAAKDFHSRYITTVIQ
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RIFYTVNRSWSGMISREELRRSSFLQAVSQLEVEPDINRMTSFFSYEHFYVIYCKFWELDLDRDLTIDRS
DLARHGDGAISSRMIDRIFSGAVTRARLPRKVGKLSYADFVWEFLLSEEDKTTPTSTEYWFRCMDLDGDGA
LSMFELEFFYEEQAQRMAARGVEPLPFHDLARQVLDLVAPRCPGRITLRDLKQCGLAGEFFDAFFNVDKY
LAREQREQAGTPQDTDSDPAASAWDRYAAEEYDFLVAEEAMAEDDDDHDEGSDPIDLYGLADEDCDDLEP
L

>Q9Z190_MOUSE
MIFIVAERRQGVLTLGAV

>EYA4_MOUSE
MEDTQDLNEQSVKKTCPEADVSEPQNSRSMEMQDLASPHALVGGSDTPGSSKLDKSGLSSTSVTTNGTGY
SLLAVKTEPLHSSESTTTTGDGALDTFTGSVITSSGYSPRSAQQYSPQLYPSKPYPHILSTPAAQTMSAY
AGQTQYSGMQQPAVYTAYSQTGQPYSLPAYDLGVMLPATIKTESGLSQTQSPLQSGCLSYSPGFSTPQPGQ
TPYSYQMPGSSFAPSSTIYANNSVSNSTNFSSSQQDYPSYTAFGQNQYAQYYSASTYGAYMTSNNTADGT
SSSTSTYQLQESLQGLTSQPGEFDTVQSPSTPIKDLDDRTCRSSGSKSRGRGRKNNLSPPPDSDLERVEV
WDLDETITVFHSLLTGSYAQKYGKDPPMAVTLGLRMEEMIFNLADTHLFFNDLEECDQVHIDDVSSDDNG
QDLSTYSFATDGFHAAASSANLCLPTGVRGGVDWMRKLAFRYRRVKELYNTYKNNVGGLLGPAKRDAWLQ
LRAETEGLTDSWLTNALKSLSIISTRSNCVNVLVTTTQLIPALAKVLLYSLGGAFPIENIYSATKIGKES
CFERIVSRFGTNITYVVIGDGRDEEHAANQHNMPFWRISSHSDLLALHQALELEYL

>ZSC12_MOUSE

MTSTSDTKVCKNQGGLLEIKMEEECKYTTRQDRNLQKNTYNRDVFRKYFRQFCYQETSGPREALSRVREL
CRQWLRPDLNSKEQILELLVLEQFLTILPGELQAWVQEQNPESVEEVVTVLEDLERELDELGYRASVQTE
EQVTFQEVNALATEQKPSVSLQFVKAKPGCELAGREAQEEQVSGVETGNEPRNVTLKQGLWEGTEAEQNP
ASRLAKDALECEEAHNPGEESSGISHEDSQPLRNENGVNSPANSEYAKHQS ICPGRKVHGCDECGKSFTQ
HSRLIEHKRVHTGDRPYKCEVCGKTFRWRTVLIRHKVVHTGEKPYKCNECGRAFGQWSALNQHQRLHSGE
KHYHCNECGKAFCQKAGLFHHLKSHRRNRPYQCLQCNKSFNRRSTLSQHQGVHTGAKPYECNDCGKAFVY
NSSLATHQETHHKEKPFTQSGPIQQQRNHTKEKPYKCSVCGKAF IQKISLIEHEQIHTGERPYKCAEGGK
AFIQMSELTEH

>DEF3B_RAT
MRTLILLTTLLLLALHTQAESPQGSTKEAPDEEQDISVFFGGDKGTALQDAAVKAGVTCSCRTSSCRFGE
RLSGACRLNGRIYRLCC

>Q9Z1F3_MOUSE
MPGQLKPSLQQSLAQYPNHKETAATVIGHVQVIPCSREGFDVTHHSTWHGVTQLTSVGGMNNLGDPEKAT
RRLGSQVSD

>SAE2_MOUSE

MALSRGLPRELAEAVSGGRVLVVGAGGIGCELLKNLVLTGFSHIDLIDLDTIDVSNLNRQFLFQKKHVGR
SKAQVAKESVLQFHPQANTEAHHDS IMNPDYNVEFFRQF ILVMNALDNRAARNHVNRMCLAADVPLIESG
TAGYLGQVTTIKKGVTECYECHPKPTQRTFPGCTIRNTPSEPTHCIVWAKYLFNQLFGEEDADQEVSPDR
ADPEAAWEPTEAEARARASNEDGDIKRISTKEWAKSTGYDPVKLFTKLFKDDIRYLLTMDKLWRKRKPPY
PLDWAEVQSQGEANADQQNEPQLGLKDQQVLDVKSYASLFSKSTETLRVHLAEKGDGAEL IWDKDDPPAM
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DFVTSAANLRMHIFSMNMKSRFDIKSMAGNITPATATTNAVIAGLIVLEGLKILSGKIDQCRTIFLNKQP
NPRKKLLVPCALDPPNTNCYVCASKPEVTVRLNVHKVTVLTLQDKIVKEKFAMVAPDVQIEDGKGTILIS
SEEGETEANNPKKLSDFGIRNGSRLQADDFLQDYTLLINILHSEDLGKDVEFEVVGDSPEKVGPKQAEDA
AKSTANGSDDGAQPSTSTAQEQDDVLIVDSDEEGPSNSTDCSGDDKARKRKLEENEAASTKKCRLEQMED
PDDVIALD

>VPP1_MOUSE
MGELFRSEEMTLAQLFLQSEAAYCCVSELGELGKVQFRDLNPDVNVFQRKFVNEVRRCEEMDRKLRFVEK
ETRKANTPIMDTGENPEVPFPRDMIDLEANFEKTENELKEINTNQEALKRNFLELTELKFILRKTQQFFD
EAELHHQQMADPDLLEESSSLLEPNEMGRGAPLRLGFVAGVINRERIPTFERMFWRVCRGNVFLRQAETE
NPLEDPVTGDYVHKSVFIIFFQGDQLKNRVKKICEGFRASLYPCPETPQERKEMASGVNTRIDDLQMVLN
QTEDHRQRVLQAAAKNIRVWEF IKVRKMKATYHTLNLCNIDVTQKCLIAEVWCPVTDLDSIQFALRRGTEH
SGSTVPSILNRMQTNQTPPTYNKTNKFTHGFQNIVDAYGIGTYREINPAPYTVITFPFLFAVMFGDFGHG
TLMTLFAVWMVLRESRILSQKHENEMFSMVESGRY T TLLMGLFSTYTGLIYNDCFSKSLNIFGSSWSVRP
MFTQGNWTEETLLGSSVLQLNPATPGVFGGPYPFGIDPIWNIATNKLTFLNSFKMKMSVILGITHMLFGY
SLSLFNHIYFKKPLNIYFGFIPETTFMSSLFGYLVILIFYKWTAYDAHSSRNAPSLLTHFINMFLFSYPE
SGNAMLYSGQKGIQCFLIVVAMLCVPWMLLFKPLILRHQYLRKKHLGTLNFGGIRVGNGPTEEDAETIQH
DQLSTHSEDAEEFDFGDTMVHQATIHTIEYCLGCISNTASYLRLWALSLAHAQLSEVLWTMVIHIGLHVRS
LAGGLGLFFIFAAFATLTVAILLIMEGLSAFLHALRLHWVEFQNKFYTGTGFKFLPFSFEHIREGKFDE

>NEK4_MOUSE
MPQAAYCYMRVVGRGSYGEVTLVKHRRDGKQYVIKKLNLRNASSRERRAAEQEAQLLSQLKHPNIVTYKE
SWEGGDGLLYIVMGFCEGGDLYRKLKEQKGQLLPESQVVEWFVQIAMALQYLHEKHILHRDLKTQNVFLT
RTNITKVGDLGIARVLENHGDMASTLIGTPYYMSPELFSNKPYNYKSDVWALGCCVYEMATLKHAFNAKD
MNSLVYRITEGKLPPMPKVYSTELAELTIRTMLSRRPEERPSVRSTLRQPYTKHHISLFLEATKAKTSKNN
VKNCDSRAKPVAAVVSRKEESNTDVIHYQPRSSEGSALHVMGEDKCLSQEKPVDIGPLRSPASLEGHTGK
QDMNNTGESCATISRINIDILPAERRDSANAGVVQESQPQHVDAADEVDSQCSISQEKERLQGNTKSSDQ
PGNLLPRRSSDGGDGEGSELVKPLYPSNKDQKPDQDQVTGI TENQDSTHPRSQPHSSMSEPSLSRQRRQK
KREQTAHSGTKSQFQELPPRLLPSYPGIGKVDITATQQNDGNQGGPVAGCVNSSRTSSTASAKDRPLSAR
ERRRLKQSQEEMLPSGPAVQRTPSAVEPLKPQEEDQPIPAQRFSSDCSITQMNHTLPREKEKRLMHGLSE
DELSSSTSSTDKSDGDSREGKSHTNEMKDLVQLMTQTLRLEAKESCEDLQVLNPGSEFRLHRKYRDTLVL
HGKVAEEVEPHCTELPTGIIPGSEKIRRIVEVLRADVIQGLGIQLLEQVFDLLGEEDELEREARLQEHMG
DKYTTYCVKARQLKFFEENVSF

>NDUA7_MOUSE
MASATRVIQKLRNWASGQDLQAKLQLRYQETAKRTQPPPKLPVGPSHKLSNNYYCTRDGRREVVPPSTIM
SSQKALVSGKAAESSAMAATEKKAVTPAPPMKRWELSKDQPYL

>KANK3_MOUSE

MAKFVLNQNLPDLGGPPLYPGPTGSARSPSSPYSVETPYGFHLDLDFLKYVEETERGPASRRTPGPPHAR
RPRASRTGLAGARSPGAWTSSESLASDDGGASGALSPGAFPGLSLPPLSPRSLSRNPRVEHTLLETSRRL
EQAQARERALSPARAVTRSPRGSGRSSPAPNPALASPGPAQLQLVREQMAAALRRLRELEDQARALPELQ
EQVRALRAEKARLLAGRVQPEQEVETEARPDKLAQLRRLTERLATSDRGVRSRASPRAEDPDGLAARRSE
GALQVLDPGSRTPDGEPRTRETGTEVVPETREVDAQAVPETGEAGVEVVPETVEVDTWVTEELLGLPEAA
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ERELELLRTSLEHQRGVSELLRGRLRELEEAHEAAVTRPQSRDVAAQTTLGCTEKTTQTELPVENQPRPT
AGDEMAPVGILKSIMKKKDGIPGAQSSQGPKSLQFVGVLNGEYESSSSEDGNSDDEDGVAEHPRSSSSGS
DDSSGGSDAGTPGPHNDKDAGDCELETHPELTAGREGRCELNPRLREACTALNQQLNRPRGVTSRDGNAA
RLVAQEWFRVSSQKRSQAESVAGVLRGVKSLGPELLAYVVNLADGNGNTALHYSVSHGNLATSSLLLDTG
VCDVNHQNRAGYSALMLAALTSVGQEEEDMAVAQRLFSMGDVNAKASQTGQTALMLATSHGHQDMVAALL
ECGADVNVQDADGATALMCASEYGRLDTVQLLLAQPGCDLTILDNEGTSALATALEAEQDEVAALLHAHL
TSNHQGQSSTGSPTAKECNDK

>BAG6_MOUSE
MEPSDSASTAMEEPDSLEVLVKTLDSQTRTFIVGAQMNVKEFKEHTAASVSTPSEKQRLIYQGRVLQDDK
KLQEYNVGGKVIHLVERAPPQTQLPSGASSGTGSASATHGGAPLPGTRGPGASVHDRNANSYVMVGTENL
PSDGSAVDVHINMEQAPIQSEPRVRLVMAQHMIRDIQTLLSRMECRGGTQAQASQPPPQTPQTVASETVA
LNSQTSEPVESEAPPREPMESEEMEERPPTQTPELAPSGPAPAGPAPAGPAPAPETNAPNHPSPAEHVEV
LQELQRLQRRLQPFLQRYCEVLGAAATTDYNNNHEGREEDQRLINLVGESLRLLGNTFVALSDLRCNLAC
APPRHLHVVRPMSHYTTPMVLQQAATPIQINVGTTVTMTGNGARPPPAPGAEAATPGSAQATSLPPSSTT
VDSSTEGAPPPGPAPPPASSHPRVIRISHQSVEPVVMMHMNIQDSGAQPGGVPSAPTGPLGPPGHGQTLG
QQVPGFPTAPTRVVIARPTPPQARPSHPGGPPVSGALQGAGLGTNTSLAQMVSGLVGQLLMQPVLVAQGT
PGMAQAQAQAQAQAQAQAQAPAPAPAPAPAPATASASAGTTNTATTAGPAPGGPAQPPPPQPSAADLQFS
QLLGNLLGPAGPGAGGPGMASPTITVAMPGVPAFLQGMTDFLQASQTAPPPPPPPPPPPPAPEQQSTPPP
GSPSGGTASPGGLGPESLPPEFFTSVVQGVLSSLLGSLGARAGSSESTAAFTQRLSGSSNIFEPGADGAL
GFFGALLSLLCQNFSMVDVVMLLHGHFQPLQRLQPQLRSFFHQHYLGGQEPTPSNIRMATHTLITGLEEY
VRESFSLVQVQPGVDIIRTNLEFLQEQFNSTAAHVLHCTDSGFGARLLELCNQGLFECLALNLHCLGGQQ
MELAAVINGRIRRMSRGVNPSLVSWLTTMMGLRLQVVLEHMPVGPDATLRYVRRVGDPPQTLPEEPMEVQ
GAERTSPEPQRENASPAPGTTAEEAMSRGPPPAPEGGSRDEQDGASADAEPWAAAVPPEWVPITQQDIQS
QRKVKPQPPLSDAYLSGMPAKRRKTMQGEGPQLLLSEAVSRAAKAAGARPLTSPESLSRDLEAPEVQESY
RQQLRSDIQKRLQEDPNYSPQRFPNAHRAFADDP

>GRP1_MOUSE
MGTLGKAREAPRKPCHGSRAGPKARLEAKSTNSPLPAQPSLAQITQFRMMVSLGHLAKGASLDDLIDSCI
QSFDADGNLCRNNQLLQVMLTMHRI I TSSAELLQKVMNLYKDALEKNSPGVCLKICYFVRYWITEFWIMF
KMDASLTSTMEEFQDLVKANGEETHCHLIDTTQINSRDWSRKLTQRIKSNTSKKRKVSLLFDHLEPEELS
EHLTYLEFKSFRRISFSDYQNYLVNSCVKENPTMERSTALCNGISQWVQLMVLSRPTPQLRAEVFIKFIH
VAQKLHQLQNFNTLMAVIGGLCHSSISRLKETSSHVPHEINKVLGEMTELLSSCRNYDNYRRAYGECTHF
KIPILGVHLKDLISLYEAMPDYLEDGKVNVQKLLALYNHINELVQLQEMAPPLDANKDLVHLLTLSLDLY
YTEDETYELSYAREPRNHRAPPLTPSKPPVVVDWASGVSPKPDPKTISKHVQRMVDSVFKNYDLDQDGY I
SQEEFEKTAASFPFSFCVMDKDREGLISRDEITAYFMRASSTYSKLGLGFPHNFQETTYLKPTFCDNCAG
FLWGVIKQGYRCKDCGMNCHKQCKDLVVFECKKRIKSPAISTENISSVVPMSTLCPLGTKDLLHAPEEGS
FIFQNGEIVDHSEESKDRT IMLLGVSSQKISVRLKRTVAHKSTQTESFPWVGGETTPGHFVLSSPRKSAQ
GALYVHSPASPCPSPALVRKRAFVKWENKESLIKPKPELHLRLRTYQELEQEINTLKADNDALKIQLKYA
QKKIESLQLGKSNHVLAQMDHGDSA

>SEPT3_MOUSE
MSKGLPEARTDAAMSELVPEPRPKPAVPMKPVSINSNLLGY IGIDTITEQMRKKTMKTGFDENIMVVGQS
GLGKSTLVNTLFKSQVSRKASSWNREEK TPKTVEIKAIGHVIEEGGVKMKLTVIDTPGFGDQINNENCWE
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PIEKYINEQYEKFLKEEVNTARKKRIPDTRVHCCLYFISPTGHSLRPLDLEFMKHLSKVVNIIPVIAKAD
TMTLEEKSEFKQRVRKELEVNGIEFYPQKEFDEDLEDKTENDKIRQESMPFAVVGSDKEYQVNGKRVLGR
KTPWGITEVENLNHCEFALLRDFVIRTHLQDLKEVTHNTIHYETYRAKRLNDNGGLPPVSVDTEESHDSNP

>AP3B1_MOUSE
MSSNSFAYNEQSGGGEAAELGQEATSTISPSGAFGLFSSDWKKNEDLKQMLESNKDSAKLDAMKRIVGMI
AKGKNASELFPAVVKNVASKNIETKKLVYVYLVRYAEEQQDLALLSISTFQRALKDPNQLIRASALRVLS
SIRVPITVPVMMLATKEASADLSPYVRKNAAHATQKLYSLDPEQKEMLIEVIEKLLKDKSTLVAGSVVMA
FEEVCPDRIDLTHRNYRKLCNLLVDVEEWGQVVITHMLTRYARTQFVSPWREDGGLEDNEKNFYESEEEE
EEKEKSSRKKSYAMDPDHRLLIRNTKPLLQSRNAAVVMAVAQLYWHISPKSEAGVISKSLVRLLRSNREV
QYIVLQNIATMSIERKGMFEPYLKSFYVRSTDPTMIKTLKLEILTNLANEANTSTLLREFQTYVRSQDKQ
FAAATIQTIGRCATSISEFTETCFNGLVCLLSNRDEIVVAESVVVIKKLLOMQPAQHGET TRHMAKFLDS
ITVPVARASTLWLIGENCERVPKTAPDVLRKMAKSFTSEDDLVKLQILNLAAKLYLTNSKQTKLLTQYIL
NLGKYDQNYDIRDRTRFIRQLIVPNEKSGALSKYAKKIFLAPKPAPLLESPFKDRDRFQLGTLSHTLNIK
ASGYLELSNWPEVAPDPSVRNVEVIESAKEWTPLGKTKKEKPMKKFYSESEEEEDEDEDEDEEEEEKEDE
DENPSDSSSDSESGSGSESGDTGTEDSSEDSSSGADSETGSQAEAERQKVAKRNSKTKRKSDSENREKKN
ENSKASESSSEESSSMEDSSSESESESGSDSEPAPRNVAPAKERKPQQERHPPSKDVFLLDLDDENPVST
PVALPTPALSPSLTADLEGLNLSTSSSVINVSTPVEVPTKTHELLHRMHGKGLAAHYCFPRQPCIFSDKM
VSVQITLTNTSDRKIENTHIGGKGLPVGMQMHAFHPIDSLEPKGSVTVSVGIDFCDSTQTASFQLCTKDD
CFNVTLQPPVGELLSPVAMSEKDFKKEQGTLTGMNETSATLIAAPQNFTPSMILQKVVNVANLGAVPSSQ
DNVHRFAARTVHSGSLMLVTVELKEGSTAQLI INTEKTVIGSVLLRELKPVLSQG

>Q9Z1W6—-4
MAARSWQDELAQQAEEGSARLRELLSVGLGFLRTELGLDLGLEPKRYPSWVILVGTGALGLLLLFLLGYG
WAAACAGARKKRRSPPRKREEVTPPTPAPEDPAQLKNLRSEEQKKKNRKKLPEKPKPNGRTVEIPEDEVV
RTPRSITAKQPPETDKKNEKSKKNKKKSKSDAKAVQNSSRHDGKEVDEGAWETK I SHREKRQQRKRDKVL
TDSGSLDSTIPGIENTITVTTEQLTTASFPVGSKKNKVSSGLNENITVNGGGWSEKSVKLSSQLSAGEEK
WNSVPPASAGKRKTEQSAWTQDPGDTNANGKDWGRNWSDRSIFSGIGLSSADPSSDWNAPAEEWGNWVDE
DRASLLKSQEPTSNDQKDSDDDKEKGEGALPTGKSKKKKKKKKKQGEDNSITQDTEDLEKDTREELPVNT
SKARPKQEKACSLKTMSTSDPVEVLIKNSQPIKTLPPATSAEPSVTLSKGDSDKSSSQVPPMLQDTDKPK
SNAKQNSVPPSQTKSETNWESPKQIKKKKKARRET

>HNRPC_MOUSE
MASNVTNKTDPRSMNSRVFIGNLNTLVVKKSDVEATFSKYGKIVGCSVHKGFAFVQYVNERNARAAVAGE
DGRMIAGQVLDINLAAEPKVNRGKAGVKRSAAEMYGSVPEHPSPSPLLSSSFDLDYDFQRDYYDRMYSYP
ARVPPPPPTARAVVPSKRQRVSGNTSRRGKSGFNSKSGQRGSSSKSGKLKGDDLQATKKELTQIKQKVDS
LLESLEKTEKEQSKQADLSFSSPVEMKNEKSEEEQSSASVKKDETNVKMESEAGADDSAEEGDLLDDDDN
EDRGDDQLELKDDEKEPEEGEDDRDSANGEDDS

>Q9Z271_MOUSE

MHALDDVTAVVEDTADVLSVHGAGKVRVAVVAPTSTSSADSQKLIPNEVLGPGHAWVLSGLGSRILRSGV
ASELWKVVLNLRFASEDFLSKQVLLVEEENHRDGAQPSVVPDALEEVQSLLQAVSLVVLPNDHVVAAAGH
HEDDGSHITEALDPLAAFTALAAHTEHVEVDFVHLELGLKDSRGQDTAAKQVLVTWHVVGLLDHINLVQE
VLGTVNQLVLIGALVAGTHSLILPQSLGMLIEFRWEVKVRQVHHAQNVVHSELVLRVGQLHRGHQVAHGG
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HNGFNGLLQVVFDVLHFSGLLTIAVAPCSLRVLFAALR

>TULP1_MOUSE
MPLQEETLREVWASDSGHEEDCLSPEPPLRPKQRPAQGQKLRKKKPETPDSLESKPRKAGAGRRKHEEPP
ADSAEPRAAQTVYAKFLRDPEAKKRDPRENFLVARAPDLGGEENSEEDSDDDDNDDDEEEEEKKEGKKEK
SSLPPKKAPKEREKKAKALGPRGDVGSPDAPRKPLRTKKKEVGEGTKLRKAKKKGPGETDKDPAGSPAAL
RKEFPAAMFLVGEGGAAEKGVKKKGPPKGSEEEKKEEEEEVEEEVASAVMKNSNQKGRAKGKGKKKVKEE
RASSPPVEVGEPREFVLQPAPQGRAVRCRLTRDKKGMDRGMYPSYFLHLDTEKKVFLLAGRKRKRSKTAN
YLISSDPTNLSRGGENFIGKLRSNLLGNRFTVFDNGQNPQRGGGGDVGSLRQELAAVVYETNVLGFRGPR
RMTVITPGMNSDNERVPIRPRNASDGLLVRWQNKTLESLIELHNKPPIWNEDSGSYTLNFQGRVTQASVK
NFQIVHADDPDYIVLQFGRVAEDAFTLDYRYPLCALQAFATALSSFDGKLACE

>PLD1_MOUSE
MSLKSETRVNTSTLQKTAADMSNLIENLDTRELHFEGEEVEYDASPGDPKAQEGCIPFSSTYNTQGFKEP
NIQTYLSGCPIKAQVLEVERFTSTSRVPSINLYTIELTHGEFTWQVKRKFKHFQEFHRELLKYKAFIRIP
IPTKRHTFRRQNVKEEPREMPSLPRSSENAIQEEQFFGRRKQLEDYLTKILKMPMYRNYHATTEFLDVSQ
LSFIHDLGPKGLEGMIMKRSGGHRIPGVNCCGHGRACYRWSKRWLIVKDSFLLYMKPDSGATAFVLLVDK
EFRVKVGRKETETKYGLRIDNLSRTLILKCNSYRHARWWGGAIEEFIRKHGADFLKDHRFGSYAALHENT
LAKWYVNAKGYFEDIANAMEEASEEIFITDWWLSPEIFLKRPVVEGNRWRLDCILKRKAQQGVRIFIMLY
KEVELALGINSEYSKRTLMRLHPNIKVMRHPDHVSSSVYLWAHHEKLVIIDQSVAFVGGIDLAYGRWDDN
EHRLTDVGSVKRVTSGLSLGSLTAASVESMESLSLKDKHEFHKKEPTSKIVDETDMKLKGIGKSRKFSKF
SLYRQLHRHHLHNADSISSIDSTSSYFSHCRSHQNLTHGLKPHLKLFHPSSESEQGLTRHSTDTGSIRSV
QTGVGELHGETRFWHGKDYCNFVFKDWVQLDKPFADF IDRYSTPRMPWHDIGSVVHGKAARDVARHFIQR
WNFTKIMKPKYRSLSYPFLLPKSQATAHELRYQVPGAVPAKVQLLRSAADWSAGIKHHEESTHAAYTHVI
ENSKHYTYTENQFFISCADDKVVENKVGDRIAQRILKAHREGQRYRVYIVIPLLPGFEGDISTGGGNALQ
ATIMHFNYRTMCRGESSTLEQLKPELGNKWINY ISFCGLRTHAELEGNLVTELTYVHSKLLTADDNTVIIG
SANINDRSMLGKRDSEMAVIVQDTETVPSVMDGKEYQAGRFARDLRLECFRLVLGYLSDPSEDLQDPVSD
KFFKEIWVSTAARNATIYDKVFRCLPNDEVHNLTQLRDFINKPILAKEDALRAEEELRKIRGFLVQFPLY
FLSEENLLPSVGTKEAIVPMEVWT

>Q97284_MOUSE
MALGRLSSRTLAAMLLALFLGGPALPSETVGGRPARPHAWPFMASLQRRGGHFCGATLTARNFVMSAVHC
VTGNFRSVQVVLGAHDLRRQERTRQTFSVQRIFENGFDPSQLLNDIVITQLNGSATINANVQVAQLPAQG
QGVGDRTPCLAMGWGRLGTNRPSPSVLQELNVTVVTNMCPRRVNVCTLVPRRQAGICFVSTLCRRRV

>KR121_MOUSE
MCHTSCSSGCQPSCCVSSSCQPSCCVSSPCQASCFVSSPCQPSCCVSSSCQSACCRPATICIPVRYQVACC
VPVSCGPTVCMAPSCQSSVCVPVSCRPVCVTSSCQSSGCCQPSCPTLVCKPVTCSNPSCC

>RGR_MOUSE

MAATRALPAGLGELEVLAVGTVLLMEALSGISLNGLTIFSFCKTPDLRTPSNLLVLSLALADTGISLNAL
VAAVSSLLRRWPHGSEGCQVHGFQGFATALASICGSAAVAWGRYHHYCTRRQLAWDTATPLVLEFVWMSSA
FWASLPLMGWGHYDYEPVGTCCTLDYSRGDRNFISFLFTMAFENFLVPLEITHTSYRFMEQKFSRSGHLP
VNTTLPGRMLLLGWGPYALLYLYAATADVSFISPKLQMVPALTAKTMPTINAINYALHREMVCRGTWQCL
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SPQKSKKDRTQ

>E2AK3_MOUSE
MERATRPGPRALLLLLFLLLGCAAGISAVAPARSLLAPASETVFGLGAAAAPTSAARVPAVATAEVTVED
AEALPAAAGEPESRATEPDDDVELRPRGRSLVITSTLDGRTAALDAENDGKKQWDLDVGSGSLVSSSLSK
PEVFGNKMIIPSLDGDLFQWDRDRESMEAVPFTVESLLESSYKFGDDVVLVGGKSLITYGLSAYSGKLRY
ICSALGCRRWDSDEMEEEEDILLLQRTQKTVRAVGPRSGSEKWNEFSVGHFELRYIPDMETRAGFIESTFK
PGGNKEDSKIISDVEEQEATMLDTVIKVSVADWKVMAFSRKGGRLEWEYQFCTPTASAWLVRDGKVIPIS
LFDDTSYTASEEALGDEEDIVEAARGATENSVYLGMYRGQLYLQSSVRVSEKFPTSPKALESVNGENAT I
PLPTIKWKPLIHSPSRTPVLVGSDEFDKCLSNDKYSHEEYSNGALSILQYPYDNGYYLPYYKRERNKRST
QITVRFLDSPHYSKNIRKKDPILLLHWWKEIFGTILLCIVATTFIVRRLFHPQPHRQRKESETQCQTESK
YDSVSADVSDNSWNDMKYSGYVSRYLTDFEPTQCMGRGGFGVVFEAKNKVDDCNYATKRIRLPNRELARE
KVMREVKALAKLEHPGIVRYFNAWLETPPEKWQEEMDEIWLKDESTDWPLSSPSPMDAPSVKIRRMDPES
TKEQIEVIAPSPERSRSFSVGISCGQTSSSESQFSPLEFSGTDCGDNSDSADAAYNLQDSCLTDCEDVED
GTVDGNDEGHSFELCPSEASPYTRSREGTSSSIVFEDSGCGNASSKEEPRGNRLHDGNHYVNKLTDLKCS
SSRSSSEATTLSTSPTRPTTLSLDFTKNTVGQLQPSSPKVYLYIQMQLCRKENLKDWMNRRCSLEDREHG
VCLHIFLQTAEAVEFLHSKGLMHRDLKPSNIFFTMDDVVKVGDFGLVTAMDQDEEEQTVLTPMPAYATHT
GQVGTKLYMSPEQIHGNNYSHKVDIFSLGLILFELLYPFSTQMERVRILTDVRNLKFPLLFTQKYPQEHM
MVQDMLSPSPTERPEATDITENATFENLEFPGKTVLRQRSRSMSSSGTKHSRQPSCSYSPLPGN

>ATOH7_MOUSE
MKSACKPHGPPAGARGAPPCAGAAERAVSCAGPGRLESAARRRLAANARERRRMQGLNTAFDRLRRVVPQ
WGQDKKLSKYETLQMALSYTTALTRILAEAERDWVGLRCEQRGRDHPYLPFPGARLQVDPEPYGQRLFGF
QPEPFPMAS

>0ASL2_MOUSE
MDPFPDLYATPGDSLDHFLEHSLQPQRDWKEEGQDAWERTERFFREQCFRDELLLDQEVRVIKVVKGGSS
GKGTTLNHRSDQDMILFLSCFSSFEEQARNREVVISFIKKRLITHCSRSLAYNI IVLTHREGKRAPRSLTL
KVQSRKTDDI IWMDILPAYDALGPISRDSKPAPATYETLIRSKGYPGDFSPSFTELQRHFVKTRPVKLKN
LLRLVKFWYLQCLRRKYGRGAVLPSKYALELLTITYAWEMGTESSDSFNLDEGFVAVMELLVNYRDICTYW
TKYYNFQNEVVRNFLKKQLKGDRPIILDPADPTNNLGRRKGWEQVAAEAAFCLLQVCCTTVGPSERWNVQ
RARDVQVRVKQTGTVDWTLWTNPYSPIRKMKAETRREKNFGGELRISFQEPGGERQLLSSRKTLADYGIF
SKVNIQVLETFPPEILVFVKYPGGQSKPFTIDPDDTILDLKEKIEDAGAGGLT

>Q9Z2G2_MOUSE
MHLFAEATTKFTLELYRQLRESDNNIFFYSPTISMMTALAMLQLGAKGNTEKQIEKVLQFNETTKKTTEKS
AHCHDEENVHEQFQKLMTQLNKSNDAYDLKAANSTYGAKGFPFVQTFLEDIKEYYQANVESLDFEHAAEE
SEKKINSWVESQTNGKIKDLFPNGSLNRSTIMVLVNAVYFKGQWNHKFDEKHT TEEKFWLNKNTSKPVQM
MKQNIEFNFMFLEDVQAKIVETPYKGKELSMIVLLPVEINGLKQLEEQLTADKLLEWTRAENMHMTELYL
SLPRFKVDEKYDLPIPLEHMGMVDAFDPQKADFSGMSSTQGLVVSKVLHKSFVEVNEEGTEAAAATGVEV
SLTSAQTAEDFCCDHPFLFFITHRKTSSILFFGRISSP

>LETM1_MOUSE
MASTLLRSCRGRGPARLAPPRAASPRGSLRDRACLSCTRTLGLTSRESVLSRCCTPAHPVYLCFKGEPLS
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CWTQRPECQGTAARTTWTPASARLVVTGPQYLPVRGWHSSSPLGEDSVIEKSLKSLKDKNKKLEEGGPVY
SPPAQVVVRKSLGQKVLDELRHYYHGFRLLWIDTKTAARMLWRILNGHTLTRRERRQFLRICADLFRLVP
FLVFVVVPFMEFLLPVVVKLFPNMLPSTFETQSTKEERLKKELRVKLELAKFLQDTIEEMALKNKAAKGN
ATKDFSAFFQKIRETGERPSNEE IMRFSKLFEDELTLDNLTRPQLVALCKLLELQSIGTNNFLRFQLTMR
LRSTKADDKLISEEGVDSLTVKELQAACRARGMRALGVTEDRLKGQLKQWLDLHLHHETPTSLLILSRAM
YLPDTLSPADQLKSTLQTLPEIVAKEAQVKVAEVEGEKVDNKAKLEATLQEEAATQQEHLEELKRASEAV
KDIQPEVAEATLPGRPGPEPQPPVDDVILPSEVLTDTAPVLEGLKGEEITKEEIDILSDACSKLQEQKKS
LTKEKEELELLKEDVQDYSEDLQETKKELSKTGEEKY IEESAASKRLSKRVQQMIGQIDGLITQLETTQQ
DGKLGPSQSTPTGESVISITELTSAMKQIKHIPEHKLISLTSALDDNKDGNINIDDLVKVIDLVNKEDVQ
ISTTQVAEIVATLEKEEKIEEKEKAKEKAEKEAAEVKN

>PMM2_MOUSE
MATLCLFDMDGTLTAPRQKITEEMDGFLQKLRQKTKIGVVGGSDFEKLQEQLGNDVVEKYDYVFPENGLY
AYKDGKLLCKQNIQGHLGEDVIQDLINYCLSY TANIKLPKKRGTFIEFRNGMLNVSPIGRSCSQEERIEF
YELDKKEHTRQKFVADLRKEFAGKGLTFSIGGQISIDVFPEGWDKRYCLRHLEHAGYKTIYFFGDKTMPG
GNDHEIFTDPRTVGYTVTAPEDTRRICEGLFP

>Q9Z2P0_MOUSE
MSVPAAVSASRPVRSQAAGCHLPRLATSPCRRCRQTPTADVTNAFTSLKRS

>VAMP5_MOUSE
MAGKELKQCQQQADEVTEIMLNNFDKVLERHGKLAELEQRSDQLLDMSSAFSKTTKTLAQQKRWENIRCR
VYLGLAVAVGLLITLIVLLVVFLPSGGDSSKP

>Q9Z2R2_MOUSE
MKGLAGEWHQDSGLDIREKAEDFSLPWLLPRLMALVMQEEGRFRSDRNHGYLREWLRIQALTACLPSPLG
RVHYAQCSPKQKGRLPRGWASLPSLSVLVRALRASNAFSLGNYYCCPWRGTRWAKGQPGEWARPRASSPS
AHREGVAVT

>APOC3_CAVPO
MQPRVLLAVTLLALLVSARAEEIQESSLLGVMKDYMQQASKTANEMLTKVQESQVAENAREWMTESLDSM
KGYWTSLIGRLSGFLDSTPSS

>Q9Z2R8_MOUSE
MGTVSRAALTLACLALASAASEGAFKASDQREMTPERLFQHLHEVGYAAPPSLPQTRRLRVDHSVTSLHD
PPLFEEQREVQPPSSPEDIPVYEEDWPTFLNPNVDKAGPAVPQEATPLQKEQPPPQVHIEQKEIDPPAQP
QEETIVQKEVKPHTLAGQLPPEPRTWNPARHCQQGRRGVWGHRLDGFPPGRPSPDNLKQICLPERQHVIYG
PWNLPQTGYSHLSRQGETLNVLETGYSRCCRCRSDTNRLDCLKLVWEGTLDGYCERELATKTHPHSCCHY
PPSPARDECFAHLAPYPNYDRDILTLDLSRVTPNLMGQLCGSGRVLSKHKQIPGLIQNMTVRCCELPYPE
QACCGEEEKLAFIENLCGPRRNSWKDPALCCDLSPEDKQINCFNTNYLRNVALVAGDTGNATGLGEQGPT
RGTDANPAPGSKEE

>ZN292_MOUSE
MADDEAEQERLSGGGCAAELRRLGERLQELERRLCESREPAVEAAAAYCRQLCQTLLEYAEKWKTSEDPL
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PLLEVYTVAIQSYVKARPYLTSECESVALVLERLALSCVELLLCLPVELSDKQWEQFQTLVQVAHETLME
SGSCELQFLATLAQETGVWKNAVLSTILSQEPLDKEKVNEFLAFEGPILLDMRIKHLTKTNQLSQATALA
KLCSDHPETGTKGSFKQTYLVCLCTSSPSEKLIEEISEVDCKDALEMICNLESEGDEKSALVLCTAFLSR
QLQQGDMYCAWELTLFWSKLQQRVEPSVQVYLERCRQLSLLTKTVYHIFFLIKVINSETEGAGLATCIEL
CVKALRLESTENTEVKISICKTISCLLPEDLEVKRACQLSEFLIEPTVDAYYAVEMLYNQPDQKYDEENL
PIPNSLRCELLLVLKTQWPFDPEFWDWKTLKRQCLALMGEEASTVSSIDELNDSEVYEKVDYQGERGDTS
VNGLSAAGLGTDSGLLMDTGDEKQKKKE IKELKDRGF ISARFRNWQAYMQYCLLCDKEFLGHRIVRHAQK
HYKDGIYSCPICAKNFNSKDSFVPHVTLHVKQSSKERLAAMKPLRRLGRPPKITATHENQKTNINTVAKQ
EQRPIKKNSLYSTDFIVENDNDGSDDENDDKDKSYEPEVIPVQKPVPVNEFNCPVTFCKKGFKYFKNLTA
HVKGHKDSEDAKRFLEMQSKKVICQYCRRHFVSVTHLNDHLQMHCGSKPYICTQMKCKAGENSYAELLAH
RKEHQVFRAKCLFPKCGRIFSQAYLLYDHEAQHYNTYTCKFTGCGKVYRSQSEMEKHQDGHSHPETGLPP
EDQLQPSGNDVNPDSGATAAGGRSENSTDKNLGSNRSADWEKNRAEPAVTKHGQISAAELRQANIPLSNG
LETRDNTTVLRTNEVAVSIKVSVNHGVEGDFGKQENLTMEGTGEPLITDVHKPGIGAGVQLCHPGFQEKK
GHECLNEAQNSLSNSESLKMDDLNPQSLERQVNTLMTFSVQNEAGLEDNSQICKFECGGDVKTSSSLYDL
PLKTLESITFVQSQPDLSSPLGSPSVPPKAPGQKFSCQVEGCTRTYNSSQSIGKHMKTAHPDQYAAFKLQ
RKTKKGQKSNNLNTPNHGKCVYFLPSQVSSSNHAFFTPQTKANGNPACSAQVQHVSPSTFPAHLASVSAP
LLPSVESVLSPNIPSQDKHGQDGILCSQMENLSNAPLPAQMEDLTKTVLPLNIDSGSDPFLPLPTENSSL
FSSPADSENNSVESQLENSTNHYPSQTDGNINSSFLKGGSSENGVFPSQVSSADDFSSTSAQPSTPKKVK
KDRGRGPNGKERKPKHNKRAKWPATIRDGKFICSRCYRAFTNPRSLGGHLSKRSYCKPLDGAETAQELLQ
TNRQPSLLASMILSTSAVNMQQPQQSNFNPETCFKDPSFLQLLNVENRPTFLPSTFPRCDVSNFNASVSQ
EGSETTKQALETAGIPSTFESAEMLSQVVPIGSVSDAAQVSAAGMPGPPVTPLLQTVCHPNTSPSNQNQT
PNSKTLKECNSLPLFTTNDLLLKTIENGLCSNSFSSSTEPPQNFTNNSAHVSVISGPQNTRSSHLNKKGN
SASKKRKKVAPAVSVSNTSQNVLPTDLPVGLPAKNLPVPDTNTRSDMTPDCEPRALVENLTQKLNNIDNH
LFITDVKENCKASLEPHTMLTPLTLKTENGDSRMMPLSSCTPVNSDLQISEDNVIQNFEKTLET TKTAMN
SQILEVKSGSQGTGETTQNAQINYSMQLPSVNSIPDNKLPDASQCSSFLTVMPTKSEALHKEDQIQDILE
GLQNLKLENDTSAPASQSMLMNKSVALSPTPTKSTPNIVVQPVPEVIHVQLNDRVNKPEFVCQNQGCNYSA
MTKDALFKHYGKTHQYTPEMILETKKNQLKFAPFKCVVPSCTKTFTRNSNLRAHCQLVHHFTTEEMVKLK
IKRPYGRKSQSENLSSPQNNQVKKQPSMAEETKTESQPAFKVPAATGDAALANATVIPEKQLAEKKSPEK
PESSSQPVTSSAEQYNANLANLKTKGRKNKRHRKEKEEKREKNPVSQAFELPTKYSSYRPYCCVHQGCFA
AFTIQQNLILHYQAVHKSNLPTFSAEVEEESEAVKESEETEPKQSMKEFRCQVSDCSRIFQATTGLIQHY
MKLHEMTPEETESMTAAVDVGKFPCDQLECKLSFTTYLSYVVHLEVDHGIGTRTSKAEEDGIYKCDCEGC
DRIYATRSNLLRHIFNKHNDKHKAHL IRPRKLTGQENISSKANQEKSKSKHRTTKPNRSGKDGMKMPKTK
RKKKSNLENKSAKVVQIEENKPYSLKRGKHVYSTKARNDALAECTSKFVTQYPCMIKGCTSVVTSESNI I
RHYKCHKLSRAFTSQHRNILIVFKRYGNPQGKEISEQEDEKNDKKDPDSSVLEKNDNSEPAAAPQEEGRK
GEKDEMDELTELFITKLINEDSTNAENQGNTTLKGNNEFQEHDSCTSERQKPGNLKRVYKEKNTVQSKKR
KIDKTEPEVSLVVNNTRKEEEPAVAVQTTEEHPASFDWSSFKPMGFEASFLKFLEESAVKQKKNSDRDHS
NSGSKRGSHSSSRRHVDKAAVAGSSHVCSCKDSEIFVQFANPSKLQCSENVKIVLDKTLKDRSELVLKQL
QEMKPTVSLKKLEVLSNNPDRTVLKETSIGKATGRGQY

>Q9Z2U9_RAT
MFMATQITSGMKYLSSLNCVHRDLATRNCLVGKNYTIMIADFGMSRNLYSGDYYRIQGRTVLPIRRMSWE
SILLDKFTTAMMCGGFGVTLWETCTSRQEQPSSQLSDEQVIENTGEFFRDQGRQTYLPQPAACPDSVYKL
MLRCWRRETKHRPSFQGNTTFCFLQARS
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>Q9Z2V0_MOUSE
MELQRTSSISGPLSPAYTGQVPYNYNQLEGRFKQLQDEREAVQKKTFTKWVNSHLARVSCRITDLYTDLR
DGRMLIKLLEVLSGERLPKPTKGRMRIHCLENVDKALQFLKEQRVHLENMGSHDIVDGNHRLTTLELLEV
RRQQEEEERKRRPPSPDPNTKVSEEAESQQWDTSKGDQVSQNGLPAEQGSPRVSYRSQTYQNYKNFNSRR
TASDHSWSGM

>HDAC6_MOUSE
MTSTGQDSSTRQRKSRHNPQSPLQESSATLKRGGKKCAVPHSSPNLAEVKKKGKMKKLSQPAEEDLVVGL
QGLDLNPETRVPVGTGLVFDEQLNDFHCLWDDSFPESPERLHATREQLILEGLLGRCVSFQAWFAEKEEL
MLVHSLEYIDLMETTQYMNEGELRVLAETYDSVYLHPNSYSCACLATGSVLRLVDALMGAEIRNGMAVIR
PPGHHAQHNLMDGYCMFNHLAVAARYAQKKHRIQRVLIVDWDVHHGQGTQF IFDQDPSVLYFSIHRYEHG
RFWPHLKASNWSTIGFGQGQGYTINVPWNQTGMRDADY TAAFLHILLPVASEFQPQLVLVAAGFDALHGD
PKGEMAATPAGFAHLTHLLMGLAGGKLILSLEGGYNLRALAKGISASLHTLLGDPCPMLESCVVPCASAQ
ISTYCTLEALEPFWEVLERSVETQEEDEVEEAVLEEEEEEGGWEATALPMDTWPLLQNRTGLVYDEKMMS
HCNLWDNHHPETPQRILRIMCHLEEVGLAARCLILPARPALGSELLTCHSAEYVEHLRTTEKMKTRDLHR
EGANFDSIYICPSTFACAKLATGAACRLVEAVLSGEVLNGIAVVRPPGHHAEPNAACGFCFFNSVAVAAR
HAQITAGRALRILIVDWDVHHGNGTQHIFEDDPSVLYVSLHRYDRGTFFPMGDEGASSQVGRDAGIGETV
NVPWNGPRMGDADYLAAWHRLVLPTAYEFNPELVLISAGFDAAQGDPLGGCQVTPEGYAHLTHLLMGLAG
GRITLILEGGYNLASISESMAACTHSLLGDPPPQLTLLRPPQSGALVSISEVIQVHRKYWRSLRLSKMED
KEECSSSRLVVKKLPPTASPVSAKEMTTPKGKVPEESVRKTIAALPGKESTLGQAKSKMAKAVLAQGQSS
EQAAKGTTLDLATSKETVGGATTDLWASAAAPENFPNQTTSVEALGETEPTPPASHTNKQTTGASPLQGV
TAQQSLQLGVLSTLELSREAEEAHDSEEGLLGEAAGGQDMNSLMLTQGFGDFNTQDVEYAVTPLSWCPHL
MAVCPIPAAGLDVSQPCKTCGTVQENWVCLTCYQVYCSRYVNAHMVCHHEASEHPLVLSCVDLSTWCYVC
QAYVHQDDLQDVKNAAHQNKFGEDMPHSH

>Q9Z2X7_RAT
MVRLTSNFLLFCITYIFKISCQFYYVCSSIHQSPQKEVSPQNRHLRLCPKECVLIFARIKENKLCTHSRF
FICRQTSLFII

>CORIN_MOUSE

MGRVSFSVRVSSVRRARCSCPGRCYLSCRVPPTTALRALNGLGCAGVPGETAGGAVGPGPLGTRGFLSGS
KFQAPGSWKDCFGAPPAPDVLRADRSVGEGCPQKLVTANLLRFLLLVLIPCICALIVLLAILLSFVGTLK
RVYFKSNDSEPLVTDGEARVPGVIPVNTVYYENTGAPSLPPSQSTPAWTPRAPSPEDQSHRNTSTCMNIT
HSQCQILPYHSTLAPLLPTVKNMDMEKFLKFFTYLHRLSCYQHILLFGCSLAFPECVVDGDDRHGLLPCR
SFCEAAKEGCESVLGMYNSSWPDSLRCSQFRDHTETNSSVRKSCFSLQQEHGKQSLCGGGESFLCTSGLC
VPKKLQCNGYNDCDDWSDEAHCNCSKDLFHCGTGKCLHYSLLCDGYDDCGDPSDEQNCDCNLTKEHRCGD
GRCIAAEWVCDGDHDCVDKSDEVNCSCHSQGLVECTSGQCIPSTFQCDGDEDCKDGSDEENCSDSQTPCP
EGEQGCFGSSCVESCAGSSLCDSDSSLSNCSQCEPITLELCMNLLYNHTHYPNYLGHRTQKEASTISWESS
LFPALVQTNCYKYLMFFACTILVPKCDVNTGQRIPPCRLLCEHSKERCESVLGIVGLQWPEDTDCNQFPE
ESSDNQTCLLPNEDVEECSPSHFKCRSGRCVLGSRRCDGQADCDDDSDEENCGCKERALWECPFNKQCLK
HTLICDGFPDCPDSMDEKNCSFCQDNELECANHECVPRDLWCDGWVDCSDSSDEWGCVTLSKNGNSSSLL
TVHKSAKEHHVCADGWRETLSQLACKQMGLGEPSVTKLIPGQEGQQWLRLYPNWENLNGSTLQELLVYRH
SCPSRSEISLLCSKQDCGRRPAARMNKRILGGRTSRPGRWPWQCSLQSEPSGHICGCVLIAKKWVLTVAH
CFEGREDADVWKVVFGINNLDHPSGFMQTRFVKTILLHPRYSRAVVDYDISVVELSDDINETSYVRPVCL
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PSPEEYLEPDTYCY ITGWGHMGNKMPFKLQEGEVRITPLEQCQSYFDMKTITNRMICAGYESGTVDSCMG
DSGGPLVCERPGGQWTLFGLTSWGSVCFSKVLGPGVYSNVSYFVGWIERQIYIQTFLQKKSQG

>Q9Z322_RAT
MMSYSERLGGPAVSPLPVRGRHMVHGAAFAYVPSPQVLHRIPGTTTYAISSLSPVALTEHSCPYGEVLEC
HDPLPAKLAQEEEQKPEPRLSQKLAQVGTKLLKVPLMLGFLYLFVCSLDVLSSAFQLAGGKVAGDIFKDN
ATLSNPVAGLVVGILVTVLVQSSSTSTSIIVSMVPSGLLEVFFFFLLYPHLFMLNLFPCHELLFLQFLLG
YLFLLCNLLFWLWNNLFLLSEDHLDVAGGAHVWVNPAVSSVGSSAHLRSLVHLDVENDQRVYIQTLKFSI
TLCIFKHVQQKFSTLFWPPSLCPAPLFGLGAPTDSTITPPEWHTLLL

>KCNQ2_MOUSE
MVQKSRNGGVYPGTSGEKKLKVGEFVGLDPGAPDSTRDGALLTAGSEAPKRGSVLSKPRTGGAGAGKPPKR
NAFYRKLONFLYNVLERPRGWAFTYHAYVFLLVFSCLVLSVFSTIKEYEKSSEGALYILETVTIVVFGVE
YFVRIWAAGCCCRYRGWRGRLKFARKPFCVIDIMVLIASTAVLAAGSQGNVFATSALRSLRFLQILRMIR
MDRRGGTWKLLGSVVYAHSKELVTAWY IGFLCLILASFLVYLAEKGENDHFDTYADALWWGLITLTTIGY
GDKYPQTWNGRLLAATFTLIGVSFFALPAGILGSGFALKVQEQHRPKHFEKRRNPAAGLIQSAWREYATN
LSRTDLHSTWQYYERTVTVPMYRLTPPLNQLELLRNLKSKSGLTFRKEPQPEPSPSQKVSLKDRVESSPR
GMAAKGKGSPQAQTVRRSPSADQSLDDSPSKVPKSWSFGDRSRTRQAFRIKGAASRQNSEEASLPGEDIV
EDNKSCNCEFVTEDLTPGLKVSIRAVCVMRFLVSKRKFKESLRPYDVMDVIEQYSAGHLDMLSRIKSLQS
RIDMIVGPPPPSTPRDKKYPTKGPTAPSRESPQYSPRVDHIVGRGPTITDKDRTKGPAETELPEDPSMMG
RLGKVEKQVLSMEKKLDFLVSTYTQRMGIPPAETEAYFGAKEPEPAPPYHSPEDSRDHADKHGCITKIVR
STSSTGQRNYAAPPATPPAQCPPSTSWQQSHQRHGTSPVGDHGSLVLRLERSAGMMSCH

>THIO_RICPR
MVNNVTDSSFKNEVLESDLPVMVDFWAEWCGPCKMLIPTIDETSKELQDKVKVLKMNIDENPKTPSEYGI
RSIPTIMLFKNGEQKDTKIGLQQKNSLLDWINKSI

>CSTA_HELP]J
MQKSLVSLAWVFVATLGAICLGVLALHKGESINTLWLVVASACIYSIGYRFYSHFTAYRVLKLDDSRATP
ACVRNDGKDFVPTDKAITFGHHFAATAGAGPLVGPILAAQMGYLPSTLWILIGSVLGGCVHDFVVLFAST
RRDGKSLGEMIKLEMGKFVGMIASLGILGIMLITIATLAMVVVKALAHSPWGFFTIAMTIPTATLMGLYM
RFFRPHKILEVSVIGFILLITATYAGKYVSLDPKLASIFTFEAGSLAWMIMGYGFVASILPVWFLLAPRD
YLSTFLKIGVIGVLVVAIVEVAPPLQIPKITPFVDGSGPVFAGSVFPFLFITVACGTISGFHALISSGTT
PKMLAKESDARLVGYGSMVMESVVALMALVCAGILHPGLYFAINSPEVSIGKDIADAASVISSWGESISA
EEIREMTKNIGESSILSRTGGAPTFAIGLAMIVYHILGDPSVMAFWYHFATLFEALFTILTAVDAGTRTAR
FMIQDLLGNIYKPLGDLSSYKAGIFATLLCVAGWGYFLYQGTIDPKGGIYTLWPLFGVSNQMLAGMALLL
VTVVLFKMGRFKGATTSALPAVLILAITFYSGILKVMPKSNDSVLNNVSHVAQMQITKEKTALTTDEKAL
KTLQKSFFNHAIDATLCVFFMLVALLVLIVSVRICSNAYFKNQIYPPLAETPYTKAA

>DHE4_HELP]J

MYVEKILQSLQKKYPYQKEFHQAVYEAITSLKPLLDSDKSYEKHAVLERLIEPERETFFRVCWLDDNHQI
QVNRGCRVEFNSAIGPYKGGLRFHPSVNESVIKFLGFEQVLKNSLTTLAMGGAKGGSDFDPKEKSEHEIM
RFCQAFMNELYRHIGATTDVPAGDIGVGEREIGYLFGQYKKLVNRFEGVLTGKGLTYGGSLCRKEATGYG
CVYFAEEMLQERNSSLEGKVCSVSGSGNVATYTIEKLLQIGAKPVTASDSNGMIYDKDGIDLELLKEIKE
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ARRGRIKEYALEKTSAKYTPTENYPKGGNATWHVPCFAAFPSATENELSVLDAKTLLSNGCKCVAEGANM
PSSNEATELFLQAKISYGIGKAANAGGVSVSGLEMAQNASMHPWSFEVVDAKLHHIMKEIYKNVSQTAKE
FKDPTNFVLGANTAGFRKVASAMIAQGV

>Y944 _HELP]J
MKEVIHSTLAPKAIGPYSQATATNDLVFVSGQLGIDVSTGEFKGADITHSQTTQSMENTKATLKEAGLGMD
SVVKTTILLKSLDDFAVVNGIYGSYFKEPYPARATFQVAKLPKDALVETEATAIK

>SCOB_HELP]J
MREAITKRAAKELKEGMYVNLGIGLPTLVANEVSGMNIVFQSENGLLGIGAYPLEGGVDADLINAGKETI
TVVPGASFFNSADSFAMIRGGHIDLATLGGMEVSQNGDLANWMIPKKLIKGMGGAMDLVHGAKKVIVIME
HCNKYGESKVKKECSLPLTGKGVVHQLITDLAVFEFSNNAMELVELQEGVSLDQVKEKTEAEFEVHL

>QI9ZNTO_ARATH
MYSNFKEQATEYVKQAVHEDNAGNYNKAFPLYMNALEYFKTHLKYEKNPKIREATTQKFTEYLRRAEEIR
AVLDEGGSGPGSNGDAAVATRPKTKPKDGEGGGKDGEDPEQSKLRAGLNSATVREKPNIKWSDVAGLESA
KQALQEAVILPVKFPQFFTGKRRPWRAFLLYGPPGTGKSYLAKAVATEADSTFFSVSSSDLVSKWMGESE
KLVSNLFEMARESAPSITFVDEIDSLCGTRGEGNESEASRRIKTELLVQMQGVGHNDEKVLVLAATNTPY
ALDQATRRRFDKRIYTPLPEAKARQHMFKVHLGDTPHNLTEPDFEYLGQKTEGFSGSDVSVCVKDVLFEP
VRKTQDAMFFFKSPDGTWMPCGPRHPGAIQTTMQDLATKGLAEKT TPPPITRTDFEKVLARQRPTVSKSD
LDVHERFTQEFGEEG

>APC10_ARATH
MATESSESEEEGKISGGNYKLIIDDDLREMGKNAAWSVSSCKPGNGVTTLRDDNLETYWQSDGLQPHLIN
TQFQKKVKLQLVVLYVDFKLDESYTPSKISTRAGDGFHNLKETKSVELVKPTGWVCLSLSGTDPRETEFVN
TFMLQIAILSNHLNGRDTHIRQIKVYGPRPNPIPHQPFQFTSMEFLTYSTLR

>VATF_ARATH
MAGRATIPARNSALTAMIADEDTVVGFLMAGVGNVDIRRKTNYLIVDSKTTVRQIEDAFKEFSARDDIAT
TLLSQYTANMIRFLVDSYNKPVPATLETIPSKDHPYDPAHDSVLSRVKYLFSAESVSQR

>RABD1_ARATH
MSNEYDYLFKLLLIGDSSVGKSCLLLRFADDAYIDSYISTIGVDFKIRTIEQDGKTIKLQIWDTAGQERF
RTITSSYYRGAHGITIIVYDCTEMESFNNVKQWLSEIDRYANESVCKLLIGNKNDMVESKVVSTETGRALA
DELGIPFLETSAKDSINVEQAFLTTAGE IKKKMGSQTNANKTSGPGTVQMKGQPIQQNNGGCCGQ

>Q9ZUX0_ARATH
MPVSVHSVIATNLATTLSSNYRNVSRRRTISTSVNCSVEITEADRSVKLKNGNDSLETICRVLNGMWQTSG
GWGKIDRNDAVDSMLRYADAGLSTFDMADHYGPAEDLYGIFINRVRRERPPEYLEKTKGLTKWVPPPIKM
TSSYVRQNIDISRKRMDVAALDMLQFHWWDYANDGYLDALKHLTDLKEEGKIKTVALTNFDTERLQKILE
NGIPVVSNQVQHSIVDMRPQQRMAQLCELTGVKLITYGTVMGGLLSEKFLDTNLTIPFAGPRLNTPSLQK
YKRMVDAWGGWNLFQGLLRTMKTISTKHGVSTPTVAVRYVLDQQGVGGSMIGVRLGLAEHIQDANATFSL
VLDEEDVNSIQEVTKKGKDLLQVIGDCGDEYRRI
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>Y1461_ARATH

MGCVFGREAATTTTAEAKQAKSSKASSGVVVVGESSVTKSNGVIADDVEKKKNEEANGDKERKSSKGDRR
RSTKPNPRLSNPSKHWRGEQVAAGWPSWLSDACGEALNGWVPRKADTFEKIDKIGQGTYSNVYKAKDMLT
GKIVALKKVRFDNLEPESVKFMAREILVLRRLDHPNVVKLEGLVTSRMSCSLYLVFQYMDHDLAGLASSP
VVKFSESEVKCLMRQLISGLEHCHSRGVLHRDIKGSNLLIDDGGVLKTADFGLATIFDPNHKRPMTSRVV
TLWYRAPELLLGATDYGVGIDLWSAGCILAELLAGRPIMPGRTEVEQLHKIYKLCGSPSEDYWKKGKFTH
GATIYKPREPYKRSIRETFKDFPPSSLPLIDALLSTEPEDRQTASAALKSEFFTSEPYACEPADLPKYPPS
KEIDAKRRDEETRRQRAASKAQGDGARKNRHRDRSNRALPAPEANAELQSNVDRRRLITHANAKSKSEKF
PPPHQDGGAMGVPLGASQHIDPTFIPRDMVPSFTSSSENFSKDEPPTQVQTWSGPLGHPITGVSRKKKDN
TKSSKGKRAVVA

>PCNA2_ARATH
MLELRLVQGSLLKKVLEAVKDLVNDANFDCSTTGFSLQAMDSSHVALVSLLLRSEGFEHYRCDRNLSMGM
NLGNMSKMLKCAGNDDIITIKADDGSDTVTFMFESPTQDKIADFEMKLMDIDSEHLGIPDAEYHSIVRMP
SGEFSRICKDLSSIGDTVVISVTKEGVKFSTAGDIGTANIVLRQNTTVDKPEDATVIEMNEPVSLSFALR
YMNSFTKATPLSETVTISLSSELPVVVEYKVAEMGYIRYYLAPKIEEEEDTKPE

>NUSM_RHISA
MFINWTMMLISFSIVFLYMFFMTEFYFNIFFIFEYNLMSTLSFEYKFYTLLDWMSCMFSFTVLMISSMVLW
YSHSYMSSDKNKTSFCWMVLMF ILSMLLLVLMPNVEMLILGWDGLGLTSYCLVIFYQSSNSYNSGMMTI I
SNRVGDVMVIMMITFAINFNSFELTSIKSFELIWGLLITTAGLTKSAQIPFSAWLPAAMAAPTPVSALVH
SSTLVTAGVYLLIRFDLLFNNNIFSAFLMKTISLMTMIMSGMNAFFENDLKKITAFSTLSQLSIMMLTLSL
SLTNLSFFHLIVHATFKSMLFLCAGFVIHNLMGNQDIRFLSDFFKFSPLILSCMMIGMFSLMGFPFIGGF
YSKDV IMEFFFLKSNNMIEMNMFIVGI IFTFLYNFRLFYMLLLKGTLFNMMSKDSINTFMNYPIFNLTVY
LLITSNLMSWLLLPEYTMIFLSFTQKLMLLFLVPFCTFMFMILLKFIKFFPYLKLNFLMTMWNLSELTSF
IMLSNNKFLLKMSINDWTWLEMYGPLGIKSKIEHNYNFSMTKEINVITIAFSLTILMMIIVY

>NU4LM_SQUAC
MSPVYFSFSSAFTLGLMGLAFNRSHLLSALLCLEGMMLSLFITATALWSMTLNSTSCSITPMILLTFSACE
ASAGLALLVAATRTHGSDHLQNLNLLQC

>NU6M_CANFA
MMTYIVFILSIVFVMSEFVGFATKPSPIYGGLVLIISGGIGCAIVLNFGGSFLGLMVFLIYLGGMLVVEGY
TTAMATEQYPEVWVSNKAVLAAFITGLLSELLTACYILKDDEVEVVLKENGMGDWVIYDTGDSGFFSEEA
MGIAALYSYGTWLVVVTGWSLLIGVLVIMEVTRGN

>A3LT2_RAT
MALEGLRAKKRLLWRLFLSAFGLLGLYHYWFKIFRLFEVFTPMGICPMAIMPLLKDNFTGVLRHWARPEV
LTCTSWGAPIIWDETFDPHVAEREARRQNLTIGLTVFAVGRYLEKYLEHFLVSAEQYFMVGQNVVYYVET
DRPEAVPHVALGQGRLLRVKPVRREKRWQDVSMARMLTLHEALGGQLGREADYVFCLDVDQYFSGNFGPE
VLADLVAQLHAWHFRWPRWMLPYERDKRSAAALSLSEGDFYYHAAVFGGSVAALLKLTAHCATGQQLDRE
HGIEARWHDESHLNKFFWLSKPTKLLSPEFCWAEEIGWRPETHHPRLIWAPKEYALVRT

>A0A504_MOUSE
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MQSLRTEQTQGLLPRDSRAWEKPCHSTFPKDWEAVEVGASSCDSDEKDLSSQETGLSQEWSSVEEDDESE
DSQGFVEWSKAPQQTTIVLVVCVLFLFLVLTGMPMMLHI

>AOASF3_MOUSE
MLTYPDFADLILVDGNVGVESGHSDLSHVGHSGATPVLVLGCDSEVSQALGIDPRTERSCQQVVAGALEV
KAPATEGVVVRVTPQPTRGIIVGHTHTLTTLNFAGLLWSAGDTMAWVCEERRKYREGLPTTSMSAPAICL
SVLGMSSLMVAAAVTRP

>AOA7V1_PAROL
MRSLGTLGVALHASLLVLLAQGFQRSRDGVYVRPLHRLPVSDRSTGHHLPTYMVHLYRNFKANLSGPLDT
TEQDAARQADIVKSVMAKSFTYRHRRWVATFDLHTLLADKQIQAAELRIRLPRTPSASNISVEVYHQQGQ
ACHMHQGCQEQQLVGLLAESSLVTSSQSWKVENMTSLLLDWLRQKSTTRIQHKRVSRRKKTVKSNRGLSL
PDQPVYVANPGRDQDVSDRALLVIFSRTGSGKNSKAKASLLHTAEQSKFLSPAETKKARWPKRRRTKRGH
REPTARGPQVSKRGSEKTLCRKVDMHVDENQIGWGSWITFPKRYNAFRCEGSCPGPLGEDLNPTNHAYMQ
SLLKHYHPDRVAPPCCAPTKMSPLSMLYYENGEMLLRHHEDMIVDECGCQ

>AOA8M4_9CRUS
MRFLKKLKRVAVLVAQHVTRVVKVIWSFLATQEKADDRKFLWNENRLGDGNILPKAKPFSQIPGPLPIPF
FGSQWLYSWIGPYFLDKLHLANEDKYFKYGPIVKEHYLWNFPIVHLYDKNDIETVLKYSSKYPIRPGLEA
QIFYRNSRPDRYKSVGLVNVQGLEWHHLRSKLTTQLASTALGDHTVKQLSIISEELTEKIREERDAESLI
EGFEKYVYSCSLEVIFATLLGRRLGALNKSSTPPTAERLMFATENLFEVSHETMYGLPWWKYFPTKSYRK
LAECENITYDVFSDLVKEALNSDEATGTQSPVLNQILTAEGVDTRDKIVSLIDLVAAGIETTGNATLFLL
HNILNNPETKVRVYEELDRVLPSPEDTITPQLLLELKYLRACIVESLRMTPVAPNVARILEKPFTFQGYH
VPAGTLVVCETWVASLQEENYLNAKSFIPERWLDSDKTNRYPFLAVPFGVGRRMCPGKRIAENEMLIITA
KLLRAFDISFHKPLEQVYKFLISPKGPINVILRERY

>AOA8SM5_9CRUS
MDVTSGGESSVWISSFSVYTVTTILVTLVVLAVVKRYNFMQRCNKVLGSPTDIPLFGGGSLIFVPPEEIM
NLLLLLHVVFGRLSPSGITRAWIGPLPMFFATTAEAVEAVLSSNKIITKSREYDFLHPWLNTGLLTSTGS
KWQTRRKLLTPAFHFKILEDFVHVFNEQSLILVNKLNQAVAKDKDLNIFPFVTLCTLDIICETAMGRNVE
AQSKTDSAYVQAVYNMSQLIQHRQVRFYLWLDWMFKLSSHWPEQRKTLGILHGEFTNKVIQERKAEHQQRS
SDIAEPSKDVTEDAVESKRRLAFLDLLIEFSQGGTVLSASDIREEVDTFMFEGHDTTSAATTWSIFLIGS
HPEVQEMVNEELDRVFGDSDRPATMADLSELKYLECCVKEALRLYPSVPIISRTCVEDTVIGGDETPAGT
SVSICSYYLHRDPKYFPDPELYQPKRFLAEHAERRHPYSYVPFSAGPRNCIGQRFALMEEKAVLSATLRN
FHVQSLDKREET ILLAELTLRPRDGIRVRLEPKKKQ

>AOA9T9_MARSA
MVVLVICGGGNGAHVLAGIASSNPNADVRVLTLYADEAERWTKAMEGNDFVVTVNNQDKSQTILKNKPRL
VTKDPALAANKADMIVFTVPAFAHRQYLDALKPHIRPGTVLVGLPGQSGFEFEVWTAWGDLAKQCS IMSF
ESLPWACRFTEFGRAATVIGTKENLAGAAWYGSVPPKADPTLVLQGCLGPHPVLLTRGALLGITLMATNG
YTHPSTLFGRWHKWDGNPVNEPPLFYNGLDEFSAQTMSSVSDEILAVASSLMKQRPQVDLTNVAHIWQWY
LRVYADDIGDKTSLFTTIRTNAAYSGLTHPTTKTDDGKFVPDFKHRYLMEDTPFGLLVSKGIAEVAGVPT
PTIDSVISWAQQKMGKEYIVNGKLAGKDVSSTRCPQRYGLTTVDAILGL
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>AOA9P7_TAKRU
MASNSLFSSTSPLICWDPVVKHRPMPSPGHHRMENQDVGTIQQPRMGIPRGLVQTDSPNFLCTSLPQHWR
CNKTLPRPFTVFALGNDVPDGVVVTVMAGNEENSSAELRNATATMKQGFAHFNDLRFIGRSGRGKSFTVS
INVLMSPPQIATLQKATIKVTVDGQRQPRRQRQKEVKSGAFRPGTCSTASADCRSFSSSLWTSEPSFLGQV
TSLSSPFTPSPRMHHLPTFSYATQPTTYTSYLSSPPPPPLNHSSSFQPGSFYYGQNQQFYSMAEDRNVVT
ALTNYIEGACLSMRGEEPVWRPY

>A0A9Q6_9ASCI
MEQIKKKMTSLKAQAEMAEERADQLATDLKAKEQENEDLLEENASLQRKMASTIQDESDKSQDNYDKIMQE
LNEKRKEIQDLEEINKSMENKISTAEDK IEDLEVKLENTTRDLDATRQEKEESTRSLRSLENSEANAAMQ
LELHEDRLKEATAAAQASDSKYEETHRKYCILEVENDKNEDALELLTREKIELNAQIDSLNEQCQSYRHM
ENQFTDSSDKNEEKTRKFMDTIRDLENELDEKKAKCKQQAIEIETLEADLEKAEDERDDAKKELEHTLSE
LSET

>A0A9Q7 9ASCI

MLKFQHKNALHTLVSCMTGRPCTKCDPGICPGFALHEWRKVCAHCKCGVDYHVGDDTNQTSENNSVDLPA
ISNKFEAND IMVGHGHNATPNNNNIDHYDRNQRSHKTGTRGLENDTDSGCVLEECAWVPPGLSPKQAQAY
FSKLPEDRIPFIDSIGEKHRIRQLLQQLPPHDNEVRYCNDLGEEEKHELKIFSEQRKTEALGRGTARPFP
PNIPPATCENCGYHINGGDIAVFASRAGCAVCWHPNCFVCSVCDELLVDLIYFHQDGQLYCGRHHAETLK
PRCSACDETIFADECTEAEGRHWHMNHFCCFECEVVLGGQRY IMRDGKPYCTSCFEQTYAEYCDTCGDI I
GLDAGQMQYEGQHWHATDRCFSCARCKKSLLERPFLPKHGQIFCSKACSHGEDQLHSESDSQYEKATTPV
SHNVRHSLNLENLSLHEKNWDNSSSVEKSQDSDLPVDLNDLYPSDATVASQHNKCLRLAKNGRIDDYERT
KNTKNVASESAAQPVASFPQNTYNSTDSSGYNSSSTIDAMDHKSRGRNGQTKVVPSDTLNSTCSTASQAT
TCSAMSNSDKAFCMGGHVPASEFVPYRVNCSESNKNNNIVQKRIESILSSTQDTQNSSVWQTRRPSVEKI
SAFKSVSDSNNILKHPTINGPTPAPRAKYPSKQSDWSDANQSLSKNEPARRVSDITPPSNYFKDTPRGAT
RRLSENNIGLRLNTTSSTGSNNSQPRGILKKSRSQVESGNISDLHTPTDETPVSPIFPEPNTPPENRAGR
LNQSARFPNAPGSPESKSTTNYFSECEKKTCSKKLRRTKSTDFTSKATGASKKKRQARFANDVPDEHDSW
CSTCTSSSDDSDYERWDKFDDNVSMTSSPHHQRRSTEFNLTHLONLQQQAKLRYGVQSTSALPKYHHSRH
SRRHHKKNCV IM

>A0A9Q9 9ASCI
MLIANPIKDFYEKILHERVLVLVSLDVDSLTACKILQSLFKCDHVQYTLVPVATKVDLKNAFDEHKEQYQ
HVIMLNCGGNIDVLDFLQPPEETVIYTADSHRPIDLVNFYCDQQVYVIMKHDDTEEMSATPEYDALYHED
DEEPASDEESSEEQVAKRPRLDEEELKKRRRRREWEEKRKEILFDYEEFSYYGTSTAFLLFELAWKMSKD
NNDLLWWGITGVTDQYQNKKIGRDKYVSSILDLQGHMSRLNHRYEDQDNTTSVNCMKINFEHDLNIAMYR
HWSLFESLRHSTCSATAFKLWTSNGMKRLHQFLAEMGIPLTQCKQTYNFMESGIREKLSGLMEESAQKFG
LDNIKFQSFSAQCGFNHKVCASDVVFAVSSILEDFSSSEDANSYVNFVKALDSLAKTSTKQLQSGIDQAK
VQLTSMVSNVSTATEIGQVISYGPFLYTFIKEGMRDYKNFGGATFLNAFTHHLLHCYLRSLGKSKRDRAK
NLPLVVCASHDTDNGVCIITGVPPLAEDSKKNLFGRAFTHAAERINSRIIDEYFDPCTITLKSEDRSKFL
DALTAIMS

>AOA9RO_9ASCI
MVMEIGMDTTDSGQRVENNMVTQILVQSSGIGQASGTATTS IPRSHNNVMSHHNFVSSSQISSHDDTVEY
GRLIVLGTNGCLPGGDRGRRKSCFTLRRRSLANGVKPSDKHQVVERASHSEEFSSKEHHSVSYTLPRTVV
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VVPYVRDSKTDMFQIGRSTENPIDFVVMDILPGAT IPSNDTKHAQPQQSTISRFSCRIVCDRDPPYSART
YAAGFDTSMNIILGEKAPKWQDKTNRMDGLTTNGILLMKPNKSDGWRETSVGGGAYNLRESRSAQVPGAK
VEDCDNVLEDGTLIDLCGATLLWRSSSTLKLMPTQRHIDQI IKDINLERPQCPVGLTTLAFPTRSRANKP
TEKQPWVYLACGHIHGWIDWGWRGEERMCPLCRSVGKYVPLWMGNEPAFYKDHGPPTHCFVPCGHVCSEA
TAKYWAQTPLPHGTQAFNAACPFCATEIEGTPGYVKLIWQQPLDG

>AOA9RZ2_9ASCI
MIQNKKKMLIESVICCILSITTAANRIQATSVTYQPFEENFETGVTAYWNNDWENAIVETEKSLVMHRLF
ESGIYDCYMKCKDTRNIENTDRHSQFADIKFITISKASCSRSCLDEIFGDARLITQVSEHIKHLFHIKRPY
VYLQFAYFQVGNIEQAVKTAHTYWLRHVGDDVIEDSIEYYRNLTEVKPEFFIDLEASEHTYVYDTAVETY
LDEDYEAATPLFMRALEAYYTASDKCNALCEGEHVEDYDYPDVPEFHMQTADHY IQVTECSLECVKKIAT
DSSGVHISDFLPLHYHYLQFATYKEGNTISAALSNAKTYLLFHPEDEVMVNNVNLLSKKVDSKTEATPEAV
LYKKRIDGQIALLRYSYQAFGYEYRTNLLTPFADLTENEDGIDEFFSGHTLQKPNILPSNPEEQFYQSPD
EKQKDITEKKSMEEHTLNELEEQRSQQKVAKPDNDVDVSNVSLGEALVDSKDMVTIRDAANETPTAEGNL
LFEDYVLVANSTQLNGQERFLVDNLITQNDCDDLINLELSRGLFGDGYQDKKYPHTEYESFQGISTYTAV
ELAKKSEIPLRIARLYFDTSEKVRAQVQEYFHLPNLYFDYTHLVCRTALPKSSSEREDLSHPVHADNCLL
QDNGECLKKPPAYVWRDYSATLYLNNKFEGGNLIFVDSTAKRISAQVEPKCGRMAAFCAGKECFHGVKPV
SKGQRCAMALWFTTKKEKQEVQRQIAEETLASLENSKDEL

>AOA9R3_9ASCI

MYEITRWYYFDDNYLYDIINDEPKVLLIGQWAEEITAVTQVALEY INTNEILGRTWKIIKRENGYLKSDV
FQGREYIFDIKAESMQDGIVRSFRIQLLHPFNHQNEVEVVSYVQNIQKPVHITVPLTGVLNNAKNIMLVF
QQTAKLKEGLCLTLVLFKKRGIYQQLFDPNIWEYLENFKQNNKEMCFHMREINSDYNFFDGIKQSIEEIE
ENNIILTLKDDIEFNSDATENCQNLALQNIRVYFPLSFSQFNPKNIEDGMPFGKPKNVDKKSFTKETGYW
MHNMHDFICAYSDDLKSILSKTESLVYEENPNNIFIEQSENGDNVYNKFLLANYKVISSVEPGLLRLYNN
INCTNIRNKLDRRKCK IQMMETSGSKQELNILYLNENASKLR

>A0A9R4_9ASCI

MDQLKKDVNEIVGLDILTKAADY IETCENEKRHRESDHGYASTYRY IDDNEPLHKRVKITKKNQSRTSHN
ELEKNRRAHLRNCLDNLKATVPLGQDASRHTTLGLLNKATSLIEDLERQQKTYNKQKSDLSNHNEQLKHL
LLGLELSSRIRHDSTNSIGLSDLSTDSDKEETIDVTECSSSGDELIQELIGMKTMPAEMV IMS

>AOA9S0_CAEEL
MLMSIREDVVEATSSIVPEKTHSDARNFSLVTSSSQVRSPLYLKSLDADGEDNSTVEKQITHSKKVADTE
LDRSLECLKENENDVKTNGEVELSAVEDALIQVVPEVSENQNPRKIGPYDFDQHANFLNS

>AOA9S1_CAEEL
MRRFLLLFHVFFAFSHSFPVRNDDRGVLPNIDALFCTNKDLRQVVFENALQNITNPKATAVDQVQAATIQTA
LTPNFASSGGTWLVSATSYHRVNGYVDDRATSMDTFCAVNDINLIRSEQNLQKKGVQGANTLDTFPRRRI
LFGQGASKKMKKLELFSLFTHKDIYPSRPFRYYLST

>A0A9S2_CAEEL
MSGGLGFAIDRGGTFTDVIVFKPNSEVEVLKVLSVDPANYTDAPTEATRQVLEREGGKKIPRGVALPTDS
ISWIRMGTTVATNALLERKGERIGLLITKGFKDLLFIGNQARPKIFDFNIQIPEVLYEDVVEVDERVLIL
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EQTKELLDENAQIETTINGLQIVVEKKVDELELKEKLGELKEKGVKSVAILFLHSFIYPNHEKEAGDTAK
KFGFDYVSLSHQVMPMIKVVPRGFTVCADAYLTPKIMEYLDGFKAGFSDISSVRVNFMQSDGGLCEMDKF
RGSRATLSGPAGGVVGIASTAYKASDKKPVIGFDMGGTSTDVCRYSGYLEHVMETTTAGITIQAPQLDIR
TVAAGGGSRLFFRDGLLIVGPESASAHPGPVALGFLAVANEEMCRPIRTLTQSRGFNPSEHVLACFGGAG
GQHACAVAKVLGISQVRIHKYASLLSAYGIALADVVDESQTPAQVVYEEENFPKLYSQFMDLRSKSLAGL
KTQGFTESQIETKYFMHMRYEKTDTAIMISCDIGKSEDLASFRDEFRTTYRREFGFVLEDRNITIDDVRI
RTRGKSGCHVEKTIKQAAEDQRQAVLKSVSSVYFENLKFVETGVYLLEEMLAGQI INGPALLIDKNSTIV
TEPSSTVTITEHGNVELQIGNDVEKDLTTEVDPIRLATFSNRFMSTAEQMGRILQRTATSTNIKERLDFS
CALFNPEGGLTANAPHIPVHLGGMQYTVKFQIDHRGIENIKEGDVYLANHPTAGGCHLPDFTVITPVEFK
GHKTPVFFVANRGHHADIGGLVPGSMPPNAHHIDQEGASFISFKLVDEGVFQEQRLIDALKAPGKVPGCS
AARNISDNTADLNAQTAANRKGIQLVTSLIEEYSLDVVHAYMQHIQNTAELCVREMLKKVGRKVLEKTGK
SQLSGEDFMDDGTVIKLTVDIDSEEGTAIFDFTGTGPESYSSCNAPRAVTMSAVTYCLRCLVEKDIPLNN
GCLAPIQIKIPEGTLLSPSETAPVVAGNVLTSQRLCDVIFKTFDIVAASQGCMNNLVFGDETCGYYETTA
GGAGAGNGFHGRSGVHTHMTNTRITDPE ILENRFPVILREWKLRDGSGGSGKWEGGDGVVRQLEFTRKLT
LSLLTERRAFQPYGLHGGQPGQRGLNLLKRGGRAVNIGSKASFEIQKGDILCIETPGGGGYGAPENS

>A0A9S4_CAEEL
MLEALASLLASNKYFFDVNEPSWLDCKAFAVLAQFKYTPLQNEARVKQFMKDRTPNLMTFVTRMKEEFWS
DWCTTSED

>A0A9S5_CAEEL
MNRKTALLTTLPRTVTVPYYAPSCLFLETFLRSKLIPYETTQCSLYNVLPREHLYPLIDVDGYFFKNLME
GLDYLLAKYGKSLDSGLTPKERAQALALSALLDELTWMLAYSRGQDFTWLRDDRKITEDFGLVQLYFWRN
WIVPQMQKRVDY

>A0A9S6_CAEEL
MQFTYFPRVSIKLYMLALLILLLAAQQITPQCQQCGNRRIVQQYRSYPQKKFNFNFEQFFSRFPGFTSPQ
RQPPSQPRVFNSYGQEAETFGSAIGKSIGRRIQQAMAAQDPAFDIEFAQPSSPASTSSTAYSPPPATSST
TYGSSIPSTYPPSTFAPSAYPTSSSWGSTHPPEDLPTVQQAFQQQQQSYGTVQPQVSLAQSLIGNSNGFG
GLPGLLPPPSNGDCPWCSGYRGKRGPDTEKEKKNEKT

>AOA9S7_CAEEL
MPGLIGLGLLILLGFHVTYSTQCDCNSSCAIYTSPVQCVRCCTHYVKRRSLPLHPAHRKRQFLLTESTKI
KHPIWRRPVEPMVEESLPRLIRLLLRKPL

>AOAAB8_CAEEL

MNGNGENGTDEKQKLLSVVGVVSEEVVEMNRVSSARFQVSKTDEDEKTSDDNLRKLKSGSEPPPPTQNHE
AVTLVTRKMSATGRFMVTSDTNPGQLVAEVADELGIDVPIDPPAEKSPASRAKGVHFSVGDKDSGSMSED
GDEKRNITHENQTTFNMKSWRNMKTIEHPPIIDFYRNSIDTDGVENRPSMAQL THGKEHKEQDLGFEELN
AQHHHLEDSPVHETKNEYRMEKMHAPPSQNRVKFGWIQGVFVRCLLNIFGVMLYLRVSWVSGQAGVGLGS
CIVLLASVVTTITALSTCAICTNGDVKGGGAYFLISRSLGPEFGGSIGITFSTANAVGAAMY IVGFAESF
RDVLIDYNIGTIFDGGLWDVRVIGFVTCVILMGIVFIGSEFESKMQLGLLVILLVSTANYVFGSFFPPNE
TAMNRGATGYSLDTLQSNFMPHFTENNTFFSVFSVYFPAATGIMAGANISGDLANPQQATPLGTLLATILV
TTIVYLLTVWMTGSTVVAFSNGTEPAVENNSYFVPPDCTPDCPFGLVSYYQVVEMSSFWGPLITAGIFAA
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TLSSALASLVSAPKVFQAVCKDRLFPRIDYFAKTYGKNEEPKRAYVLGFFLAMGIVATGDLNVIAPIISN
FFLGSYALINYACFDQSFADSPGFRPGFTYYNMWISLVGALLCVEVMFI IDWFSALVTFFCFGAIFMYLL
HRKPDVNWGSSTQAHSYKNALSAMIKLSTTEEHVKNYRPQVLVLSGNPASRSCLVDFANNITKGSSLLVC
GQVVPYEPSDRVYMVMKRLDENINVWLRKRHLKAFYRAVANSNFRKGAQSLIQLTGTAKMKPNIVLMGFK
SNWYKGGPTETNLNEMNEYFGT IQDVFDWNMAMCVLRNGQVGLDFSEAMRNLNL TEPNRLNVPPTEEKEK
EKEKTNENSPETVHLIEKDETARTDKSGDDGSSSISINETYVSDENQEDADGDDDNDNDGEESGADDEHQ
KEDDVELGVIDEQEKRHFSLRRRGSRRHTVEQKALLSSTQRFNRKVKKGTIDVWWLYDDGGLTLLTPHLL
ATPKSYLEGARLRIFTISTSSRTMEQEQRGMAALLSKFRIDYSDVYVIADIGKKPRQETMNTWQSVIDPF
TAQDGSCPIGMTTKSELSAQRDKTYRQLRAGELLNEHSINADLIVMTLPVPRKGMVSSSLYMSWLEVMTR
NLPPVLLVRGNQQSVLTFYS

>AOAAB9_CAEEL

MEALPIMPMLAPQSRSSTLSYDNIPNFDFRLRMKEY ILLTFNADPHDYDSAFDELTQMKFEANVPTPSVE
QTLKLKRYYGQLCMMQKRFPMGAGEQLETPFAWHDGLIDIRSAQSEVTICDIEFEKASVMENIGACHAQY
AAEQTRDTQDCIKAAFMHFQYAAYAFEQLNSFRNSDIFYPSVDLDANVISFYYKVMIAQAQECLVQKSLL
DNRSATVIAKLSLWLQEAYDSAAKIVDEWSVNIPESVQRYYAKICSLKSAMYAVIAYMSFGDNLEKEDKK
MGWRLQYYNTANKYMELLSSNHSKMRERYPELFVTSSFLFDVISAKQRNAEKENDETYHDRVPKQEDAID
AVQKDGGGAMCKVKTLSFDPLDPSVCGCDLFGKLLPTFVQDAVKKYSDDKDQALRETIKECVRSYDEHLNY
QLQLAEFDKLRFMLNEGKRSREAWFEISEDLMKRNADMTSYPDCVPNLIDKMGESSDTARVAEAKLNTLL
SKLRAIDLQKSSIRSDEGFILIQKELERLAEHLEQAKAHNVSLNKATAQHSANLQLLTLPCREMWMKIVP
PEQQGEMRNGSSPEELQVRKMIEKVMEMQAQRRKLVEQFEADLKADNT SNKLMGTNERGAEE IMKSELTK
HTNIQQLIRLNITAQDATLRAFADANADFFEERLAMSTKKEEYEKRVSELCASYEVYRDVSKKVDEGEQF
YRQLMARCDQFATPVHAMEEQYREEMEKKERAKKEAEHHLNQTRMSRDAQNALMDFGGGRGGGAPGARAQ
QQAYQPSRGAAGAGAGAPRGPRLGDFMDSYRARKQAPQAQIPEDQGPPSPTPSS ICDFPVQSQRSQRFGA
FEGAQGAPGAQRGYQGPHSPVPGALTGSQASGPFGAPPGAPHGYGAPLQAPPQAPYGYDPSRYQDPSTYP
APPPILPGSAAYEHAIRPYPGDTGSYQVPRIVPGAQYGAQAGSGAYFGAQFGAQGAQGAHFGAQGVQFGA
QGAQGAHFGAQGAQGAQFGAQGAQGEQFGAQGAQGAHFGAQGAQGAHFGAQGAQGTQFGAQGAQGPPPAS
YGAPTPPQASYGPAPGAHGYQONGAQGPPGAEVGAQGPPGAHFGAHGASAPPPTSYGAPTPQRPPQASYGA
APGAQGPPGGQFEAHGAAALPPTSHGAPTPQGPFGAAPGAQFGAQGPYGQQGARYEAQKSPGAATFGAPG
APPQHQGSFGAQFGVPPPQNSAPGAQFGAKPEASSHAPTPPPQPHPSYQAPAPPPALSVFQHSPQGAPIT
APPPASSHHEHTAAPQARFTPTPGAPSPWHATPAELKTPWNTTPQYHAPPGAQAAAPEAPAAPAPGAPAA
RSNVDLLSDLLGDFNLPPQPIQPTVHSTQQLQHQAPQQQEMSDFRTAAATLNPPPESVKPVKPAAAVQPM
POMTAQQVPAHGAQETPILKSSELSSSASTSSSITELSDPSKFQLGVGNVQKLEKRMLHQSFRNQGPPPP
MNQSDPLNQIDAFSSFMTPRHQ

>AOAACO_CAEEL

MSDFDSEERPTFDGWSCRLGFMLLTFNLLVITGIATGISNMIRICVDPPECKTGEVYVITALVIIFLGFI
GFLIGYNFYNWTKKMYLPLLTLNRASIVTFGFLLLIYQAIDSNVFLLYLYSISWGLIAACYFNSLCAQLV
SSTIPEERLITLNGYLCIFFSGAAGFGLDRFTVKLKYGGFKLGSFILLGPLVMSYLITYIVSKNERKEGH
LTHCNSAYRLPHKLTNSLANTAAAQIARHIEDGHYKDPNIFQELDTKSHEATFSKLLLLNPKAYKFTAKA
TQIQESVVIGKRVHAQHYYARNIDIMTSLTSVLYGKSLAKTHSLDIGECRSQLTPGWIGTMLPSLQSLDI
SNKPLSKEDFSQLCNFFQNLQKLNISDTCVKKLQGISKLKNLKVLSMRNLQFRTATDMLDLFKLKGLVAL
DVSRDIAKANIKTIRQFVECGNVLPSLTFLDASGTDINQDLLDSLEYQPNLQKILATGIQITEDSNTPKV
LNFATLETTLKALAHYTNLKNSAATRRCLASTKSQFKKNHDDGERYDVVNCLKHVIEATETFSPDGSLDV
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NTMWSGHTYIQGVMCLTEISINKSHLFHQIDAKLVLEMLLVASERLTILKSSLSQHPCQEVWEATENLVE
QEFDWLDYDRIGKISMRFAFKVGLRSDWFEHQAMPVVDMCTERSPSQDFRDFPARLHTKYVIDLRKQATA
ERNTRECMSLLKILHSTTLDSKLECEDILECKRFCKLVWCLENGESDELQLGVLRVIRNIIVVHKSSNFT
ERFTNVEYTVFQQLLIDWTSNKAYNIFTITALRIFLTEKDWTPCEFADEANDLLIDRFQFFQPTEITEDL
ETYMGTVEKVLKNSKLDGPVLWALLTLQILAGRSKENVWTIRGQPEMLKEFIGNPRVASEAVRNATESLLE
LIN

>AOAAC1_CAEEL
MMRINGFGKKLSAKQMRAKFERQTECDFDELKESRKWREPPEKALRFENVITQDTNLPFEQVEESKKMLG
DALQLCGIENETASFMKRKFDAKYGGHWQCVVGRNFGSHLDPIQFIHFTVSKISVILER

>BR2GC_RANGU
MFTMKKSLLLLFFLGMISLSLCEQERGADEDEGEVEEQIKRSIWEGIKNAGKGFLVSILDKVRCKVAGGC
NP

>AOAMI7_DROME
MPTKKCYCPVTHVIFDCDGTLIDSEGIYLKTVQDLLAKYGKTYTKVDQTQHMGMPVGTFSQHIVKDLKLP
MSPAEFQKEFEAAVDKSMGSVALLPGVRDLILHLHEYRTIPFCIATSSFRKLFKVKAESFKDIFLAFHHVY
CGDDPALGPGRGKPYPDIYLLAASRFNPPADPKKCLIFEDAPVGLIGGKAAGSQVIFIPTDNVSKQQKKG
ATMVLKSMADFKPELFGLPPFDTCSKFEFG

>AOAMQS_DROME

MEKVCQFFRNNYVLANCEDATIYKKAFSLNLSHYQISDVPGI IEKCETLMKLFLNQNKLTKIPSSIGSLMR
LQVLTLDYNKLDEFPLCICRLVRLKFLNISCNSISSLPPELGYLTQLETFWCNNTGLLELPNETRNCEHL
ETLGVRGNPLKKLPDAIGALSSLRWLTAEGCELSEVPLTMALLGNLVHLNLKGNRLRRLPRMLMAMQKLR
FAFLNENRIDEMPTRSQLEELRTLHMLNLSKNPISLHRDLQLMALRQTNLYVELPSDPANICDGLASRAS
LNAQEQQEDQARGAGQDLDSSDWANSVRTSELDTTDESALENNIEDLSVMLPEMSREVTTEF

>AOAMT9_DROME

MATITKRKNQTAKDRSRTDATTALRRLVIPRPDILHTYLDYKQVNQYLQYLAQRYAHFVHVHILGHTHEK
REIRALEINWMNSENVELSPQMREHSPRLFDIGPNGRFTVPVIHVGEHCRKTVFIEAGTHAREWISVSTA
LNCIYQLTERYTRNIEVLRKLRFITVPLVNPDGYEYSRTKNPKWRKNRRPHKSAKFVGTDCNRNYDIFWN
SGPSKINRNTYKGESPFSEPETRAMRCILDRMSSNLLFFLSLHSYGQSIMYPWGYCRDNPIYWRELSSLA
NSGKSAIKSYNGREYRTGSISCLTKRTIAGSVVDYVYGVLKVPMALVMELPSRELGFQPPVEMISQIGHE
SWYGIREMCKRSFDLRHQIVREKEPPLPWPSRHESSNEGVATENTSTPTEETNTAGGDFAKT TSKKKRSK
RTTIRAQHENTLRLQRSLKAREAQDLPEGIQALPPGLFPRQMEPQYPPIKQSGLSRDGQGGGDGVILTSR
GKPTISSPVSLVLL

>AOAMX2_DROME

MAFVARRSSDGSVVDRQQVSGREKVRPASQSDISDEDSESLLGYTNHTYGAPTVRYVGQGEDREAVEPQL
DYEDFGDSLGDHVDNSESETDSILSFCKELDEEEANDALLNGRMSFTDEKAKVEDKANADDVFHRVMNKG
DEAAATDTETVMNFDHDVQSLSSLGSCTPTVTQRGEDVDNLDNISGRTFFKEEKSHSINTRTFCKDNNLD
ALSGRTFYKQASVKETNQSQISSRTYSLSSSGNNQNHDASSMSTCSWSDMYRGALQSTDGCTGMPPLSLA
SVVSDSSTCYKQLEEHKERPGPQAFEDWKARKAAEKQKNLLAAKQEREKREAEAALRQKYAQEHFQEWCR

94



RKEEQQQQQRQKQKKSSTSSSSLGSVSGSSTAPTRKVSPENTKNRLQKWEQAKREQQQQEKQRLIRLQCN
KQKLEEERRQRRQGAWQNWMKQVDKRAKPVPLNQGFDTLRGTISNIYINPVQWVSNIDPQDSGRSR

>AOANO3_DROME
MAFCGHVTSSGQIVLRDEIFSSRTCIARSPSSGGSLNSMSSPSSLAQNTTRTYFFKDDGGNPSPQSTDNW
SLGGLKRSEIQSNLVPSLCLSSQESCLNYLSHCKGIKVDRQPEAAYQNWYSAKQQQLLEKQRRIKEEQEF
KQQRTEERKQLARMCYEQWLKDKARQAANLQLESHIQDAAMKASTALRKNPLESLRKNPVVSSLSGLGSL
GSGPSSSTAPRRIRKVSKDEIRRVVEEWWLKKQSQQQAQREEKRRAMLSKALKEEQRRQLAQDAWSKWMS
NVDAKPKPVPLNQGMDSLRGTISQLYVNPTPWMGPVKQTQM

>AOAN67_DROME
MQSPAFAYREHAEHSPRAMYMRDWRSALRTPTYRIGNRTVRFNYHFALLIVCAFVLVLLFYFARQGSHSS
SDGYWLRRSYTDARSMDNGGPVVQAYNATYPLTSPMVLRGGVINYRIAMIADLDTSSKVSKGDGSSTWRS
YLKKGYLTYTVARSETIQISWDDGAPIVLESAFALKGRGMELSELVTFNGRLLTFDDRTGLIYETVNDKPI
PWVILLDGDGHSAKGFKAEWATVKEQTLYVGSMGKEWTTSAGDFENNNPMYVKATTPSGEVRSLNWVDNF
KQLRLQSMQITWPGYMIHESGTWSEERNRWFFLPRRCSKEKYNETKDEHMGCNVLVSADESFTNFETVRL
DPENTTPTHGFSSFKFLPGTDDSITVALKSEELNGKTATFITAFDIAGKTLLPETRIETDYKYEGFEFT

>AOANA1_DROME

MASAQVQSFDIMKQQDQQHQLNS THKHHHHHEGVPLESNSPEPIDEETYQVEYKHPLEHVWTLWYLENDR
TKHWRDMLNEITEIDSVETEWSLYHTIKTPAELKIGCDYSVFKKGIKPMWEDEANIKGGRWLITVSKSAK
AELDQIWLDILLLMVGQNFEYSDETICGAVINIRNKSNKISVWTANGSNEMATLETGQKLKILLHLQSHSL
QYQLHSDAMSKFNSGVKSVYTL

>AOANB3_DROME
MARQRLLGSTLSKGGAQVLRNFQSFVQGTRLEYVSYTSPRNQMQAPPTVVMHDLNLSLESWRQVAVNLSQ
VGLRQVITVDARNHGLSPYITGHSPMHLAADVEALMSHQRLNKIVALGHGMGGRAMMTLALTQPQLVERV
ILVDITPAPVPSNFYLTRQVFEMMLQVAPSTPSNLSLSEGRTFILPLFQDVVHDASELARTTYNLRKMQD
NTFGWAVNPQAVLSSWGEMMINYEATLGGLRPYMGEVLLTAGSQSEFVTTTSTAVMQRYFPNTVVQILDA
GHCVYEDQPEQFVELVVEFTQTCLVC

>AOANE1_DROME
MAKKCQYVAILITVMVILSGAHRMKRLSSPEFHGDETLELAKYVVSTRSRTPNKYFGDNHYCGGGLLSNQ
WVITAAHCVMGQSKIMYKARWLLVVAGSPHRLRYTPGKSVCSPVSSLYVPKNFTMHNTYNMALMKLQEKM
PSNDPRIGFLHLPKEAPKIGIRHTVLGWGRMYFGGPLAVHIYQVDVVLMDNAVCKTYFRHYGDGMMCAGN
NNWTIDAEPCSGDIGSPLLSGKVVVGIVAYPIGCGCTNIPSVYTDVESGLRWIRHTAYDWASITKTNPTL
MFILLYVLHSCLNRI

>AOANM3_DROME

MSEEAASTSSFGFKKRNLKKGAGIRRKKETSSDESAKSSDEETKGKASALVRAENRRKRTNPNFQSTKTM
SKAKRQAGGVGDDGSSSASDDDKLGIAYKSKREALPSGPQDQGATSINEMDTELDRDAQATHARALKINE
ELEGKADDKIYRGINNYAQYYKKQDTAAGNASSGMVRSGPIRAPAHLRATVRWDYQPDICKDYKETGYCG
FGDSCKFLHDRSDYKAGWQLEMDHENQRTGDVDSDGDDIKYETHSDEETLPFKCHICRQSFVNPVVTKCK
HYFCEKCALAQYKKSQRCIICSQQTNGIFNPAKELTARLKTNPMENLDSDEEEEVGKKEDKAGAGEEAQE
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ISSDDSD

>AOANU3_DROME

MHRHNAESSFCFINRINGNTNDELQQPGEHEPTSALLDYCKRKFLRPYVAILTLVGLNPISTDMTSIRAC
CSYVQALMVLFVLLVGYLLRYICGYRSDRGFTSYRDIRPITNGTDGGATTPNTIGELLFGFIVPSGFNLL
AFVSAVLVCKVIDHEQLQNLIERVFLMSAKPKRLCRMLWLFLATALALLILLFGYACCVVMMQPSQIVKV
SWLAEILSDWEMWLRVGLLFTILLQDLVEITILSNYYIECYLLRMHLETLSHKLLMHSIDSLDWMREVLE
FRKLLERLNQHVSTPVCFLIVMNLAYAFAGLVYLFKDFDFHYCALKLVLLNTANVMLWLFLGLLPFFVAS
SVTRVCQNAQANGHQIRVRPFVYHNTSAEDLNSTLLFAASLDMSAKLFRMPIQPNYLCFAILVVVIVILT
LGMCLNLTALGKI

>AOAP24_DROME
MERYNRVYRDSASPLTPLTPLSTEAFTFEDVTPTGGVGRKGTARYGLFGMPKNNNLTVPNSRPALSGLKR
LSESTLPRRFSQKFMRTRSVFSPTSQSTLINGETRLLGESGVSKLLRTKREDRPKPDIRLQQETRLRQEE
SKLKSARKIKVEDPRSPTPSTHHSRYKPCSPVEHPTLSPRVKSLLDRTGNAHLTELFTRQEIDIEVLIQM
TLEDLAALGVRGAREIRLAMNIIQLAKQFF

>AOAP42_DROME
MLITQIIMKQIRDYPIVSTISIAVSTVLASEVIWKLVQCSRSKREKASRVHEVIIFNELGEICAAVHMRN
SSMGSQKPQVSPCCNMHCSLRNVAKIVEQIDRAVYSTDLATYTFTSLFLADSTKRALQRGVIIRIISDGE
MVYSKGSQISMLAQLGVPVRVPITTNLMHNKFCI IDGFERVEEIRLLRKLKFMRPCYSTVISGSVNWTAL
GLGGNWENCIITADEKLTATFQAEFQRMWRAFAKTEGSQIQLK

>AOAPF4_DROME

MSPKKALDDCMIDFDRCVLVTDLLEEYKLSYKEVNDVLEAY IKEQEPATKFEKRFLVHGKRKTQGSDSGE
DLYSVVLESRMQDWLAKVQDAESQLYSVKTAGGTKAPAATFKPMQHLEVKLAKVEQRPGAGKIVPSANGT
TPHNGVKSEPTKSEPSKSAVKLEPSKSSLKSEPAKSKAEKPVASKASPEDKKTSPKEQASKAKPAAAKKG
SINSFFTAAASKPKDVKATPSKSTSGTVDNFFKKQPAGAKKSPPESEDKSKKDASNSNKKEASKKKSPSP
TKKPTTANTSMQLFDEESAESSDEEEKLDMLRRKV IESDNDSDQEKASSSKRRRISDSEDEEQPPKKSAD
EETITVDEKMDTEPANETYLDEDGFVITQRKPTKAQPANKKVSPKAAAPVNKKKSPPSAAKAGKDAPKTK
QAGIMNFFSKK

>AOAPM6_DROME
MVHQLSILCCALLGVAAASYIPHGGYSHEHGVGYSIQTHHEAPKQWQDHHQAHHQWVDVPKAHSWGTDQD
HHHQQWAPVAAHDSHHQWSHHEEPKHHPKYEFNYGVKDTKTGD IKQQWETRDGDKVKGGY TMKEADGRTR
IVEYTADSHNGFQATVKHVGHASHLEHSHSYGQQYGHGHGHATSYVDVKQDTSSKWEDKSNKWW

>AOAPN6_DROME
MPTCPVSMAYGWGLGFVVLCMLHTAHTQHGPAGHIEFYSDYGRNHDEERLHYSHQYHISDVASRVHILHQ
EQRNGDYVSGSYSHLEPSGHIRSVHYEVRGANRGFKAVVEQRTGNSRVHQTLEFRSRQPIRALATAEPVA
FVI

>AOAPP3_DROME
MGLTEQLLLIGVVALGGVFGRLNCEFELESVTQNPLVTDVYVKARQPSGYTPHRIVGGADIPPGEHVPYQ
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VSLQYRTRGGOMHFCGGSTTAPNRILTAAHCCQGLNASRMSVVAGIRGLNEKGSRSQVLSYSTHPKYQEL
VTSDLAVLSIKPPLKLNNSTISAIEYRSQGKDFVGGGVPVTLTGWGLRLPVPFPFLDNVNYPNVLQRMSY
HTISNSECRNAGMESVTDTEICARGPFRGACSGDSGGPLVMESKNGLQQVGIVSYGLVVCGLYISPDVYT
RVSTFSDWIGNQTKS

>AOAPQ1_DROME
MEVNQKWNWDTKPILVKCGGFSSQLAKNVTEKVDGDPLWGSRFDATNPEAVIQTHLDFLRNGADITLTNT
YQSSVEGFVKYLGVTRERGVELIQKSVQLAKQAKEQYLSEIGSEAESALPLIMGSIGPYGAYLHDGSEYT
GNYADKLSKEELRAWHKTRIEICLAAGVDGLALETLPCLMEAEAVTELVLDNFPDAKFWVSLQCMDEKHM
ASGENFAEAALSLWRLVQSRKAENRLLGIGLNCVNPLFVTPLLSSLTKVAGSDRIPLVVYSNRGETYDVE
QGDWTGTGEEVVKFVPEWIQLGVRIVGGCCRVYPTDVLAIRKYVDGLNIKP

>AOAPW6_DROME
MEYGRFQTIGCLLITLGMANSQPLSWCDPDLCPDNTVHIACNNDGKFHESCSPDATMVDLKPYRKLIVNE
HNKRRNYTASGSLPGYYPATRMATMVWDEELEYLATLNLKTCYLEHDDCHNSYRFRNLGQNLCGVDRRRN
WDLNVTNLVEQSMGLWFGEHKLIDSSYITDFKLTKDLEKYGHFVETVLDRNTHVGCAMMRFTNPQYPFLY
TYNTACNYASVYATIGVPVYNAGKPASECRTGSNPEYPALCSIKEQYNPNHNEY

>AOAPX3_DROME
MLCQVQWYLSLTYKFNEAVAPGEHWFQGKLEFMLSQRGKPLLVHDGHTFGIQYVRKDKKYWQCNLSRKFN
CKARVTTTDTGDITVTNNEHCHTETRQHLRKDYQRNKVMMNAL INLSTSHMRRNNMGGLGALPMVPEVLT
QGTPIHEMVQNLHDMAAKVSAGQQHHHQQQQQQRAHDMEEPLDCGLRSSAALEEMARSFMTNNKPSTAFP
GSESGHNQHGSDTKEEPSWKEKIEGDA

>A0AQ14 DROME
MNKITSAFIRVLRQSSSSGGTGNLLGRQLSYKSDLSLDKIYPGARLQIYTPPPPPSGSDKFSGFIPMDRL
EITYSRSSGPGGQHVNTVNTKVDVRFKVAQADWIPEQTRQKLLKVLANRITKDGYFYTKSDLTRSQQMNL
ADALEKLRTIIRSQEAVVPAPPSEETLEKLRRRQERAVRERLQLKRGRAQVKADRQGPSGLDL

>A0AQ96_DROME
MLLCDGLGPEPPRQRHRNRTSAARIRKRPKCCCGDGGSGNQAEQPGGIVSNPISYGQSLTTLARVTAAAL
TTAAMLHTTNALAATGSSSASNSSTGGIALPLGTATPATHELNATQPFGGTGLNFNESGAGLSDHHHHQQ
HNPDEDWLDNIVWVFKAFVMLLTITAATCGNLLVIISVMRVRKLRTFFYSPASSCHCSSFVVGSHADSVS
FIYSPHN

>AOAQD3_DROME
MRKLVISLAVLGLISLALGHNNPWEQQPTPIKKVPVPVPVPVPVPVYPKEGGGGGGGGGGSGGGGGGGSG
SGDGGGGAIGGTCPRPSPEALRCLREWACQYVIRLDLRCLLTLNGNPLLGNLISTPGITGGGSSSGGGGI
LGGLLGGK

>AOAQD7_DROME
MRKLVISLAVLGLISLALGHNNPWEQQPTPIKKVPVPVPVPVPVPVPVPVYPKEGGGGGGGGGGSGGGGG
GGSGSGGGSGSGDGGGGATGGTCPRPSPEALRCLREWACQYVIRLDLRCLLTLNGNPLLGNLISIPGITG
GGSSSGGGGILGGLLGGK
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>AOAQL9 TRISP
MSSEEKVEMADVPLTAAVDGEDTTKEAGVNEAVAKTKKSMFHNLEVKKQKHDALINTEADQSEHDKIPKN
KCPVKKWFFCQARSCQEQADSAQSQMTIGINMLDRDEKQLNEHIKLNFEDILAEPDGYHSWDWVWRGTYH
TENTLRRFIYRFLALLFAVPCATVWAMLFALLTSINVWILTPLATATSIPAVWLAKTWNFIIRSLLDPFF
KSCGLMRAAHSESTTNQTV

>AOAR24_HUMAN
MNRIVPHISIVMLNVNGQNAPLKRYRMAEWIRTHQPSVCCLQETQHIRKGWKKIFHANGHQKQGGIATHI
SDKTNFKATAVKKDKEGNY IMIKGLVQQENITVLNIHTPNTGASTFTKQLLLDLRNEIDGNTVILGDENT
PLTALDRLSRQKLNKEKMDLNYTLEQMDLKDIYRTFYPTTTEYIISTWYILQDRPYDRPQNESQ

>AOAR27_HUMAN
MVAQTIFLSHPQQVITKEYELFEFRRTEVPPLLLILDRCDDAITPLLNQWTYQAMVHELLGINNNRIDLS
RVPGISKDLREVVLSAENDEFYANNMYLNFAEIGSNIKNLMEDFQKKKPKEQQKLESTADMKAFVENYPQ
FKKMSGTVSKHVTVVGELSRLVSERNLLEVSEVEQELACQNDHSSALQNIKRLLONPKVTEFDAARLVML
YALHYERHSSNSLPGLMMDLRNKGVSEKYRKLVSAVVEYGGKRVRGSDLESPKDAVATTKQFLKGLKGVE
NVYTQHQPFLHETLDHLIKGRLKENLYPYLGPSTLRDRPQDITVEVIGGATYEEALTVYNLNRTTPGVRI
VLGGTTVHNTKSFLEEVLASGLHSRSKESSQVTSRSASRR

>AOAUH1_HUMAN
MQAAWLLGALVVPQLLGLGHGARGAEREWEGGWGGAQEEEREREALMLKHLQEALGLPAGRGDENPAGTV
EGKEDWEMEEDQGEEEEEEATPTPSSGPSPSPTPEDIVTYILGRLAGLDAGLHQLHVRLHALDTRVVELT
QGLRQLRNAAGDTRDAVQALQEAQGRAEREHGRLEDSECMTPPPSLPGPAHRLPEGAAPGPQVLPALARL
RSSGGGAGAVHGAGREPGAAGRPPADGGAHSVPARGARSLQLARVAGRARSARRGPLPLRKRPARVLLRL
ASLTPPRARRPAQRLAASAQPGPAQRWHARELRGAGL

>AOAUJ2_HUMAN
MPSFPTPIQHSIGNSGQGNQAKERKKGYSNRKRGSKTLFAGDMILYLENLVVSAQKLLKLISNFSKVSGY
KIKVQKSQLFLYTNSRQAESQIMNELLFTTAKRE

>AOAUP8_DANRE

MEKFDDDSSKKTSEAEPYNVQSLYTTLGLSSEDVDALAKTPESETSVETLPFLIMQIKTKKATDTSSSAD
TGHKDKSKDSEEKQETPKSCTDAAKPKSKSPPKVPQKRSGSHEQKKKAESHKKTERHSGGRRDSKYSSSR
EKQSGDHAAAESECADNPTVFPHECTRCKCVVNSIKTWKEHLSGSRHKSHDSQSSQRSSRPHPPPKRPYS
SDPFAGDSFTSGMPDHLEFPPKPNTRVVVAKFPMGAVTVEDLLVLGKPFGTVVKHLVLPAKGFLEFSAHKE
AVNMVNHFQQKPAFVKDTRVGLYLSPRVEGIHSPPKYDEPVPKRLKRTNNPSVVCEFSHLPPGEDNQAEVL
ELAAMFGEVWQSKFLDGKALTEMVDWRDADIMVKYYYSNPLKIQGKSIKVTMSY IKSLREMPGELTPRKS
DSGKHSRQKEESSVKDKADDTNQESSEKETKTIKTPEQSQEEGIQLEEGTDGSVVKTEEEEEKVEDEDKQ
EEGEEVQEEQEKMEVGEEEEEKGKEEDEELEVTEELELTEEPSVAKEENRDQESEHNPEEQDDMEFPED T
EDFVTLDELDNTAGGDSALDSSEPQDGKVVVIWPIKKSPAETMRELISNLSDLCVPFGGLVRYTLSITKQ
QAMLELETVEKAQEMVKEFYKSHKAMINGRPVSVTMCFAMTTIEVPSGRTVFMGNLPNKWYMRQKYKQSTL
LRMAKRYGNLTGFCLNRHQGMCYVQFDSSESAEHMVAQYRRRRRSFSVFGQILNVAICKIGDSQIQWRDP
VAEEETSRNSGPEQDTEEKESKDNGQT TKPSTDGNGKARKRGAKQNQQRPAPECEGVGGDPDSEIISEED
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GHEEKTPLEPYQPDQTFGVSYVIPVTGFFCKLCNMEFYTDENKAKSEHCRSLDHYNNLKLKHAVEEQADGQ
PDGE

>AOAUQO_DANRE
MVHVYNCHPFAAQRIVSAEQEPGLVCCGGGALFVVSAGGCKIEAFDLQREESPVICRFSCAGTVLSLQHS
AVGDYLVTIEEKNNATYLRAYTNWRYQAVEKTRVGVRLLGHLLRGSSFRGAPKEQMET TETPLFEPPLCY
ACCSLTGDLLVGSAKSLVVFSLKRQTLSEQLSVLDFERVLILHIQGWSPSQVAFSAGYLALQTELEVLVI
KLVQQQKSAQTAEENALLPED IMVETSLEDDAEMKKDGFSPLHEQEDFFVFPKHQEMLGSEAQDCGITLV
PECTAMDSESRGETTVVYVLFRRFAPDFFQGCSVEETRLHSLQLHPIFTGKQEESSTSRCGDPDCMFVFF
SLPNTGYMYSLKSSVELVSTYQYPEKAHQAVLSDQFLYVITRNALQCFTVRCSAVAARVQDPYIDTTMKA
CPPFSMEVCALRIQLFIGLKVLCQTPMTQDSVFMCSAPPNWASMRTPSTDCWTAAHRPSSHTHNTSCTTT
HCVCGGRNYSLRSVTGSGKQEMTTQSSSQLSKRL

>AOAUR7_DANRE
MSLRESPFPNGFLEGLHAVGWGLIFPCFWFLDRLIAVCISTTLERMWRLEQECYLHPLKVVFGSILFFIL
FVISTPFALLGFILWAPLQAIRRPFSYHKQEQS TPMENRNARWEEMGKISFGFLTANLCLLPDGIARENN
LGHTQKRALVIGKSIVQGVTRPHIRIFVDSPSSCGTVTPSSSLIPQPNASSYGSVDASGELPDATEVNET
TPKPNCNQNSNHQKHPPRSLRTLLRDAD IPMEVSALFPPSVDIVCLQEVEDKRAARKLTQALGPLYGHVL
YDVGVYACHPAGSCSSFKFENSGLFLASRFPIMEAEYRCFPNGRGEDALAAKGLLTVKVDIGLQKGEKRM
VGFINCTHLHAPEGDGATRFEQLNMLSKWTSEFQTLNRRDDELPLFDVLCGDFNFDNCSPDDRLEQSHSV
FDEYTDPCRAAAGKEKPWVIGTLLEQPTLYDENMRTPDNLQRTLESEDLRKDFISPPVALDGVPLVYPEA
DQPWIGRRIDYLLYKEKSGHRTEVEELTYVTQLAGLTDHIPVGFRLSVSLDSEQN

>SMKY_MOUSE
MPAHIEEELPPPSPQPSNPEDGELYSQYKVVRTLGHGTYAKVLLAKHWLTGTPVAVKVLLKNKPCFQPAM
KEANIMKKTKHPNIVSLLQVFETKTRGYLIMELVEGQELYEY IKSSGHIEEDEARQIFLQILSAVSYCHG
LGIVHRDLKPDNIMIDDKGSIKIIDFGLSTQVKPGDLLDEHCGAYAFGAPELFLWKSYDGTKSDLWALGV
ILYYMVVGKVPFDSYTTPELQRQILAGVYPAPCGVSNELKDLLSLLMTVNPKYRPTVTEVMKHPWLRGHC
KGLTNIHEEPVPVRPDPDIVDAMQY IGFQAKDIRESLTKEKFNEMSAAYYLLEEQALQREVRSTQAPTVS
QVKAPFPSMDAGEASCLKIKRSGSASILGRSVWPPSIDQEPAYVQKVRQRAGRRSSGHGLLFEANQMTPT
QDQHHIRAMSVPCMLSTSSISEESVSEKREENLSHIALAEDKPIRSRGWCRGIMRWTRRVGNATRTLCCC
TPSRKTPQLGQSRVSPQK

>CB067_HUMAN

MTPALREATAKGISFSSLPSTMESDKMLYMESPRTVDEKLKGDTFSQMLGFPTPEPTLNTNFVNLKHFGS
PQSSKHYQTVFLMRSNSTLNKHNENYKQKKLGEPSCNKLKNILYNGSNIQLSKICLSHSEEFIKKEPLSD
TTSQCMKDVQIILDSNITKDTNVDKVQLONCKWYQENALLDKVTDAETIKKGLLHCTQKKIVPGHSNVPVS
SSAAEKEEEVHARLLHCVSKQKILLSQARRTQKHLQMLLAKHVVKHYGQQMKLSMKHQLPKMKTFHEPTT
ILGNSLPKCTEIKPEVNTLTAENKLWDDAKNGFARCTAAEIQRFAFSATGLLSHVEEGLDSDATDSSSDD
DLDEYTLRKNVAVNCSTEWKWLVDRARVGSRWTWLQAQISDLECKIQQLTDIHRQIRASKGIVVLEECQL
PKDILKKQMQFADQAASLNILGNPQVPQECQDPVPEQDFEMSPSSPTLLLRNIEKQSAQLTEIINSLIAP
LNLSPTSSPLSSKSCSHKCLANGIYRSASENLDELSSSSSWLLNQKHSKKKRKDRTRLKSSSLTFMSTSA
RTRPLQSFHKRKLYRLSPTFYWTPQTLPSKETAFLNTTQMPCLQSASTWSSYEHNSESYLLREHVSELDS
SFHSVLSLPSDVPLHFHFETLLKKTEIKGNLAENKFVDEY ITSPSPVHSTLNQWRNGYSPICKPQIRSES
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SAQLLQGRKKRHLSETALGERTKLEESDFQHTESGSHSNFTAVSNVNVLSRIQNSSRNTARRRLRSESSY
DIDNIVIPMSLVAPAKLEKLQYKEILTPSWRMVVLQPLDEYNLGKEETEDLSDEVFSLRHKKYEEREQAR
WSLWEQSKWHRRNSRAYSKNVEGQDLLLKEYPNNFSSSQQCAAASPPGLPSENQDLCAYGLPSLNQSQET
KSLWWERRAFPLKGEDMAALLCQDEKKDQVERSSTAFHGETFGTSVPENGHHPKKQSDGMEEYKTFGLGL
TNVKKNR

>S12A8_HUMAN
MTQMSQVQELFHEAAQQDALAQPQPWWKTQLFMWEPVLFGTWDGVFTSCMINIFGVVLFLRTGWLVGNTG
VLLGMFLVSFVILVALVTVLSGIGVGERSSIGSGGVYSMISSVLGGQTGGTIGLLYVFGQCVAGAMYITG
FAESTSDLLGLGNIWAVRGISVAVLLALLGINLAGVKWIIRLQLLLLFLLAVSTLDFVVGSFTHLDPEHG
FIGYSPELLQNNTLPDYSPGESFFTVEGVFFPAATGVMAGFNMGGDLREPAASTPPGSLAAVGISWFLY T
IFVFLLGAICTREALRYDFLIAEKVSLMGFLFLLGLY ISSLASCMGGLYGAPRILQCIAQEKVIPALACL
GQGKGPNKTPVAAICLTSLVTMAFVFVGQVNVLAPIVTINFMLTYVAVDYSYFSLSMCSCSLTPVPEPVL
REGAEGLHCSEHLLLEKAPSYGSEGPAQRVLEGTLLEFTKDMDQLLQLTRKLESSQPRQGEGNRTPESQK
RKSKKATKQTLQDSFLLDLKSPPSFPVEISDRLPAASWEGQESCWNKQTSKSEGTQPEGTYGEQLVPELC
NQSESSGEDFFLKSRLQEQDVWRRSTSFYTHMCNPWVSLLGAVGSLLIMFVIQWVYTLVNMGVAATVYFY
IGRASPGLHLGSASNFSFFRWMRSLLLPSCRSLRSPQEQI ILAPSLAKVDMEMTQLTQENADFATRDRYH
HSSLVNREQLMPHY

>AOAV37_HUMAN
MAAPGAPAEYGYIRTVLGQQILGQLDSSSLALPSEAKLKLAGSSGRGGQTVKSLRIQEQVQQTLARKGRS
SVGNGNLHRTSSVPEYVYNLHLVENDFVGGRSPVPKTYDMLKAGTTATYEGRWGRGTAQYSSQKSVEERS
LRHPLRRLEISPDSSPERAHYTHSDYQYSQRSQAGHTLHHQESRRAALLVPPRYARSETVGVSRAGTTSR
QRHFDTYHRQYQHGSVSDTVEFDSIPANPALLTYPRPGTSRSMGNLLEKENYLTAGLTVGQVRPLVPLQPV
TQNRASRSSWHQSSFHSTRTLREAGPSVAVDSSGRRAHLTVGQAAAGGSGNLLTERSTFTDSQLGNADME
MTLERAVSMLEADHMLPSRISAAATFIQHECFQKSEARKRVNQLRGILKLLQLLKVQNEDVQRAVCGALR
NLVFEDNDNKLEVAELNGVPRLLQVLKQTRDLETKKQITGLLWNLSSNDKLKNLMITEALLTLTENITIP
FSGWPEGDYPKANGLLDFDIFYNVTGCLRNMSSAGADGRKAMRRCDGLIDSLVHYVRGTIADYQPDDKAT
ENCVCILHNLSYQLEAELPEKYSQNIYTQNRNIQTDNNKSIGCFGSRSRKVKEQYQDVPMPEEKSNPKGV
EWLWHSTVIRMYLSLTAKSVRNYTQEASLGALQNLTAGSGPMPTSVAQTVVQKESGLQHTRKMLHVGDPS
VKKTATSLLRNLSRNLSLQNETAKETLPDLVSITPDTVPSTDLLIETTASACYTLNNTIQNSYQNARDLL
NTGGIQKIMATSAGDAYASNKASKAASVLLYSLWAHTELHHAYKKAQFKKTDFVNSRTAKAYHSLKD

>RBM47_HUMAN
MTAEDSTAAMSSDSAAGSSAKVPEGVAGAPNEAALLALMERTGYSMVQENGQRKYGGPPPGWEGPHPQRG
CEVFVGKIPRDVYEDELVPVFEAVGRIYELRLMMDEDGKNRGYAFVMYCHKHEAKRAVRELNNYETRPGR
LLGVCCSVDNCRLFIGGIPKMKKREEILEETAKVTEGVLDVIVYASAADKMKNRGFAFVEYESHRAAAMA
RRKLMPGRIQLWGHQIAVDWAEPEIDVDEDVMETVKILYVRNLMIETTEDTIKKSFGQFNPGCVERVKK I
RDYAFVHFTSREDAVHAMNNLNGTELEGSCLEVTLAKPVDKEQYSRYQKAARGGGAAEAAQQPSYVYSCD
PYTLAYYGYPYNALIGPNRDYFVKAGSIRGRGRGAAGNRAPGPRGSYLGGYSAGRGIYSRYHEGKGKQQE
KGYELVPNLETPTVNPVAIKPGTVAIPAIGAQYSMFPAAPAPKMIEDGKIHTVEHMISPTAVQPDPASAA
AAAAAAAAAAAAVIPTVSTPPPFQGRPITPVYTVAPNVQRIPTAGIYGASYVPFAAPATATIATLQKNAA
AAAAMYGGYAGYIPQAFPAAAIQVPIPDVYQTY
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>TTC26_HUMAN
MMLSRAKPAVGRGVQHTDKRKKKGRKIPKLEELLSKRDFTGAITLLEFKRHVGEEEEDTNLWIGYCAFHL
GDYKRALEEYENATKEENCNSEVWVNLACTYFFLGMYKQAEAAGFKASKSRLQNRLLFHLAHKFNDEKKL
MSFHQNLQDVTEDQLSLASTHYMRSHYQEATDIYKRILLDNREYLALNVYVALCYYKLDYYDVSQEVLAV
YLQQIPDSTIALNLKACNHFRLYNGRAAEAELKSLMDNASSSFEFAKELTRHNLVVFRGGEGALQVLPPL
VDVIPEARLNLVIYYLRQDDVQEAYNLIKDLEPTTPQEY ILKGVVNAALGQEMGSRDHMKIAQQFFQLVG
GSASECDTIPGRQCMASCFFLLKQFDDVLIYLNSFKSYFYNDDIFNFNYAQAKAATGNTSEGEEAFLLIQ
SEKMKNDY TYLSWLARCY IMNKKPRLAWELYLKMETSGESFSLLQLTANDCYKMGQFYYSAKAFDVLERL
DPNPEYWEGKRGACVGIFQMITAGREPKETLREVLHLLRSTGNTQVEYMIRIMKKWAKENRVST

>AOAVGZ2_HUMAN
MQAINTSTKNKIPCVVVEGSGQIADVIASLVEVEDALTSSAVKEKLVRFLPRTVSRLPEEETESWIKWLK
EILECSHLLTVIKMEEAGDEIVSNAISYALYKAFSTSEQDKDNWNGQLKLLLEWNQLDLANDEIFTNDRR
WESADLQEVMFTALTKDRPKFVRLFLENGLNLRKFLTHDVLTELFSNHFSTLVYRNLQTAKNSYNDALLT
FVWKLVANFRRGFRKEDRNGRDEMDIELHDVSPITRHPLQALFIWATLQNKKELSKVIWEQTRGCTLAAL
GASKLLKTLAKVKNDINAAGESEELANEYETRAVELFTECYSSDEDLAEQLLVYSCEAWGGSNCLELAVE
ATDQHFTAQPGVQWYVNGVNYFTDLWNVMDTLGLFYFTAGIVFRLHSSNKSSLYSGRVIFCLDYITFTLR
LTHIFTVSRNLGPKIIMLQRMLIDVFFFLFLFAVWMVAFGVARQGILRQNEQRWRWIFRSVIYEPYLAMF
GQVPSDVDGTTYDFAHCTFTGNESKPLCVELDEHNLPRFPEWITIPLVCIYMLSTNILLVNLLVAMFGYT
VGTVQENNDQVWKFQRYFLVQEYCSRLNIPFPFIVFAYFYMVVKKCFKCCCKEKNMESSVCCFKNEDNET
LAWEGVMKENYLVKINTKANDTSEEMRHRFRQLDTKLNDLKGLLKETANKIK

>FR1L5_HUMAN

MLRLVVQSAKIDPPLAPLPRPCMSIDFRDIKKRTRVVEGNDPVWNETLIWHLWNRPLENDSFLQVTLQDM
GSQKKERFIGLATVLLKPLLKQPSEVLFVKDLTLLNHSMKPTDCTVTLQVAHMSNQDIEKTGAEDHLGIT
AREAASQKLMVPGSTAHRALSSKPQHFQVRVKVFEARQLMGNNIKPVVKVSTAGQQHQTRIKMGNNPEFEN
ETFFQNFHEVPAKFFDETILIQTDIGFTYHSPGHTLLRKWLGLCQPNNPGSGVTGYLKVTIYALGVGDQA
LIDQKLLYGTDDTDIQIFKSAVVPINMAYLQLFTYCAEDLHLKKHQSVNPQLEVELIGEKLRTHMQTQTD
NPIWNQILTFRIQLPCLSSYIKFRVLDCRKKDCPDEIGTASLSLNQISSTGEEIEGKQSLEPTSYTPRVY
SGFLPCFGPSFLTLHGGKKAPFRIQEEGACTIPDSVRDGLAYRGRVFLELITQIKSYQDSTIKDLSHEVTR
TEKHQNRQKYGLCVIFLSCTMMPNFKELTHFEVSIGHYGNKMDLNYKPLVSSTPYSPVIYDGNIYHYVPW
YNTKPVVAVTSNWEDVSFRMNCLNLLHFTRDRLKANLDTLKSTRNPKDPALLYQWEKLLRELAEDCKRPL
PCMTYQPKATSLDRKRWQLRSLLLQELAQKAKQAKPKDMVATAEDWLYRLNTVLPEPQMGLPDVMIWLVA
KEQRVAYAQVPAHSVLFSPAGALHSGRLCGKIQTLFLQYPEGEGQKDVLPAHLRVCMWLGNVTDSKDLQL
LRQGDTAVYAEMYENQAKYKDQWGQQGLYHCPNFSDVMGNKTLPMTDFQPPLGWHWQDSWTVEPQRRLLL
DIDINKSQVLEEVYENQGRDTRGAWGPAATPNTDVNGQPMEARENVKCPQGWHFKKDWVVELNHAVDSWE
YGVGIPPSGLPQVWSPVEKTYHSCRRRRWARVRFRNHGELSHEQETLSFLQLGLAKGEEEGWEYDTFGSK
FHLNPQPQSRFRRRCWRRRLAPNKDKGIAPIFLLEGSLACEGGSVREEGDWAWARGNRSSTQEPQGRLSW
VQAMDLKYHAGKEEDSKTWPWGLDRQFRDPQRQDTRPPNLPFIYCTFNKPHYYQLFCYTYQARNLVSNQI
LTFQGPFIRVVFLNHSQCTQTLRSSAGPTWAQTLIFQHLLLYENPQDTKESPPLVVLELWQRDFWGKESL
WGRSVWPPMVWLDLQDRILPPMRWHPLVKELGKEEGEILASCELTLQTEKLGEKQLPILSVPWKNGAYTL
PKSTQPTIKRMATEILAWGLRNMKKASSPQLLVEFGEESLRTEPTRDFQTNPNFPESESVLVLTVLMPTE
EAYALPLVVKVVDNWAFGQQTVTGQANIDFLQPYFCDPWAQDYMHPKLPTLSEKKHQDFLGYLYRKFWFK
SSKAEDEYEHEVDWWSKLFWATDEHKSLKYKYKDYHTLKVYECELEAVPAFQGLQDFCQTFKLYQEQPKL
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DSPVVGEFKGLFRIYPFPENPEAPKPPLQFLVWPEREDFPQPCLVRVYMVRAINLQPQDYNGLCDPYVIL
KLGKTELGNRDMYQPNTLDPIFGMMFELTCNIPLEKDLEIQLYDFDLFSPDDKIGTTVIDLENRLLSGFG
AHCGLSKSYCQSGPFRWRDQMPPSYLLERYAKRKGLPPPLFSPEEDAVEFYNGKKFKLQSFEPKTPTVHGL
GPKKERLALYLLHTQGLVPEHVETRTLYSHSQPGIDQGKVQMWVDIFPKKLGPPGPQVNINPRKPKRKAS
EHSGHRYELRCI IWKTANVDLVDDNLSREKTSDIY IKGWLYGLEKDMQKTDIHYHSLTGEADFNWRFIFT
MDYLAAERTCVQSQKDYIWSLDATSMKFPARLIIQVWDNDIFSPDDFLGVLELDLSDMPLPARHAKQCSI
RMMDADPKWPYFIQYKHFSLFKKKTVTGWWPCQVLDGGKWRLSGKVKMSLETLSEKEALTKPAGRGQSEP
NQYPTLHPPLRTNTSFTWLRSPVQNFCY IFWKRYRFKLIAFMVISITALMLFNFTYSAPHYLAMSWIKPQ
LQLYPPIKIFNTINSLNTSNASSSTLPTQDPNLKPTIDHEWKLHPGPTNHLSDIFPELPAPGD

>TM129_HUMAN

MDSPEVTFTLAYLVFAVCFVFTPNEFHAAGLTVQNLLSGWLGSEDAAFVPFHLRRTAATLLCHSLLPLGY
YVGMCLAASEKRLHALSQAPEAWRLFLLLAVTLPSTACILTYYWSRDRWACHPLARTLALYALPQSGWQA
VASSVNTEFRRIDKFATGAPGARVIVTDTWVMKVTTYRVHVAQQQDVHLTVTESRQHELSPDSNLPVQLL
TIRVASTNPAVQAFDIWLNSTEYGELCEKLRAPIRRAAHVVIHQSLGDLFLETFASLVEVNPAYSVPSSQ
ELEACIGCMQTRASVKLVKTCQEAATGECQQCYCRPMWCLTCMGKWFASRQDPLRPDTWLASRVPCPTCR
ARFCILDVCTVR

>E2F8_HUMAN
MENEKENLFCEPHKRGLMKTPLKESTTANIVLAEIQPDFGPLTTPTKPKEGSQGEPWTPTANLKMLISAV
SPEIRNRDQKRGLFDNRSGLPEAKDCIHEHLSGDEFEKSQPSRKEKSLGLLCHKFLARYPNYPNPAVNND
ICLDEVAEELNVERRRIYDIVNVLESLHMVSRLAKNRY TWHGRHNLNKTLGTLKSIGEENKYAEQIMMIK
KKEYEQEFDFIKSYSTEDHI IKSNTGPNGHPDMCFVELPGVEFRAASVNSRKDKSLRVMSQKFVMLFLVS
TPQIVSLEVAAKILIGEDHVEDLDKSKFKTKIRRLYDIANVLSSLDLIKKVHVTEERGRKPAFKWTGPEL
SPNTSGSSPVIHFTPSDLEVRRSSKENCAKNLFSTRGKPNFTRHPSLIKLVKSTESDRRKINSAPSSPIK
TNKAESSQNSAPFPSKMAQLAATCKMQLEEQSSESRQKVKVQLARSGPCKPVAPLDPPVNAEMELTAPSL
TQPLGMVPLIPSPLSSAVPLILPQAPSGPSYATYLQPTQAHQSVTPPQGLSPTVCTTHSSKATGSKDSTD
ATTEKAANDTSKASASTRPGSLLPAPERQGAKSRTREPAGERGSKRASMLEDSGSKKKFKEDLKGLENVS
ATLFPSGYLIPLTQCSSLGAESILSGKENSSALSPNHRIYSSPIAGVIPVTSSELTAVNFPSFHVTPLKL
MVSPTSVAAVPVGNSPALASSHPVPIQNPSSATVNFTLQHLGLISPNVQLSASPGSGIVPVSPRIESVNV
APENAGTQQGRATNYDSPVPGQSQPNGQSVAVTGAQQPVPVTPKGSQLVAESFFRTPGGPTKPTSSSCMD
FEGANKTSLGTLFVPQRKLEVSTEDVH

>UBA6_HUMAN

MEGSEPVAAHQGEEASCSSWGTGSTNKNLP IMSTASVEIDDALYSRQRYVLGDTAMQKMAKSHVFLSGMG
GLGLETAKNLVLAGIKAVTIHDTEKCQAWDLGTNFFLSEDDVVNKRNRAEAVLKHIAELNPYVHVTSSSV
PENETTDLSFLDKYQCVVLTEMKLPLQKKINDFCRSQCPPIKFISADVHGIWSRLFCDFGDEFEVLDTTG
EEPKEIFISNITQANPGIVTCLENHPHKLETGQFLTFREINGMTGLNGSIQQITVISPFSFSIGDTTELE
PYLHGGIAVQVKTPKTVFFESLERQLKHPKCLIVDFSNPEAPLETHTAMLALDQFQEKYSRKPNVGCQQD
SEELLKLATSISETLEEKPDVNADIVHWLSWTAQGFLSPLAAAVGGVASQEVLKAVTGKFSPLCQWLYLE
AADIVESLGKPECEEFLPRGDRYDALRACIGDTLCQKLQNLNIFLVGCGAIGCEMLKNFALLGVGTSKEK
GMITVTDPDLIEKSNLNRQFLFRPHHIQKPKSYTAADATLKINSQIKIDAHLNKVCPTTETIYNDEFYTK
QDVITTALDNVEARRYVDSRCLANLRPLLDSGTMGTKGHTEVIVPHLTESYNSHRDPPEEETPFCTLKSF
PAATEHT IQWARDKFESSFSHKPSLENKFWQTYSSAEEVLQKIQSGHSLEGCFQVIKLLSRRPRNWSQCV
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ELARLKFEKYFNHKALQLLHCFPLDIRLKDGSLFWQSPKRPPSPIKFDLNEPLHLSFLQNAAKLYATVYC
TPFAEEDLSADALLNILSEVKIQEFKPSNKVVQTDETARKPDHVPISSEDERNATFQLEKATLSNEATKS
DLQMAVLSFEKDDDHNGHIDFITAASNLRAKMYSTEPADRFKTKRTAGKIIPATATTTATVSGLVALEMI
KVTGGYPFEAYKNCFLNLATPIVVFTETTEVRKTKIRNGISFTIWDRWTVHGKEDFTLLDF INAVKEKYG
TEPTMVVQGVKMLYVPVMPGHAKRLKLTMHKLVKPTTEKKYVDLTVSFAPDIDGDEDLPGPPVRYYFSHD
™

>AOAVVO_DROME
MWKCSPTPSPRKSLYVGHTDYKYLRWQVIDTPGILDHPLEERNVIEMQATITALAHLRACVLYFMDISEQC
GHSLEEQVKLFESTKPLFTNKPLILAINKIDILTPEDLPEERRATITKLQEDKNIPVMLMSTVQETGVME
VKTEACERLLSYRVDQKMRTKKVDNILNRLHVAMPAPRDDKLRAPCIPEKASARLLQNADKAERKRKLEK
ETEEEMGDDYTLDLKKNYSETPEEERYDI TPEFWQGHNIADY IDADIFDKLEELEREEGLREESGVYKVP
DMTMDETLKEIRETAKQIRGKRFELRDEKRLSSRKNKPVIPRNKQPKVRDRSVQKLVSTMEGLGVDMSGS
ENANFTKSVVDLRRGQVAVGSKKVPMQPLLDKESSAVVRKTGQPLKRAPSRDTLGIKNLATRKKAQIMAK
RDIAKKVTSRGLKGEADRFIGTKMPKHLESGKRGNGKTDRR

>AOAVX5_DROME
MNDEFKLCWKNFQDNTASGFQNLYDRGDLVDVTLACDGKLLHAHKIVLATCSPYFQEIFTTNPCKHPITT
LKDVSFNIMMELLEFMYQGVVNVKHTELQSFMKIGQLLQIKGLATNSNSSPGSSVSEKSSSQPPAEESSN
TNSTNHHNSSTNSNNNSKSETDHNESKGQSNSRTTSPGGASRASNDASHLYTSNKRPMPSDFGSDSLSTY
SGKQLRRSLKDHGSGGSEGGGGDHADTAAGLDNSMNSEEFFLPPTPQITMGEQRYDLGGLKRESDGHHHG
PLSAGGGNSGSVGSLTSSASPSAPIRNPFAPNFMDSFNYYKGGNSSGPSGSSNNSVGPGGVNNNGSVGLG
SGAEYPNELYMPNDYSKSFANHMD TPSSGSNMVMLSTTSLLHGNCVENRNNTVATQQGMKTYWLCKSYRI
SMCRARCITHLGRITSATGVHNHTPHMRGGQGSSAPSTASVSGNPAPTPISSQAGYSLTDGGGHLGPDLQ
HGNRVTNMFANQTPPPPPPPPPLPVASTPHHPHHHHHLGQPLPNLLVQHHPAPSHMEQHGSSASLLHNPN
LMHLQTPTHHHQQQHHQQHSPHNPPPPQQHNLELGGGSGSGAVLLSPAHLQQSPQSNRSSHSLQAQSPPP
QSVEEQQPHQQQQQQQEGATTEVTTDPSTAHVINSITISPNTRHTFKMENM

>AOAYH9_BURCH
MRTLSARRRMSVRCLSREDSNMELRHLRYFVAVAEERNFTRAAERLHTAQPPLSRQIQQLEEALGVPLFE
RTARPLKLTDAGRFFYSHAVQLLAQTTELESMTKRVGKIERSMSVGFVGSTLYGMLPKIIRRFRSEYPAV
ELSLHEMSTMDQIKALKEGRIDVGFGRIRHEDPSVRRVVLREERMIVALPVGHVLDSAKPVLSLHDLVND
TLITFPKAPRPSYADQVLAAFHDRALQPRRIYETRELQIALGLVAMGEGVSVVPQSVYGLKRDDISYKPL
DDPNLVSPTIMSMRMLDESEDIRAMQALIYRLYDEAQMEYLPPQPE

>A0B2G5_BURCH
MNWQGIRATYRAEMARTRRTLMQSTTAPVISTSLYFVVFGSAIGSRISDVNGIGYGSFIVPGLVMLSLLS
QSISNASFGIYFPRFTGTIYEILSAPVSYWEIVIAYVGAAASKSTLLGVITLATAGLFVPLHILHPFWMV
LFLVLTAVTFSLFGFVIGIWADSFEKLQLVPLLIITPLTFLGGSFYSVDMLPPAWRVVTLENPIVYLISG
FRWSFYGIADVHVWISLAATALFLVILLATVAWMFRTGYKLKN

>RL72_PARTE
MSQKKQKIQVEQKVPENVAKKTQRDSKLRDAVAKRRTERLAANKTRRAQWEKTAQAYEAEYKAADKSLVD
NLRKAKTEGGFYVPAEAKLILVVRIRGINTLNPQVRQTLRLLKLRQLHNAAFVRVNKATIEMIRKVEPYV
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TYGYPSRAVIKNLIYKRGYAKINGQRIPITNNNVIEQQLGKVGIHSVEDLIHEITTVGPHFKEANRFLWA
FKLRGPRGGF IAKRRSFINQGDWGNREDL INDLVKRMI

>A0BJ67_PARTE
MQLDESNKTKKNEQSILKETSKNRNIVSKLQGNPARLQGLKDSFKYFTLLKKNQYLERKQYRVSRDETLV
CSCIMCPEDQIQSRPQGPQYSYNCGERCLNRFTCTECDVELCPCAEQCKNRRFQKHDDACVYPLRCGGKG
MGLFAGERILKGQFIMQYVGETFQINSAFGRRRVQEYSKSTCTYLMKLNNQEV IDPTSKGNLARFINHSC
EPNCITEKWNVLGEVCIGIFAIRDINEDEELTFDYQFDVFHTPLTKCLCGANKCKGYLGLKPTDVTQEEW
EEHLENMVCKICQTKTPQDDEQLLLCDKCNCGFHLLCLVPPLSSVPKDAWYCQECQDEKRILAESEKEKE
KIEGLLQQKVKQLNNEKKNKKKMDSSSSSSDSDSEYDNRYKMMKSLEKQTVREYLQQKQHQQQQINKLEE
DVNYNKKEDLDTNTSDLPLTSKGIKSTGTSLNNLDQFVKQSFEFQSQNSGKLQQMQSIVDVAQKKFEEQY
NDNNELQQQIEQIQVONIQNIDTKKECFKINILEQKVVKKNAPLTYKIGNKISFEQIDQQYADFFKKENN
LTVIGSVQQISIFRSILIMIEQI IKELKKELGIIEGQIKVPITYLKRLIMKFNSLDKKQEVNITYNKSLA
HSEETFPMDKATPIKIKGSKQNIESTVQEISKILKTLCVQRLYISRSETKTVQQNMYHLKQHAEIRISRD
SVYNAKGEQTQRDINHPFFYIQYREKEVCLIGTLQQIQDTSNAIKLLLEQETNNEKEMTYFTVLISPQYK
EQCKQVKQRIEKDSSSTKVLLFEASHPRKNMTILILCLRNQIKQTKQMFFEMIQEDCQLKLEQFQDQMSM
QMCRYVFKYLQNTMMTNDMAFMKNWDLITPYFYQFNIMKYREQKFDNWEVKRCYPSLLRDYETQLYIQYC
LGKEIQKNLTDQEQMLRKRNLILLTRKILNATLGFKRHQPEQAQIDGNFQQDSFRRYNSFQEDDTPKFQN
LSLISLISHTSQFSKKSDRQKESSDNSSSDSSNNQHQKRQSSSESMKSRDLSTKQKHKSHHHRYNYNQES
SIDRYDKYKYEKSHNYDKSKPRTSRRYYEDNDHSRNRGYNKRSNNLNQFKDLAVKAHKNHK I TEEKDRNL
QTLINIKIVSITVDFNLKEDIPRVTNMIMKSLQKCKKAKKDLDQDKETNQIVAMVIEEDLNQLINPRNTI
GSITKPKVFFVLGGPGAGKGTQSAKMVERYHFVHLSAGDLLREERSKKTQNAELTEETTKSGQIVPSHIT
ISLLESAMQAKGLDKMFL IDGFPRNQENFDVWIKLMGDKVEFKKLFYFECDEETLKNRIKTRAQESGRSD
DNDETLVKRLKTYNESTRPIIQHFDSLSQCIHIKADKPIEEVFQEITKKLDEIL

>AOBST8_PARTE

MRIPQAYYESMVRRYKKSKHVDSTDYSWIETTKKPLVERIQDFAQCKQLQDPMYTRITCETIDTIFEAAV
ALFQDQDQTLCIQLLGESDSIQIWDLCLLCCDYILKSTNSKILDMFFSYEHILTLIFHNPDYETQKIYKL
VQCMQYLIESMNASKACKFKIEQFEKVEF IRFMY ISAFLQRNIYNLSDQEYQELFQYSTDNYNLKITIPNE
DMNIYQRYLELSNIRKILKSPPVILDIPFDCTKNPLDQSLQIAAEIKVQKDSILFDQIFIRLLCQYSIDE
KLLQKMFLRNFIFHFKCTFSELQLINPKFMTDITNRL IDQKDFLFLLIRKIASEKDLFLEDTLVESYKFI
KSKQIQLYEHUNTFLDKLWLFELQGIQDTLNWWKKEFKITEGNFYDSKMELNDKLKQLFFQQLCDQQFTQM
FKKQPNYTQWNFITIQITRKSLVQDDGTKLPYYILNPILTYSVNLITELPANNQNQQLDYQLESQIIQGL
MEILKNCIKKPQIQLQIRAIQLLNQLVTYYKQEFDQVQIQNAQSEFLIPVPERYHKLLTEIWSNKILEGT
LLAAQELNETLYTYLITLLATITMGENPARVRQFCENNSLQLLIDKIFELLKICSRASPLIVTIINLLIAT
STNEQATSLTQQSNNSGDKQEKDNLIKRIFIKCYLPSVELINDPTVSDDFAKKI IMLYSQSMLAKKQIEK
VIENTFVQISSLVDLSKDKIEETVSNQDKLQSFYSSSKSLQALLQLFMQLQPERKSSYRSFQGYEELQLE
EAQRQKDILFNSLLKNQKFVEALEKI IMSPILIGSKNKDTYVEHYVGILCKKNKLNPYTSLWKELDLISQ
NYMVIGDQKIIDIGKLVDYDALSTHMSDKYFFRKIIKHISPQTYRGFYILSRFHLIHYLIKMCVNQGVGQ
NQDAHLMISQLLETYFLSSQHAGFHESIMMFMSAKQQVQKHQTSYDEDSQIRRRISKDNLIPLQSSCLDL
ISKLQQHAEQKDFVVKKYGEITQLFFQNFSEKCQQLKQAQGIQIVSIVTYLQDMLKSFKFLONLFLSLEQ
QYQPLQFAVICFQNSNFFLSLVEILQHLDKIQRQQQFNGTKEQEI IRKILPGFIEATHQHIDNI IKLLIF
KKISIDKIQLSDQLIQDPQQLDIVCNEIFVAQASTVNQMIDLLLYNNCEGSLKTLLEQLIQRFYSTKDLQ
VQDMRKIAGTETKEQI IGNKDINTILSGTDGRQEQKKSLFDRPEIKAMIDDICDMGFKQQLIKKAIQRIE
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IPEPTMIIDMLINERISDDEEEQEDPFELVKNAEQNQQVAQDQQDQQQANVETETQKEQKEIQALDQEQFM
KILIQNFPLANTQLNITERFLGFIGDFQSKLDQNLSKLLDQNLHNQKSSGNLLEYLFTITAKRSQHINKI I
EYTIFMILNPLKQDKSSQDLNATMIQYQKALQWLNLLQQIAPQEHEKLYSNLALIDQEPQSKYVLQFQSMI
TIGFALSNDIFDQFKKIGKLELDQLKQLKISEMTYTETYQQAQTITNNLNMLFETKQTTLKLFCKELLEA
QKYLTKFFLNLQNKHDQLIERYWNQILTYLEFLIQVCTNNLELQEYSQQTQNFLDELETITSNNQQLKQQ
RDQSQNNTQLRQLIQRRFNSDKQLITLLLQCLNNFGLHNQGKLFSMLTKKQTNQKQSLLDTLLQLKFYSS
HLEYEESQPVFLENLIYLVAIDSKTTNDLVFQILKQVMLNEHIDWHAQQLKNTEDLSQIQFPQKFIECPL
QYLLQFHPVLINNPIVYNMITEQQGLSITDKFSELQRTHAPKQSLPQPTGKLTKEQERLLKEREKELQAQ
PQTDITIRYEVEQLIEPQLNEHFIDLVNITAQTTIDRFFEENCILTIEQIFKIQCNQYKDDNRIYLYGWDQ
LLRITEMLIIKTPQLVLYLRQYQFVLPSNSKTDQKKITFIEFVIKYLTWVGGDKLANFMHNYISDINLLS
IGYGVTIAQEVLQLLLNELQIDINQEQMIQKYYHILQLLTLFTQTLTMQNCCMILTDQRSQLNITPQLID
TLNKIKNCENKQFVKTYQQTIAKALEPFLQSQIYYDHIQYGRYGEVFRLQQSITDNPFKYHYLHCLKNQL
ICYSLYPGFKSTIGSAQHFISHQQVQQTLKDEHQQELVWPLYQSRKNYNNQRQNNQKQQEEDLSDSDSDQ
DILQVDNNQIKYKANYSNINSWGSDYYYYDNNDEMSKYSMNRDDDRVQRENQQNTFPQKDLNILFCKVDP
QTITFNLPPLQITKASIQYNSSDYKQWITSIVGLYYSSNEYFENKKSLISKSYENQLKITVENINQINRI
LLSSNYYRNRSNDFMQQYLSYYLNGTLNNLQVQASICFYSKFGQPPNQLQQDYQANSLSININESKQQQH
RILCQISCNILQSRVVLNGMPNDLQDQNLLKAKLSSLLHPEEHLITQPIILQIPKRQFAQPDPQQLFTYD
NLVLEIFINLLLDANNFPQFPFNLFRQICKCPRLGFKLLIQLLLLFQEQKHNLDLTLRILYLVSQKIPST
ILRDLLSEQLQVSPILNRREKANLAKVQEIKEQFVIEEEENVDEQPQDEDPENPLVFLINQLNTYCEKNI
SFMKLFHNPESYIPLEKNILLTPLLASQTGMHLSYLLQIIRGSLIVITEDPKDKNRKHDEDYLSKIQRRQ
ATIFTNNNQDEPNHKLFDLVSQLNKHEQDVNFEEMIFKTFGDRYSDNQYDQWEPTSYFSKQPFSFRQHEL
QQQQAAQAAAAAAAAAARAAAAAAAAAAAAAAAYAAALAAAAAAAAARF ILANTS IFSMPQPPQPLLPQTL
PONHPPIPSISILQQQQQSLAQFQQQRANQSQILAQSGAQQVRQFYDKFFKMNENQQDQSQSYQQYLKQF
YDNTTQSRQQQANQQQQEQQQNQNQQANLIQEQQPQQAEEKFLNNIEELDESDSKQQKRERKVSAKTSHV
EIDITTALCKILNNHLLRDCNSTETINILNTYANDRLKIEHAINELTKYITQQSKIFNYELDRKRKQLRE
ITSQLEKVAEHGPERQQQLSQQENET TRELNQKTPDPSTIQRCFTATTGFLNISLSISDQQKQSANKPSS
QQTRQQIQLDKKKYKLHQQGKNVDDSQEVDILSKKDIRKQFINILQTRQTHHLWLNVVETLLLIFNCKGQ
RSLELLQKKLYPLLECFLRLYQNVHDDSNNSDSLISGSSDPNFFERNASGSATNSLQFGLLQTQNTHLKR
SFSAVRNENEMQMKIDELFTYLCINGKRLINHLISQRLQQVTIDHKQNQNSNLIKLFKETDPLAFVFFKM
SQITSFENKKHLFELDLEALKISEKSNTRSRGRANETIEINVVRETRLQQSLEKVINIDKAKFRKCDIKI
RYQGEKGQDEGGIRKEWMTNLVKDILQTDKFELTPKRFYKINPNKKAQEDLNHYKLLGKIVAKSTIYDGLL
LPVYFISPIFKQILQKKPSFDDLEHYNEGYYDTFIKFLNDETQVQYKDLFEFWIPEEYASLTEQNKKLIF
ADLLQDYIEKNPIETKQEQQSEQDSKQEPLQTQEQDQPKQQSQEQQQQQEQQEQQQQQQQEQQEQQQEQQ
QQQQQQQQQQAAEQQQEQQQEQQQEQQQEQQQQEQQQKQQQQEKKQQQQQUEQQQQQQEQUKQQEQQEQQEQ
QQQDSQQQESQEEKQQILEWEQQKYEQEILLQQQLQQQYHFQKYLQIQEELKKEQLLIQQQQQQLLDQYL
ISETQKLQFLTQNALQQKQEDLQQQEASLLELNFEQYEQQQQLLLYLQLQQEHQRQSQKLMEEEQQRLEQ
QQKQQAEQAEQNQVESEVMVPLLKAQSEGKQYKIKKESED I TAEDMENREKKRL TRKNKKKQLNDEVVKC
IKLQEVFDKQTALVSIKHKRLICEFISKRIMLEEIKNQISALREGSFDILSKELFSYMDWRDLQKLIIGV
PSVDRGRFISKY

>AOBUY5_PARTE

MKSSQSDSTEEESGNWNLSSPQGPQISLRNTFANYQPDSSVHSYESERIQDKSEEQKQQFTIEFNPDAQP
IFKRTMIRTNPLQKLHQIAAKNRLVKQFKQNLFMNSY ILSKDYQDKILQFEQFSQNKNLDYLISKTQSST
LPVFEAYSNLMKGWDVIMILQQLIQLWFLPFIISFYGFDSNIYVIREFLILMTLLDITVSMNREIFYKGS

105



YIGNRQQIFRQYTKNGLVGDITQLITWFCFLFIYQNIEYKAYLILLGILMVVCCIKSLLRKTEYYIDSYY
NKGNLSNFLDLFILILQIYFVAHYMACLWHFVGQMGIQVEKATWLSEYGFLDESITTKYNYSFYWATMTM
ATVGYGDITGRNNYETILVSNIMMILSSCIFAYSMNSIGNILKSINDSKLNYRYHQTITLQEDYTINQQFX
XXXXXXXXXXXXX XXX XXX XXX XXX XXX XXX XXX XX XXX XK XX XX XXX XXX XXX XXX XXX XX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XX XXX XX XXX XXX XXX XX XX XXX XXX XXXXXXYLPKVLQKEMKED
TAKKINQKIKKLQQNFSHSTSNLLVQHLKIQNYAPGEYIYHQHEQQYCFCYINQGEVQIKEEQSQTQIQV
LKQNSSFNEYSFFTEQATKSNALSTIGFTQIVKINRRAFLSTLKENQKDLEQFYNTKDTMLLYQDYSLLQK
KCFYCGYIKHETIDCPLLTYQPKKMSVIQKHHKNSQLQSRKYIQRHYHY TPSRKQYQEIKNTISYAREYY
FSDLQMNDSQQFNKIQLLQKEDTNMNET ISPSQKKDE IDQNPQNISKSRLPSVSADANNLRRISKFQIPF
TANPDEKRQSKTQLEFFQINFSGLEIDQVQNYEKYMIQNNLINILKSFQKYKRKTKTATRKQKLIESFNN
ED

>AOC2K3_PARTE

MKQIQDGYSKYIKQSKDWRIHYFWVNLISDIMCYRPIFLKTEMKQLSQSQTVDEETWNQLVIKLPYNKFA
GKLKLFSNNNFTLKKYATLKLFQEYLIQKNQSDIQLLPNYINFNFNAQERKKFQDEDLFIQSLTNQSNLE
TLKALMKQLRYQNDQATSNFVIAKEKVSQHDTYLRGEKHIEFKIFSQELQFLMKQIKQSSLLQLYLINET
NLLVNKELQNNLIIQTIFQEQFKILGQDSKKIKEQTLKDIQETENKYASEFLGNLQNVSQFWSQIVQYTT
FSHIELTEGNIELEKSLQIQLDQNIKYFTNINNYLDKFQLQISNVKTKFLKILEQQKHKDLMKESTISQRQ
LLDIMIKLFNPKLTLKLINESIQYYQKLLQEEIQIENVKDVRKILIVIQSNINIYKGLQMLFKQHHKKLL
SIQTQLQGAFEKISVAHIKTQQNCEIDIKYHRTAFILEMMDQLQLLFQKYQNQEXXXXXXXXXXXXXXXX
XXXXXXXXXXXXX XXX XXX XXX XXX XX XX XXX XX XX XXX XK XX XX XXX XXX XXX XXX XX XXX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XXX XXX XXX XX XXX XK XX XX XXX XXX XXX XXX XXX XX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XXX XXX XXX XX XXX XK XX XX XXX XXX XXX XXX XXX XX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XXX XXX XXX XX XXX XK XX XX XXX XXX XXX XXX XXX XX XXX XXX XX
XXXXXXXXXXXXXXXXXXXXXXXXFETIRSNQQNTKIKNLQKNNQQTSTQYQIKLFMDWPDQIKTHHILL
LSETKLQLELLSLVQQDRNIIYIETSKLLDGYLKEINSEDKPNEHQPLTKGIKQSSTNDEILILKLKDFF
DCEGPLNILEKLITKSKKIKSIFRQNHLNAASQNLQTNFDLLNKLKDAQTLSLKQAITDLLQQTLVFCQM
INTHEQI IFDQGFIEKSQNQPNLDQISALLHILNFDTLNFQNQRMEHGVEKVDI TQNMTAELEKDMKIIQ
EENIFDTLSDQSYKVRELVVENLIKIQTIIQEQPIQEFCENLLKQIWITEKHSSVRSLLKNEEMIKMQKK
LFSQDLONFSLKIKKEMQTKFKQIEQLETQVLLSGNQDEIKKSLQQQYDEFETYLDNITDMSQRLDISLV
FLREISKDLKNIKSSIDSILISVKGVEDDIRRLRGKNFMELLTIRKQKVLYQKLENEQDQIHIEIKTQEY
DPISGNKKKNKGGEFESFLMKSQCDNYDGEVNEFLWSGYEKLKDVMLIKGKAGSGKSRASRNIEEFIWIC
DSISPNWIPIYASLPQLKDPNHNLIEQALESENYNFDGIQIREFKDAVINGKLKIVITLESYDEMKYDYI
GTNLYNRNRVAYDLNLQAQDLKVKFIITTREEILNTIGYQTWFYGSSLONLKEVEILPFRQEQSSQYLNI
YAETSIKRTIKRFYEFLKQLKGONFQLEEFKLIWSQIENT INSTILQRRKTDMLFLNSDIERTIKATQNV
QFFSFIQSNQMLSLKKELLQLWGEQKFQSVVKNVNITHLLSTPFMMETIVYVLPKMSSLFSKANRIRELL
KKNYMILKKEANNSQVQLETYQQYSNNSINFEAENYRKSKTMKETEITQQFTQILEDLDNSNFFESFSTA
DSLECVNNTTIFSNKTFNVRFDANYVVSAFKLQQYTAFDFYEIFVNFYHNQQLQKLKDLGISIKEESMLQ
DLNDFSTFLAIDMSLRQLTQVNYKQKRKLY ISSVKEERKVEVSWDDSYFDENQDDFEYKSLLRKCMLINS
KRSLYAFNHKSTQEFFVANYIINLIETTFSQGNGEVNQNFLNQCSFNKNEFNLSLEHYSGTLELLKPKI I
QIEDIKNKLIQITQLSRKNSQNNLKRSASNSITYILGSLREHFEKIDLSDLCIEYTKLDGMSFYQCNEFNNS
QFHNVSIDSCNFNCSTIENATWTNLICKEKPSIKAHTSSIKYVTFSDNGKFLISGSETGVITKQELLADS
EPKKTILPNNDNDKLRTLSTGKNLLACLSNKSLYIYSLSDLKELQSFPATSIYFKDVDIIRFSPNDKYLA
VTLRKENLLQQQAQQFKFVSQQNQDY INRIATSPNQQLLATGGYKVKIWNSTNISDVQQILELPGEKIKI

106



NSTAFSMDNQARSQNFGIFRILIKFFQNIGLTHQMKQFKYAYSKNGQLFASKSEKVLKIYEVQKLPDQQD
FFRINSELPVDLIEISSDCQILAMSHIQISKNDSPKITIWDIKNLHNVKMISVLKEQSENISALKIRNDN
LVLGSGSLDHSTICLWDLLKLELTVKLTSHKVKILDLAFSSDIQQMASCSVDETITFWDTTNIGKPQIKMT
QQQQLGVKKVLYCPNRSLLVSIQGETYNETKLWNSAEFKLISTNTNQAQLIDINFSEDGENMLSLNQNTI
LTIWKIDDQGFEIQKQIKIDGEKYVSQAYFLNSQSITAHQEIQKKHKYGFSNTPNSIQVSQNKKITVMKD
DGDPNKIETIVIENHNRYNNVDFQDKIKDFEFSNDASLLAVATDKGAFIKDITKNQILQNFQQNQCCQLI
CFIGKEQLAIMLEQQLVLYDIQDINSSKTISIIQLYDKPQKMIFLEQRQEICIYSKSSFVLISLLELQQI
KLISFEEDAQSSDVIFDSEQLFMGIGIKQHIQFISLSNAIKIEKTTKLYDTNDDNPHTYTNFSQDCNIFS
ILTPKLLYLQLDISSNQILKKVSFKSYRNPCALNNQETLIIVNDIGIQKKNLFLIDLETQKTVTCFEEVD
QRKFRCLTIVESQDGQNFVTSYSNLITKFWDTKSCKLLSTFKTDTNSIQILTISTKGILAQTSDDIIKLW
DLNALKQQQQEMDGHTSSVNEICISSDGLQMVTGSEEET IRWDFIELKQLDILIKGKSLPSKFCFSPNSQ
YFTALGEQSIHIWKFITKYITEFHKIYWCDSIKEQKLGVGQNHVIYKNGESKIFIMNLEQISKQIQIQFQ
SDLKNQTRSIILSKNLLIKTNPLEITHINNKLELKNEQMVGISASQITKIAYCANSSRFAFENEDQSITI
WSIEKKQQLGILNSNENKKTQLVTMIFSGNSKILFSYHDDKKIRLWNITDKFELTETQDLKNDKYLVYSL
NLHLHSSKDEEYILIWGETINWSDFEVGAIFFQIGTIVKQLGQASVDCKKKFSAAFNVSNNVIALQTEST
LQLYDISQEEITVIATFEDNPLNDLLCKSNLIFSSDGKILLSLGTDFTVRLWDISDQSSTKVKVNMKKP I
QAVAIQFINSETIRILSESEYLEIGVIKDKDQFDFRAAKQQLGISKYSGKLNNRTLETLDSQTSQLQYTL
NKFSSKINAIQFTPSQEQFILGMEDGSILFYKINQQTIQFYGIPACYHIFAKNPLLSAQNCNIRQSTFKT
TENENFEKVLCEKGAKK

>PPX4_PARTE
MSQSDLDRQIAQLRNCENITEGEVKALCTKAREILVEESNVQRVDAPVTICGDIHGQFFDLMELFKVGGD
CPDTNYLFLGDFVDRGFNSVETFLLLLALKVRYPDRITLIRGNHESRQITQVYGFYDECLRKYGSLNVWR
YCTDIFDYLSLAAVIEEKIFCVHGGLSPSIKTMDD IRATDRKQEVPHDGAMCDLMWSDPDETEGWNLSPR
GAGYLFGGDVVDDFNRKNNIELTCRAHQLVMEGYRVMFNEQLVTVWSAPNYCYRCGNVASTLELDENLAK
SYKIFEAAPQENRGLPAKKPIPDYFL

>AOCFU8_PARTE
MKGQAEQQKGATKTVKKVKTTNKRAPVRLWVKAVETGFRRSKVQQNENQALLKTEHVNDVASSREYWGKR
VAYTYKAHSLKNNTKFRATWGRISKSHGSNGVVTARFGRNLPPRATGSTLRVFLYPNRA

>AOCP12_PARTE

MDLIEHNTKEITEICNIKAKKQSYRFKMIFFNFYNLLFFLFLLISSQEISEKCVCGHARSQTQCQNSGLC
IWQNGGCVLSSARTY IKENQDESICKNFAEEDCRIQKQCGFHLGHCNSFIDCLVFKKDQCQQSSYRCVSD
GTKCVEMLECNKYKTEIGCSNKNLNGGYCFWVKDMVWKCRDVIICEELPIFLTSHIMCTQGLKGCTVNEQ
GYGCIKQKDQCTQYFKDFQCFESKEKTQNCFWDIKNGKCVERVCENLPFTQDYECKSYLSECTSNGIHCI
KRKQCSDAQNKFGCVTDAQGNKCEYHKNQCQIKSCDTALDSLKNYQQCQEYDNYLDCVTSENGGCKQRPQ
ICEGYVSQVDCYSTKQQDCIWQKNKCKKRECIDAPLYFSQKDCKQYGNCIGKVDGGCQQTPEVCDEILQE
QFCEFNYNSQSCIWLQGKCTLLECNKLKLPTYKNHKLCQEASSSCTFNLDNFGCKDFICENIQEIEFCQI
DSKGTVCQINQGCIDKKCLTAPPNYESNSQCEEWLPFCTVNVQELSNSKLLIGCVDKKSQCEVAQEEQCY
STSSGIKCKWDKLGKMCIYSICTDADPNIFLTNTDCNSYKVLEGTCIIGTLGFGCQLWSNTCDDLISQQQ
CELNLQDGTKCFWTGSLCKLLECSDASPINYTNNIECNAWLAYCIFNHIMGGCMIRPSNVDCTSSPNDIM
YDTHFECQAWNPTCTVSSSFNLEGCELKKANCSDY IRQRNCKTNLAGQQCYWTDFYQKCMDQNDDGDCSM
RIYGDLSHQNCENFLEKCTVQNIIRTCTNLSYYCDYKLEQQCVITMYRQPCKWDARNKLCKNLLCSDNMT
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AQTEAECLKFILYRQCQLKIHSSGSFGPGCEDRPYSCNY ITDPLICKLTLTQQHQRCYYSKFQCYAVGYQ
QCEATEDSKSNEECQLHNSQCVLQSSGQGCYSIYGCQVLSNNVCKSAIMKFNHKCNNYGGRCYLNYHCNN
LSTDNCYGRKAGLGQMCYRECGYYSCDSSCITKTIEYRIIFQSFQTFQERSKLCQDYSSNYRYVTSCQCC
QSMNDCSQQQGGQQLCDSSTATQSSISSSISRCGYDYQTNTCQKRICEHISYINYPVITDQICFDWGYDC
VLGVSGCIVFTGNCTLIKLIYQCYSQNCYWQDSKCVNHIDCQINTTAVTTRECLLVNSDYCRLNYTKGFG
CAFYRCSHITDETICNSSNLDDGQNCRWINGQCYFRSCEDYLQQSECESSYGSIFQTLTKCFWCLDDLKC
SKNKYCNQSSMISPKSHQDCNSLNYQYTIQFESSVICKIKESFCSSYTYEDACVSTIDGVDCYWSSNICQ
NKCEAVTTNPFTNQQCYDWNSNCMY INFSCKLLNCLQLTVMSDCNIYHTKCFWESSACKRISDCSSYSTS
TVCSNNNNSKGIPCFWNSTQCMEKTCQNIPTTPSSFQDCNSWLTNCQFNEYDISCVEDCTSADILHITHE
QCESYYANKSCTVKLDLIQCVNLPISCGLAKETQCYLDKDGNQCYYSKSTQMCLNLTCSNLDTDFTSHEK
CNQKLNQCTVNATLNGCQQLNDCNTYSIQEQCYLDKDNFECQWINSKNICTIKECSSAQFNEYTAFSCRQ
YFDDSCTVNKSLDGCEVGQSFCMNYNYQQCISDGQINLKGVDCFWNEERSICQERICTNGPSNATSHSEC
ILFLSTCQKGGCRQKGCFDYYYATDSACASTFEDKRCVTNGFRCVLRNDCQDVSMIDGCTFDINLNPCIW
IDEKCQAKTCQTAQVTLIKYEECNSYLPYCTVKQDGGCTTKQSCSDYETKEACYTDFENFQCIWDINLSK
CFSYQCIDYCGDGIVTNKDEQCDDGNYLPYDGCYKCQVQCPQGCNQCNGRLCQECNKNGWKLVEGVCTSK
CGDGITVGNEQCDDGNNIEFDGCYQCSFQCDEMCVDCFQGQCILCKDGYVEDGPKCQNICGDGYLVYQQE
QCDDGNRQNNDGCSNTCKVENNWKCSTDNNFSFCSYALLPKIILTRLSKTDTTSQEFKLSFSEPVCLNEK
ATSEEQFLQLIFIEILDLKDNDYDIEIKSMISISTQLSDVAYKILINFKTNVKNPVLKVQVNSENIVNNQ
GNTLVSKEAKLEFRSPYKMSSYQLSLMSKTSMLSKIVLYFITITISGISFLCGNLEILWNLLDLLQQLSYM
KFHNIVFPQNLESYFEIFTIGSFTPIFDKLQIDQNLQDIFNFQIPVIQAKWKFQYYEINCYFLQNLQTLL
IMLMMGFTYYIISYMFQKFLILINYQNWPTVYQKDYYFKTAKFTFFLQKIARKYYQYFIYSGLIRIFTSS
FYELTYSSTLQLVNFNTLTTLNTTISLLALITLICNIFLLAIFSCYLSKKNTVAMNLSVLVEGIKSQTNQ
GAKQYFTILLIKKSLFIVNLVAMQGLMGAQSLVTACLSGVFSCYFYIFKPFKNNFENIKITITEVLIVLN
LLIFSLYETLKLNQDKEQAERLGWINICGFTLILLTTLSIDIYQQFLQYKELVITKVNMCLRISHIKTQN
SRILFF

>AOCPX7_PARTE

MDLDFHSDCQYVTEPTMI ISNGNEMLCHPRLRQY IVWPLQFFEKVLFCQNGAILYEYSENTDLVLSCQFV
HANCIVAQKSGGIVKCQTCYEYRSGQYCQVNKHIGCGSNCESCETNYCKTCLEGYSPSSETDFYCSLVAC
QTGHLKCSLTNNVYAFEGCKKGYELVDNQCVACSNNCSVCVMGXXXXXXXXXXXXXXXXXXXXXXXXXXX
XXXXXXXXXXXXX XXX XXX XXX XXX XX XXX XXX XXX XXX XK XX XX XXX XXX XXX XXX XXX XX XX XX XXXX
XXXXXXXXXXXXX XXX XX XX XX XXX XX XXX XXX XXX XXX XXX XXX XXX XX XX XXXXXKGCSSQCQTCLYT
DPDYCTTCNLKEKFLSSTIVPGKCICDYPNGYIEKDGGCGKCSDGQCQTCGLDYYDCTSCKPISNRTLDI
LKLVILTKYVKVCFNNKLECYVSCYDCEGGYENDCTECGDPSIYDKYFQDGKCFCFERTLLEVQPDGNST
CKPCHPRCERCSMPFDNTSNQYCNMCTAGQRRVLSNDYRCVCQDGYGEDGNSDVCFRCHYSCLSCKGPLQ
TDCISCSIVAHRHMTVDYKCNCDQGYYDPGFKDPNCYLSCHHSCASCTVEGQDQCTSCPSSRHADRVGTT
FQCLCNDTHYYSDPFFLECQQCHLTCKTCKGSSQTNCLSCDTTYRQLIISRCDCYPGYYSTGQLQCQQCH
YTCLTCYSANEDGCITCSSAKNRVLKANKCVCKDNTMEASNTDAMCSKCSYRCSSCITAADHCTTCPDQS
YREVGTNNSCSCPAYYYDQPDNPICIKCYNTCYGCKGSKNNECTACNPLSKRELSINGECVCMSKYYDTG
IQECSICSTDCLDCITSPTNCTSCNPEKYLLGNSCVCKTKLQGSFLTTYFVPSKNKCQSCHYSCLTCSGP
LVNQCLSCFNAEQRILSGTSCICIENYFDNGFPNCKQCDFRCYECTTFSTLCKSCPQSSLRIYNSLNSSC
DCPNSYYDDGVNPVCQECDYTCSTCKIMSSRCESCQVNTYRVYDSLLFTCLCDTHYYDSGIPICQQCHYS
CLLCNNYGADSCISCQPQTISFRVLNGNVCECLLGYYDNGYSSNCSQCYYKCLSCINSSTYCTSCEQTRH
LDQNQCLCNTGYFENGSSNCSKCNSNCYNCNFNSKQCTECDPNTLRSLNTNNNTCQCQSGTTEIDGLCQL
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CDQNCLTCSNALTNCTSCGLMKFLTNSKCTCIDGTYLLNADNKCYYCNSTCETCFGNDSFCQSCSSDKNR
ILDYATHTCICKAGYYEDAVNNSCNQCHQTCLTCFGISTYCTQCDSSLNLTLNYQNRCVCKSGFFFNLIT
QQCEACNVSCSECLTQTQYSLTMTHHNVYAEMVSYSSYVIKKCLCTINEYITECHITCKTCQIQSNQCLT
CESSNFRVLQTNTCPCLDGYYDVGVGMCQKCSDICKTCQTNSTKCYSCYPSHHRILNQNSCTCTPGYFDN
GQQLCEKCSNSCLTCKNQRDYCTSCDINQNRLDQS I THKCPCVSYFYQDSNETSQKCHVKCSGCVYERDN
CLSCKFVQGSNRLTISNQCNCKDGYYDDDIQI ICKKCNNRCKTCEKDSNNCLSCLSNLKINPPNCFCMNG
YFETDQLNCERILFIINQACEIQCDTCETRASNCITCKEGRINQKCDCEEGYFESGQPLCIECDFQCQTC
SKFANNCLTCKGDRYQIPVCRCQDGYYDDFQSLNCLKCDYTCKTCTLNKCLSCNGNRILSDEMTCDPPPN
SVSSLLTPWCSNCEVAVLKIKLSDDLKSIFVHFDFPINPNFFSSYLDSNTCENILKQTTLLKLGLNPQCK
IDPNNKRQLILNLGHNPTIMLEDSTEFLENSFGHNYCDGKLQYFIFNTLEQPSNPFAPLIKIQQNIILIE
SKLYDGLRSFVSISWSFIVQGQNGSADMINFVTELTNFQLLDLTIPEKTLPIQSNITLFVEVANFVSKKS
VFEILIETHKGQFPSIFQKFKQSYYPFESTKMDET INKKNCIENLQISNNTNSQYQINFSEIDRNDSRSR
PSNIKFDQIISSNLLELNIERYSLTAYTAYTFLLTVSDSSTIQYNSQQNITIKILSGGILCQFNGTKKLON
YQSATNIYILCKDLDVQYDWNEDPDLTIQVSCLELTSQEECKDSQKRKLQYNSTITTQKFPKGTFQPYTI
QSWDVIATKNSLTYSYNINIVYMEYDFKILDIDYNSGYLVRPVNNYEDLQFTFNTPFQERQYLLDLSVAT
TYDYQLISILQPQYFKYSFQIYDHFQQFNKGNKFNLKFLAQFTNDITPNQEDLILLLNQPPICNLKILEE
NVYALEPLKMAINCEQSEDQPYNYQMKVFLLNNDLEEYLNKSSDNSLLYYSFQQSNNFVVYFPSSEINVI
LQITDQRGSITNIQRSLNISKKQVTYQLSLIQKISWIFEILLNQNDKQNCTILKDELYNSVEQKLNSEAM
YEKLLVYQTINLFKKLSTKQANSNSTKKRLLEQKYQNQCYNNETSLFIITNQEPTEKNAINISSLIASSQ
KAQSQIVDLIQMKINLEKQNTQNNLIIDSQLVTIIKSVIQVLFGSVQLIDDQCLIISQNETSAEYQEEVM
KISEGLIQLIENITIQISDNLQVNGKVLSFYGAMLQLQLQKITKSVYNSQFQIQYDYLDNLTAFIQKSQL
KISFNYYNLSQSYRSMLETYLNRSDFEIDQKYFVKSLLTNFLYTGTQINQLQLNTHYKIDMVEFQNCDIS
KGISEIFKYNYVCINQLENNQFEKCDVEMEKIDNQTTQLYCKCQFFGNLFLIKVANNSMNQSNDTLVNXX
XXXXXXXXXXXXX XXX XXX XXX XXX XXX XXX XXX XX XXX XK XX XX XXX XXX XXX XXX XXX XX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XX XXX XXX XXX XXX XK XX XX XXX XXX XXX XXX XXX XX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XXX XXX XXX XX XXX XK XX XX XXX XXX XXX XXX XXX XX XX XX XXXX
XXXXXXXXXVMKQVFQYQRLLGESYLLTSLLTILVFRATSKINQATYMFEGKTATIMMIALYLFLPVTYFF
LMILAFNQIEMNQNYIDLQITLNLLSTLLLIYFIYEPIATYLRIVIYRPFFESIRNNEFNPINHFVYFFI
YDSKINQTYDQLVI

>AOCT56_PARTE

MFTDVSGFTNLTESLSKLGNEGPELTAFVINRYMELLVKATSQSGGDILKFAGDAMIVVWPPSYKTDIVQ
VHEELRLTCRMALQNALDIQNKLNDTCILPDLKLSVKIGFGIGDINITYVGGVYNRSEYLATGEPLLQAF
QSEHCATKGGETIISKEVYEFVKDYFTFET INHENKQFYQVKKLNAYSKVKLKAEATLIKNSIILNPKIQ
QQLAMFVPAALKPYMEIGLERWGSELRRVTTMFINLSIDLSDAKTDSGLQRIQNVIKTVQYCVYTFEGSL
NKLLMDDKGSTCIAVFGLPPVSHQNDPVRATQSAFLLESDLKKIKCKVAIGISTGIAYCGVVGTSGSRRE
YSVLGDCVNLAARLMQIATQPFSPCILIDQTSASDAQTKIQSIFWSERKVKGKEKGVLIYEPLTLQEDFK
KIKDINTHLEFRMMNTQSMVSLSNFNSTFSSKSLQYHNNLQSVIVEDKYHSHCREYDEELQPVGRKQEIN
QIKNFIQKFLDEFKKNKHVQNRLVLIKGEYGIGKSFLAKTVLKNIESLQNKEALLEIMISSLNPSSRSKL
LNSTKITLRNIFLSYAQRLNKAANTELTQQIYECDSHLANTISQVLSLTVNDIKANTIREDLTLAKSTKK
FVYRLFSLYLEQEQGQIQNEMQNEDQIQEYYSQALTIMIDDMQDTDDGSLYLLKSILKNFKNILVVGCIR
NKFKEFSFFDNSNNQSDSQSEFLTKMIKQQTNNLTINLKGLKQTEQLQDLFEKFFKIKSFVCMEEDQKNQ
DQTMFARRKRTSSIDDIYEMVELLKKVRDPLMFWESKPELEEMDFNSVCINYLYVITCGHPLKVIYLMKH
LLNNHYTTLDEQRNLGMASKKFRTLIKHEEWLDIDSPLMAVQINGPYIDKLTALQQLILKQACVIGDIFD
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TQTLNYVNPFKDFIKQKLLINELNSLYEQGLLDILNMEVENIYYRFSYSFFRETIYQRMTYAQRRQAHKN
VALALQKTPQPFDYHNNKEY TRMQYHWTQAQNRNSVIVDEGTLLPKLTLYEKKQLITKKIKQLLDQNRRN
VLLKSGY INKRSEKGLQWNWRFCVISSECLIVSQEDDNPEHILTIYLKHIQLIEREFNSQYFTLTVTTSQ
WSRGNQVFENYRKVQFALETEDELNEWVTYLEFAKAYATYMDFVNNFGKISFPLSSNEYDFQLKSELQHD
NRRIARLGLIDSSMGSEKIQVRHTKASTSRPTMQRKHKPRKSSLFADGYRGSTSSSQQNTSLQQQKGYDQ
SELVLNTKTLLLNAQLQLLALTVNKATSQKQIVLGQKLF

>AOCZW3_PARTE
MQSRLFIQKQYIQFNNRQNPTATLRQIWKGGDNYYQIQLNNNIYKCSRSSSCPQKIIQLYAKYQNKSQKV
KKFQLQEHTFMFEDNYSPVEIIGSGAYGCVIQADDKNAKVEKDRQVATKKIERAFEHRLYAKRTLRELKI
LRLMKHENITVELKTLLLPKSREEFEDVYMVTELLETDLAQVIKSDQVLTDEHIQLFLYQILRGLKYLHTA
GILHRDLKPRNLLLNRNCDLKICDFGLGRAMADPSSSNNANIMTYYVETRWYRAPELLVSFKNYTPAVDM
WSVGCILAELLLRKPFLRGDSTKRQVKLIFELLGTPNEAYTIQSFQDEKVQNNLRKVIKETGPKQGIPLEQ
LFKNASKNALDLLRKFLTFDYRQRITVQQALEHPYLAQLHFEADEPSAQLVNQLEFEFEKYEMTREQIKD
LLYEETLLYHFPEFQTSYEAKKKSGQSLISHVVNNENAKIFDPTADDDLDRD

>AOCZY2_PARTE
MNQDHVSQYTQSQTPHNHEPNPQLSSNQSLHIMNPEQLQLIQEIEEEQIQPQKQRLRLSLDSDRDRDRES
VGNQWIKQRPGSSSPSDQKTVKNITNKSGSQALVSGNGRSSKTPQDFQEET TPQVRSTLKQGTFISHSSL
PRSRGLRLSRLQSLHSLPQSIKKNRVYPEE TRDNIGSNQNDSFSDDSFFEETEQNELGDETRYRFDKRYA
NLKYITFPDDPTKLFWDILVVIALLYICIMVPYDISFKDDNQEETPTQFGLGLAIDLLYGIDITINFLSA
YVDDQDELVVDKTTITKHYLKSWFLLDLVCVVPLDYILDNNETSGYQKFAKLPKAYKMIKLVKMSRMLKF
CVQKKKFGELITSFSNITVTIFVLKQQNIRVMITSLFSVILVSHLFSCFWYFIGTVSSESETWITHYVED
QTNFERY IMSLYWVFQTMATTGYGDISATNSTEQMITIFIMIIGVVFFSVTIGSVSSLLTQLDTQNLKYK
EKIDTLNEITKNHKIDNALYAKICKVLKQGYKNNQNEVVEFLHLLPQNLRTELSQAMYKNVFLGIDLFKQ
KPLRFTAYIGPLLTILRIPEGDVIYNEGDYASETYFIREGGVSLCIKECDYHPFVTIDAGQYFGEIELIK
ETQRKYTATAQKQSELLALSKSHFFKIFFSEFREIGEELHEDARRKKRDYEDKY TKTKAYLQGLEQKAEQ
QITEANNQPKQKQGLEQFKKNLIFQAQTKKGFLDKATKDAEQLASCELKRKMTKLKTVLLQKGI INKFDE
NSPTKISPKMMKRNTLNSEYQPRKIDKRNTFLPMEILQQAQQLSSEDDNKQSQNNQQEQNAFRFPKKAMT
AFISVDQNQQQEEFITSQDGMNNSQHPSSYNTNIQFLKKRKKQLYL

>AOD7E8_PARTE
MNQFNKEEYLFLAKTAQQTERFNDMIEFVKQIDELELTKEERNTLQSAYNNVIGIKRAELRVLQEIEERE
SNRONDGQVLLYIKNYLIKIEKELQQKCQEI ITLVRDKLLQNAKQTESKVFYLKMIGDYNRYLAEFHLEN
DQHNSIDQAKEAYKEAVLMAQTKLSPTLPLYLRLMLNTSVFICDILSDVEGARELAKESYEKGILFLDHV
KEENIKDYQCLLQLLRNQFRNEY IKL IMNKFSREEFLFLAKTAQQTERFNDMIEFIKHFLDQELNKDERS
TLSAAYKNVVGNKRAELRVLTATEQKESRKQTDQYTLNY IRNYKHKTEGELKNSCAEILNLIDSTLYPNA
KQVDSKVFYLKMKGDYNRYLAEFLLDNEYHAAVEQATQAYKEADVLAKSNLSTTSPIRLGLHLNQSVFYY
ETLQNATEATRTANDAFEQATAQVDTVNEENYKDCTL IMQLLRDNLTLWNNPEEEANDDQ

>AODCA3_PARTE

MEVELHQQIPPQLNVQVAIRVRPFNEKELKQKEGVCLETSEKQVTLLQSARLFTFDYVFDQNASQDQVYK
KCVSNLVQRCFEGYNSTILAYGQTGSGKTHTMGTTGVDQLANKNNMGMIPRVITQIFEETIEKIDQEILIS
CSYLELYNEQIIDLLQETSISSQPTIREEKDRTITILNLTTILVNNPNEMLQVLNRGAVHRTTAATQMNM
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TSSRSHATFTIYFKINPKDDSEDGTLNAKFHFVDLAGSERLKKTLAQGKTMEEG ININQSLLVLGNVIKT
LSDQKKKSQTHIPYRESKLTRILQDSLGGNSNTCMIACVSPAESNYEETLNTLKYASRARETQNKPTQNR
DPHATQILGLRQETAVLVEQNKQFQELLQVNGVKFDSIKKVSINQYSSNIPHTCEEHLEMIQKQKQALLV
WERLGSQHKLEVQKLQSQLNDQETELHNLKKKKDI IFKQFQEAKKILQKFNIPFTNYDEDDETEDLYDEV
DKLKQESKEKDYKILTMQKEIDELLQVVYIVQILGQDAHRDQYILCKKQKELMVLQRKLEKLEPKDNFES
PAQDSECDEEVVCNDSMIKETNLQIEEFESNLQVMTIKNFELKRQLAEDMKKEFQQQISTLEAQKSSLMK
QVNQKQDATQLNALKVKLQEYESKITEMRLKESKYEINVEEIGRIGKLGQGFKDQYRKNEKIESRVGQEN
EDKEEKQKELILIKKLKIQQDAALSKLKNENCKKEVLLRRKEDETLKQRNEKVIDKGSSLSFKKSQKAQT
YDSMEKQIESLFSQLISGGQAEDQIKREITKLEQLQEEVNQIEQKICQLQIKREQTSFDQNNKNSLNQIE
LELSDITITRENINETIDYQLHKIEQLRKSCNNCTEVYTNFLTNSELRDLPNWCIKIFKYVIDNWIKDHL
QMONFSQQNDEFQQITQELQQQLQKPLQEINCNSPTFKKKIIKSQVSSQPSDALELRKQLNDQKRKYQFL
QNENKNMISDLEYYKKFYTEHINKVQKDKCIGLSDSFQLPQSQSYQQIRDAYKLERTKQKELSLNLSFQK
PYLQNSALKMAKVCKSDREGY TDQFSQAQEEQELRYDLIKSTPGHENPILCVYTMQNLLCSSAFRSVKIW
DMDAQSHLISLDANTHVKSITCHWPERNATAVSHGSLISLYDMTSFQLQSVLKSSTEETRVMTRHNGLLVA
GGKGINYAMNVWDARSNNQIHEFEKQSDVMCLQQSDQTQELIWGTFNHNVRKMMMNSNKCGQIAQMTPPH
YDKVTGVGLLDNWIVSCSFGKGMRMWNQVNGQQGQANSDITHKDSILTMATDKNLKVMYTGCKDGQIKATR
ISENKFQLVSDISASVQQINSLNIINDSSLIVSGGQDRMIKIWKPSKFTFDYLKQFTPNIGDFITEEEQY
MFS

>AODHD2_PARTE
MSLNSRYVCNSLYKSHQENLNQITEQYCDQASANSTECDQSFYEGFKFQVAHQQISDLISQVERSSKLDE
GKRQLSTQILSQAQQILKNYSSQECQIKIKITQSLENLQRDTIRTIQEVHEAFALLESTKWPCKGPANKQ
YDKQLRALEKLCYFWEQVLMLENRATSTISTNEFKQRLNQWFEQFTNETRTKNFDNLKKSKKGYLDTQLR
NAHEMYVGLGIEKNRDSALQIYKRLSEESHPTAQAIMGQVLMDGELGEKDYDQAFNYFKLSADQGHTFSV
YWASRLILEEKVEDKFFEKDEQQSRKSSVTTIKTKDCDLATKLLRKAAELNHVPSMIYLGDLYTSGLQLQ
NYSLEKDYQDAEYFYKQAQKRNSVEATYKLSLLYQEMSKQSLNKNRRQLIFPLLSQAKNQDYLPAFYDLG
MLLLNGLGEELQANPIMADLIFEQGAFNGDFKCAKKLLNLRFQNLQREEGQLTDFLSLLDQLEDILKDQT
VINYMRGKIYYKGISCEKNLQKAVEQFRIGSWRGCLKCKAQLEKTFKDKEDLPTSSPQSSIQKLNIQGGF
IDQVKLSDQRKAYQIQKGKVSLNNKSTPFEQENQSTRQDRHT IMTISITVKPNEANDPDRKRGGSEYHSFK
RAESGVMLSQLKLQIQSPQQQSSTRFEQQQQSQYGSPRQPSLINISSNSSKKDLFNFSKFPSHSSINSSK
YLFNQP

>A0DJ92_PARTE

MFILICATFLILQQINCTWVRISSYVTATKQFSNTDTDGFISQFGNPNIPANYMTCSAEGSYITLNAQSQ
SATYMNSFSANSYSMYLITYDLIFFNLWNNLDFVLYSIGSNQKQITYNEIEQVSVSKGFCNNQVAIIQST
NTTINSTTISGYHKFQINSLSASVSTKNLVVSALQCHGTCRICFGSKFNQCTNCFLYGTLTPENTCTYSC
PSTAMYYVKNQGCKPTCQISQQKYVKGVCEPYPITNFVGLYIQQYKSTEQFRWQIIYDFQQLNTALPENR
QYDGYFTYGLFKNNQGLYRVLTLPTNPGSFMIAFTLELVLFNKMPPLSSTIQFLINDIYYGQLYTDDQGIL
KADKLLRYYNETRQNTVENGISYTDNLYNILYFYANITNTGTIRKFIQYFRDANAGWGLRSFYVYSGYCP
TNCQRCDEKFNCAQCQGGYLKSKWGTCSLCLGSYQQKINTTHCQEDDDQTNCKDHHYNLDSKYIIKEFIG
LELDLEAYPQYTLISVVGQNFLKGSGIYYSIWKSQYRIFGGPFIWAQAKFQRVFATEDPHHAITISFIVI
FGPNFPEDGSFTFGLDGIPQTELTSSSLAETPIQHKQLHNFNSITIEFECKGINNEPTYGYCGFYQLYVT
VHQCKPNCNSCSNDSDCSDPNYIEQITLCSDDQYFDQYQQKCQSCPTTCNTCTSFQNCLTCVATFSNPTQ
GCICASNQYLESNICNNCPQNCNQCISSLKCTECVPSLFRILVDNQCVCQDSYFEENQGQVCQKCIQNCL
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KCSYLNQCEICLVGYQLSNIGTCDQNPNTYFMATLQKYLDCPVSSTCNPCQGINLSCDCGDMIITGDEFC
DDGNSIQYDGCFECKFQCQPQCTKCIDGICYECATLGWYLDVSQSTYQCKEVCWDGLVVGNEKCDDAIST
TNCKDCKYYCRTDCVDCDYQNGKCIGCREGLIPENNYCRNICGDGIVVSAIDISFNEECDDGNLEDYDGC
SKICQLQCQNISICDDCQNNKCFHCINKYKLNINLHRCECDQFCQQCDLINGQGCVLCKPGFILIDRECV
ATCGDSLVTPVEQCDDGNLIFGDGCHQCYFSCENQCLTCTMGYCLVCAIGYQNIEGRCQELYIQTSSVVQ
PKNDIYSNALLQSFYQDYQYNNYLNQISLEALDNKSLQQIQQDEIVYFTFLFVNLIQSSNQQIFFDADLS
TINYQRNQESIMYSNCFMLDNKCMNHCLEFTKQEGLILKPLEICQYEKLITIEYLDDSFQVCNGNGFECL
QKCPIYCQICSQDACLSCNAGYNLDITIGNSCTPVCGDNLITVEELCDDGNNLIYDGCSLCQFQCQDECLD
CQYGKCKQCQDTSRCFDRKSCNEKDGLYYDDKNNQCFTKCGDSIKAGTEQCDDGNEIQYDGCFQCLVSCD
KFCAVCQLKGCEQCQTGYKKIDQECILDCGDGLIIGNEECDDGNSLKXXXXXXXXXXXXXXXXXXXXXXX
XXXXXXXXX XXX XXX XXX XXX XXX XXX XXXXXXXXXXXFNNFKLLQQNLQLFILYSYTFNHIQFNIFIIL
TLQITITYSQILYFINYINFKRLYQNIFFFQFNPECADCELKNGQLVCLQCSKGYFISFGECLKCSEHCLE
CQSSPNNCTECMIENCQKCDKKLGYYNDLSSKKCTTICGDGIMAGTEECDDGNNFNQDGCNQRCEIEKGS
QCVLNFCNKKEEKQIEYHYSNSSTANSLFLKSEINFEDCCTRIKVNIEYFNSSDFNYSLMPIQLKSNNKS
QLDTKFHECQIQFNFFKTITEINLTHLLIPLSQSSSRLLKEDDIREITVTPRKQVYYNQAQTAQAQAVVS
TSNQLQFLLQLIGPLTILFGGLNFFWTILDLLTWINNFYLLNVDYPLNVKLFFQHLQWDDIFNIPEFISL
NQPTDPYYFEAPPKFNEKNINPLFLNNIQVESCLILLATLTYLLSLTVIKIFEKKFTKINVPRKSTAVET
VCYVESNMQTQEQQQPKYPMNEKLQRLPSIVVLVIRQSYKYKLTFLSKLFAITNLLLLDIFMACLLQLIC
EKKYDYFIVTINNFLAIFGLIFILGMYQLHEFVSSKHQLLLNHFSFSNKYSSTYEGIDYENKIAKKYCYF
NLIRKIAFIVSLVILYEKPVLQTTLCCLSCFINQAFLLYQNPFDSKIQLIQVGVPDFSIFSIILLTVLIS
VDDLTNILSFDQKYNIGWAIICLISLSILIQLIFLLIEFYKNLLANLRGLKQLFCK

>AODLP9_PARTE
MRLIIQRCLSGSVSVGDQLVSQIGKGLVVLLGIHERDTKEVAKKLAHKLSKIRLWEKENKAWNGSCVDEN
YEILTVSQFTLYAYMKGNKPDFHYAMDADKARDLYEYFVDECGKAYKPEKTIKKGAFQQYMAVNIVNDGPV
TIEIDEMEVEKQQKQQKQQIQQQQQQQQQQQQQPQEEEDNKIQKIN

>AODLR9_PARTE
MDIQNLIQQFGAGQAVNPEASTPDTAEQVTISALALIKMLKHARAGIPFEVMGLLLGDIVDDYHIRVYDV
FSMPQTASECFRGICGAQFFNKKMVELLNLTGRMENCIGWYHSHPSYGCWLSSVDINTQQSYEQLNKKSIT
AVVIDPIQSVRGKVVIDAFRLIPQQNMLSQQEPRQTTSNTGHLQKPGLEALLRGLNRYYYS INTKFKCND
LEQKMLQNLYKNSWTEGLKCNSASENSKRNESCVEDMSKLALDYQKLIEDESKKGEQETKIKNTGKKDPK
RHLGLKVDELLDENLNATLGRMMATKGF

>AODMR3_PARTE

MSFLFCQSIQLNQIRDLSIQIVFLYCYQLFKGIFFIVVQLSFQLNICLLLLIKYIRFRIQQDVFTLCQFQ
NIENYFRENQVLQVKSSTIKKKTLSRLVSQFENNCNLMYFCRTLSEILLLSTIFQMVKSSCDVFKFITTPD
TGAASVSLDLSTTLYTDFGIGVWTRFQSQLEDNDSLNKKILNHFVFAQLLDGSFPLIYFIKQDREAQVIY
FEVILQNDQYFEMRELELKQDLVGQKWVFFYFCYSKSIKQYNMFVYVDKDTINVQMAGGGEYLNQHNLT I
PFTVGGELQYSNEKFNVNLDLSPFAGEISDLDIRTDVQSFYPNIPTFLSHLEDTNCELYKCPATAQTTVL
TDFYNGGFILNKQVTFFNKRFVLFGWVKLNELADIRSLETILVRATFRKIYYGDKYQGEKALYWKYFQST
MRDQDNGFEVSTYHDVKGASNIKYQTLESDTISQKSEYFQSATITSWHWFVYQEGLPNSKIELSTYFGNYK
ELKTYSMTQIHYEKSTYYFNIGGDKFIKTFSGEVRNLTFSYCQANDNKPDRYCHYSCNTCFGPNESECID
CKPVSKRELNGTYCPCIINYLDVGLPTCINKFTVLGGITIQEGLIEDSSGCQRNQFLVKMKGNSYCLDCP
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GAITPYGLYCIDCIYNPNTWYLNPICKIDYLMPFTDKTTYVFQRRDRKKKDYEYFLINYNSTQDQAVLET
CFGCLGQTDSTINFIEKYTMNQLSKITCKNCYVSLNGECVNLQPYCDECDDNQLCTTCQQNYTLFQSKCY
QCPSYCPDCKYNSTGYYCNSCIDRYYYNSTLEQCQQCGAFCEICFYQSRLNLLQCVKCVDNEKYFVAAEY
TQCLPKNLDNCKYQVQEFFMTLSNQTNVYATYILSIDLHSQYFSYPTFDLCLKCNPHYVNFMKCGQQYGC
YTVDEIESKSGKPLPQALRQKVLNDPKFELGYHEKQLKDTMENYY ILFGDSVVDNNISYNPIVLEQKEIG
QQVCRDQYCLYCIQNYVYSQEYCVKCFKPYYAHKLQGNCIICPPGCVECEHGNKFYKDGWKSDLLPGYQL
RTKQEWHHFNLFVLSTTIDEYEVTCLKCAEGLMQANGKCYPKCPCESCITENEQVKCVTCQNSIKTVIND
KCTQCPQFCELCREFTPQEISQINPYFNQQNPAYKGYAKQCLKRD IQDPPQGILYNDPSLGQELNCKNAD
QKDCYFFVELQQQVHCGTTQFQQRLNQETDEDARQYFMKYNLPLONLFSSSNSSHFYIETDYLFTELNSK
SVKLIRYIVNILPNSGDCIINKNTFIQSQIRQNVFTVKYIELITIQSQNDIPIHMEGDVSFLEFSTVTLKN
VQITPTSKYLSLNVNSVFGVSFLIDQFSTKNAVDLQFQIKLQNPNSISTIKNFEISDSKLNNIDGITRYYF
TQPIKNTLIYSIDTILIQNCQILNSNLFVQILGTDQGNQKF IANNFKSYNNKYTNSIVLYTEFPNQLRES
EFTIQQFLSDQEQLTQSSLFILHGALSVILTDITVQNGDFFAEVKLFKLPLFTINNMLIEGNTFESADNR
VITNVVDALYQDSTSTSSLTLNTIAFKNNFYQGSKVFIELTQSQNFKDLRIQIDDLSLESNQFTLQQYSS
LMTSSNSSTYFDVNQMTILNLNIVRAFTLPETISINNVDKLVLKNIKATLNSGFKIQLTHQQLSCIQQSLE
IGYGSMLQIFNTKTIEIDKLQVLGLIVLNLPTITIKSLDGSNYRQKET IMIQQVQFSNNTMILTKLAEQP
TILSITISEQQQEITLNKMICFNNHHHNYQEDLLFKQSSTILIQNPNSNIVLAESTFSNNVLTNNQGSNLV
LISNTLKVSNCIFQNQNDLQFKYLRDRLIWGYNKGDVVYFENLYSLFSTKTKGGNGYLSANQINLQNISS
NNSLALQGGAFYFGTQSSGSTATQNCVFNFSQANLQMKEKSQGGTLF IDASQSDLHLSILNNSFSNSYSR
NEGGTIFIEPSRNNNSITIYYNTVQNVFSFQNAFLKLPVTFSSKSLILQFTVFDLSIKNTYIGYLEYLGK
TQNLSSSETSLQTQNYLISTKRGNLTLRSCNIFDIFDYGALEVLEASQIKLDTVLIQNITITISGSILSLQ
LNKKYLTQVQLINVKLKDISEVIGDVSLPNTPISTVPESFYKCDLTSNQPTSLQALYDQEQRYIISLNNF
YATTKNKTNPNFIFEIDSVSANHY ILLDNMNIQKINCANCQKGVLKFTNIDEEQNQNLIYINGFILKDNQ
CGIFSCFVIAAKSTNEIQLFSKFKSNRILGQEKAEFDKQISTIKLEKSLEDNNQATFGGAILISALSSVI
SNCQFTNNIASSVAGALYFDYELDTQLIVYDSVFANNQAKVGGALYLSDFQMQSPSKMNNVEQGNQASYF
GDNLANQPTQLTLQIGSKIMQKKILEKNSTNKTEI IDVKQYKMGSLEYDNIMLPSGQPIGGYQIFDEITQ
SYIPYNFTFRILPLNDENSQIKSLEGSKCFIRGRQI IDKQEGEFLTNFTSITEVLFNSTSQDYNLDQMEL
TFDPDYSSIGYLQLEITCNSIKIPIFEEKPPYLLQDYFTNYRLRVNLQTFPCQRGEYKTRLGTCKLCDSN
ADQYNVKAGDQCQIKDPIKMQQVSSARVMLRPEYWRPFESSDKIEYCLNLPENCVGGWNPGNDLCSQAHY
GALCEQCDIYNIRGQGAHSVSTSYKCGSCNNIGDNTLKVILVSIWTMISIFLSVKGTVETVDKMITQSKM
HHLKTFRKDPKAGYGSVLIKVLTNYLQITGAVSTFQLKLPSALQSSVRSVGNPTEAMSFSLDCFLVNLVD
INITYFRMIWALFMPMLYIFTFLITYAVVILIRLAKPNKSAITTTATYLFTYLQPTLIGGFISLLSFRQI
SNLYWIQGNVAYRYDTQTHFNWILTFILPSTLTLAFFIPAFMFISLYKQRHHLDKENTRKNWGYLYNEYQ
TEAYFWEIVKILEKGFITIFLTFYEDLTIITKGALVFIIVFIYQVLTRSYRPYKLPFLNLIDEFSTLICGT
SIVIGMTIYQSSLSNNQEIVWPFYMLLIIFNLVFITITILWEIVLAQLEDQQENIDKVRDMINKKYPRLIN
SNWIFKRLLTNRGQQQKRVKNRFQMIRRYLMKLVRNNPGIYKLPTPPPSIQETPFINQEKQNLLPAHQQS
NQENMIAPQSNGAKVFPVDHDQRTFESVRYDDKRQSP

>AODPG3_PARTE
MVVKALAHKRIVHKRTKRFVRFESEDYPHKLRPSWRRPRGIDNRVRRRFRGNRPMPKAGHRGDKKTRYLD
QSGFRKLLITNEKDLELLLTNNRTFAGELAHNLSARKRATLVRRAAELNVRLTNGKGKVRAEEKKE

>AODVJO_PARTE
MYNGMNMYHTLENWQSTKCTIQVQQRTVSVMLQNLPFKDPNKKGNPNLESLKVKFILIPDTYTEGVVGQR
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TQLKVYEADLCIRFPNVRYLSKGDPYVTFFLTEDMERNYNWKIKKRLSNIQLVNDKFDLENKSYCQKLQF
NKLDLFKNQVSRLTLFITFYTSVYFPIFSTQNIFFSNIFNLIYHLIQQIMQELGDIENQPHKKVKTNETP
LEFTVLATHNFARASIMRLPHGEVLTPVYMPVGTKGAMKGVTYSEMDDLGCKLLLANTYHLAYKPGGNLL
EKVGGLHNFVNWKHNILTDSGGFQMVSLSQLSEVTEEGVTFESPYDKSTMHLRPEDSTHTQNQIGADIIM
ALDDVVRTTTVGPRMQEASERTTRWLDRDIAAHKRKHDQNLFPIVQGGIDPKLREQSLNDLIQREANGYA
IGGLAGGEDKVDFWKTVAQCTATLPVNKPRYLMGVGYPVDVVVCSCLGVDMFDCVFSTRTARFGTAFTDN
GFLKLKNKEAANVFEPIQKGCQCQACKSYTQSYTHYLTAREEVACHLISVHNLNYLTIQLMLNLRQSIIDG
KLIEFINEFLKKWFKNEGQIPVWIIEALEYAKTPVEQL

>AODVQO_PARTE
MRKKVSTLQDYEECKQQLLLDYLSTLEEKDKEKLLEKLESINIRNLIDVYSHYKEKPNENRELNPTKNVL
RVASTPKDTLQQYQKLGEKLISEGKVCVAMMAGGQGTRLGFNKAKGMFDIGLPSHKTLFQIFCERILSLQ
NMIQSRIGQCLPIQFFIMTSDVNHEETTQFFIENNYFNLQSDQITFFQQDSLPILSINGEIMLSNSTAIL
EGPDGNGGIFSSLYNQGYLDYMKCLGIKYIHICPVDNALCKLCDPIWIGYVESKNLTICSKFVKKAHAEE
KVGIHALINEKPCVIEYSEMTQEDLHKKNEEGELIYDAGGTAQMICTVEFAHKITEDPQTSNNYHVAQKK
YDYYNINQRQIVKPDQINALKFELFFFDCFPLCPKEQFGLIEVKREDEFAPVKNAPGDKSDTPETAKKLY
LDRDQKWLKYYGLQFPQQVEISAKITYFGEGLENILPKYLGNKQNPLTITNDRQSAPKSPQLVKQPQPKQ
QPLQQPQAQAAAAAAAAAAAPKAPAKQTQATSVLNQQIYPQVVYSSLINSVHPTVLQPNYYPYQSTPQNS
KNILVQENPIHQSQVLNPRLSMQHQTQSQQQLKQIKANAFPTQGIAVATPKLINPQTRYQPIMYSQNLLN
QKQSTIQPVQINSSLSPQRVTSYFKQRAVTVQRPTMFGQQRPLITSAQQYIPTATIKK

>AODX60_PARTE

MNTEELKEAIKRIGQCQQEQVECGSNRSQQDLEIVWQQIQHPVGIGFIVSMCKERNRIQT THNSANKILM
HIVKVCLNNRDQLKAWETLRLTIDPEKQFYKCHELVQMDEDQFSHLEFTQQEFCANLEEGQDVDALYEDE
KGNVIGWCRANIVKINEKYVWVKWYENEEKRKIARYSMDLAPYKSKVTDDEWQWRHSLTAGDVIDCFDNR
VWQNATIVTAFNEEDKEYVVGFRVYDEKGNQYDSLNRRYFGWNQQYDERTKAVSPRIQKRNAFSRGQPSN
PHCQEETTHDCNDFLYPNTDYAVPRFQTKQARRSIVICEMINEFGRAGLFQYIMDQILNKCTIDFLHSYI
VLLNNFQEMLNREFVQTYTPQLFEAVQNNILQSADNNLRNFSTQKITDILQSLSNLLKRVFALQKRQEMI
DRLDLDIAYKCFTSDFLERKIQGLKAIQELTKKTKDQYNQYGMQEWQKQAATQMILEWLNEKKIFESLYV
GSGNSHLVQRSAEFFKFLIEEKMISINSFKDIWYSLEKAEYEHKLATFKLFKDVSNSLEKEWLDFLTDAV
CSKDPKDVTKDDLELLLDI TKMNYRYKDEY IQKCCNYYWTVLKSGQLNQTMLEQYISYYIDQVTQYEMRP
HKGTQISMIGESIVNGEQVNVGLKVLIKLIEKLNIQPEAWEQYTRNVALTDLESKFKIVEEIIKSTPELK
KQKDYLDETKTRMQFIQFFYQNISTYEYRLTENIISSIWEQLVCQSSSQQEKDLVYKWFSALSTQDGQSQ
LTSMVPLQDLKSFFYEKMTNDLIQLTEEGFNCFKTVMTAINKQEDNGFGLDVLWQMILETENEKVSQSAT
DFYLSFESTLDVLFNKLQENRNNNQKLHRCLLVLEGFIDQSEVNGVGNLKSLNALSQGEELQIQISYEHG
NQKKFTIKINDNQTIIELRLAISKVIKQQWDSIGLNSLKGEIKFTENGKMIKDLRLKKGEI IMVFRKQVK
ETQEANLLDGDVLSEGAKQVFGEIFSEYSSEGKMSKEDCTRFVTGCTGNPCSIDDANTIQRTFEQYDKDKD
SILTLSDFLDFYTDSARTKKSTVWLNLQTLHYRNDLTRGDRVPLPQVNAQLLPRGQIVQNQRYLDLLFEL
LQNSSNEVQEKTWYLLRRLPPSPQLIKQMLTFENIQQPTDWDQILVSSHYRLLYSLYTIEFLMNQYDSNN
LQALIDDQEILVLKDKWMSKFLQLGGFDKLLQFFKQYQGRSVSTLPQIEKEILSFLLKTFQNYVIAACAT
NVPNLYKASRGIQITKPLDQVLLDIRQSEDPEEFKLLVQKLKESRLGDSITEKIEKFISVLINLIQELLK
SNELEQEDRQITEHSVIVIIVILLHNQELLTNSIENVEFINIFFSGIFTDKSDSVRNLFSRATLVLCHES
QKRNNQPTKIILQQLISMQNQQANSSQYYELLSQLIDSAFESEDSSQFIDYQQLTQQVLDGLINHKSIET
RQKSTAVDKILIGLLNLLTKLHKFIKQP ITHDIIFNDCLFSLSDEKEIKCKSNESRQAAFKLLYQLSNQQS
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NCENILLNLQQLSQKIPVLNRWNYIPSSDMRSSFGYSGIRNLRCICYMNAMLQQFYMTLPFRYGILQADD
GQEPDMQQSKTGFQFDDNVLHQLQQMFSYLELSDRVDYNPQEFCAAFKDYAGEPVNIF IQQDAQEFLNMI
FDKLENLLKNTVYKNILDGVFGGKTCTQIECQNCKSVKNKDEIFYNLSVPTKNLKNLQECFDKFVQGET I
SDFKCESCNQKVDVNKRQLLAQLPNVLIVHLQRIVENLDTFMNEKINSRLEFPINLDLAQYTINQDQCTQ
YKLVGIVVHLGTADVGHYFSYIDIKNQDQWLEFNDHK IKEFKLKQMENECFGGQSNLEYNDNDVWGNGFR
ENSQSAYMLIYEKVQKDKIKLEFNSEEELQKSLSKFDNYTIQPNNELLVDYNSFKQHIPTQYHKKVNSDN
QQFLLERNLFNTEFMKFILDLSDFVNNDNANVITEILTRFNYDLLARSYDNSTSEQFNTKILQLIQQYPN
SNYLDLTYFGKQTKVQDLLLVCPESRTRKYFGKLLSTLFNQAIQIQGEITEKIGEGLNQLFLMLQDQVPK
NWTRFDQYFQFWLDFLQEGKLQVQYCLEKDMILYMIDFILDKSSPLQLYEKKTQMGNAYFPINCQIPMQI
ISTLLQQNHQLTLQEKKLLYSPKFYDKALKSAKIEELTPIILKFAYNNRYFSETITGCIMRGLGGGDSDE
FKNYLQIAKPFLLIKDNLQVERLEWLVGIPSSKQKESAKVYDNQFVEYPQFGLYGLTSLEEDYWTFSSPL
GWQNSLFDQFCSNRTTKNLDNQCLLILKLLLMISLECETCFDYISKLPCVNYQYKYMEETIFKAFIETYQV
DTKRFYSAFPRKQETEETKAYLDQYCNKLSCAKHVCQQS ILLHNXXXXXXXXXXXXXXXXXXXXXXXXXX
XXXXXXXXXXXXXXXXXXXXXXXXXKNKAYLDQYCNKLSQTHNEFQPQFDY I TGKSTEVTRVRKTYFLYN
PCTKEEMQIDEGSEGFVEIKQQIEEGNQHKVLTMEEKTYKTHICDNLPNGTTNEALPAQYVKGTQIHNYS
VDPNCQAANFIQSKAWSTDSDDKATVTNPRTADSVKQIQLQNHTNRNLHVILEIKGEPNPCHY IPKSKIQ
SLMSSKSSTTMFTATKHNCTQEFPPLQLTLVHKKQEPRQDSYLYLSSQDEMNLELL

>A0DZ45_PARTE
MEVERNTGNDKLRQQAEEHKNKGNDYFKRGLYSNAAEEYEKATELCTNEANYYGNRAACFLQMKKYSKCL
KDCEQALSLDPNNIKFLRRKALSLQYLGLLTEAKPIFEQIANLDNSEQSLKEHKLIKELITYLQQARQKL
DDNQYKEALTFIERVAKEVPDAVDIQILNCECLARTSNINQAQEQLRLIQDKHGPRVETYYLKGLIELYG
GSPDKAKSTLQEGLRQDQKNKKCLAAFQMAKDQDSYKSKGNDCLNSNRFDDATDFYTKALAVDSNNFKEN
STTYANRGLAYQKKKDHQKAVNDFDKSITELNDRYFKPYLRRGDSRQELGDLDGAQGDYQKVMELDQGSIQ
QMRQKINDLTRKQKQLSKKDYYKILDVEKNATDAD IKKAYRKLALQWHPDKNKENEEQKKLADKKFRETA
EAYSVLSDKNKRQQFDMGVDPNDPMGGAGGFETNIDPSQIFKMFFGGEGGGDFGIGNMGGGDFPGGFKTM
FTTNLGGMGQNMRGGQGFPFQFGDFSQQGGAGFPGFQFPGMQFTQQQQRRK

>AOE3CO_PARTE

MLYHMYYQLSLFSFETETQLEQNDNWEMQMKE TKELWNAFESKLKLPQKPNFLQVVKNRNEQCILEMMVS
LLQATTHSPYSSELVTPMMQLDQETQMVLLKLIQEEQSSLTLDQESKISDEVLRKFEELEYENQKLNQDL
MLSKEQYEMEKKKMKEDMETVQTDIETRQKTINSLNEDLNQIYEVTQTNSVSEVCEY THNRIDDIKGMQQ
ITETLKNDQQQEKDVHEEIVRDLRNKLEAGYRKYTQMQKLEKYCEQLKTQLSESLQEQTKNKENLKQNSK
LKEENTELNNKVNQLQQKLDSQKQLQKQNQKIQSQQEFDISKARSENESLSRQLKLREQEIFKLKQEIID
LEHANTHNKTEQSQLENSSVMLHSLNDGEERRNFSGIFTPKRNLGLELSQLITKSNYLTEGDQKLKLDVHT
QTDDNYESFTLLKKQDSSFDEEILSSQLSFWKTQCSDLLAERALYEEKQNQLHKEMKELQIKLEQFFIEQ
HKYEQELQDAKDKVLSLTEDNNVIRSQFEQSLQKIALQDKQLVEFPQMKEQLEGALQKLEKTEEQLRMKK
KKKVPINQSSRLMRNCYQLNRKSCSCWLHRSKIQSLIIMFPKSCDELYQCRLFKKLFLGSSTRYFYVESD
RVIANKDSNRKRADRIFSNTNTNRLIWRYTNEQPLKLKGLIFDCGDIQFEYFGEDQTLRELKKNVSNLFF
QAKVQEEYMAQQVIGQGNYALVLELQHLHSDQRFASKCIDKKKVQATEQGEQSVQNEIKIMRTLSPHRSL
INLTEVYEGDNNIYLIMDLAQGGSLYKEMKNKVSLYSREEVQNIMYQILSGLHY THSKQIMHRDLKPENT
LFREKGNLNTLTIADFGLSVEIDAFPYLYPKCGTPGFVAPEVANLIDKTQPYTAACDIFSAGVIFHILLL
GEGLFVGNGHQEILRMNKEFQVDFSKPKYQQLDYDAKDLLFKMTAHNFLQRYTSEQCLQHPFFQNNGKQQ
SQQKTTQFNTSQIEESPNKDSFNQYLQNYNSPNQKLISQDSKKLSIVTRTPLYGPKAVTPQVQIQNDILE
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ELSPLSHFSLDQEQQGEQEYDNHQIANTK

>AOE9R7_PARTE

MFYFQGKILLLFHIFNFAFGSGCQQELLEQNDYEIQHTSSIYQTIGIWFQWNPTFQQMKGLQGYNPNYLL
YTEKNEIDATTSASRIFQELEYNYFLIQHYAFQSYASAPQNAQHQQIERVFSFRLDPFLMEGNWGFHCES
YDSTSKEYKVYLWFAKKGSMTEDFIFESKGYNLDRDPGTQYTYIVGDIQTPPFGQVYRKMDDEVIPLKFR
GLRSKLYFSDTYLGTLAEFLALDQLSCQKYNYCNAMGITRAFVPLIDGITSNFPQVSIQNYREERFSFSG
WVKLNKMYGASQDITIVRVAIYEFYSNDY IMGDRLFMMSYHYDPEYLONSSIQIDTYSYDYPYISFYTTT
LFDTYKKQGLSMFELMTKWHYFMFEAGVQSYVSNVNVRIRDGATSDPNYYDIKYNYQRRNQFKQSQVVVN
LGGDKFSPSPMNGFLANVAMEYCYSSDQVFEFRCHSICQTCFGPDKTHCLSCKDTTTKVLKNNQCLCIRN
YYEDENNACQSTYYRIQNTAHNSYLGSLQLVQTNRNNACQEDQFLIPGDSSTICQKCPSSKSDFQIMCSD
CLLNQKTWYQNPICSQDYIQHQEGDVFDGSSAYQLIKRDKIDQDYYLIGKDGSLSLCEGCFGVVTDDTQS
HILQYQLDKLTKIYCKPCHQI INNSCVNLNLNCLECDDDFKCLTCQSDFQLLNSDCIKCPSHECSTCIIN
QGRVKCASCPKATYLNNGACVKCGQNCQICDIDRCQRCVDINQYYLSLDGLNCYPNPIPNCLIAFERVNG
QRTSSLQFNYPLLQRDQTTVVECALCKSNY INKLTSCSYYDQMDETEQSLDINNDGNILQLDIQTAKATQ
CQNIEAKNMKIDCQSPCFQCVKQNKYLLDGWKQQLMPFYQSYFSSSKFDNAPDPLNTNLVYSKDNLHIHC
TSCREGYELYITECIPICSSNCECKIVNNQNMCYKCKSNQRGQPLSLFDGQCTECPYNCAHCKIRTKTEL
KLINQYFDPEYSDLQIYGHQCLLPYADTTLYYDIDIGVYVECSSSLCENSLKLPINYYCDLTSYNTAKSS
YSGTLDEFLKYNVLLTDYESFKPFYETQFFYLIMNQRTLKTISFEVTLISSNAYCELPKNFTLATNLRRN
IFTLINLPIVLKSNVNQLQLFTKTLQIIGYSDVTIKNLQITNFPLADVSIFISDTFGFVVTMKDMLESCQ
NVKLQVTINNPKQIKCDSLTFKDMIVPNTYGIFMYQGLDNDKIVQVEFINVKVINTILTNSSLEVLSLFE
TFQNQNVKFNTFLVQDSQFTDSTILQTNYQTSIRKAVVEFTQLKTITSTFISSVFLHFEGFLNVKLIDCQ
LDQSAFKDGSIWLLLPLFQLONIKITDNTLETSNDRFITNKGTVAYSDSDNDQNFNQIQNLLFENNQFAS
GKAFIETYQNVFIGLSIEITDLNIHSNQLFGSSSKYKNRNVVSENSTIYLDVYKTALKNVDIIRKQSFPE
LATLNSIDVQVLNLNARHSELKTSFLHNSYSCAQKSIFVQGYTALMY IYNAQNIKFEKTYLNNLRSANLP
FIFIKSSDKMKVRQNESVLIQNSYFSQNLLLLTATSEQQATIQISSEQYQNVIIRNVTFFHNYQHSYVQD
LSFISSSTILFSSPYSTIKIEQVTFERNMITSGQNSNLVLKCSTIKVINCSFLQSNLPPLDTIQQNIYWG
TKQDQVLYFENYTQSFPIYSQGGSAYLSANSLETENVLVLESRSQKGGAFYTAPVQYGVINIQNITFLDC
RASLEKVSSAQGGTMYIDASLAQLDITIKDVEITRSYSRREGGVFFINPSKTKNSVRLINIMVSESYSLF
YSFLRIPQTSSADVYIQNFVVRNSYQGFKDYLGLLFYLSETELSTFQSSYFISLMGNLTIDISTISNQFS
GLFEIQSGQATFKQMSISNCFMYSQPMMIFTSVNLLTFQDIRMYNISNHQYDEDPVDQFEITYQALQMGC
TQETSKPSYLYDALNSSTINYYGQQNIKSISASFAYPTSLIQIDSTEKDFKITYKDSQFSMLTCSNCQKA
LILHTENTYYNMGVNIVQIDNIKFHQNICGYSCIVFLQENSNRLLSLTSSSKENLIYTVSVRSSEFLRNT
GQNGGVFYVDDINFLIDSCVLNYNQASQSGGVVYFISKSAAFNIYDSDLTSNSAQIGGAFYLNNYTLNSP
DRLNLHLINNRAIDYGKNYAEYPSQLTVSLDGEQTQLDKKVIFSNSSTIIDLITIQPYSFNNQTKDFIVL
PSGQATRNYKYYNETTQQFVSYNLTFRILALNKQNNKIQNLQGTKCTINSFLVSKASSNQETPNVLSDAN
ATFTNLKEVAFDTDNQDYNLDDMI IYFDPTKNSEQVLQLEFFCDSVRIPQFDPEPPYLLNTLIQDYRLRV
NVQSLDCQLGEQKRLDDGTCVVCDSTLDQYSVQPGQQCQTRDSISTEAVTSASVKLRPGYWRPYTYSVRI
EYCLNMEINCEGGWIPGNPSCFTGHIGALCEQCDVYNIEGNGSWSISGQYKCGSCDSIGDNTIKVALVSA
WTIISIMLSVKSTMEMVENMVMGKKLQKFYTENPKTGYGGILIKVLTNYLQIIGVVATFQLSLPSALSEA
FKTVGSPVESMSYSLDCFLINMSKIDILYFRMIWALIMPLIYIFTFCILYITATTIVRIVIPNRSAITTTL
IYLFTFLQPTLLGGFISLLSFRQISGIYWIQGNVSYRYDTSTHLGWLITFVLPSALMLGLIIPTYLFLSL
YKIRNKLDDENNRKNWGYLYNEYQPKAYFWEIVKVYQKSFIITFLTFYEDLITIKAALVFITVFIYSGLT
KRFRPYKLPFLNQVDDVSTLVCGTSIVLGMTLYSANLSNNQETIWPFYILLILINASFIFVILWEILWAN

116



LENQQAALDKLRDKLNAKFPNLVNKNWLTKRLFTNRGEQLKRNKRRWKMIRNYLFDIIRKQGLVQTEDND
SKLDRKSLPGIPKYYNKIYPENFIDQFGSDIEMSY

>AOEAD3_PARTE
MRKQQALISKRIRTNYQIQYKQKLTINIKFHQQILMKIIFLVINVIQVICLSPQFQLQENQEISLYPTEG
EIYKYYIDSIVADTQLMCKIDPQVPNVQVLNQCEETFQMQGDEFKSTSSNNTHFSTLSYENEVTFYEWKN
QILEKIWESEIIDSSFNCFTINLSEIFSILVDCYQNNEFLLIQLMDKQSKITYQIQSSMPTSTKIQSIVN
GTNNFIVYAQYFEDYSILSLISSSFQNLSSLNNQFIDFDIPITITPNIYVITSQELFQLSISSDSQFCFK
ANFSQQNLNNFITINVYYDLSTYSQCDQILLAYYYQYQPCLILLLGCENSTIQTQARFNWLQFESILNIF
QNSYFITIQLNSQIFIDEKQSHFLFAYHLTNQDNSLLYFNSDKLTVMIVYKIQLPSLQVNLTNLESARNN
STFRLICONQGKKIFYQSKIYLQVLSQNDTNIYVMFKQQFPQYQFSWSTIVQNSFLSFSGQLLQYKQNPD
GIPLNFTLLSQQQAGQINYRYCLVQSLSLIFQQNTYFYIIGYNNYSIDIIGSYGIQSIFQFSQICSENIS
INASSLQVAYSINPOMITIGLSANNTIYLFQYYNSNNSTISYSNYTFEQQFSDEVVTFNNITILFANQQT
KIMTFDFTNNFTLNQSSINHQFNNLQFNPIQIVVNTQLQSSLLY INNINEVITISIDQNSIPKPISLIKV
NYTIKQINLISQQLILSYLCNDYQNMCFQVYNLQNLPKYYYVKNLYSVNVDNKATIQSDNLFLYVTFSNY
TVYVYNPFLTYHQSLYYMLKLTSPIQCVQAVKSYYFYVPQFQYISSTTILLONNTILQLYRKQEFQINVEF
YNEDFNNSIQYPQFIYNYNVTSSLNETAFQQTPNQSIVLYSNFTVFLNQRNLSINLTKDNI INNTKIFSY
PMNLILDRQVGYCGPPNLAQTNNLNKHCTFLITATFLQLLRQIMNALLYRITLTYKQQIVXXXXXXXXXX
XXXXXXXXXXXXX XXX XX XX XXX XXX XXX XXX XXXXXXXXMLQPPPLCWKELLLSILCITIQFGLIILVSS
NNINYTAQGKFEQQKCSTNNNCQGLGVGFKTIPAFGDLINNGNSYYQNGVLTQQFKQNTKYIVGIYYLNN
LFDGNLMEPILMQSSFTTTVSNYAMVINSQYQNGTALYTYKNHLYNYTIGTWNVTCLLNKKLQSQVNVSI
FCINEFSNGTYNISFKPPPLEKKSKRWIYTLVSITILLLLYFYLKVRQKTIELSYIQQEVEQ

>AOECE3_PARTE

MDQKPEQQVEEQVQNKAQQKQQQGKQQPKEKQLAVKNPKGTRDFLPQQMV IRRQAFKTITDVFEQHGAVE
IDTPVFELKETLIGKYGEEGGKLIYDLQDQGGEILSLRYDLTVPFARYLATHGYKKLKRYHIGKVYRRDN
PSIQQGRFREFFQCDFDIAGENDPMVADAELIKIIDQIFTKLDLGPFQIKISNRKLLDAMIQIAGIPKTQ
FKTVCSSIDKLDKQPWKEIRQELTEKKGVTEEQADILSKMVQLRGEPFQLIQQLKEQKIFEQQGKEALDE
MELLFNLLKYMNGLKNVIFDLSLARGLDYYTGLIQETVLLGGQLGSISGGGRYDELVGMFSKNSIPCVGA
SIGIERIFATLEEKYKKSGVVLRENQSDCVVATIPSKNIDMNAEKFKTYDLLWSNGIKADVCYKLNWNLG
KQLTYANDQQIPFAIVIGEDEVKQEVVKFKDFVEKKEETVNLKDLVQFIKQRVGKEQYMLLLLIYYQCQQ
YNNFTIMNGKQQFTHQITDESIDLNVAKDMLQEAVIENPKVLGETFEQKLNMHALCILHSTLKEYTPLSS
LIAEKFLNKNIYAQSSTIVRIYYSYLQKTASVHELYQATKNNKVEKLDNPQIVVITAHKVQNLSNVGFQIL
TLYTPAFKNMQIQVYDDVYDYGQFVKDQFIHI IGMTIKIGIDSYPTFSSSATISLYQIYNDVLIQDAELN
DFRRCCKDDALREPLKLNIQESLLSDFLSLSSSLMLVSANTLRPLNIPTKLLPCGGQEQQVMRYYKKFYS
IS

>AOELU3_9BIVA
MAMADIENLIESMKDVHVNSLNNGCRRRIAMYLNPEGSLIPDSDMFNDWCGYAELLNFSQPETENMKRHK
SPTEEMLHLWSTRNDPEPKVGNLISFLCKLERFDVISDCRTMIERDVEKWRQNQLSLQKINDDPTFREPQ
SRPRSPQSEETQTRADVGSKDEIYYDCFVIYNPDASDQLEFVKQMSRILEGPEYNFRLFIPWRDDLVGTA
MHSVSAATTEKKCRRCIVVLSKSFNNSPAADFQLKFAHALSPGARQKRVIPVLIENIEPPSILNFVAPAP
FYNVGIRDWQWPRVAATIKSELRPDPETWLPKVDAWNIALDTSDVTKRELWGITVATQIYPEEDPVGIPD
VDAQRKKHKNKNKKRGE
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>AOEM56_BOMMO
MAVTSTRGIVNLKEKGHFERENARVEKYTLGDELPAQLSSLETIRPRKMSVPAYTIQRLTYNDRDLVLKFL
RRFFFRDEPMNLAVNLLETPESRCTELDDYAAATLSDGVSVAAVDENGDYVGVIINGIVRREEVDYTDKS
EDCPNPKFRRILKVLGHLDREARIWDKLPETCDSVLEIRTASTHSSWRGRGLMRVLCEEAERLAKAMGAG
ALRMDTTSAFSAAAAERLNYKMAFGVRYADLPYAPQPEAPHLEARVYTIKEL

>AOEM58_APIME
MANVVPWLLSICLFGLQETIATQPGSNALSRNVEASGQRSVSSGFRSSLRNYKTLISSHDELPGHINCDSS
KFEEDLMNKLPTTPEYNNHLYGSTPDSRDYFSRPFEKRLHSRLPGRNFNLLRADANSVNELESQGFNYDP
GRGHIEDDYVGPAMELVYAWSTIDYTYDSIEARDSATFDGDF ITENNLPLGLEVWRDKVFITLPKWKDGI
PVTLTTVPKHSKTKSPKLRPYPNWEWHTVGNCDGLTSVFRIQVDECDRLWILDSGKVDITAKGGKLACPPA
IFIFDLTTDTLIRKYITPKEQVKEDSLYTNIVVDIRNEDCGSATIAYVSDVFRYGLLIYDFFKDSSFRIQH
HFFYPDPLASKYELHGLKFQWTDGIFGMALSPVDIHDDRTLFFHPMSSFREFAVSTSTILGDKKTAEENTD
YFMPIGRPRAKDYGHSSGSVIDRNGVMFENMVTRDSVWCWDTRKEY IPQNLGVIGTSNLSLVFPNDIKVD
HEYDQNVWVLSNKLAMYLYGSIDSSKINYRIFKANVKEAVKDTXCDPNYVVPDSEHGYDEIC

>AOEM59_APIME
MRQFYFSATLFLLATSDSQAQEKLKNIYSWKALEFAFPNGYAKLAATKSGSYIPGASLPIDVDVYNTEQQ
STVFVATPRIQDGVPLTLGYVTREVSIDGNPLIAPYPNWSYNDVKYCDGLTSVYRMQVDKCGRLWILDTG
ILGEKQICRPKIHVEFSLHDNKLITMYRFPONQFKESSLFVTIAVDVRDTEDKCKDTFAYTADVTGFALLV
YDFRNSRSWRITNNLFYPYPPYGTFNIKGDTFDLMDGILGLALGPTIRNNDRILYFHSLASRVESWVNTSV
IRNYTLFNENSEAAARSFVPFSTERSSQSVAEVMDRNGVLFFGLLSDLATGCWNSEHFFEYGGNNIETTV
KDPETLQFPSGMKIISSKKDRQELWIFTISFQKYMSGTLNSNETNFRIQAGLVDELVRGTKCDVSLLGRF
IPSQ

>AOEXG3_MOUSE
MPRSHRQPPPAPRAPAANAAEPKSDGVLAMTFKIFLLFAGXMVKVPVGLYFSCKLLLFQSLMLMSPEDSA
FYATIVSVVGLHVVLAIFVFIVWKEGLPQWRENKND

>AOEYL8_NEMVE

MDSYSFSGQGRVNQLGGVFINGRPLPLVLRKQITELAQLGVRPCDISRRLRVSHGCVSKILYRFQQTGST
EPGATAGSSTPRNVTPEIEEKIDEYRRENPGMFSWEVRDRLVKDNVCSRCTVPSLAATSQVLKNRIASTS
SAASEDDDVFIDVEETDDNSNIVAGVILKTKKERKDEEDDKGKEDEKVEKNSSLPSRHNFSSSYSTIASTL
KKPSAEEDGSAEIVKGIKVEATESPPPSTSPSRMHFSLDPDFLLTRKQRRSRTKFTSKQVDELEKAFLKT
QYPDVYTREELAQRLNLTEARVQVWFSNRRARLRKKK INGDDNDSTNKRKYCYPQGMCSCHPTAAPIRYQ
VVPINDRVYTLPVL

>AOEYM1_NEMVE
MLQNNIEQSLGLGKAPNQYVLGDVIGLEALSSGHPSVVYRSYQDHPDQSHTPDHGSDSENPATVRRKQRR
NRTTFTKQQLQELEKVFEKKHYPDTALREELAAKINISEARTQVWFQNRRAKWRKLQNPNHSLLKKNRLH
HEKLQGQLPIAPRPGLPCGGPNYFLSLPTGMPTVSAHSSYPGLLTPLSASSNYMSSPQLPVHNAPLWTCQ
TAFQSDQPKMALEALRFKAKTHSSAFEFVPTYH
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>AOEYMZ2_9BIVA
MAWEPSQAALALVAFCGVLYFAAGEEGRTKCTNTKNHTVHDFSFLNVYGNETIDLRYYRGEVLLVVNVAT
YUGLTVQYHGSNALQGKYRNDSFRVLGVPCSQFHFQEPAFTSEELMNGLKYARPGHGFVPNFNLTQKTEL
NGHKEHPLYTYIKSECPPARDRFVQPILYEPIYTSDVRWNFEKFLIGRDGHPVYRYASTIDPRTSQMLDA
DIAVEIKKTLHGHGKDIVDIVG

>AOEYM5_XENBC
MPQLKFSLWMTMFITTWTFMMMTALENFNEATANTPMTKDTKAKNSKKWQNQF

>AOEYM6_XENBC
MTKSILMTNLFHQFEAPNLMGVSMFTLTMMLPAAMLMMTKPLKMMTPPRPTTLTNMIKDGMIKNMLLPIK
NONHWEWVLNTLLMFILTINLVGILPYTFTPSSHLALTMTLATPLWSASTILGMRVKTKEATSHLLPEGT
PLATVPFMIMIETLSTIARPTALALRLAINITAGHLLLKLISSATIFMTTQNLIPVGMMMIVMILLTILE
LAVAMIQAYIFTILTTLYLEENL

>AOEYM9_XENBC
MPFMNLVLMMMFMCSVTGLMMNRPHFLTMLLCLEAAMVSTLMIMMIKSHMNPSNTMMLTLTMITMAVCEA
SVGLSLLASTTRTHASDMVTNLNMLKC

>AOEYNO_XENBC
MLITSITMSTLQMISPWVSKTPWKTCLTLSTMTATLVMTTNSFQTKEMTFSHLMSLDFISSPLMILSAWL
APLMMLASKAHMKDKTKVQKKIFLTITSLLQMTLIMTFTVNEWVLFFIMFETTLIPTLTLITKFGAQKER
LTASSYFMIYTLCGSLPLLTSLMILNTKTGTSNMMVLTLQTDGVNMYMKNMWWMISLTGFFIKMPLFSVH
LWLPKAHVEAPVAGSMILAAVLLKMGGYGLLRMAPIFNPFSTLLTNKT IMALALWGTLMTSMICLRQTDL
KSLTAYSSVAHMSMTTAATLIMTSWSWQGAYNMMIAHGLTSSLLFALANTIYERSHTRNMTITRGYKILM
PSMYMWWMLAMLSNMSLPPTMNFLGEIMMIFSLMNWSVLTVLVTAVATVMTALYSLYTVIMTQHGKPMNN
NKNPTNSMKSTEMMNSLMHILPLTLMITMPETIKIT

>AOEYN1_XENBC
MVSPMSLITITSILMTTIIMMTSYNKTSNKLLIPMITSMPLLANTTNSSKIINLTEPKWLSVTYMELPFN
INLDVQSITFSLVALFITTNIITESNYYMEKDKNIKTFKNMLI IFLMFMLILLTANNMVQIFIGWEGVGI
MSFLLTSWWTTRNLANAAAMQATTYNRVGDMGLIVAAAFATTCSSSMNFQHMTLNSTNSLMLSTGLLLAA
AGKSAQLGMHPWLPAAMEGPTPVSALLHSSTMVVAGVYLMMRVAPLMAKINFLSNLATLGASTALFASTV
AMFQNDLKKVIAYSTTSQLGLMMFSIGVGQPLLALFHMTTHGFFKALLFMCSGSLIHNNTDDQDARTNNN
TMKESPISLACMVTGSLALMGTPFLAGFYSKDLITEFAAKSSTNMFAFTMITMATALTAAYSTRLIKLIT
EKTSNNTPLKMKNEPKKLMYPLLTLSGGALISGWMLINFINENTQEEHPLPTSVKTLALTISTILAVTTTI
QWKSETKSKFFYKTWFFTDMNHTNPANMTMKNMLAGSFMTGDQGWLE IMGPMGXTQSLTTLSKKTTIKPS
KIKTHMGVLILSLMMALIMF

>AOEYN3_XENBC
MVMNFVYLFPIFFLLSVILIVSSESPYFSIVGVITYSILASFMMFLWGYSLLGWIFLIVYVGGMVVVESE
TASMSSSVFPKVGGMFFIVEFSLGLVVLSFYAYLSKWWAFGEVFSFGHNSVFLLERLSYGFHLAYSSSTL
LLILTISLTASMVCVYMSCLCYSKGQILRY



>AOEYN5_XENBC

MMKKLSLMMIFLSVGINLFGLMLITLSNHY ILMFVGLELMTFSFITMISPTSPRQVEAAVKYFIVQSTAS
ITLLLSLIFPNTQISLVLMMMLMMALSMKLAAAPFHSWFPEVVQGVKWKPAMI ILTWQKLGALVMMSRLM
TQDNKMVMIAVALTSASLGATISGLNQVQTRKIMAYSSTSHMGWT IMLLT INQPLALTYFITYSLITASXM
LTMEYHNSNHLSKMHLDSFLXPWTLAMMLSLILSLGGLPPLGGFLNKLLAFKEMMVYNMGMTAATILILSS
LMSLFFYLRVSYSTTLTSSSQHSISFMAMRIKKKTFKNMLINQPPLTMMITSSHIVPTLGLMFLPAMMVS
LMTMTS

>AOEZR6_AEDAE
MSSTNLRVSSHLGLGSTMMHWGLMVLMVGTVVQAADQRFCGKQLVLTLSMLCDEFPDLHYGAKKSLNDYD
KDYSTDEWLAMIGQDPESTVSTDLMVPHMDQQTVQQQQKVPLWMAMMYPQGYGFRSSASRNDLIPPRFRK
SPRGIVDECCLRPCSINQLLKYCKTIA

>AOEZR7_AEDAE
MQSSSINLFRALLIVAMQLALLSLFVGRAHGSPLASPGSGSNADGLLHHTRSRYCGRKLTETLALLCQGR
YPMMSHHRSEYLSDQPQAQVEVEVATLPDSGSHGFPFSRSTGHRRVRRGGIYDECCKKSCSYAELKSYCE

>AOEZR9_AEDAE
MTCRFYILVFLCLGGLLVVAVKSERVCGPKLVKTMYNVCPNGFYGPQTKRNNVEDRGPFYKLFGPTWTRE
ITDKAQLSVMLRTRRNIPTGLAHECCQKSCTYEEMESYCIT

>AOEZS2_AEDAE
MAYHFTKANVSLWLLVFCVFGILSSRIESVDGQRFCGKVLTDTLTAYCEIFPTPRPSKRRVMEAADFRYV
LFPNLPPALDGQSNDPESLRSMQKMNTDSKWMRAFYRIKDGANYDKTKSRVADNDDELAPDGFQLGKRGV
VDDCCYKPCTLQYLLKNYCG

>AOEZS5_PSEMX
MKAVLCLAALAVFVCSVESKYSPPKVQLYSRDPGENGKDNTLICHNWQFHLTKSVPFLPNDGQMYSCKVT
HGSNVKDYAWESNM

>A0F019_PSEMX
MATPVSVLRLPKGPDPNSRGFDPRSPRFTALCRTSICTSAASEADPEQLQREQHARSVLRESFLRCLLSM
TDKKVQFHMHEKVKVAATFGASDIDVLNFQVSNLHTPIGVQKEALTRCQDVISFTFDA

>AOFOC2_MESMA
MKILTVFMIFIANFLNMMQVFSVKDRFLIINGSYELCVYAENLGEDCENLCKQQKATDGFCRQPHCFCTD
MPDDYATRPDTVDPIM

>AOFDP3_SACKO

MDGGLELGFINTQPCMAEFLTSVGRNINESTYCSQSITHNSTSATDKNSVNISSCAQTTCSAPELQHTLQ
TKSNHVPSVKLPEYPWVEEPCSKTDEEGDDKSVNGKEAGHHRRVRTAFTNTQLLELEKEFHYNKYLCRPR
RIETASMLDLSERQVKVWFQNRRMKHKRQIMKAAVSGSPIPNNETQNSMVSATSSPSGSDQGKQGVNGNV
NGLSPSPDSRSTPCVTSNDDGKQREPYLFTSNVCCANTVSPTSPSLNFASSAAPTHRNPETYTSENYQPA
NNNCVIVSAPHTDGYLGRDSHGNVGNMAAAEYDTSSPTFRNVPGYGHQRSATDNRT TFSGNGRLVISSNH
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GDDDHSPSSLETYNSYRAASNHHPYYVGNAVQF

>AOFDP4_SACKO
MSSYFVNSSLTSRYQNGQDFQVQHYNTTGRYNPAPAAAAVNYNTGYQYSNHHDASYYPSDATTALLQPQQ
PTTTNRLSHTPSSHPSYSLTGNLENVTMSANSTSSPSPNSDSSLCSGVHGKEKIGTGSTQDGVYPWMRRM
HMSSGTNGMEAKRSRTAYTRYQTLELEKEFHFNRYLTRRRRIETAHALGLSERQIKIWFQNRRMKWKKEH
NVKSISQIMNPDTKDNSCETGGLSATGSVSPTN

>AOFDP5_SACKO
MSSYFPSLNSYQTTQSEYPSSQVGLYSANYDPIRQLQSYSVPENRGYAGYSDKYNYSEQRSTAGSAASNY
AAVGYVTETNNNNYHNRQLAHNANLPHYDLSCNSTRNKDVVVDAMEAKKDKDSDSDSGKTPTITYPWMRS
NNYCGSDQRRGRQTYTRYQTLELEKEFHFNRYLTRRRRIETAHTLGLTERQIKIWFQNRRMKWKKEQKTG
GAPSPKQFASSQTQNAMQVNGDSNDGSNGEIS

>AOFDP6_SACKO
MTTAGSAFCVNSLISSEENEALLRNPADIPSAGNQPIDSKCGLLIPKTTEPAMASAAAQGMSLHSSSANL
YPSGGDQNTYTNAWYYPSTEQNYASMQVTGLHDTEYDSNPYGESTGAQKNYDSSSLMSSNSNFYPFQARQ
GYDRYHTNGYPTTNGTGIHHVEYGNLKYNTITQRQRYSGSYPYENTNSYSSPMSSSSSSACRLANSKTNL
AATSPTSTGSESRSPAKSEGSPIGTNNNNNSTNSTTPKTEVTRNSPSDIGDQPTWLTTTASGRKKRCPYT
KFQTLELEKEFLENMYLTRERRVDTARLLNLTERQVK IWFQNRRMKLKKQNQRNATMLH

>AOFDP8_SACKO
MHASIQRDSCTDWFVDPKNSMDRYSSLLREKQTATDNYLSNAMASSNAVTSDQGSVFPCRYPQYYNNMDT
TNANYNDTLPSWNSYDFNQSRQCLNTFQSPPIFNGGGATSQHTYGINPTNYGAHPASNYTGNVPGVTDVS
NCSWLTTETTTPRRTKRKPYTKMQIFELEQAFQNNMYLTRERRTKLSQQLSLSERQIKTIWFQNRRMKLKK
MTEREKLEEKELREHQAL

>AOFDP9_BOMMO
MGNLKKNLEKLKHPNSRKTMTLAKKLKKSEKKDQSKLGTHIKQNLIGEKIMWFKERIPEECEVFDKEQTL
KLIESYLSRFDEELEQIALKNSIGQRKNRQHASREDV INMTRKKEQDEFETCGIEIPDLMDPQQMNVVRN
WNGELRFLHHFKLKRFTKKNLM

>AOFDQ1_BOMMO
MNTINFQTFVNSFQNRLEPPVRQHLKNVYATLMMTCVSASAGVYVDMFTRFQAGFLSATVGAGLMLMLIA
TPDNGKNTNLRLGYLLGFGLTSGMSMGPLLEYVSVVDPSITITALLGTTLVFVCFSAAAMLAERGSWLFL
GGTLMTLFTSMSLMTLVNLFMQSHFLYQAHLYLGLMLMCGFVLFDTQLITEKRRMGSKDFVQHALELFID
FIGMFRRLVIILTQKGNKTAVASVTKNILRRYYLPTSVW

>AOFDQ4 BOMMO
MIVGGKTYEGRLIQGLRINTPGDDENKPVIFIESGIHAREWITPATTTYFINQLLTSLDPNITALRDQFD
WRIFPTVNPDGYHYSINYDRMWRKTRSKSSSTCRGADPNRNWDYNWLKHGASSNPCDYQTYGGSRPFSEV
ETRTLSQYISSTENLMAYVAFHSDAQMLLLPYSDSTEHNDNYDDLVTIGKTSLNYGYAVNGAKYKGPATA
AETLYKASGGSMDWVRHTLGTPIVYTYELRGTYFYWPPERISEQGDEVTQMILGLVQEARNLGYV
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>AOFDQS_BOMMO
MKVLLLCTAFAAVSLAMPVAEEKDVVPAQPILEVAPKIDDSVKPTEVAAATEEKKAEPAPVSNDEVPATP
EAKKDDIAPEDSDIAKPETVPEVKTEEKVPEAKSSETPDAEAKSADIKVEEPAAQPEDSKTEVQATVAET
SKEEKPSATDAEGSADSAATTPNMVKKIDLAPTVESDAAAVPETKTPEAADAPKLADNPVDEDKPADISP
DAPKAEAKSADDSATTAKDDIPVAPETSDDKNKETKTKDKDSSSSSESSQSSDESKSEENKS

>AOFDRO_BOMMO
MASSRLERIGTIFTRVEGLLSRGAMKPDDRPLWFDVYKAFPPITEPKYARPNLVVKETRPILYKEDVLRA
KFHSNGYGLAPVSLLNQSNETQTKRLVQQYDELKAEGIPEDET TEKAAQAVAVERHSYAAQKLNVTPKNP
DSVTAQVLAEADIKNTFNNK

>AOFDR2_BOMMO
MAQTAGVKPMTIVGRVASERERCLGMTDAERAWRKQWLKDQVLAAHEPVHVEEYWRERTNPIRRFYRKPL
DVLFAKLTPMLGEQRAAHYRYISGKLGLIAVAMLSTHYYFKYLGNDWTKKGGWKVLKTKPMVLPGQPGFP
FKSEKTDSDYAERKFKSSVI

>AOFDR3_BOMMO
MMLIVLLLQISLVNCVNITENTLKIKSLIMKYKNNRVHRSPMTSLDGFVQDALMFFDRTERFKDVLNVYN
YSECVGDEGLMEKHVLKGLLIHEHLPRRHWHEYKA THNKLYSSTHHEMAALMKWRQNLRRVARHNREYLA
GIQSYSLHLNHFGDMHVTEYFGKVLKLIKAFPLFDPAEDHHKTAYRHNRRCKVPKRIDWRDQGFKPRREE
QWQCGACYAFAVTHALQAQLYKRHGEWNELSPQQIVDCSIKDGNMGCDGGSLRGALRYAAREGLVMESHY
PYVGKKGYCRYDSNLVRARPRRWATLPSGDEEAMEKALATVGPLAVAVNAAPFTFQLYSGVYDDPFCVSW
HLNHAMLLVGYTQDYWILLNWWGRNWGEDGYMRIRRGLNRCGVANMATYVEL

>AOFGRO_XENLA
MHKSHLDSVAPQLRSDLQCIKASSSSLCDQMECMLRVLQDFKRSSPPPSPDIEKPCVVPPRRAPRRDNRI
SHRTSDLSEADSACCMDLPSDVSPGSCGQRGLEWDSGYSEVSGGSLRGEEDDIVEEESETSVPTVVLRRL
PTPSCQRLSSGGFLNSRQGRIRPKSTSDVCLEQWRGIGLGSDSQDWTGCLLSQSRSRQPLVLGDNSFADL
VKQWMDLPENVDEEGRRVRDGGRWLHKPHGFLISLSGNVKRRLGNMSRLRRSEQEAVKRMSCPQLGCRPL
SLYYHQSLSDIAEASTNLLHCRSRQPITCNEGAGFL

>ESYT2_HUMAN

MTANRDAALSSHRHPGCAQRPRTPTFASSSQRRSAFGFDDGNFPGLGERSHAPGSRLGARRRAKTARGLR
GHRQRGAGAGLSRPGSARAPSPPRPGGPENPGGVLSVELPGLLAQLARSFALLLPVYALGYLGLSFSWVL
LALALLAWCRRSRGLKALRLCRALALLEDEERVVRLGVRACDLPAWVHFPDTERAEWLNKTVKHMWPFIC
QFIEKLFRETIEPAVRGANTHLSTFSFTKVDVGQQPLRINGVKVYTENVDKRQI ILDLQISFVGNCEIDL
ETKRYFCRAGVKSIQIHGTMRVILEPLIGDMPLVGALSTFFLRKPLLEINWTGLTNLLDVPGLNGLSDTI
ILDIISNYLVLPNRITVPLVSEVQIAQLRFPVPKGVLRIHFIEAQDLQGKDTYLKGLVKGKSDPYGITIRV
GNQIFQSRVIKENLSPKWNEVYEALVYEHPGQELEIELFDEDPDKDDFLGSLMIDLIEVEKERLLDEWEFT
LDEVPKGKLHLRLEWLTLMPNASNLDKVLTDIKADKDQANDGLSSALLILYLDSARNLPSGKKISSNPNP
VVQMSVGHKAQESKIRYKTNEPVWEENFTFFIHNPKRQDLEVEVRDEQHQCSLGNLKVPLSQLLTSEDMT
VSQRFQLSNSGPNSTIKMKIALRVLHLEKRERPPDHQHSAQVKRPSVSKEGRKTS IKSHMSGSPGPGGSN
TAPSTPVIGGSDKPGMEEKAQPPEAGPQGLHDLGRSSSSLLASPGHISVKEPTPSIASDISLPTATQELR
QRLRQLENGTTLGQSPLGQIQLTIRHSSQRNKLIVVVHACRNLIAFSEDGSDPYVRMYLLPDKRRSGRRK
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THVSKKTLNPVFDQSFDFSVSLPEVQRRTLDVAVKNSGGFLSKDKGLLGKVLVALASEELAKGWTQWYDL
TEDGTRPQAMT

>ESYT3_HUMAN
MRAEEPCAPGAPSALGAQRTPGPELRLSSQLLPELCTFVVRVLFYLGPVYLAGYLGLSTITWLLLGALLWM
WWRRNRRGKLGRLAAAFEFLDNEREFISRELRGQHLPAWIHFPDVERVEWANKIISQTWPYLSMIMESKF
REKLEPKIREKSTHLRTFTFTKLYFGQKCPRVNGVKAHTNTCNRRRVTVDLQICYIGDCEISVELQKIQA
GVNGIQLQGTLRVILEPLLVDKPFVGAVTVFFLQKPHLQINWTGLTNLLDAPGINDVSDSLLEDLIATHL
VLPNRVTVPVKKGLDLTNLRFPLPCGVIRVHLLEAEQLAQKDNFLGLRGKSDPYAKVSIGLQHFRSRTIY
RNLNPTWNEVFEFMVYEVPGQDLEVDLYDEDTDRDDFLGSLQICLGDVMTNRVVDEWFVLNDTTSGRLHL
RLEWLSLLTDQEVLTEDHGGLSTAILVVFLESACNLPRNPFDYLNGEYRAKKLSRFARNKVSKDPSSYVK
LSVGKKTHTSKTCPHNKDPVWSQVFSFFVHNVATERLHLKVLDDDQECALGMLEVPLCQILPYADLTLEQ
RFQLDHSGLDSLISMRLVLRFLQVEERELGSPYTGPEALKKGPLLIKKVATNQGPKAQPQEEGPTDLPCP
PDPASDTKDVSRSTTTTTSATTVATEPTSQETGPEPKGKDSAKRFCEPIGEKKSPATIFLTVPGPHSPGP
TKSPRPMKCPASPFAWPPKRLAPSMSSLNSLASSCFDLADISLNTEGGDLRRRQLGEIQLTVRYVCLRRC
LSVLINGCRNLTPCTSSGADPYVRVYLLPERKWACRKKTSVKRKTLEPLFDETFEFFVPMEEVKKRSLDV
AVKNSRPLGSHRRKELGKVLIDLSKEDLIKGFSQWYELTPNGQPRS

>AOFH50_DANRE
MKSKGKGSKRGRQSWAEQDDPDFTLETEPGSSEQEGSEASVRLGGSWRTLRGEGHSRTRVGARRRRQHGN
TKERNVRRLESNERERQRMHKLNNAFQALREATPHVKTEKKLSKIETLTLAKNYTKALTTITLGMSNGCL
PDAESQMEANASRLLQCYQQHLREEGEEDLSNYLNHIHSFSQDS

>AOFIK6_HUMAN
MASPSLERPEKGVGKSEFRNQKPKPENQDESELLTVPDGWKEPAFSKEDNPRGLLEESSFATLFPKYREA
YLKECWPLVQKALNEHHVNATLDLIEGSMTVCTTKKTFDPYITIRARDLIKLLARSVSFEQAVRILQDDV
ACDIIKIGSLVRNKERFVKRGQRLVGPKGSTLKALELLTNCYIMVQGNTVSAIGPFSGLKEVRKVVLDTM
KNTHPTYNTKIDKELASGEYFLKANQKKRQKMEATKAKQAEATSKRQEERNKAFTPPKEKPTVKPKEAST
EAKIDVASTKEKVKKAKNKKLGALTAEETALKMEADEKKKKKKK

>AOFIU8_9DIPT
MKLLIVAFATFVALVVADPHGHGHGHGRGRGRGRGGHRGHHEHPQPDNSTDQQPEVQGLQSPRIWEITAQ
EINQAVGEARNSSDAVPTAANSTDEGY

>AOFIU9_9DIPT
MFCLIVILGVITGGFALVLCPPNFDPAVTIHIPHPTNCSKFITCVGSQPVEQDCPQGLEWSESATRCDYQ
QNANCEHRVRVRRSENATVETTTVSASKVENTTHSGGSIRIISSLAILIVTITVSVL

>AOFIVO_9DIPT
MVMPVNNGSTIFLVSLEGMPTYTSGTSSTSSTSSSTARSPYNATISLGNRENTSAVEDLGTNIDGLTISR
SKRFVPLLIPNVTGFSFFQNLPGIFTRQKRAAESTPPLSNESVIRVGNQIIKLPPRGISNLTIHIIDGGS
YSEKFTPFQTPANGTWAPFVDQIKNFFDGLFV

>AOFIV1_9DIPT
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MKSLFVLILATLLLAVTISTVEVESRRIWHPITYPYAARNATSDGSSRDAQDSTAFQPRILPWFGEVGER
IPEESLQIQPEFN

>AOFIVZ2_9DIPT
MRTLLKIFVAICLISFALATPHPRPDDSDEESSGTQRGRDSVSDEDHNPAERRHNFGVNADSDERGRQEP
RRRNDS

>AOFIV3_9DIPT
MKLLFFAFALMVAMVIADPARFGPPRRPGGPGHRGHHGHHGHGNRTANGTEINDRFIPPSVWERIRQEIQ
RSILLSRNASSADLAAANATGN

>AOFIV4_9DIPT
MKLLIITLVVFVAFAMAEPHRWGRPGWWGPQPGAPGGRQPPQQQPQQPVNVTEIVRDIWRITAQEIRNAV
NAARNSTLSNSSATDASNSSSSN

>AOFIV5_9DIPT
MKLLLITFAAFVAFASAEPIFRWWSRPIWWGPDYYQQPQQQQQQQQSQQPQQQQQQQPQLPDFGLARIAG
FWRNVADGIRPVVQAARNSSRAAAAAFAESASASLNSTYSDSDAASSNNSSDSTNSTSRK

>AOFIV6_9DIPT
MHRYFALATLIATLATHGGTEARTFTECQLAKLLRTTYKFDTAKVNNFVCLAAAESSLTTSKTNRNRNGS
TDYGLFQINNRYWCSTPGFRSSNECRVACSELMKDDISKAVTCANKVFARHGYYAWEGWKAKCKNGVKDL
SSCM

>AOFJI1_DANRE
MTYITHLTVFMLIVNIERTCCLNPPQDLKIVKSQLLWKPPEVDGDLRYSLQYKLDSKAEDKWYNVSSHIN
KNVENITDEFYGALFRVRAEKGYHISEWATSNRVNCVNVNSCAPVVNLSEKPGIVSLTLAHMDQSLEKEH
GEHLEFNISSWSVNSRENPEEDVVINSKDYIFNDLESGQIYCFQVEYLLYHKPYGKASKERCVFIPETPE
AKKKRVLIYGPLITCFVLMVCGFCIFLFCKCKSNKRVQSVVKEWFQPFKLDLPDHYKEFLSSEFPVGLAP
SPSIPSLQSDDFITLKENADVEENGQEAEQQKTEIL

>AOFJI2_DANRE
MDWTLWICFLVCCTPGLIAGEQKKLNLTFDIWEGNVTVLWDPPNKAPVPAFYQVKLALDTGPHAKWNIVQ
ECDMITETKCNLGNFIFKPTMKVKIELTSGNNESSWLVIRRIRLDY IKLLSPDFDLFSGPNTVKVKIHRK
PFLKELFPYGLSYSATLYPRGQESKAKTLSDDDDEDGEVEFTDLSYWQTYCVRVRLEITSTAVSNTSLPR
CIHPPTDLSVVISIGVIGVVGVITLFMLEVCFFLRRPGKMPAVLKLAVNGWLPMNVGQTEVESVTQKGWL
LNSNKTAEKTKAFDEIEELSEDEKERRESTDSGVSIGQQDS IKNRPQREEDSGCGSLTGTEDSLSSGRRS
LEELPFLDGGGNSSSVEGTREDSGLGIQTQDISDKPKPMHDDLLSEIVVIGDGYRSQSPSAEAETETTIQ
CDEDANMVSRTNGYRSGQVTCLCSDSETCMWCKTRKHLTDCDSFSHKQTVNDNDRSSYLKKSPLETVNMF
GLDDLSCHSDKTEESSLFITCPLLLKEPYKLDTLPLTLGDVELTET

>AOFJI3_DANRE
MDVVLSTCLCFLLRALSASSADGPPEPRDVHFYSESLRNVVRWTAGHGSPSDTVYTVEYATYGDADEKIP
EQVRWRPVDQRISVSQTECDVSQETFDLRDEYFARVRATSKHGQSVWSESTIGRFRPLSDTVLGAPLVDVT
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VRQNHIDITLKGPFRWRMKRMKKEKSLWKI IPNMIYKVSVENSRSNRTDVFRLTNGSLSLGELEFSTQFC
VVAQAQSESTPLSYIPSQKQCVHTPKDPFRDQLLAAMLGGVLPSALCLCVMAVLGALIRCYITDHRQKLP
KSTQLVQLSEKLQTFKPEVPQTVIFNIKLDDSSVLRPALPLPFSVEDSSEEPVNAVPQPAGSYAQQQPLP
PAGPASLSGDLQDGDSLSLDSEPLADHHSEAGDYAFVIRAKVDHSEVEVSQYRTQGHTADPQDHHIEEEA
QIFVDWSPESGELKIPLMGLLGLEDESGVQTEAVSLLPNLILTQTSVDGCEQEDDFSMMERNWGLVIHSS
PE

>AOFKO1_XENLA
MNSPVPVPYCLSLSGLRREMGGHVHQPVGYYLPSQCCPSPHPPPSPVQAAAQLENKELWEKFNSVGTEMI
LTKSGRRMFPEFSVSLSGLDANLLYTLCVQAVPEGDARYRWRDGAWSKSDRAEPGPPTHLYVHPESPASG
NRWMERPICFSKIRLTNNTLSQGGQIVLQSMHRYSLRLYVIPTSNQGVHSAASVSFTFPETSFIAVTSYQ
NPKLSLLKIEENPFAKGIKFFKSQQESHSPQKRLGRLEPEEESSPGCKRSRESREEENVGSEESAQETQR
VSEESAEREEKYQSFMAERTKMEEAGENRNDGRLSRHFMGRIGONVKEQEGRPHINMSVPPITEHYDSTA
QRLAWLSPPAVPQGPMGPYSPAASVTGYRFATQYHANTPPFHSMASGALLHSLGPNFPPNHWTSGQLNQC
VSGPHPQLFQHILPPPSLFLPPQPPCLGI

>AOFK59_CHICK
MDPPAEDFQQVLSIDQIRSIRASNNYVERPATCFQQARSNPSLSQPPHKQEWTQDRLASSTLQDLHRSHS
QQPHMPPLQQAMSHSSTASSVSQSTTASEQRLLSALTPSHSGHSLTIRTQPRAGELKAEESPLKGAVEKGS
LHGGHLFVCEECGRCKCARCTAARGLPSCWLCNQRCLCSPESLLDYGTCLCCVKGLFYHCSSDDEDTCAD
DPCSCGPGSCCARWAAMSFLSLLMPCLCCYFPTLGCLKLCQRGYDGLKRPGCRCQTHTNTVCRKISSSSG
TPFPKALDKPV

>AOFK72_ARAVE
MGGPGGPGGAAGGAGAGGVGPGGGSSGGAGGAGPVSVSSSVVVSGAGGPSGPGAGGVGPGGAGPGGIYGP
GGAGGLYGPGAGGSFGPGGGAGGPGGPGGAGGLGGPGGPGGAGVSGGVVPVAGGAAPGAGGSGPTTVTEV
VSITVSGGQPSGGVLPGGSYTPAAGGSSRLPSLINGIMSSMQGGGFNYQNFGNVLSQFATGTGTCNSNDL
NLLMDALLSALHTLSYQGMGTVPSYPSPSAMSAYSQSVRRCFGY

>AOFKC7_CHICK
MAQSAEVQPSFEDIFNILSQVPAEKLLSLKHKLKHLIFAPSSKLLQAMVLLTLGQEADARICLNALGDNL
AALYTHQTKLGTAAVQKDGGNSQHPQLDAGAMAFLAQIYLLLANEKLCSHEAVVKAEQAANNASRDAQRD
TLNSIPVGDQERYGLAISTVDSDSKFRTLRSDVSTGFLRMTSPNNTVKSSPMKIRKTSDLSGTQTLQSSG
ISDSFTSLLISQSPTAIFCTPTPSCQSSRLCEVSTSDAGQPDGERQSHSLQETGRASSPSSHSRQDTNPQ
VPHLGKTLQVSSSRLSLPTIVETQLPILGAVGQPVESNDISSTVIAEPQVPKESRDQKQKLSTSLPYSRMT
INTGPACIPIEDSYIPAGTSNSAPASTSVCSFPPQTYFSSATLRPLQSIPYNVPFPPPLHSSPSPTGPPP
LKTVEASLAPEPNGEKKKFFTFVVLHAWEDEHIACRIKDLLENMGVPNGATFCEDFLVAGHNQLTCFQDA
MENSAFLILLLTKNFLCHQCMFQTNSALMESIQRPSKHNSVIPFVPKENPLERSQIPSMLSVLVALDENS
PVFARTVQNTFTPEKINERKAMWCQIQQVQEQKRKLELYQDHCQTLANLGALTLGSLPQMSPSAMQLNQS
SLEQLLEQLLPLQSSQQCHPPVSVSAATRPLPRAGHPTSAQVGPSPSQPLNLPSGQHYTTTDPGGARST I
TQHARMVQIGNHNTMHVETAAPGPQDSEEESRENA

>AOFKH2_LEPDE
MPLTLHGYNLSPPVRATLLTLKALGLEYNHIPVSPAAKQHLTPEYLKLNPLHTIPTLEDGDFVIYDSHAT
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TAYLADKYADGGALYPKDVEKRATINQRMYFDCGTLFPKFIEVIRAFFAGAKTISKDFTARITEVYTLLE
TLLENSTYVAGEELSLADFSVVSTVTSMNTVVPLATNRYPNI TKWIERLQELPYYFEGNQEGVDKLAAAT
KSMMS

>AOFKN4_HUMAN
MKKSIGILSPGVALGMAGSAMSSKFFLVALATFFSFAQVVIEANSWWSLGMNNPVQMSQDVGGHGWLRAH
VLRPWLRPVQDRADGALPLQVPLVLLRQVQEVHGDRGPVCVQVVGATQHSAPLPGPAYL

>VMPA_LOXIN
MIKYIGVFAFLVGGFCHDFETVISNQDPIVDGMRLVEGDMLFDDGPLFTERNAVKYDQQLWPNGEIVYET
SPGLRQYEQI IREAMRTYEDNTCIKFRRRTNEADYVNIHVGDRCYSRVGKSFRGGPQPLSLGRGCTDFGT
TLHELGHSVGFDHEHSRADRDEFLIT THKENTKNGSEHNFDKLWENNTRT IGPFDYDSIMLYGAYAFSKDT
RKFKTMEPVEPGLPMKSVIQKGKLSYYDIVKVNKLYKCPPVNPYPGGIRPYVNV

>AOFLQ5_CAEEL
MASNSTVGMVTEATVSLIEAVSQEAVEASNKGGGLSGGATAGIVIAVVIGVLLIGVVGFFAFKYVKDRRK
NHGEYRPQFEEQHHAKDLPYLQPPNVEGLI

>AOFLR2_CAEEL
MADVWNRSSTSSFIRKRLRASRKSKKKIEKEGGHESSEASVHQAQYSCENNAEATKSGMLLPCYKRLLKF
VNRR

>AOFLR4_CAEEL
MEFSQELISIAVIVLVCVILSICCICIWMCRCRQDQVRANEEKNDRATQLQNFEEGQAKNGVVQASIKPG
NRLNIKDISKSTDTVRSHREESSRSHETIGQYEERITGVSNASNNNSRSGAATGIAQRFRDEEAAKNKRL
DTISETAMSNDSLQRNDSKTNVENNIDGSRKTISPMEVDLNPGLSSSINLEKT

>AOFLR5_CAEEL
MNFQATICSFILGVGLVLICTSTGTVDEDTNFTKTTCKIIFITIGCVMTAIGGLAYVYTIHEVLVRAREKF
RAKKLRKLEQQNAQLKTVSIRIEGEKNVPA

>AOFLR6_CAEEL
MRSNSSSRLWVGPLMLVITITALTYLLSLMPTTPPHLANNGMIVNDAHTEYAMKGQAQVDWQETYKNHAST
EDNLGFDPCRHGGVTNETDGSCVCTRWYSGDKCETPVCMNDGYFNHTLGRCVCTSNWVGEHCIFRCNSGV
VNKTSGLCECLFGRPCTIQKCINGHFFDGKCACYEGFTGPACTICDGTVPTIQCDEVIRKRGSVNSRLTL
SGLSFCTITIGLLCVGAHRRRSAMNPVTEETWYRVFHPNNNRPFRCRHDYMCGGSWVPRDRALIVAPGRYV
SMSSTNSRVHRLATPPPSYTSVDDLNSAEAQTPPTYEEATRIETENVIAEEIESEEAKDDVGVTIEIPTS
SDEIVTEETTELNTEST

>AOFLR8_CAEEL
MHTIPITTDSAASWDWPLQHNDGVVKVTNTSEKFEVGLDAGFFGPNDIDVKVNGIET TTHLRHDLLQNRP

TEYGIVNREVHRTYKLPEDVDPSTVRSHLNSSGVLTITANKL

>AOFLS3_CAEEL
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MFGLAFTCLTVLVTVAAAGGCSAPSNIVSETFSSAKQCFLDYSNDAYLYGCGVTASWVFSTTSECFVSEY
YKNKYNYVGAVSAKYNGSTICTKTPCGAVIKVQSNCSQAFYDRINKIPSDDYENEC

>AOFLS4_CAEEL
MKENLRKPPEHFPLGSHSTILHVPKSSTNYSFRIRNIHNVKWKLNVETLNSVPTDKINLKLSKELNKNTD
TNKIDSIQIDYGFTIKNHVNSNNSIVVKGTFTFGGNENELNVEMSENEKI IEDSNGFYDLKTQKLELECS
FIVRSAELCDFVEYLDLYNFNPVIHDTEANVLGVRMFLNKKITALQSPTFLALIENQTVLSSEQLANCKF
EDIHDFLQLIHGVDLSLDEDNIDTFLMLAKRLDVPRVIDYCKRELTAGCGGISKKKVTEIATKWAFWDVM
PEIVASAHTLADLKKQNWDLNELPLNVFDMITRKCFE

>A0JCK6_PLUXY
MSVIALLFVGVSVVFAQEQCRTPNGDAGNCILLEKCEPLLAINRIEVKTPEDILYLRQSNCGLFMKIKPK
VCCPPKTQWSSFTTTKPFVHPSLTSALPTTPTTTEAPVAQKTPDVYDDTEDGDYTCKPGVKPPKAESFCC
GVESSSGSDRITGGNTAGVDQYPWLALLEYNNTAKKTACGGSLISSRYVLTAAHCLGQTAWGYAVKVHLS
EFNTSSYPTDIVETDGGGFEYVKNIVIRIERHLPHPGYVSRVEPVLHDIGLVRLARDAPYTEFIRPICLP
TSDITATPHSYLDFWAAGWGSDGFRFSELKKHIKLPYVASQKCKNAFYSHRKPDLIQDTHLCAGGEKDRD
TCGGDSGGPLMYSSGDTWIVVGVVSFGSLVCGTEGKPGVYTPRLQVYGLDCSEYGVIIDDLLLLALKYS

>A0JCS2_9HYME
MSTTSLLLLLSVFGTAWSEVAPSTVFGMQETRIRNNITVNENGLPPGSVVIGGSVLKQQNNEYLTIADTE
KLTVVMADMIKLPSQLSVLGLNDSDISNLLNVSAQERNAQVIRDLRQSLTALEEICEDMSQLVDRSLIKN
RDYPKKNSLFYNQKYVNEAMWYTTLSLYWSKALSCRLTLEKSMDNIRRNRKITDSDIQRARSKMVSLLEY
YGKLARRSHDVISPA

>A0JCS3_9HYME
MFTKLLIVLFLIATISTTWAEPTTLRNLSLKRQKRDTGDQPRRVVYGINSREVKNNFGLIKSTGDGASLN
SGVSTVTGSNANQTENSFSNIQYAGSVYVVLPQWYKTENYQAPDICERTKGDKISSERSQITQRMITFLE
DKITALKNQSRVLDKTHNLNTVYEAPNDRKDDLKKRLSMLIRKLDTLSSRLNYQQERLNQLNNNDSKGLE
DIFDRDFGHLTLVVEITQLDLLDLATSFNN

>A0JCS4_9HYME
MLSMKLVLVFLVAVFGTSCSAQWNSASRNYPYPTATQSPTVRHDRYQSQVPAKPSTAYEDSHPNQATAEL
PTVRHDRYQSQVPAKPSTAYEDSHPNQATAELPTVRHDRYQSQVPAKPSRAYKDSHPNQATAELPTVRHD
RYQSQVPAKPSRAYKDSHPNQAAAKLPTVRHDRYQSQVPAKPSRAYKDSHPNQAAAKLPTVQEDGNQNQG
TTDTLSVHRNGNQNSMTAELSTAQRNGNQNQGTTDTLSVHRNGNQNSMTAELSTAQRNGNQNQETTNSLS
VHRSGTQNSLPADSSTQPSYLTLLTNNLPGTEGDGYQNQDSLLSKILKHSGPVNIQTGNTYMTDKNPVEC
SGFIAQEPQKKDLSTSAQAQSPLFNYFQLQEPLAQESINAEKLRSVGTKVSDLSHDINRLKSEYSNLSYS
TKKVDQFSDGIDGILETLLKRNY

>A0JCS6_9HYME
MALAKTSIFLLFFIVGTSMFLDGSSTRLAYAKPGLANATYDDITSGLAMMIPMMPSPSQQPRSNLHKRKY

YGSITNQEGATFHDENVRGTVSYKSITIQNGNHFA

>A0JCS8_9HYME
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MKRSGNNRRAFYVVQFIELPFEGIDDYVCVPYTWMVVRRATDQKAAVAYPKGEDPENTRDRVKRQERYDD
EWRFYMAAVKYESDTYRDAEYWIATRNDYGPSVEKESTMSATPTRLTVNKKLRSANQSNSSKSNNNPRKP
LPRISTKRPALSEPKKHFNEKRLKLDEAAQSSSVVVNDANAQPGCLKREEPTTTQDNQSMECNLTEGTAA
AASTGESSSSQRTNKSVQESSPTQEQQELNMPLMNDVTPTVVIDDDEKVQPTSVIEHPLFSIQVLSQVAE
QPELVQGPNISVAPSMKMTHNDQELHTNDVVNNESTSLPLPNLLKMSANLYSHITGARRLVPIQEPVEKR
ITRLMNFERNPVLAAQNQSNFMDQTGSLSTHSVDKQSSVVSQNQSLLAHDQYVTRPLQNQYRLTNQDNSEQ
ELLRRPTESNNFKHRPNSRTIRMRTPSNRQNSTHSSNPSYQISELPQQRQSQSNQHDSQRQQQRPKIRVG
ISTTPKNNRQKPTLQGVTKTTPAPILSKVRNSTRQSLSTPHNDYLLNEHQLQASQNESLLVNGNHQNVMN
NACQTDECMVEEPLSPYHEETSDSDAVTDHEV I SDHEMSSDEAPVETMNNRYCSGIASERSSANRPTATQ
NLTSPNNQTHPRVVLEQQMLDNFSTLFTQMGSTLRYTCDMYNNLRSSTILETADTYRNLLDAVERFNGGRN
STSNASSLSNLTPIVPQATEERHIEVTARATSSHENQHSNNVSDKAPKKKHNNLRRFVLPPEYDPHDTRW
TLKYPTNLPGLVELMPQSDIYVSYGELKYCQQVSKDCKSLARRLLPEVENRKALGVCLSMSEKAQASNNV
GSNLRPELDEHASKVLLNFVIDYGLQCGWNTDLKPILKTLHSKVQEIRLRSGVMVKC

>A0JCS9_9HYME
MIVLKAVVVLCVFILRVSWTQAMPDGKKTVEEGRESLEFTYVERLFTQKSTPSPMTAEDRSSKVSTSRST
RSAEEDRFTAAAVPGTMTTKDQSGFIKFLPIVLLFRTAREKMADVDLTPMTILLLVAFVLIVVYIFVISS
YLLRKTSQKRYDVKQPPIQLCKLVS

>A0JCTO_9HYME
MAEESTGDSKQGHLSPRSPSGAGVAGGVVTKPSSPRSPGAKSTRRVRLTDPQLEAASKEELAGKWREQES
YVETLESQAAAQEGDLASLKESEEKFRQQFTEASYREKTLVRRLASKEQELQDYVNQITELKAAQAPSVS
SLRSALLDPAVNILIQKLRQELITTKAKLEDTQNELSAWKFTPDSNTGKRLMAKCRLLYQENEDLGRMIS
SGRIAKLEGELALQKSFSEEVKKSQSELDEFLQDLDEDVEGMQSTIYFLQQELRKAQDSMKLLQQENSAL
KSLPTENNLSNGLSPHTPPIIKKEEEQDELENEVMTKALVIEPEEYKEADEDGARTPPLKNQVAIPATQE
NDESSSDSAALTTKVENEELTDRENEEEESKSGRTLRRTKGAKCCSSGSSSAGDKTNGDDSTSSRTTNAL
RLRDRGDCRTVDSRGDLNRERTKRDKSAHSSDEEQHHQIRDCGRLKKKRRESILSTDYNDGDDDATVLTN
GETLQSDPE

>A0JCT1_9HYME
MSRTLGSFFIKTVKTNSVYKKSISRDFGVSCPRNGRGLMYTGYGEPAEVLKLTEVADKKPEANQVAVKWL
LSPVNPADINTLQGKYPSRPSLPATAGNEGVGEVAEVGGNVTDLKVGDRVVPNANNIGTWTTRGTYQADL
VMKIPKTFGPVEASMLNVNPCTAYRMLKDFEKLSPGDTVIQNGGNSAVGQLVIQLCKAWNENSVNVVRDR
ENIEVLKKDLKAIGATEVLTESEVRTTDLFKSKKLPAPKLALNCVCGQNAVDVLRHLRAEGTMVTYGAMS
REPLTVPASALTFKNISTKGFWMSAWKKAHGNSEANTTMYEEIGKLFEVKKLQPPPYKVIPLSDEKAVAQ
ALKMDGKIGVKFIIDLTT

>A0JCT2_9HYME
MSLHCNPLTYLNMGGEMLYVLQQRLKAQKINSRKTAIVLDDITAALVHPKMISAVETDSPISSLSWVRST
LETTALCSIMRLDQNSMNKLFDLMMMMVKFQLSTATGPRETVLLTLNHVDALRGMITRSGTHERITVIHE
LLIKVTIKYGKLTCNGIWGARNECLDLLGDINVRVSILLKLGLONEDTSFNLNPRNYNEKFDLMSGELGA
TELLETPQNLRVGSLQLIGERVTFLGRNM

>A0JCT4_9HYME
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MKSHRKLRLLLIFVSNLFVNGLSLSINKLNDRKIRENSAVDNPGNGEWRLRIVHTNDMHSRENQTSKSST
DCSEKDAKKEKCYGGFARTASKVREINETSTSPVLFLNAGDNFFGTPWFDIHREKIVLDMMNLLKPDAMS
LGNHEFEHGPQKLVPFINNVSAPVLCCNLDMSKEPELQNSKLLPYVELSVRGHRVGIIGYLTRETMDVAQ
VDNVKVLDEIDCLRKNVKELKDKGVDITIGLGHSGYVRDLETAKAVEGLDLIVGGHTNTFLHNGPPPDQE
KPEGPYPTVVVQPNGRKVYVVQAYAYTKYLGDLEVTFDAGGEITHVEGNPILINHKVPEANDVVKALDNY
RKETQELGKKVIGETLVPLDGPKRCKMHECNSANLLADAMVDYVSALHYLEKDKWTDAAVATVNSGSFKS
EHEAHTNVIVYSTIVYDEIMVTVDFTGKQLLEAFEHGVVNITYNDVNRTDYVDGRLLQVSGIKVRCLRETL
IFEKTQANFFSYQKLHYNFLIFKISYDLLKPGGSKVIPNSVSIRCADCQTSLYKPLDENKTYKVLTGDFL
RRGEDGFTFIKDLPWQSSGRIYKPNQTNFKVPHVLMSN

>A0JCT5_9HYME
MTANKVVIVLCVGILSVSWIQAIPDQQETVDHVIESPLIEYFKHLLDQPSTPEPMTAKDRTSEDSTLRST
TSAAKDNVEFVPASTAPMTIEDYIRLTSLESLKMTQKKTAVAVLSPITIKLLAASVIVIGFFVGILFYLLR
KSFQKMYDVEQPPVQMSKLVETRH

>A0JCT6_9HYME
MCYSEELLNLWSNSGPILSPSDGLDKQVFIGVNNLRDVNRWET IEGESLPYDNWSSWWAGGRQPSRPNEQ
RCGSLLRQGGMDDVECYLKLGFICESS

>A0JCT8_9HYME
MMMIIKTVLILWVAILSATCIEATSEEDTVLRKWLETDLEFSPKLLLNHNLALSDENGATKPFFPLIIPVE
FSPTPQPEQVSSLVAPPVHPEAVSHPTPPLVPNSVTNPPKTPADNRPPKTSTSPPPSSTTDDDFPKQLLP
PSSDVTENRPFKETPFIEVSTTEDSIFKGKSSSATDTVKDFVLDELTSLSAPFAAEETTSKKIKPPTGVL
SIEITTIAGLISAVVFLIILLITIQSHWRVHKIAETKYEKCNEHSHIVYQNTVEKV

>A0JCUO_9HYME
MNKFAYLMLLPLVLGQDLLVSRNRGRATIGVSKSYEFHTTPATFEDARKICKQQGGDLATIITSQDEEHKL
LDLWSNSGPILSPSNGYDKQVFIGVNNLRDVNRWETIEGESLPYDNWSSWWADGRQPSRPNEQRCGSLLR
QGGMDDVECYLKLGFICESS

>A0JCU1_9HYME
MQISQLTSSKTTDDLKTRSEWKFYQAQTKCRTFCQLNTYGIQAMPDRQEAVELDRRLPLPEDTAKWETQK
PALEPTTGKNRSSDDSSSRLMTSTPNPSFPEERSGTNESFSGDGSGEDDDFTEDGSGLPTLTHKLLY

>A0JCU3_9HYME
MSLNNSAFVLVSALFSLSCTQALPTHHQWEATIQENPVADPNLIDSMAKLYSTRSDSTADGIMPPQDDVTK
SAGYNRGTSMILDSYPEVPPKRPYSENFLSGYPPIYNLDYDARSREVDRPHPLVRTISEPEYLTVYRAIS
GPGFIAGNGAVAGNGVFAGNGVSAKPELFSTPRSIVYQPENVTEKTKSCLSSHEDLLSKVRATIEKALQEL
TSAITCNEDEVTSNTATTSSSPPVLMEATVKFNPETIKSSEKRVTTSKPATTTTSTARPLFPIDPDVAFE
LENDKSSEEKEAPLDTDTTTPSAPGLVPTEPNAAFELGPVESPVETPYGNDATAKIERPF

>A0JCU4_9HYME
MSLNKSALVLFSATILSLSCIRGLPTNREIKTIQENPNASITLNGLLSKLPITDLGSPISKLDHAVFGLPI
GFVLPLSQQILDDLAVNSNKIESTVERPGMAVVIPLSSLTNIYALKEATQIMADAGSHSEDKGTLSTVTT
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TETLPVLPAPILTGKKPQQPTEKRKFFSEAVMGSAKSMTLSDIVARLYGNVTNH

>A0JCU5_9HYME
MLLFTILSIRYSCPECTQQELCRHLMLMVRHSTDHLIFILRYSINFFYCYTGITTVQHRIFNTAEEHRHT
GVDTQVLHSGVKMSPFLTPLFLQCTSNIVFPWK

>A0JCU6_9HYME
MKRESTMENTSLFGFLVLFLGITSAEETPSRLMYVLGLNNTRAGNTLEPGTPSNGSHSAEGVTIIGGSRV
DQANNTYLTLEKVKDAQIFLPPAYQSENGEPKSLAELMTGPITHLNVMNPNRRLIVQRNIDALKKLSLKF
KDQLYGLMMKDRKNISKLSSVLQSTISAELRLQDQQKMLDDFNIVVPGSPPKIDHFDRDLTTLNLTIESA
TAATITSA

>A0JCU7_9HYME
MIFMCITLSALYLDQVFCGFPGHCAKGQGTDECEYTIESRPQLRKSTRGPLKWGKEKGELTEEELKSHVS
RPNRLKR

>A0JCU8_9HYME
MLYCHCDIKAIMLSTKTAVVLLVTIIKTSCTQPLSTGRNGYQNGKTTDSLIVNRSGNLNPVATDSSSYPS
SYYLGLLNSQSSSDQTDGHRVESSLLSEILKHPGPVNIQTGNTYMTDRNFTDVFGSISQDTGHPESQVHT
QDLRALENSQRRHHEELTSETAFLKDELQTIKIYLSTILQSQNTMTLALQKYNETHK

>A0JCV1_9HYME
MLSMCITLSALYLNQAFCSSPEHCAKRRNTDKCQYTIKILKTAEYCLRDYNVRQWGIESFPRKNCFESIS
NFVEIDSIISSVVVCITNINSETTNR

>A0JCV4_9HYME
MISMCKTLSALYLDQAFYGSPGHCAERRSTDKCQYTIQCIRTLDWLRVCSYKKLGGCRRITYALVYFTNF
RIFKQLQITLLTTDMLI

>A0JCV5_9HYME
MSGSKVVLLVLAVGLISSFNGVSGRSANDLPSSSLMVEDGGVPPGYYDSMFKTVETALKTESHGARTIGD
QNTVQESKSSGFLNSGSKIDHSDNRHDENGSDDKGPLAFTLGTHNTFQSSNSNMTTNMGSWVTYGNNIYS
GKSSNP

>A0JCV6_9HYME
MLLVKTTLFLFILTAGIEFFTYDNSKGVANAKAVILEEDAVKNAVALYNLIRTRKNSIDYENIRKPTSLN
IFQSVGIGNQTGSDISIDHGATTVRHENIDRY INSKGATSHGSIFMDDGNEHNKSNSSDYHYSGSNTLEV
NNIFEGINSSGNKTYGSITQQENNVYNGSNIEGSILGSGTLIENNRFSAVNATSNNEYGSLTIQKNNTYD
HSESKHHIYGSHTVIRDNIFMQRNSNANISWGSDTTQEENKY

>A0JCV7_9HYME

MLSYKVVVLLAVFGAPCIKAAPADYNEDYEDAMLLLDEVENDLEFSGTAYGSQSVQSGNTYSGDFNGTIN
YAGQSTIQHGNIYEGNVIDDVQFAPLSTQENNTYGANIIGTVNYGANVDQRNNSYNINVVGNVRQGSTTVQ
RNNSYNGTVIGVIDVGSMTSQTDNTYQGNITGNIIRGSLTDHTKNIHDGDLVGKISHGSSTYQIGNTYGE
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NVVGNINAGSLTSTLNNTYLMNEAGNVRHGSYTNQTGNVYEEQVLGNVHRGSSTVVHYNLYTGNPIGNIT
HGSWTHQSQNSASKARANKTESGSHTDVEFNRATAVGET

>A0JCV8_9HYME
MKLYKNSLLVAAFETLWLQNVSAGLVPKINPAGDLKIDDPFPDIDSTLRFYGTLNNKTNSEKTGANISWG
SQDVQSDNDYSKDDGGETLYGSRDIQIGNTYPENPDGTNVYGATVVQKNNVYHGTGKNVLYGASVTQIGN
VYPENSGEKDIYAPVVIQEGNIYPENSGDSAVFGATVNQINNTYPKSVEANKDALKPTTYQSGNVYPPTS
QTNSVVGAVVKEEGSRFHPSQGHHERPTAGMTIDMVIRQYKETKRI IDHHLRTDQPTSKRCTDGMMDLKK
LDQIESLYLTVGTLPAQLKALQEINRNRKI ICDSIGNQCSKHADMQKWIASSKQIVMKSTERSTERWESL
QKC

>A0JCV9_9HYME
MLCRTILTLLIASIGISRIEAREIGERTAQLNKTPVDGVNTATEALTVQNDNTENTGLNDQSIYGSVVKY
DNNIYESPNSRQPTSTQTRIVVAPGGPGHDGVSYAKSEERDQQGEPKNNVSATTYMKGNTFNLAPDSKNV
FGSYTEQNNNVYRSRGGNNQTQPNEEHKSSNRGNIGLTAETILTNSVFQTSGNMEINAGSSITRNGNVYT
SDKNSQTGEKTINGTERQDNSSDIMTVLLKDIQTREKIYKDWKNQLYFGNQSNIQQDPIESKPNSSFIFY
DSYPNSETEKNAEDTKEKEASAEKHNGPNGQTSLSPNLFYSFTYFLIILIKLCVENSNS

>A0JCWO_9HYME
MALPKSTLVLLAAVVGLTWVQAFPEHRGKIDYPRQFFDVTDENTITQDDNDNGSTYVAALTTSKSYESNK
MAIRQATENGLSEAATLHSLPKSKIRLSLQASLRLVQSIYETNDEMEATQKSLSSSDRDIRSNLRQTLCN
LVSGVDMPLDVQETQNVKDAICAPLFSNNA

>A0JCW1_9HYME
MASLVALSTTIGALCQGIEAFSMQGGQNNGTIEFPTIVYGPINQQLEHEYQSAKPVHTLGEPATQEGSVI
YGSTTSQNNYKYLTIGQAGNVCIMVSTINEPLFVPIPGLSTIQDASKGGLILDSKDPTGTQIKKIIDAFN
TFQQSFDHIMRIASPFLTQNEISLLQQKSDKDDFTRQTKEIKWLTTVASQRMKLVKLYEQITFISNSLRN
NLEISREEIVSARGVQATPMQHQWIEKQLNPTSIIQALPSKVTSLPFNPIDGSDFGNEQDNSQRFDINIG
SNYVLPFIDSIIGDTNRFNSEEKATIMAFITSSIQNLLSELKIQSDDLVHLLDTLIVKDEVTTLQRLSMM
TDNRKQVRFVDLLTVIKVHQSNIAAVQDVLKSYQTIDVWRTSLQRNEMTYELVALYYTVSSTSNANNLLW
REFYLILNM

>A0JCW3_9HYME
MFNTSLLVLFVVILDIKWAQALPKGIDIVIGTRNTQNGNDIDIGRGPKKINSTAGSEYVFGSVTEQKGGK
YVILGRVNKTHILMPEFSDPNGVPRYFVESIDGPSDHVNVMNPERRRVVQEKLKSLTDLCQGLKNTMYQV
LYGGKNSPATINILYDITSTEAKLQVQONLFREFNAVMPFSRSKPDNFDGDLKITKLETEQLVLRSLAVT
LSNN

>A0JCW4_9HYME
MLSTKAAVVLLIATIWISCAHSTYTYGSATLTDQKYDITSDMKPAVSSHGSIDEAFGESLEKNYNYCIKE
MAFLVSELSVIKRDLLILSRSQRRIGLNLERAISLPS

>A0JCW5_9HYME
MFVNNTLLFLFIGITGSSWLIDERSGVASALTAKSRRTYGRPTSSFGRGYTRPSSRPASQNRWMPNPTRR
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NAWLPKPGVQNKWPMPKPNFGVNNPGLPKPGVQNKWLMPKANFGVNNPGLPKPGVQNKWSMPKANFGVNN
PGLPKPGVQNKWSMPKANFGVNNPGLPKPGVQNKWSMPKANFGVNNPGLPKPGVQNKWPMPKPNFGVNNP
RLPTPGVQNGLLSPHSKVFNTQPGLNEYENVGNPHSQTSANSLVDSVLAGFQSMMNNPMNYNSNRQPAGI
YDGTYSQPPGTYDGTYSQPPGTYDGTYSQPPGTYDGTYSQPTGTYDGTYSQPSGTYDGTYSQPPGTYDGT
YSQPTGTYDGTYSQPSGTYDGTYSQPPGTYDSTYSQPTRTYDSTYSQPTGTYDRTYSQPAESYGGTFPQS
SVPNDGVSLQSAGTSNETDDSTYLQPAGTYDSTYSQPAESYGGTFPQSSVPNDGVSPQSAGTSNETDDST
YSQPAGTYDGTSSQPPGTYDSTYSQPAESYGGTFPQSSVPNDGVSPQSAGTSNETDDSTYSQPAGTYGGT
YSQPAESYGGTFPQSSVPNDGVSPQSAGTSNETDDSTYSQPAGTYDGTSSQPPGTYDSTYSQPAESYGGT
FPQSSVPNDGVSPQSAGTSNETDDSTYSQPAGTYDDISSQADDTYNGFDSESSELSSDDYPQPARMDNTS
EQSLLLNGNSDGPNPEPNENINVENNLISQYDNSESSVNQHSTYYNACVELLGRDLCVGLDSANSS

>A0JCW9_9HYME
MLLTKAAGVLLVTIVAISCAEPLNDGRSRYQNSVRTEPSNGRSSDDRKPVATDATQFYGSVTVQTGNTEFS
TDPKSSNMYGSFTQMTDTVHPQPRTPQSSDQQTKQMATLTGLASSNAELTISSLETKVSQLTDEINFLRVE
LSNMKSVTDKVATHLNTIYWKIYRKLNFQ

>A0JCX0_9HYME
MLYITIATLLTASNGISKNSIYYFFVQGIQSEEQGDRRAQPSGVQTSLTGGDSVIEALLVQKNKTYNTGP
NDTSKDSSITMVETDIYESPDSRQLSSTQFPTVSATGSPGYREVIYVRSEEQDHRRQPDQNQIPGKRTGI
VLGSETLQIGNTFIVEPGSRKVFGAVTDQRNRVFREFVGGANQTQPNGGDIHYGSSTIQINNTFKTNKGAK
YSPRSHLYQKVDVYPEMNVTRKEKKQQNIESQAQLSNSSNLQLSLSYKKFYYLFVLFNCIVQLLSVVK

>A0JCX2_9HYME
MVFAKTSILLFCLIIGISVFPNGSSSGLVYAKPPPDYMNQGLRELQNRIDSQVPVNGGPRSYGSLTNQFG
NEFVVTGVKGEVTFGSNAQQKFNDFNDDQSPALKTYGSTTNQGFNSYQVANVGGSMTVGSNTYQEKNKF

>A0JCX7_9HYME
MWALSLNINVNNSCYCSQTFSVPLRVMFTLLCLGLRKAYATILIRYKRKIWMIHHYRNPLAVETKVFRRI
KHEKLIETTILLIMLATQSIIKRIYILTVTSLDDTLLWHSSPHSTILQ

>A0JCX9_9HYME

MKRNGYNRREFYVVQFIETPFEGIDDYVCVPYTWMVVRRALDQKAAVAYPKNENPFDTRDRVKRKERYDD
EWRFYMAAVKYESDTYEDAEYWIATRNDYGPSVEKKSTISNTPSRFRLNKKLRSANESNSSKCNDHPRKP
LPKISTKLPALSGPKKQLDGKRLKLDESAQSSVVNDANADPGCLKKGQSLSTQDNQLMECAQTKEAAAAF
NGDESTEPRTQTQPTEENKQALSLPVIDVDEPTEVININGKDHSQDFKMLDENSTISQRHLSNNTTDALT
TAAEPSTLAEQTTQPNQHDNQEHVLDSGSSLSNFQPRIENVRSMAPDYNNHELHVNDVLNNEPASHRVPD
LSKMSAHLYSQMNRAQRLVPTQEPVKKR THPMNFTKNLPLAAQSPLNSMEKNGSPSTQSVAEQSSVVTQS
RSQNSLRVQEMCTKDRREQTTPSRSISTSSQDIQHVPKINVGQSQNVAAVDPKNVLQSGTNVALALQTPA
SSLRKRPSVDQRLDRHYNLVAQEQNLTRAHQNQYMSINQNSFKQDLLIGSPENNTYNHQSNSRTIRTTIP
SMKQNSTHPSNPMHQTSELSQQRQSQPNQQDSQQHSHRPSMRIGISTKPKNNRRIPTLQGVTKKTPPTVR
PNVLSSTPQALSTTNNNYLLNALQSQATLSTKSTEYNHTSLPTGPHNVAASAAHDNHNLEMSTCSFQQSP
GIQQSSAHRNINQNLRTQRESVNQYTGTNLTTKRVHFMNDVATSTIDENYLKVTDNACQTNECMMEESLS
PHDVVTSDSDAVTDHEVISDHEISTDEAPVETMNNQTHPKIVLEQQMLDNFSTLFTQMGSTLRYTCDMYN
NLRSSTLETADTYRNLLDAVERFNGVSNSTSNASSLSNSTPIVPQATEGRHIEVTARANSGHENQHSNNV
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SDKAPKKITHNNLRRFVLPPEYDPHDTRWTLKYPTNLPGLVELMPQSDIYVSYGELKYCQQVSKDCKSLAR
RLLTEVFNKKALSVCLSMSEKAQASNNVGSNLRPELDEHASKVLLNFVIDYGLQCGWNTDLKPILDTLHS
KIQDIRLRSGVMVKC

>A0JCY2_9HYME
MFFSKLSLLCFVAILGTSWFSEGGFTAVEAYPQQYSSQFGAGNQQATTQDGWIWQQYIGQYYNQQPTVVY
RFPETRVNPYENRPVLNFLHNLHNWKMCMLSGFHNCYQ

>A0JCY4_9HYME
MFLKEVVVLLVVTQVGIARGGWNGYPYQQPSEPNENLDLQPKASNGYPYPQPENGRCEYPQLNRPSGYPY
PQPENERNEYPQLNKPSGYPYPQPENERNEYPQLNKPSGYPYPQPENERNEYPQLNKPSGYPYPQPENER
NEYPQLNKPSGYPYPQPENERSEYPLLNKPSGYPYPQPENERSEYPQLNKPSGYPYPQPENERNEYPQLN
KPIGYPYPQPENERSEYPLLNKPSGYPYPQPENERSEYPQLNKPSGYPYPQPENERNEYPQLNKPSGYPY
PQPENERNEYPQLNKPSGYPYPQPENERNEYPQLNKPSGYPYPQPENERNEYPQLNKPSGYPYPQPENEK
SEYPQLKRSSGYPYPQPENERSEYPQLNKPSGYPYPQPENERNEYPQLNKPSGYPYPQPENGRSEYPLLN
KPSGYPYPQPENERSEYPQLNKPSGYPYPQPENERSEYPQPNGPNKYSYSQFDRPNRYPYAQPKSGSGYP
YAQPY

>A0JCY5_9HYME
MFFSKLSLLCFVAILGTSWFSEGGFTAVEAYPQQYSSQFGTGNQQATTQDGSIWQQYIGQYYHQQPTVVY
RFPETPKPYPDSLNSQTISCTDSGLLKTRILFESTKSENEPINVDSIQKQGSGLIH

>A0JCY6_9HYME
MFSKVVVFVLATLIGTILGAASPTTQVDKEKRQVVQYLNCSVLTGNRIVISNTEFNDIESPCRINVSEIV
LNNNVFPTFEKQFDISAENVTIINNLFYGSQQDHRIVGNQINLSRNIYAGQHQIHEVAGTSVMVAVNLYD
GDYQVVKLMGNT IMEAGNKHTGNLVSHNLTAVTTEELFKEYSFELPSYLKNTVLESKAAMVTDNEFGGTH
TNSLPSGSTVKYLLRVFSGLKIFRNFDAPTLRQMSELYDQNV

>A0JCY7_9HYME
MLFTKTLEVFLVAILSTSLVPGGRTNGLVSAHSLSARSLDRYGKATIVLATHDVPPEDEEFTPLTVGIWAG
KMYYRLPNAPFYVVVIKEGIQNLTKFIPNPFYQESTYGKELNSTIDDIFPKYNEFTPLTIGIWVGKTYYW
LPNAPSYVVAIKEGASSVTGY IPNPFYRGSISILPF

>A0JCZ0_9HYME
MKSKATGTILTSIKTCTREDNKYKRVGNEEGAEGSVTCQHPLSTSERQMDSAVSTCVAMVSLMIQAISVT
IRIRTSTLFFTKGPFGYSSLITRIRIVSLGICYKTDLFIYSSLIQRICRYTHLLQYGPV

>A0JCZ2_9HYME

MLSLPIFLLSIGQLEDTNYKTRDYKVYWNVPTFMCHKYGMYFDDLEKFGI TQNTNDHFRGEKITILYDPG
MFPALTKNPNGTITRRNGGVPQEGNLQSHLDLFKTHLEEQVQENFSGLGVIDFESWRPTIFRQNWASLAPY
RDLSTELETASHKNWSKNATKQHAVKLFESAGRLFMEETIKLAKQLRPYASWSYYAFPYCFNLTPNQPNA
SCDPRVFKENDQLSWLWKIEDSILPSVYLRKSLTSHQRSDFIAKELQESVRLSKKFSNRPILPYVWYKFQ
DQPDVYLSENDLLNSFKATLDNGASGFVVWGSYKDVNTRKKCENFKTYLKRMLGPAVVTIKATALTYTPA
DDINSDEL
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>A0JGX7_TAKRU
MEATKGEHGGQNPGGQTDIPVRYHILESMIPKVVKRRVHALKRLQVQCANIEAKFYEEVHELERKYAALY
HPLFEKVVSKRSST

>A0JGZ6_TETNG

MSFLGVMCSCELLNKKRGEEQTGVCPLPAIKVSLDWLKLRPGVFQEAALDTRQHVWPWLVSVLNSFQPKE
DMTSSAVSPLPEEFELQGFLALRPALRSLDFTKGHQGILEQEDPRGNIRHHRLISLGKWVADNQPGLIQY
RMSEAGLVFITDIPEVALEEPSEKEAPVLQESSNSEQTSNEGGNVGLKSVLSVGKTQSSFSDGSERPVVT
FKENIKPREQSRDAARNQPLKDGGKERRDFSKGSGAAGKLEPKRDGKRKGELKKAAHDKDSESGKQVKPQ
AELRKTPVSEVKKTPGTQTQTTCSSQFIPTHHPGAFPPLPSRPGFPPPAYVIPPPVAFPGLQVNPGFTEFS
PGVSVPGPFLQPGIHTQAGSQTTKQTHIPYSQQRPSGPSPAPGLGQGPCGGTMSQGQPPQAQAPSQPNLQ
QSVQLLNQQQQSPTKLVQQAATGKSPPHHPGLQQWNQAPAALSKTPPLQMS IKQTQHPQQTFFMAAQDPL
KLYEHQMAPPGQAPLSNVEKKAKFPNVKMPDFYWDPSYQMGDGPSVLSDRMKSPVAACPKQDSSAGPRGP
PFENRLDPSTPEPSSQSSSLLPLSGFPAQEFGQSSIFRQGYGKAQPTNAKPSAPTMHQEPSLYSLEFPWSP
SLPASSDHSTPASQSPHSSNPSSLPSSPPTHSHGAPPFSTFGPIGTPDSRDRRLVDRWKPDKTGPVSTLG
LDYLPTSATSASSDSSWHQIGPAGSSWTNQESPMEESSVLLDSLKSIWSSSMMQPGPSALEQLLLQQKQK
QQRGHGTMNPPH

>A0JI74_SCHMA

MHLMTSTYLSIRDADRVLNEFRLIVPDLPTSIRSILRTCTSVQPKSISSGVYYHLGLKTNLLRYVELWLC
TCDFDSLQLY INVDGLSMSRSSSQHLWPVLGRIVAPRLSDVFMIGIYGGNTKPAQFNEISADTISEIKEM
TETGLLSVRFNKYTATKLSAVICDAPARSDVRYTVNHNGKAGCDRCVVNGRRLDGKMTFPNGEYTLRTDD
SFRNQTQY THHKGHSLFESLSIDMILTFPLDPMHMVYLGVTKKLVTLWIELGHKRLKNMNSCVIRT INKL
ISRCVESTPSDFPRKCRTLDYLSVWKASECRLFLLYLGPVILQNILPESLY INFKCLALSMYLLAHPKFY
NRVTESVRMDLRNFLREYEWCYGCENLVYNVHSLQHPLDDVLAHGPLDSFSAFPFESYMRQIKQSVRSGY
SVAKQAAQRYAEQMSFCDRLQVDISTNDNPVIGMADSRKQVIMFRNSQIKSFHPDNVVVVKGKPGLITDI
QDSGLLRFRQFTDPQNYFTDPFPSTDIGIFKCSVVSSAYSWVSIRDVDCKCMSINCVNHLVIVPLLHTVI

>A0JI76_SCHMA
MSSWQMVEYQCSICNCHCHGPGISRILYLHQACCTMESQTILANWLYP

>A0JL26_DANRE

MRMLYLIFLFVLQKVHSTAVFCPETDDLNSDKLLIGCLGVRLTWLYAVFEDLRSVLEFAVSLRCETGLCP
ADIQDHGHYCSNANTRDLQQIQPVDALDGCCFTHLRCSQELKERNCSRRAPSNNNYTCSYNSSCDMLDFC
DEGFCRCDRMVIDCISFNRPITKQDRDNQLITSQTVSPFVTDLLENDTYISDVVNVTESVDLPLSDIDME
TMFYEVNGTLNETMSNFTNELVPVNDSLSSNFQSTEYPGIYQSGREEEENEAGEKELGRNPDRESTLERE
EEPVEYEDGLSNVTAVLTTEEPAGDNVEAPTTNNPVQWNKLDWTNNEPTVSMALTESQNVTDLPDKNTPH
MTPPTTYVQTHSQPDHHPFDEDDYESDEDKLQLFTSNTLKPTTHTFEHTTLTQTHT TTNYTHGITKPHVD
THVITEEESEESGEEGEEEVQSTQSPYMVLMTTPTKLTTNQSSHHKTTSSVVTSKNTAASVQFPSMKESE
EKYISDESKPESKEDEETEKERDLLADPPNESLESSTEQNYKLSTTKPTTPTQKMDKEESKEDLQSHEED
DKSTTSQTTTIPYRVSQISPFSWVIPAPIPKPVVHSVSPAPTVVKPTTNHKSTTVVPQKPISTRTTSSGR
ATVETISHPQKPPHPITDRSPSLTTTERQESAEEEEEEEEEEKEPSDSSQESKKIESLRVRGRALPFFTL
SLLEAAGLTDLQQQKDSEECSMSFLQYSASGRVWRDMSALGEMLHCLTGRCPHEYQHYGCYCGQQGTGQP
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VDRLDRCCFLQQCCLEQLSVFGCRTNRKLNAHISCHKAKPQCFGVSVCDRLQCVCDRSTAECMAASHENS
SASSSCSGPRPLCLRTAHSSAQSTNQESSEESDEMSQSQPQINTQSDTVDRKPTQSKPQQDVREEEEDEE
GKEKEEEEEEEKEQEEEEEEKEQEEEEEQ

>A0JLZ8_XENTR
MGQRKKACPRLLDYLVITGARQPSSDSISQTPELLRRYPLEDHPEFPLPPDVVEFFCQPEGCLSVRQKRMS
LRDDMSFVFTLTDKDSGVIRYGICVNFYRSFQKRLPKDKSRKPPKPASENGSEGSDGGHPMQPHSAESTP
DINQSPRGKRLSKGMQRSRNSTLTSLCI ISHYPFFSTFRECLYTLKRLVDCCSERLVSKKAGVTKGVQRD
TMWRIFTGSLQLEEKPNVLLHDLREIEAWIYRLLRSPTPVPGQKRVDVEVLPLDHQPPLTFALPDPSRFS
LVDFPLHLPLELLGVEACLQVLSCIMLEHKVVMQSRDYNALSMSVMAFVSMIYPLEYMFPVIPLLPTCMA
SAEQLLLAPTPYITGVPASFFLYKSDFKMPDDVWLVDLDTNKVVAPTNADLLPVLPEPEASELKKHLKQC
LHSMSVITQQRLLASDNKALASMSLNTQPILNLDRFHEGPDAALLKAPSDAQGTPSTEFNPLIYGNDVDS
VDVATRVAMVRFFNSPNMLHSFQMHTRTLRLFPRPVVAFQSSSFLAARPKPSLFTEKLSKTQAVEFFGEW
SLNPTNFAFQRIHNNMFDPALIGDKPKWYAHQLQPIHYRVYDANSQLAEAFCVPAERDSDSDPTDDSGSD
SVEYDDSSSSYSSLGDFVSEMMKCDINGDTPNVDPLTHAALGDASEVEFDDFQEYSGEIEENNGDSENSQ
DNNQPRSGSSTTASSSPSTVIHGANTESADSAEPEEKVMGVLQNHLPVLPPTFTRLAMERRESDVSLGGG
EARRREYDNPYFEPQYGFPPEEENDEREESYTPMFNQSVNGTRSPKPLLRPNSLKLASDSDAETDSRGSS
PTSTVSNNSSNNEGFGGIMSFASNLYKTHSSSFSLSSLTLPSKSRDKATPFPSLKGSNRRALVDQKSSGI
KHSPTVKRESPSPQGKSNNSSENQQFLKEVALGVLEGQGVGWLNMKKVRRLLESEQLRVFVLSKLNRSIQ
TEEDARNDVIQEVEITRKVYRGMLDLLKCTVSSLEQTYANAGLGGMASVFSLLETAHTHY YNKGTKPAPP
LVDSGETEEKKSQISADSGLSVTSGSQRSDLDTGSIGPSILIRSSSQDSEISTVVSNSSGETLGADSDLS
SNAGDALGGPGGSHLSGSRGAVSDSEIQMNSFTGAIFGKPQMLRPGEKERNVSPGRPQQDLSQRIYLYEG
LLGKERSTLWDQMQFWEDAFLDAVMLEREGMGMDQGPQEMIDRYFSLGDHDRKRLEDDEDRLLATLLHNM
TAYMIMMKVNKTDLRRKVRRILGKCHIGLVHSQQINELLDRVTDMNGRDLSIRPSGSRHIKKQTFVVHAG
TDTSGDLFFMEVCDDCIVLRSNIGAVYERWWYEKL INMTYCPKTKVLCLWRRNGQETQLNKFFTKKCREL
YYCVKESMERAAARQQSTKPGPELGGEFPVQDMKTGEGGLLQVTLEGINLKFMHSQVF IQLNHIKKCNTV
RGVFVLEEFVPETKEVVSHKYKTPMAHEICYSVLCLFSYVAATRGKEAELKSRPPRPVSS

>K0284_XENTR

MSVTSWFLVSSSGTRHRLPREMIFVGREDCELMLQSRSVDKQHAVINYDSDKDEHRVKDLGSLNGTFVND
VRIPDQKYITLKLSDNIRFGYDINTYVLEQIQHQVPEEALKHEKYTSHLOQMCLKTAAAGREDQFKEHGAH
VDSAQAKQDKADKKATSDIPAYRTPLYGQPSWWGEDDDNKLDKEGRRQDEHYSERPNDMTQHEEE INGNM
SYRDSQDQCVYPFRREPSYFEIPTKDFQQPVKPPETQVYEIPTKDTDAVPPVTPPVMQSHASFTIEFDDC
QPGKIKIKDHVTKFSMRQRKTAGKEPAPTEMVSAESKVADWLVQNDPSLIRRPAPGEDVYSTKSDLPTHN
RTLKGNRHEDGTQSDSEDPLVAQPEQEIGTPDHPQLQRQIKREPEELLHNQQAFVIQFFDDDDAPRKKRS
QSFTHNANSPQNDTDPVLKAKAEKRKGTLHVEKVSTNGMGSTAPASKSLSSPSFPQRSNSFRREKTEDRI
SSAPTTAKLPGKNYGSVGKKSKLAQEFAAEYMREQVEVVKQAAEKPMTLPLSTSILQQPASQVQISSQAQ
TMQLTSDVRTGKVKNEEEDNLSDAGTYTIETETQDREVEQARKMIDQVFGVFESDEYSKIASTVYRPVIK
LGEEEPLASEPSVPHKPIMSSTPPVKLSNGLPAETLIERTGSSSKQSQKWVSRWASLADSYPDASPTSPL
DSQKQGLIADDEDVIERTEHQGEADPTVPSRTRRLLPQLPPENVMPTIFVCQESFSDESQRKSLEEPEKR
ISEENSSLLLVQEELDPDSLSDTSKSDDGVISVRKSAKASNTYRNGWKGEESHSREPSVQRTSVPSNEKK
STCFYVGNDDVGSVKQTSFGLSSKDVIKGPESHIKMKVNLHITAETPSSGKAVNQFPKKDNGSAKDPLSF
VRQESFTKETSSSNVLPNKLPHISTHPLLKDLSVTKSNHDYSKETRLILKETETALAALEAKLFTQSHLD
ETENTPCLRDDSLSGDSDVDTASTVSLVSDKNVPSHSQKNRIVSLQKEKSSSTSSIQEQYCQPSARERLS
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EKRRTVPADAGTRNVTKRLGMTRSTGARGSLDFTDEERCSSLPYMPVSETVSSDYEHSSSRHISRRKPFG
QTCKDESSRSSNAQKVQQALTRSNSLSTPRPTRASKLRRARLGESSDNESADVERSNISPGTSSANSSSA
KSSTETKKPSRLDILAMPRKRAGSFNVPSDSETTSSVRGMFSGRSIDQSYTSRKPAVAESKQPPKKPLPP
TQKQTPRPRSSSVKYSSSSTSRRRQQGSDYVSTSEEECGSNHSTPKHKHSRASTATQTSRSSSVSRRQMP
NSRQDEEEDEQEVYNNFMAQSVETAETARLSQTLVKDVASLARETHDVAGDGDSQSSSGTGQSTSISSVP
NTPASTISAREETIKRSLQRTCSSQLVHHIPEASLNYQKTPPGSTGLEDFDQNMNDSREDPSKRRARNIE
EVIFDNLMLNPVSHLSHTICANTEVLTEKMKILFQNTEKNWEEIEAKINSENEVPILKTSNKEISSILKE
LRRVQKQLEVINATIDRSGHLDVPSSNKKTSSTILTSNPLSRTTNNSAARTESQTPGHVRNYMHKSSSSS
SRSPGSSFSRDDEETYIV

>C2CD3_XENTR

MKSRKVKSVRPGRGRSKGLTDVTPSSSLPPLVEGQVRSFLQVTVSKILWTVPKPPPSVLVRLRWWGETAN
GTVFRPRDSSQTEQKGAKTTTLYAVRCGPKQFTSYLTDMGMLVFEVMTKLDHFPTGRAQISGIAQLSLAH
PVSGFFTIVSPTSEKLGELQVSVQLEPLPETYDSSSSAPNTDISFDHASESYGKALTGHPTTMNDPPQPI
TLSLASADKRESESSSRVTTPRGRDHLYFQENADPGKDSYRGTQDHVTVGWSNVTEGVQSIKPIYSEGTT
AGKDALTVNSGPATKDLLSALLDQGSKLRDAMVVSALKSSPDLDHNPD IKLPLALNNYSLSQARATSEIP
SPTLMRNLLNSRHSPQTRDILLQPADSFIPDMEAPSDAKATELLLGSSVLSPGHYWDGTGSPPESISGSD
FYNESELNDPLYDQSLLEKLFYKAPKSDSSASDFMSDDENTRSQNKKNK TALDRGRHRDNSPSEYKEDAK
QTKGNDSLRDSKTSEKSTSKCEGISLSMDQAALLGQIHVAHVVVESLRVPLDGTAVTPSKTNSRGRPPRP
VRPAKQTFFVEFQFPVLSKSRSGEVNSATEITRLVSSKVVNGSIKFQQREFTFPVLESGOQMIKHWWNTDLT
FRIFLRKGTQNKPGPVGSATLPLRDVLQSPGLSVTCSLPVSCTAEDSHTAAGPLKISVALAGDNKNIHDI
SEKTLEPENQAPVLPAVTSKAELENSASYTDLRPVAEKSSPLRQSLPPHIGNGGPKVSFSQNPQQTAEED
GLLLHIVLMVPEGKGLVAAGGDSSGICNSYLNCKLFSAQEATRSSVVWGSTQPQYNFSQVAPLTLNARLL
ERMKNNVMITETWNRVASPGQDQLLGLAKLPLHQFYMSFSDPKITRLLLQAQYPVVAVDSYVPIIDVESG
CDRGKLKVLLAIGSGDQVVALQRLKNEEGTSQTAMPRPAHFLDPPLSSSQMGRPQEGMTDHIFETHVENV
KGLTPLQSTVWGEADCFVQYYFPAHGPDSHTAIDLPETAMTLKPVRTATTLCVPDPVENDRQSHTIVAQS
DTPVQRLLLGAYSMQGLSGGGGVPFEIWCRYYYPNVRDQMVAKGVLPLSRLCAMVTMQHREDVGIQAFSL
PLIPRSEKSAELPPQPSGLLNVNVTYRRSMRNPVGMLATRMASTSVQTHRASGLQAAARLVAQQDASFQY
SADVGVNAYVTIHPAFLPDVELRNTRTVARTFCPEFDHHYEFPCNMV IQRNNGEACSLAEVLYFSETVLS
THHQNVASVGSTRPQPVRDYHLGMVRIPCRQLITKRSGVSGWYPVTVPEDSKLPTDSTILHSVVGGLELS
VHFAHHSDRDRVLEVARGLGWNEYNEDFQEATATEADEWHKREDLVNLSVNIPKIWLPLHCLLLAGHKHI
HKSTYCYLRYKFYDREAVCSPLRRPRLSEDGQQAT IMFELSENRELTKHQPLVWYLREERMEIQVWRSYG
KDTNGPRPQDTDRLIGCAYVDLKALSENTSRTLAVSGVYPLFKRNVSSLWGAAVRVHLALSSAYHPSNSS
RRLSCAGERSQSEGEEWAPTSGDSFEEKQDDSAKNDKPEAKTEVPLLDAKEQPVGEVDLKNTFAASIVVE
RAMHLSLKGTPLTERAAATPTCCVSYPVAGCSEPVTTPVIANTDSPLWNFQHQARLHKELLLDPQQRLVFE
KVWHKTDVERVVGFASVDLSPLLSGFQSICGWYNIVDFVGQCQGQVKVSITPLEGVAHLKAKVTSQRSSS
YQSRPAFCSSFSYNPSQSEVPAFIPHIPTLHHQLSDRENSGPLFPFLRHEEHMENVRRFHESLQQAERNA
HTVEGLDSLSQSSRSSLLSALRKNLGELDEIQKYFNQKLYRSTSNAETSRCASVQIPQVQPPNSEPAEED
SDAKMLLQKSSFLVSQVSNLITGLQGIPKFAPAFSSTEQRLDVQGQTSVQHQQVDNMEPMAPERSEAYER
EGQRSDTPPFSPLGSLNVSGEKLMEF IGTDMDEKERHLFAEKHQEEQDKHI THGSSDEEYEEDVIEPRTL
NEITTMTDRTSPWSSILSERDSDSMDHPQDQPVNPLAAENNRVITDFFSSFHANDPSSVLSSAGSTDSEV
LAEGSRVRKISSSSGSEAETVGVQLSVDPAEQGALGEAESEAESQEMDGDPEANRTEEEQQDPVTVEFSAL
SSGSDESEHITYGASEPDCSPPQDEPETDYPCSEPLEGNMHHIDEEEQPAGSESPQVPPSNLLSDPVIVP
NFFLPPQHLEASMRHLSLSAVREGRSDTPGIPFRRSKRQKPRLAPADLPKEETNRIARIFAAQFPGPPTP
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>A0JM29_XENTR
MKESCRICGRELCGNQRRWIFHTASKLNLQVLLCHVLGREVPRDGRAEFACSKCAFMLERMCRFDTVIAR
TEALSTERLHKLISEKERLKHCLAGLYRKHNSEEDGPDTGPDTGPDSRPAAEGGTVDISELPDVRYSALL
QEDFAYSGYEYWAELDQQSQEPQHCQHTDTGGVRPRRCRGCSGLRVADSDYEAVCKVPRKVARSPSCGPS
TKGSASFCTEETMVTQPPPQPLPEAKAPPEGDGLRLSSGSSAESLATHMDAAATPSHKEEEPCKPPGDDA
KCDYCSINHVAHSPVNGSRSEFAFLLAKVENYKPVQIPRGCRIPVKSRLHDFKPNIMVASGLSATPSPGL
GFLGITAESPPSNAQDFVPELYDVQDLWQDVYEEY TPLHTQNLLEKQHQNVSQYEALSAQHVSDLQTLQG
RLQETEASNKMLQESLHQVTAELNSARELSCNQERITQSLRETLQSRDSEVADLYHIVEGHNDTIVKLQN
MLQKSQTEQLQASQVTPSQQQLQLLDLANTLFCTQRELQKQQRTLRQKERQLTDLEQSQRLLEADLLEGQ
QQKETTWKHNQELHGVLHKLQTELQEKSQLLQNSEEEKCTKLRAQENCIQKLQQTLAQKEQLQQEYMDLL
KYQQSLGKHPGGSEHMLDKLRQRIKDRDAALEQAVDDKFCALEEKEKETQQLKMI IREKQRDLERLQSVL
SGNEETINSLDNLMKSKDLELEHISAAYKNLEWLKQEMEEKNQRSLKERDSITQQLQQALQDRSKEIQDM
MATFLQKSEMGSFDLIQELQACLECKEKMLQEALHNRSQQADEHMRELEELLTSMASEKMGQGFVCKSCA
LKEKQNSEMDQSPACQKTVKQLAKAKPLSDHPISVCVTSLSADLKDPVAQSNQTEALESELAKAKDDLQL
VLRKERENQIEVSALQSVIREQSEQLQEQAADMDALNRSIQIKEDLIKDLQMQLVDPEEVPTVEHLTQEV
LSLKEKLATSGVPEPEHGIDHYQKLSKLLEELVADRSRLNDALHAEKQLYSSLVQFHSDPDSIKRTSALQ
EELLTAQTLTCQLEDTLEMATERLRQLDSERGLTAITFGGGEWGSLSVPHMHTHAF

>A0JM54_XENTR
MHWCLCINVLILFSCCINGAIRSDSQTVVGRVGESTVLGCSLLHQDAGRPPLYVIEWVRFGFMLPIFIKF
GLYSPRVDPQYLGRTRIEEGASLHIESLRSEDQGWYECRVLFLDRHHGEEDFQNGTWVHLTVNSPPSFRE
TPPTYVEVRVGDTLTLTCVAYGNPQPVVTWKRDGVTLESGDKVQASNGSLSIVGVERGNAGVYTCHAFSD
EGEVTHTSRVLVQGPPITVVPPENTTVNVSQDAFLTCQAEAYPANLTYTWFQGSNNVFLLNRLQPRVRIL
VDGSFLIQRVTPEDAGKYTCIPSNGMWKSPSASAYLTVLHPAYVTSMPAETYLPIGMRGVIKCPVRANPP
LLLVNWTKDGHALELDKYPGWYVDEDGSLVIATGNDDALGIYTCTPYNSYGTGGVSLPTEVILKEPPSFI
DVPSEEYFQDVGRELVIPCSAVGDPPPLIRWSKLGLPGKSAAQMDANSSLVFRPLTKEEHGIWECSATNH
VATISARTATIYVLGTSPHAVTNISALSLVSSVNVSWEPGFDGGYFQRFSVWYAPLVKRLTRGHHDWISLS
AAVGATHLLVGNLQADTAYQFSILSQNKLGTGPFSEIVTATPLNFPVTTVPPPVPTSEPSDSLSPPRYLS
ANETSEGVFLQWLPPLRSSLPLRGYGLEFRRDEGAWELLDESTPESQTELVVRKLVKDTMYEFRLVAFAG
DYISEPSNSVNVSTEGMKVYPSKTLNPEVQRKPLLAGVVGGACFLSLTIILSTVVACMMNRRRARRRLKR
RQQDTPMVEFSQPKKASPSQNSNGSNSPDSLMRVKLHASPYNSLRRSLQVADRPGNSVGITAGGKYTIYES
HIGDALPLERISRGPDGRFVVETEMSSGNLRGFPYVTETDLYPEFNARDSSDLSQCSQVKTYLQACQLPE
GGAVSWRDDVKMRPQATGQARKEARDSGYRRGRYFGCSSSPLEEATPFRISNISPVTSSVPLPYANIEEA
RCRDSAQAEGDLERTIYTLKGSEHDGYSALSGVGREPSSLLQKPLGGNEAESRLRHSLSTQSGILQYLSL
PFFKEMSVDGEWPAEEDKHQTKSSEHNSLGAAEQDPPSAVALEDRTLMDVEGRSGVRNLETPCVPHTLLP
LDYVTSKQELSVPGKSFLKPPEPNLGPAKAVLPGSFMWAHPPENSERLKVGQRAPWGAGEVPLDSRAEGH
LPSDCECPLKDQPLSVFTDFQALDKQRAPLDKSLFLHGSEKVMRSSLTSQSSGRGSVSFLRPPSLAQSVG
GSYLNSPLGETSSWHSGGGSQGSSADDYRHRKDSLLATISNRRNTSVDENYEWDSEFTLEADLLDALQVY
RSTNGGRPISTVEEGEVKRQSVKIPSEGPGSPAGSGSMDALDGRYPQPLSSPEERCAALKEEFLEYQRRT
RAAQKVHTKSKDFEECYEQATLL

>UIMC1_XENTR

137



MGCRGQNCSEKRRATRDHFIVISDSEGEEEKEVIRFGKNTAQPDGRRTSVKRKTAQMTEEEQLALAVRMS
EQEANHVNYSQEEEDELLRKATEESLHSCTVSEPCNTTTQQNTNTLHSTNRTLAAEDCSEKHPISQNCSL
SEPPNNITVQQVYKETLSTNEPVKLQEHAEEKSFSQVSALFELPSGAAEQQMNKEAHSTERPVVTGDVVE
EGHLSQTFTVSETPLSATQEMNTEDFTTSATFVTEEVGEALTQYSTVSSQSRHKSPVVLLMRLSQDIVES
SSVILSPKCRDPFSDMESGMASSCPSNSSNFVSMLPHKALTLSPVFPKQLPRRLGLSPRKLFQGASLTSD
SKEQEVDDQCSHCSESSELDYSVLPNSLQAEPFKSNTATEVLKENNTLLNGVTTEEQTGASNSCLDSQRQ
SGSTVHYYWGVPFCPKGEDPNLYTQVILCQLEVYEKSLKKAQRQLLRKMNFGEPVQLSAPPLRRTERGKA
DSQDSLSQESEDLKDEDSPRPVDDEEVDSEKPMNQCVSSSSRQPAESLEEESPTPAQDEQDNNSQLILFL
NMNNSHSTSLPL

>CA174_XENTR
MRKRKLSDGVRCSARQKNRSCSGAQSSTDHEADTYGPKKKAASSNNTEKESSKKLRKDEKGPVEADENEL
LNKIDNAASNESSNVNDSQQSEKSTTNTKDNGTRCSKLRANTRLPSSPVSDLNEVSCNGLTDDSGDGTGF
THKTCSEPSKLRETIYLNGSPFVDEDSNQPMPLGLFFENADLMQDLPPAVPSCASMSRRELRNLHFRAKEE
DEDDDDYVDGLANEGNT

>TDRD5_XENTR
MEQERIMQRIQKDVRALLTASKNGLSTHELEQDYRMMIGSHIPIRSLGYKSTMELLLDMPSVVKIHTQLD
GTVKLSAVVDETTRRIADLVSCQKDRCTARTRNRRRNIRPRCPVDLVRRGRVSPVLPATVKSDLRDLLSV
SPLLLSELEKAFSSRFGRSFQYTRYGFYSMLEVLRSITDIVEVKQTRAGSLLVLRNSETGRISASLCVKQ
SQLATDPKKTSCVLEQCLKEPRTPEKKTSETVTYLKVSPPEPQKLSSKESPSVTRSTSPLINSSNKEQRL
KLNVLLDESLKSNENKAPPVTNFTSAVPSHNSVLSNSLVGNSVSSETLFTKMSRPTSHVEADHSAASEPD
ASVLEWLEKKLEKELKLCLARKGAGGSVSDALRMDIQHVVNQHSDGLKISQLPTVFKSFTGKDLPFKELG
FMSVMELVGSLGDILCVESTVDGKDWKLFDAKKKDLVDEFSAGLPSTSSILSSWNSSQQTTTPVKPVGTI
FSKVDEKLWWGPLELKLCSTEQIDIPPDAVRNQKLHCLPSMKRGFMIGVYVENIESPSQFYVRCCGKDTS
EKLEDMMIEMRHCYSNECVSERYIVTDNCISVGQIYALRVPGDVWWYRVIVHDIKNSELLDVFYPDFGNV
ATVKKSWLRFLKNCYMKIPAQAVPSSLPYVTSTEDQWSAQATKKFQQLCSCIPLVGMVLQYVQDILHIFL
CDTSSEEDLYLHQLLTSQGLAKMEPEHACKKISKKRNPFMQYLTPSQEQPQEESSQLSVPSESSQSETPC
AKEVKDEDDLGMPYLEAFPSGSDVWDENWAFSDGACDYDTAPTIPKVDTQKQQENKVSQETQPFKFCIDS
ADASVVHHPLEEFY ISLTKSRKSQESTDIQQSPPTEEQHVAETSHRSATEQLQGGSSSSMLCEKKLYYEK
EDLPYCQQSKCSFSPLLGFQRLQIPRSATPVALGPAARLATAGRLLYWASEPR

>A0JMB8_DANRE

MSKQGDRQSVFQTTKVRTALKGDGSWIQRQEPENTDVEKPWLAEVRANRSSSVFEETSPVSSPTTKSPQP
KTDTEKSKTNTSGYITRGVYTKTDSKPPSTSFSNGEFVGVNNLAKKPSESYKKTAPHTIRSSNGKTAQSEP
TLSTEEMDKRMEAASSVLRGSSGNRRSYVMSATKKYESTDKPNNSDDISASFVAKRVVISDDDDTPATVK
SVPQQSVKSSNEESPVKKPVVKEVNPAAPETKPATSTESKTTETKPTTDSKPAVENSTQPKTAPEAKSAS
QPKPASETTKTPDSKSAPTVTEPKPLAETKPTTQLAATSDPKLAPENKPTTQITTVTEPKPLAETKPATQ
LAAASDPKLAPENKPTTQITTVTEPKPLAETKPATQLAAASDPKKAPETKPTTQTTTVTEPKSTSQPKPQ
TETKPTIQLISASDPKLVPETKLTTQTTTVTETKSTSQPKPLAETKPTIQITAASEPKSATETKPTTQTT
TATEPKLTSETKTVVETKPTTQVTKTTE IKPIMKTREASDSKPTLIPTVVVTKPTETTEVKPTTQTKTAT
DSKLVEETKTTIVTASDPKPTSEPKAVETKPATTAEPKPTAQAKTAAESKLMEETKASTKTTTASDAKST
SEPKPVEIKPTTTADPKSSTETKPTAQTKTATESKLLEEIKTTIKLSTESDSKPTSEPKPVETKPSTTTE
SKSTTEPKPTAQAKTATESKLLEETKTTIKMSTESDPKPTPEPKTVETKPTTTAEPKSATETKPTTQTKT
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ATDSKLVEETKTTIKIPTASDPKPLEIKTAPQAVETKPKTAEAKPAVEIKTSTDPKPTSEPKPVTETKTT
PEPKSGTQLKPEPKPEPVPDKSAESLTALSDTLISFNTEPARSPRKADSGKDLLSQDLLTGNGFLPETKT
SLDFLSDDLIPENTSKTSSVDSFDPILTMGEPTKSSQYSPHHLLDSRSTWRTEMESTKTSTSTEERDRKL
PESESKKNFVYVKEYVDNSAVDGSSSDYVSSTTSSYNYSSPSYYTRSEMTACTYCGEKVGSDAKITIEHL
NISCHPSCFKCATCSKPMGDLLYNMFLHRGTVHCESCYSNLL

>A0JMC6_DANRE
MHEHGGFRCEPSPCRGFPQKSSIRFFCEPGYTLPKRYQSSKCHHGVWTPKVPVCMPRPDGHGEQQEKI IS
STPSVATTAIGVSIFLLTTTACLVIKSRLESCRSHRRSSDQLDLVVDGLPVSLPTYEEATYGSWGQRIPP
FRGPTQLLLAQDPSEHSPLTSLIRSDTNRCNDTANQNTETPPPYEEVQSRSRDSVNDSDGQAMQSALPAD
KNN

>A0JMC9_DANRE
MYQFPVKGLEKIRRTRRKVKNILGEFGLEACLNLGQELQEYYPGDNIFDATDWCNLSDGFDGRWRKKWGY
RTQGLCCTLCNFSTRSWHTYKTHVQRYHDEEEHMCKLAACASCPFTAHPRLVCKHLKLFHNEDTKSETSA
APQLPPRAVNGTTFQCRRCHIQDTLLYSVKKHVLLYHYTSTLNKYAGQRTEQELVALGDRSQKFYCKKCY
ISAESSEHLLYHLLTSDKHKELDVHIRSLIFETDNKKQFPALAPKAQGPSPVMMMKDQPAATATLAAGGI
TGVENGGSAVIATPGTSQAFLPTQASALVQLASAEAKGLLRPGVPMGFQNTQMPRPALPPPPNSTPPNQM
PVRVGLPNQAQLQPVSRQIVLPPGVRLNVPGVRPPTPQSFSANPRLPLNQPPSGGTMLTSQSLLSHLIPT
GNKVDGLPTYTLAPLQVLSVQANNSQGVSKPQLPPSQNNPAAQONKQSSGLSTPKQTKKWITCPICNELF
PSDIYESHPEVHKEAAKLPKVGLAARAPFLKKMPDKTVKCLTCKILISEKGVFEHLLHGMNCLFCSGLFY
STKQLVDHIQIEHNVSRKSNCDFMRREYRLYTDDSGYLLFPYFDIRTTAPKLIMGEKELNLALVTSSLDL
IFVKMLPNNPQGVNQQYTPCKMPTPKPDSTECPFCSEKLLNKECYHMHLKEKHFIVPTLHATLKTPSYRC
LYCGGVYTGKTTTKATIVHLAKCRSAPKSVRESDKLTLGLAVTPKANRAHGSYPAHPRQITGPTPTSAQA
SVPSTQPPESEAEMQSKMRLETAFREAMEANRKEREERLARKRKLERDRLAGLTLPSPDIVVDPSVKLAL
DPAGMELRTFEDRREFVNKYFNTQPYPLKKET TALSARLLLNKTDVACQISSKRTRCMKNIQKMKAVVLL
GFNMTEVMKLKHDLLIPETEPEKVATMADTDMEVDQE

>K0664_DANRE

MVSKTDDIPASVPNCSPADFARDGETANSKGTTSKKEASCACGHGVETAVMNGDAGHDQAEEADSKQDGS
GDADQAEDANEQEVIVIQDTGFTVKIQAPGTEPFDLQVSPQEMVQETHQVLMDREDTCHRTCFSLQLDGN
VLDNFAELKSTEGLQEGSLLKVVEEPYTVREARTHVRHIRDLLKSLDPSDAYNGVDCNSLSFLSVESEGD
LGDTGKRKKKGSELEQIDCTPPEHILPGSKERPLVPLQPQNKDWKPMQCLKVLTMSSWNPPPGNRKMHGD
LMYLYIVTVEDRHVSITASTRGFYLNQSTTYNFSPKPANPSFLSHSLVELLSQISAAFKKNFTTLQKKRV
QRHPFERIATPFQVYSWTAPQIDHAMDCVRAEDAYTSRLGYEEHTPGQTRDWNEELQTTRELSRKNLPER
LLRERATFKVHSDFAAAATRGAMAVIDGNVMAINPGEETRMQMF IWNNIFFSLGFDVRDHYRELGGDSAA
HAAPTNDLNGVRAYSAVDVEGLYTLGTVVVDYRGYRVTAQSITPGILEREQEQSVIYGSIDFGKTVVSHP
KYLELLEKTSRPLKVQRHAVLNEKDSAVELCSSVECKGIIGNDGRHYILDLLRTFPPDLNFLPVEGEELT
PESQKLGFPRQHRHRLACLRQELIEAFVEHRYLLFMKMAALQLMQQKANKDKTAALQDSNAAGAGSENKP
LALESCDGTPDSPTSSESTLTPEDSEATTVSENSSAENQEAMTEVPVASINGTHEPLAAERQNGGCDGPL
EGKEADENTPGLAQAKELAESLAAEDGSGIDPKSREVVLNACKAVGSISNTSFDIRFNPDIFSPGVREPD
DSNDDIKKQKQLLKDAAAFLVSCQIPSLVKDCLDHSSLPMDGATLTEALHQRGINVRYLGTVLEFMDNMP
AKAQLEHTYRIGISELITRCAKHIFKTYLQGVDLSALSAAVSYFLNCLLSSFPDAVAHLPADELVSRKKS
RKRRNRVPGGGDNTAWASLTPSELWKNITSEAHGYYNFSLQCESVDQAVEKYGLQKITLLREISIKTGIQ
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ILIKEYNFDSRHKPAFTEEDILNIFPVVKHVNPKASDAFHFFQSGQAKVQQGFLKEGCELINEALNLENN
VYGAMHVEICACLRLLARLNY IMGDHPEALSNQQKAVLMSERVLGIEHPNTIQEYMHLALYCFANGQLST
ALKLLYRARYLMLVVCGEDHPEMALLDSNIGLVLHGVMEYDLSLRFLENALAINTKYHGPRSLKVALSHH
LVARVYESKAEFRSALQHEKEGYTIYKNQVGEAHEKTKESSEYLKYLTQQAVALQRTMNEIYKNGSNAST
MPLKFTAPSMASVLEQLNIINGIIFIPLSQKDLENLKAEVQRRQLMQDSGKIQEQQGSHLELDDKLPVDD

>LST2_DANRE
MMNRFRKWLYKPKRSDPQLLAQFYYADEELNQVATELDSLDGRKDPQRCTLLVNQFRSCQDNVLNTINQI
MDECIPEERANRDFCVKFPEETRHDNLAGQLWFGAECLAAGSTIMNRETESMAMRPLAKDLTRSLEEVRN
ITRDQALRDLNHYTERIKEALRHFDGLFAEFELSYVSAMVPVKSPKEYYIQQEVIVLFCETVERALKLEY
LTQDMIDDYEPALMFTIPRLATVCGLVIYSEGPLNLDRKPEDMSELFRPFRTLLRKIRDLLQTLTEEELM
TLERSLCISQDGEFPTSSTNDPSASTGPDSQTEELEKEKGVEEVVDLTLEVTQEDSVWKEEEEKQVLPES
SSESEEEEPIDADLACSMQYDEEETEQLNMMVHQVGDEMSTLLSPPSQNQSPAHRPRPYNGSSLEGSSAT
SSTQASPRRAPGSYHDDDRVFFMDDLESGLSSELCRGQLPLPTVCLRSPEGSSCNGWLTVCQSSDATNLG
CQRKLSQSTESVGNSDRMVNGWEGLQDEDSVQTAEETANRTGGMKLSATVIFNPHSPSLSDLAVVLPQSA
DAPEGGEGGALVATQCLLNSCVCCAGGCVDNHEDAMEPAGRSMALGFEKHKLTITSSVIQSAVAAGSPGK
GNGHLPLTLPPSQGHLTHSVPNCSVQNQAREDEGSQDGIHYPCCEKCSPGVLLAQDRGSGHEGGPSCTLQ
DTGCQTQHNASVKGRSECFGKQSKDDNRKINSSSQESPLSSVPSSDIDGVSVTTCSLSSSYAPSPVSSLT
TSSDMSEDLDHQETQVALQAAKLAAHNKIRSRFHSSSDLIHRLFVCISGVADQLQTNYASDLRSILKTLF
EVMATKTDQGDNEKPKKGPCLGSAVLEDCALCQET ISSSELAAKAREGQFEDPPEWVPDEACNSCTACKA
PFTVIRRKHHCRSCGKIFCSRCSSHSAPLPRYGQMKPVRVCTHCYMFHVTPFYSDRTGI

>A0JMD3_DANRE

MWLFCAALLALGSVDSVIGDSKAVTTTLTTKWPSTPLLLEASEFLAEESQDKFWVEVEANQNTENDHDDT
DQAYYDLILKRAGELLSPVQLNLLKFSLSLRAYSSTIHSFQQTASNEPPPSGCKAFFNVHGQKSCDSERL
QGMLDNALERPKPNLFKGDHRYHSANPDAPVVILYAEMGTKEFSRLHQLMLSKANKGMITYVLRHFLASP
SKSKVHLSGYGVELATKNQEYKAKDDTQVQAGADANATVIGENDPVDEVQGFLFGKLKTIYPELKEQLKE
LRKHLIESTNEMAPLKVWQMQDLSFQTAARTLAAPSVDALNVMKDLSQNFPTKARSITKTVVNSEIRKETL
EENQKYFKGTLGLQPGDSALFINGLHIDLDVQDIFSVFDVLRNEARVMEGLRSLLIETPYTHDILKLNVQ
PSDSDYAVDIRNPAVHWINNLETDGRYASWPSNVQELLRPTFPGVIRQIRKNFHNLVMILDPTHENTAEL
LGVAEMFYSNNIPLRIGVVEVVNDSDDVDGMQDPGVALLRAFNY TADDVDGQMAFDAVISIMNRIPSGDK
LKVEHVVGVLEKRYPYVETISSTLGPDSAYDNNRKEGKAYYEQTGVGPLPVVLYNGMPLQREQLDPDELET
VVMHKILETTSFFQRTVYLGELNSDHDVVDY IMNQPNVVPRINSRILSTSRNYLDLSATNNHFIDEYARF
LFLDAKDKNAAVANSMNYMTKKDDGI IRPVTFWVVGDFDQPSGRQLLYDATRHMKTSNNVRLGLINNPSE
NPSNENSLTARATWAAMQTQTSNNAKNFITKMAKEETAQALYGGSDIAEFAVGGMDVPLFKSAYESPNVN
FLLAHSAYCRDVLKLQKGQRAVISNGRI IGPLEEREVFNQDDFLLLESTILKTSGERTKGKIQQMGMVED
RASDLVMKVDALLSSQPKGEARTEHTFAEDRYSAVKIRPKEEEVYFDVVAVLDPVTRDAQKLAPLLLVLK
QLVDVNLRVFMNCQSKLSDLPLKSFYRYVLEPETVFLTDSSFAPGPMAKFLDMPQSPLETLNLNTPESWM
VESVHTRYDLDNIYLEEVDSVVAAEYELEYLLLEGHCFDVTTGQPPRGLQFTLGTASDPVIVDTIVMANL
GYFQLKANPGAWMLRLRKGRSDDIYKIYSHDGTDSPAEADDLIVVLNNFKSKI IKVKVQKKPDMINEELL
SDGTHENESGFWTSTARGFTGGSNPEEPKQEKDDVINIFSVASGHLYERFLRIMMLSVLKHTKTPVKFWF
LKNYLSPTFKEFIPYMAEKYGFQYELVQYKWPRWLHQQTEKQRI IWGYKILFLDVLFPLAVDKFLFVDAD
QIVRTDLKELRDFDLEGAPYGYTPFCESRREMDGHRFWKSGYWASHLAGRKYHISALYVVDLKKFRKTAA
GDRLRGQYQGLSQDPNSLSNLDQDLPNNMIHQVPIKSLPQEWLWCETWCDDASKKKAKTIDLCNNPQTKE
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PKLQAAVRIVGEWSDYDQETKRIYNNFLDEKERGTLEGYQSTDRKHPGGDTHSEL

>A0JMD5_DANRE
MTAPKTQKPKGPNKKKITITVLMVVVVLAILAVAAFLIKQLIDSKYFFCTKSWKFIPLEKVCDGKNDCSE
AEDESACVTMFKPNTTFPLRLYSANNVLQVLSPSDNTWKSVCSESFTQQHAETACQLLGYSVSPVESSIA
VGPLPSDLKISFCMVGTTKPQTFQSAVSDRKVCSTGTVISLSCSADCGLSRNQDRIVGGKDADTANWPWQ
VSLQYSGQHTCGGSLVTPNWVVTAAHCENGDGRKALSRWTVVSGITYLSSTPSSYVKETTVNSNYKPAES
DFDITMIKLQSPITVSESRRPVCLPPQNLGLKGGDGLVVTGWGHMAEKGGSLSSMLQKAQIQVIDSAQCS
SPTVYGSSITPRMICAGVMAGGVDACQGDSGGPLVHLADRWVLVGVVSWGVGCARPGFPGVYTNVDQMLD
WAHSVMQTYK

>A0JMD6_DANRE
MDPVVRRKIPACVRSLLTDITPKQEENLSDWPETHSESITSKDGIALPKRGTSETLLTPADSTEGVTTDG
NPSSIKPCGLCLIKPSSYTCPRCNIPYCGLACYKSQSHSKCSEEFYKESVLQELKSRGATDEEGKSKMQE
ILLRLRQSADTEGGMQNFLRHLDGTNVTEGDAQALDLLCKLAELQSGGDENSHEAQETILAKLEEADDDDD
DEDLAEKLAGLDVDSLSEEQLWSLLSTQEKEKFENLLKVGSTAGMVVLWRPWWEQHEKETKTLIEELRFE
SQEEVRTAKKGKPQKVASDAKQSAVPPISAKTPPLHRLTSNPSPLVQFNLINALYGYTFSLCLENGDISD
TLLEFSQALVSISEFLGAGRVFNSVPEALDAGIRSVSAGGYFDREDSSAPIRAVEAVAHVLTGRSREDAE
GYTLSALSQVRSALSKAKMAAAKDDDERMRQGFFQAGKKCEFFQSWVKENPEVLRRLAGSVWMDFERREV
ERETLEEDRKLLDEARGKSRGKGALIEEVE

>A0JMD7_DANRE
MTHVRQHGGPSANFTKMTSDMEPLKAVNKFPDNVTEIVQYVPASDTKKVQKRKVTIRGIVTLGLPTALAT
TALTTGLLVWHFHFRYNGKVRKMFSGHLTISSQTFSDAYENNNSTEYKELALKVSKQLKSTYGQVHVLSR
YHVASSVQGFSEGNNNGITAYYLSEFNVRESKVSALEEATASMDDTENTRKSRRGFSRMTDSLIIDGITS
GAVDARLADRNLKRSSKRSNHAHANQTDITRSPGFPDNSYSPNLYTEWQIRADPEHRVRLEFDTLDLEKD
CHNDFIKVYDSLAPSEKLVITEKCGYRLPNEKPPKTVYTVKSNQLTVKENSDRSYVSEGFSAEFEAFEPT
NPCPGRFECDNDLCISSDQHCDGYNDCGDMSDERGCMCNETQIQCKNGFCKPSFWGCDGVNDCGDNTDEE
NCGNCKTWEFRCRSGRCISAQKQCNGYNDCGDGSDESRCAKSTAVHCSDSTYKCKNKQCISKLNPMCDGE
TDCVDGSDEAECKCGKKPPKSTRIIGGKDSDEGEWPWQVSLHMKTQGHVCGASVISNSWLVTAAHCVQDN
DQFRYSQADQWEVYLGLHNQGETSKSTQRSVLRITPHPQYDHSSYDNDIALMELDNAVTLNQNIWPICLP
DPTHYFPAGKSVWITGWGKLREGSDAVPSVLQKAEVRIINSTVCSKLMDDGITPHMICAGVLSGGVDACQ
GDSGGPMSSIEGNGRMFLAGVVGWGDGCGRRNRPGVYTRVTDYRSWIREITGI

>A0JMD8_DANRE

MFLKTVPPAVATHSEWRSSKSCSLPLYFNDSASDSDLASVSGTPFPQKIQMITESLHSTQSSGMSENEQA
EKAAHSSHEAGYKGQMRLMDMSARTRRSGSDTKLQNNRSDTGDDSDSDDSVDRGIEEATQEYLKEKVDHK
RKGDPVTSSPPAPKLQRREPDAPKQQTHSSSAKVLTASNHIQRLSSGMVALKKKVKKKQLSKENPFKKAD
VSKVSPLKSLPPPRAKKGSSSSSEMDKSPPRLVIKEEEEWLDSSSDDGIEEETQRFQQEKKEKQEGDRDA
QRSPQKIKDSDSSSDEGIEEATRRFKEEKHKQKKNKSLLKPAQLVPAQRSKPAVASPERTISTQPLKVLSK
KNNIKKLSTNKSTSLPTPLSVSHFLNKCTSQPAKAKTFTASEDPSSSKEPKKKLKETQPNKGVRLSLSKK
RKFKEEQCKLSRDQDMVLNVKEEPPGTPLIHSDSTRLELSTTPTATSHSSSVKNSKLKQNSPPRKGADHV
TKDNVSSCSASSPKAATIGSERNDSSDKSSSLDSDEDLDAATKDLLKTKKKVKKKVRDLKARKSDKPFEAS
SLDAIKKQKPLTEQKCIPLNKLVKSSILKGGKESLNIQAKNDKVPKSKPAKGKCEVQNFKPSKSLAQTDK
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VTGNGGISSAPGGDTLSPSLHADDDSDVDSDDSTERETRRFLAERAKVSAPVTTNIKSEEKGINSSSAET
EENPDLQKTRTGTPVSAATSTSGRLWKTELTGTSTKSTETPAELNKGPVLTPGSSCIMGFSRTESQKPEN
SAPRDPTNGSSQTGKDTPTGHVIKPNSFTPPCVNSETARPLGHQHQNLFLMRPVNNRMSESSSRNSNDIP
ISHQSRSAPRIPLREVITSLCPSPLSKTQINSPTVDLSTSVPPLSRTEGVYMHNRLKRDRHFSDRPHISF
STSHLCQPSPELQSRQGVSVIQVQRDQAVLFQATNRLQVSQTEATASLGETQREGGSVSKEDEEEKCIDE
TNVESDEERKDQKTKDTSKQTNNQ

>AOJME7_DANRE
MSGGKKRSGFQITSVTSDYNQSSAESHPVELLSPGTQRATPPSARNPAHGRGSESQTTSPTQFISNGLSL
RQSPALQTQQSCSQPTTPVTARKQNSLDAGGSRFRVVRLDQGPGEPYRRGRWTCVDVMEREVEERGLRRV
IDSMRHAHSLESLETVGLGGAEGAVGGARLKPLAVHPGHMVHSQGTTHLLSQCRTEYAHSGPPSPTYNHT
LYDTQPITGDVVQLEKSPEEGKGRRKCVQY

>CTC1_DANRE
MEEFLNNFKSYSRADQRWLSAVFEAVQQQFSPLLDSDGFSVARLAQSVVEKVQRAVGSDCADLPVSYRIV
SVSELIRDQRTACCSSLCWSSAHYRDQAKKAEQTLPNYKALPRDNLLLIGFLCDGRADGKSEGEWRVRDA
GGSVPCMMLKSSCLWLGRLMLFPTWNYTPQNAPGAAGYLELVDPPVCVTLEAMTFDPGGALTEVMSVRHA
AELLAHSCEDQVCVCVGGQVCVVGPLLLIRGKRFFCLVLSDGGSSVALTIRELKHQYWRQCVCVGQSVWI
SSLRVCSLGALEGRRVLTDSCQSRLHPHTPLQESSEEQDTEDDTHTPADTTHTLADATRTPADDTRLASD
PAVRVKPSTIISFKGTVTKILNAEAGLYELDGQVGLCLAYQPTQKWGGGLRPGAEIQLHNVHFTYQASAF
APRAVLWACLRSSVQITAFSRLCSELQVTEPHGALQRLLLERNLGPSQYLWLCYCQKATAERLSPRWVRP
DRVCVVAGRLLDAVCDAEQKTKKKRNIYTEMIQEPHHCPISMYCVRWPSAALWSVQQLCVWMQREVWSSL
SLPALLSASAPHMTALELNSALRWSSVELRLEEASPDPLLLLGVLELQAESATLQLRDHTHKLHCLCVCR
DHSPNISTAWQGCLVCVRRCTLVMERFMKTNFPSWKHLDQPSYITLKHCRVYLQLCMDDLITISPSSSMS
HOQMAESKLTHGHTHRSCGESSKRLRSADAGVCERADSSAVCVSLLFRLENKHGVTLQNVSADTHTRQLGF
KCRAVCVGGVQRWSHDPKNCRIQERERDGGGQTVELHFRGSCVRWFPVLHPGCVYRLTALNTEDVGVLEA
KGVSARGGVTQLSSPSLLLQPQWRVHTLPEEPADAQAAAPALMSVSEVLHSSSAPEVVSFHGITSQRITL
QEDNEAQPKIKSVSPTADTQEDLRVRLTVQDAECPGLMVHVYLDLSCGLYTLGLITGAALQVHHVQRKVS
RACNVYCRSLPISYVSVTGLRSVCSGPAAAAPPPPMMLLGSWASVGSQQCLVAQVKGHVVCVLSLRLQWI
CSLCGSIFTQTTCGRTHPPCDSTSAVFQAEAKVVLEDGTGEAHVWFSSESVCGLLMLNAVQWEGLQRLVR
VKGHVKVYTRGRTMTCDDSPDDSIVQYLSCLCSSVSVCRQIHVTCRRRAQKTGKSQLRKVHRGQTEFICK
FPPALQLQCQHIHTR

>AOJMF2_DANRE

MGDPFTRTVQRRSRMRNFNWDATPRHSVLGKRNVWTAHRNLENFELDTKRMEELFSHNEHHGLIRKGGTV
RKSVWGLSQIAAESENVSTLNSKKSMNIGILLKQFKRTPKDIVEAVRNGNMCFASGKLRELNKLLPDDVE
TKKLMSFNGDLSALNDADRFMVMMVQVPGYKVRLKSLLLREEFFPFIEETKHSTAVMTTAANELLACDDL
HSTTRLVLKAGNYMNAGGYAGSAIGFRMASLLKLVDTKANKPGMNLMHYVTMQAQQIDEALLHFTDQLQH
IGIAARIQKQEVEMDFQRELEKTKEAKIDASKQPDLLHQMEAFLRMADIRLMDVEASLQELEATSTSVAE
YFCEDAATFKLEECCSIFHSFCERFEKAAQENRDREAAETRKRQQREREILTKTAKRRSTGSCSTQDGNN
DNSTLESVLTSFLKQRPSRRRPGGPTSVANSLVKNIRPQVEKREDNENLDSPIDSNEEKFETPRVEEPEN
ICQEELPPCVINDVQRARAASKRGQCIDDELTPESSDRKQDEGSYTSIKQKLEDGVVDKKEVEEVEDLNK
EEDKEKTEEADKMPDLSGKVFRFQDCGLNELSTPDRSRIVCTSTPRQRDIKEVDLALQTGLGGLGSPWTI
LSPRVSPRNTPHRRHSFSTISRVDILDDGVWALPDTPVRDKPSFSHKSAASSSLPDCPSKRTPAQGMFPRS
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ASLTDEKERAPNFKLGQIFQRRIGTEVLPDKRQEGSGLVSFFRRFGERNRAGTVG

>AOJMF5_DANRE
MTVVVLRLQGLNTEAGSEDIRRFFHGLHIPEGGVHI IGGEMGEAFI IFKTEREGQLAMRYSGKTIKGSSV
SLHISSVAELKRKMESRLKKPKPTELETNVVPSSPTDTNAALLLSLMGATYGLHSNNKDNQQGQTQQTPG
NVNQNSPEMQTWPLTGKQMNTDAQHSLNHELASTEQQTGRGENLNLSKPGYLRLYGFPDCVAKQETFQFL
RGLPVLEVITKVRLQLGWCCLVKLASFSDAEEGLKYSHRKFKEFNVEVRLAHEKMWTDAVEESKNCTQNL
KPHSSSEQNEANNNRNAVRAFTNKRIAEEQPSPGSPKKFCRNDPSPQKEYSVIVNNLSRNITKTETKNIF
GCHATQNYRIKHLLNKWGERTSTAFITFDNSEDQASAMKMNGMNVGLKNIEVLSTITKEETILDILSKNRFV
KSWRPPPYGNTHLSMSCIYARNFPADVRKEEVKGFFMPYNTGDDAVRLLVDNQGNGIGEATVEFRFQNTA
KQAQRLHGKYFMGAKILLTCITHQQMEKILGKR

>HAUS6_DANRE

MSKLKKTDGKYLWWCLLCLKFKPDNVSVTKT TKHLNLGMNMFDKPNKEAFYIVIHFLFENKLNPTRAQDVFE
RNCWLVWDHKSDAEFRKVAFAWLQEIANEEGSAFPKVAASHLLSAFGPKFINLMLHLAKHVMLKTMKTEN
TDGMWVPEAAAVPASSEEMELKRFQLVKRQFQRVTVEQDFLIQDYQKRAKVLEKSLRDLDAENAKYDSLL
KEHDSITDLKEVILAKVQKLRGLWNEVDRFLSNHQGKRDIVASVINGQVDQYILCGQELNVKMPAALRER
MERPSHQSSAVRLYEGGQPVLVRLLALLNEGLHVLREEREKTVGPSVQLONQDVQEHALLFTRSKENLNL
IRWKLVKEDAAETKVSIGKLEEEWECKWANCLKNTPLTCFLEEDPVLDLVSPMVALSFEPASEASFQASV
ISQYPCKPHDLLEQPSKEKLDTTVAVVHLEQEVHLKPETIKISSVATEDQDVLVPSDSCFSPEHVTCGTPP
CETILSVIETPSPKQPCHTNLHSKPKASVLKTKAQILDLECDNLASQFADAVIMSPGNQRSDVDLGQLLN
ATSDPFSSRKQLCRTPESLIKDVRSSWRKAVEEGLAEKKQASWNQQDSLSWLKTPMANMNSPCKTLNLES
SMSFSTNLDNCTSPPVQQGSTLHSTLSWDSSQMEVLTSQCSSDVIKFSTAQEEPPDLFDVSENSDSSVEN
SGEKARDEELCLPSVGLCYLDETPQLTEQLCLGASSDKSVFKDSPVHLSMSKDLSHWTTDHFSLDLDRLE
SLSSPPRAENLTLPNLVNVNLDEY

>A0JMGO_DANRE
MGGLTEERVRVVAITQALKAVGIRVKNWKNFLNGNSNCEQTLCQENASQRFAFGRDLHLLPQHDLPDNGG
TVPRFLVEACVFLSQHLNTEGLFRKTGSLTRIRALRADLEQGKPVFHPPHSSLLQPSDVASLIKQFLREL
LSPLIPTDLQIPLIQAQGLEMTHDQEGARNRTTLLITALFPSSNACALRYLCTFLRQVADRCSENRMDAS
SLAVVIAPNLLQCPTQPNKLTLDTEKHLDQQTSVIKSLILNADRIGVVPSCLLEPSKSTGGIGTPSPVGG
TMFSKRTGLSVYRSLRRQRRRSVGEIFVDAFAKLKPCRTPTEPATVLGVASETLLLKSPTPQSPVTVKRK
AAEESLPELEGSARKRRSLHDLREDTTTTITQESVDSRSPLEDNCSNEDPTPTTTKKRSHTRDQRKSLKP
PGQEEKVNRRRKSLRFFTVSSGSNSSNLSVSPADKVLENGLEEQPNTKSGAPFTNAELSSNIPFILIDGP
EGVVVGSEVDDDPGLLNCSFAESPNDCPNTRSEVSCIQGQDSEVPCDDECWTVLESEKFEPLAECELIQP
VTQHEGFQVNAGTEVKNEPEVKQLEEQPRKESKKVKNSFKNRSRPRRSISLPEVTLESCTHALADLEKEV
VGAEPEMEDSVWPMFESLTLSNEHDNVTAEKKVGSKEAQETKGSVKTLKNYKQDKMADSTLGFKRPHQRL
SMAERLRGFSALTLLLRTSRAAPQFRDKPQESLQKAAARLKRQGARRFGRSISHDGVPEREAEQDPVGSP
PANQAYLGLCDASPDSGVESVDHEPINDLISQDICKGPQNSPKAQPTNEVDVDSLISFENPNQDLILSAS
DKTECEFQCKKTNQDVEELDLHKLLDQKCQIGGQEEDDCHDSDVLTEVLSPDIASPMFLQEMVPLNLEGD
VDDLRRSDLSSA

>A0JMG4_DANRE
MPKKKKNGHSPSRAPMQSAEYGSGSESRAYGTNGSFVTRAGATHLGSSTHYSSGRVESQSRDET TQRMQE
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MFSHLDPEVICMVLSEVDFKVDNAMDSLLEMSDAAEGIAPPSPPLSGFEQAAALLRTNTTQTDLLSGTAQ
REVFSNQPRSQPELSPDETCLTEEFDALLDQELQTLTTQQMQASSHSPVSSTPLSSLPSSSQLLSLASQP
QCPAPQSLAEHAEHVSYSDPGLSEARGGSSPVNELSFGGGHIPETKTISLDFSHLTLEANSTEPRPSAFQ
VYRRPDQLHNHAGAKKHQESLSTPAMFWNTQAAEFHPHSMGPPFITPVIPNPTPWSSNPTPASQWLTHAT
VRQAPLKPSATVPKSWTLPTRHRLKLEGQVLVLLRGAPGSGKTTLANAMLAQNPGGVVLSTDEYFMRNGH
YYFEPNLLGEAHEWNHQRAKDAFEKGRSPITIDNTNTQCWEMKPYVAMAQKHRYKVLFREPDTWWKTKPR
ELEKRTRHQVTKEKIRRMLERYDRFVSVQT IMNSNKPEPVPSVAALTQIETEQPQQFLHPGLTHPDLVGD
SDLSKLNLHLSSSLPDVSSVSQIYNTTSAGEEESEMALYTCKESMLTCENVQEDARTPQSDLLDSEGLDS
ELDACLVDTDKEFSNLRSGINEEYIVSEHETFHEPPVAFSESTAQRIRKVRENDRKPQVKSVIDQPVNLD
PILDSSEPKKEKRCEGEPFVEDKVVRPELLDFVGDWPLVSQDQRQGRCQNSRNNIFNNSGLEASVVEHQD
NKDKDKDGQDKDVSTDSTAEFQKLVDLLQGGGRNSFPDFYHTPASNTLTTLQSSLLSVKESDRDLEPMVL
PELPDCVLERKYSEGTNPRKDYIYSPSTPEQGADPIGPSNQMSSEKSTQDETEQEDNGKGSKVVIDSEGS
LERRKGLSRRSGKSCKLALTFTNQSTSSPCSQSPVVSHLPSEITPAGGTPSLPMLCSSTSAQTYPQDFAL
LWRIDQQKSFELASDSSNSRMFVLEGNSLRFTPKINEEESAWQHRVPYRVVHEKGSQVEDNDFRESNSKQ
QNLETLSGHFRHVSVDILEDLYEKCHQDIEWTTNLLLDSGERLYKEDNEVDLGSLVPMQESCELSIKPTE
TVVCSQSDQARALLSDDSSNSSLSSISPKSQETNPSEVSPASDDWSPGQSSLSDAEGYDEESMTEEICES
EPSHETVKQLKEDTKIQLAVPAIKEELAEKTGEQDAGLQDTLVSQSEQIVRLLEEDLKEWKEEEGGGEER
EDDETKAEVNALTQLLLSQVDEMEQKEEEERKERENERRRTGLGKREQSSMDIQSLELKLPTELALQLTE
LFGPVGISPGAFSSDDCAVQIDLNLAKLLHQKWKETIQEKHRLAALSYQLMQECPTQWGSKSKLRDQTAL
HEETPFMDHWNASCAPVSLRDIMIEEQVMQDSVEKCRSSRKDLDKKDSAAKLKENQLFSMFPTIDRHFLR
DIFRDHNYSLEQTEQFLQTLLDDGPVKNVVAPEPSPQRNGTYRAPSKERKWKSRDGEVDAAQFQDSEDPE
YDDFRTEATLQRRQQIECFNKAAEAHRQGRKDVASFYAQQGHMHGEKMREANHRAAMQIFQQVNASLLPQ
NILDLHGLHVDEATHHLSQVLLDKCLEFHQGVCPPQLSVITGRGNRSQGGVARIRPAVLDYLKNQHYSYT
EPKIGLVLVTLH

>A0JMH5_DANRE
MEGNRDEAKKCLNTAVKATEDGNKNKALKFLYKAEKLYPTEKAKVLLEALLNNGNSTGNSTAYCGKSSNG
SKPGSQTQHEAPKQDSAAADLTKGFTKEQAEGVQRIKKCKNYYEVLGIRKDASDDELKKAYRQLALKFHP
DKNHAPGATDAFKKIGNAYSVLSNPEKKRQYDLSGGEEPSTPNYSSHEGFDFHRGFESDI TPEDLENMFF
GGSFPSSNSHEFTNGRTYSHHTEETRGERVEERGDGGFSMFIQLMPIVVLVLVSILSQLLVSTPPYSLYS
RPSTGQTVKRQTENLHVDYFVTTDFKSEYKGSALLKIEKSVEEDYVSNVRNNCWKERQTKTDLLYAAKVY
RDERLQRKAELMTMENCKELDRLNDLFRGG

>AOJMI1_DANRE

MNSAIKVTNSTAIRAEVRRHENLQKTINKFIKQLERVEDQQLRTGLKVFLHSTIQASCANSQEWTLTRTIP
ELRLGVLGSIRSGKSALVNRFITGSYLPLESHEGGRYKKEVLVEGQSQLLLIREESGPPSAQLCNWLDGL
ILVFSLENEASFQEVYKNYSELSAHRNIAETPITAVGTQDKISSTNARVIEDKRVQQLCIDVRRCTYYET
CATYGLNVDRVFNEMTQKIVAAKKQAALLASCKSLPNSPSHSGASTPVSGPGQASNGAQSSDYPSSLPST
PVISHKDIRGGASRDGVTQRNPPRRRTSLFANRRGSDSEKRSSDSRSDTSRSVPTIKQGTLWKRSERSLNK
EWKKKYVTLSNSGMLTYHSNINEFLQNAQGKEMDLLRVTVKVPGKRLHRAAAPGAPSPGPALVPVPGVNG
LSKDKQTPEGGAAPNLLTVEEASRAGLSYPNDQKVKRCPSSVSNKGFSVDSSIEGVTSPPLGKEHMPSSP
MTDRKKKKRNRS INLKGDAAAGQAEEEESVDFITISSTGQSWHFEAQSQEDRDAWVQATESQILASLQSC
ESRNKARRNSQSEAVALQATRNAKGNDLCVDCAAPNPTWASLNLGALTICIECSGIHRNLGTHLSRVRSLD
LDVWPSELTKVLSAIGNHMANHIWETCTQGCQKLTPEATREQRESWIRAKYEQRAFVSPLPAQCSEDTMS
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TWLLKAVINRDLPNLLLLLAHSTKEL INIPPEGAGQQHHSALHAACQLGDVVMTQLLVWYGSDVKSKDPQ
GRTALTLARQAGSKECAEILVQHGCPSETSPTSPTPVLSRKSSITSVGRVNSRRRVS

>RRF2M_DANRE
MLLSLTFPVLRGCTGHLVNRSLQAPRWRVTWKRSYSLLQDEVKSLRTVVNPDISKIRNIGIMAHIDAGKT
TTTERMLYYSGYTRALGDVDDGDTVTDYMAQERERGITIQSAAVTFDWKDYRINLIDTPGHVDFTLEVER
ALRVLDGAVAVFDASAGVEAQTMTVWRQAEKHQIPCVCFLNKMDKPAASLRYSLDSTKAKLKANPVLLQI
PIGSGKSFTGLVDLITRQKMMWQGNALTNDGRSFEINSLQPSDDPNVLLAVSEARAALTEQVADLDDDFA
ELLLGEYGENFDAVPAVKLQEAVRRVTLARKGVPVLCGSSLKNKGVQPLLDATTAYLPAPNERNHDLVRW
YKNDLCALAFKVVHDKQRGPLVFVRIYSGSMKAQSSVHNINRNETEKMSRLLLPFADQQIETPSLSAGNI
ALTVGLKQTVTGDTIVSSKASAAAATRRAQAEAESRSNSHSAALAGVEVPEPVFFCSTEPPTMAKQADLE
HALNCLQREDPSLKVRIDPDSGQTVLCGMGELHIETTHDRIKREYKIETHLGPLQVAYRETILQSATAKD
LLDRILGEKRHVVSVELTVHPLKENSSASCDITFEEDVKAMLPADVREAVENGVQSAYLQGPVLGFPVQG
VQTVIQNVRLESGTSAAMVSACVSRCMLKALKQAGGQVLEPVMALEVTVGEEHLSSVLADLSQRRGTICD
TQSRQDNKILLADVPLAEMMGYSTVLRTLTSGNATFSLELSSYEPMNSQDQNILLNKMAGLT

>A0JMK6_DANRE
MMLSLPKLSAGGVVVLLATLLHTLTVQGASVRHHRLRGGDQGGFLAPSSDMIKALEY TESLKQRADGPES
PTGDYDEVDKFRFLVQLASLQDENTPTHEDATRWPDNKVPQWVRSLLRVLDQAGESPESQAAGNERRLHK
TRRPVADGESPAGDYAGFVKPHKKYPLMFEDEENGRDNKRATEDLDEQYTPQSLANMRS IFEELGKLSAA
QKRDDEEDGEDDDDLYRVRNAAYEDVTGGEEWVPLEEQLETEELVKGSHEEYKRALGDISEQGMENMERR
GEEEDENPDDDTKLVDYYLLKVLEMTDQAQKRDLMEGRRRLLSRPSLIDPRATKQLLSATSMKLQVPPED
LVGMLFMEETRKQQQRLPEPQLARNPSQPRYKSRVIKYYNGRQPEVTVSDIPHDVKTEDILKVLGLGNLA
NKNAKFSLLKQRPYKTAMTNYFNPNGRRGSLFLSELNKAPSKRKDDYDDDDAVDEDEESTFLAAKLLTEY
PDTSSSNRKRAIDSAANGQLPYELYEEAMKDFFDQVDNGKSALAKRDTQGKEEPEGPQKPPAQDPAQETV
DQTPPESGTEDGKEYHGKIVAGM

>BICR2_DANRE
MAPTMGVDDLLASPQDDRSPTLLEKDLILAAEVGQALLEKNEELASQIMQMESEMEAMQQEKHMVQRRLE
VRDLEASQREAELQADISALRAQLEQKHIQGRDRRREESEQLIQLSNHNQKLVEQLAEAVSLEHTLRTEL
RTLREEMEDTSFSKSTSSARLDSLQAENRVLKERCTHMDERLKSTQEDNERLRSERDGLRERATELQTSL
KDKETELEQEHSTVFQLRTVNRTLQQRVQALGEEASLGEATCFPLSLQSEIQQCQAKETILAHSSVLREK
EEETQRLQKELQSRETELEGLREEVKLFRNSPGKPTYKALEEEMILARQERDALNQQLLNTIRHKVALSQ
EVESWQEDMRLVICQQVQLQQQEKEKENNKERTGFQRGTRTTKSLRLRGEEGRKGFFSALFGGD

>CAF1A_DANRE

MVVVMLAAEEPLASTPRRDMDCVGKANTNKKLVQARLPFKRLNPEPKECNEPKRTKGPVAPKCSEPSDQE
NDQDSSSTSHHGPALVNGRGPLDCFMSRRKRSPLRSAPEAT IDLTEDSNDSAKQQPAPPTAATCPLSEEK
TKTSEGTTEPTIPLTEEETEKDEAEDVDALPLLDITQDSDTEEEEEEEEEEEEQQQEAEVSHGNESVLST
GSTSSASVIASSPEPSKSAPTTPASTSRINAANKVKRRSLKSVQEQEEKQRQRDEKERLKQEAKAAKEKK
KEEARKMKEEKEREKKEKKEKDEKERREKKERDEKEKADKLKAKEEQRQMK TEAKLEEKRKKEEEKRLKE
EKDRIKAEKAETITRFLQKPKTQLAPKTLASACGKFAPFEIKAHMSLAPLTRVQCEDSVLEDLDRYLAQPD
STLNGLKDWTGHKPRSSGPTRPRHSAQGDCVVITESQKADDGPDRSRYGRMKLLHFHDNYRPAYWGTWSK
KSTHISPRCPLRLDKDLLDYEVDSDEEWEEEEPGESLSHSEGDDDDEAGEDDDDDDGFFVPHGYLSEGEG
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ALEDEEGGDPEKQKVRQRMKAREWENELMSKGKVKVLEAVVRGCFWEGEKPLPDFLQPYAVCMLEPLSKD
EASTPEQDASRQQRNEKLLTMLLPLLHGNVNSNKVIITEFLEFCRQQTSSPTESLLNTTESTPPRIHVRR
ITKENAVYEKRSTFKRCCWYVHADVLARYSQEALPVPCQWSYLTSGANVTRDEHSGSQGNSPTTNSSTTP
SNKRKSASSHSITKYMKKCGESEQTEAMETDGFQADTEDDEDDDCI T IGEQSGSSEQDINTSLPQTDRET
EPMDTSASETAALALPCPTPATA

>AOJMLO_DANRE
MPRGHKQHCEFAQFDISATLNFLSACKHFKPFLTKGENVKKVINVRNVVMHSPDLKMNNEDMNRHLETIF
QFADMLNSKVSALSVLREKTEQFNNILDKNFNQTEVDGQHKDLKTMVDFQEVLNREQQALKDRIEYLITH
FEGNLDKNENSPDMTTLMEFLHQNKDLLENLGPEVYKLKGMQTKLNQHEKQINNLTNRVDQLEKVKETTN
TAGQSSSQITNYPKFIKDNRSWLINTVKNIDQILDDLSELHSESVANVKAKQTKQAMMRELLLYVNCERT
AKDLFNALLKHEKRPMEERLKGL

>AOJML6_DANRE
MNRMGSMCTFDEIRMDDRLNGHRTLRLTLHEQNQQQQQPVTDKPVGRAFALIQPTYERKPLKSDLIKPSD
DQGEVIKVYLEDRKEAQARHQQSLKMLSEEVSQIQEVRYCLKSLREQMAAKSHRAEHKLVLSGARKVNGT
HSALTQSLNGLERQDSMDEQEKEKMREASKRLYGQLQEAEKKHQEEREKLLMEARQYKQQLSEQSEHLKR
1QQSKQQQDQQIDDLRRLMSGMEQESSGLREQLMSREAETLQLRELRDEGHVGTQRLEELEKDNATLKEK
THHLDDMLKSQQRKMRQMIEQLQNSRMVIQERDRATRELEEKVAMLEAENKQMRDQMDY YLGSQRSNSFL
PSDSNAQIVYSKPLRPSSQSNKSLPFIKVIEIKS

>DALD3_DANRE
MEESAPFSTVSTVKALSGALRGDAGHEADISREREKLWFKESSAKNLRNRDFLAPNTVLTTLYAGGEVPS
DILSAVHTLRGSGVLPIGATEVTTEGLRVCVDRCAAFRGVLCGIMPYLKPAAQRQGCVLINCPALHTKQS
VPSPDTLALGQLRTILIADHLGAQLRRQGYTVSFCPALPQESDIVNFLKTLGIDWPTVPVSWTNEDREEK
MKKALENSAYRDRETEKGKRRSRGEETEGEKRGLKEDVRINLKQVVQDENLNGYDPSLGTCTVQREALCH
LAQLDSATADFPASTTTALHVTSCQDEFRQQQTAMLWRAAGATALQRLVICGPVKTPGVQMNAAQYFQLR
KAQMKEASEMKYGDQVEGQTWDDIIRVMTSATVRFELLSTVHTSPVTLDVQRDSGVSTKGPRGGVEVMYN
CARLHTLFSSYEKGVEQGLYPEIPGGTELDFSALKEEGEWLLLFNYLTPFSETLDQSAQTLEHEGGGARV
QLRTEQVCRFLVSLSKDFSSYYNRVHVLGEPLPHLFNQMFCRLLLLRALRELYHSALDSLNLPPTPQL

>A0JMMO_DANRE
MAEPRFNNPYFWPPPPSTPGQLDNLVLINKIKEQLMAEKIRPPHLQPTSVPSQQPLLVPSAGTEGGQHNI
STPKLQQMPGLHAHGTSQPDITALHARPASSSVTGRILGDVNLNLDDKTATKARGLWEDWHLRQIIDQPSR
ANHLSGLSLASSRNANHNTSESVTPSTPTSPTIGGQSRQGIPTANLLSGLTGGPGMEALKNSGALMGPPM
KSIGRGRKKIKAENTSGPLLVVPYPILASGAEQSAVITAKEGKTYRCKVCPLTFFSKSDMQIHSKSHTEA
KPHKCPHCTKTFANASYLAQHLRIHLGVKPYHCSYCEKSFRQLSHLQQHTRIHTGDRPYKCLQPGCEKAF
TQLSNLQSHQRSHNKDKPYKCSNCYRAYSDSASLQIHLSAHATKNAKAYCCSMCGRAYTSETYLMKHMSK
HTVVEHLVSQQSPPRAESPSVPVRISLI

>A0JMMZ2_DANRE

MDAVWMLPVLLVLPLLLWTSSTFVFYFKKCFYVAYMMLLAVIATPICILKSGGRDIENMRVIRFLVRHVK
YFLGLRYQVSGWEHLQTEGPYVIISNHQSSLDVLGMVEILPDRCTMIAKKELTIWAGTVGMICWLGGIVFI
NRKKTSDAKNVMSDAAKTMLTDKIRLWVFPEGTRNQNGGLLPFKKGAFHLAIQAQVPIIPIVFSSYSKFY
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LRKEKEFKSGTITLKVLPKIETKGLTADDVTTLSDQAFGVMRSAFMEISGQSAQSNGPSTH

>AO0JMM5_DANRE
MFYAQLFTSKRGTLAKIWLAAHWEKKITKAHVFECDLETTIKEILSPQIKIGLRTSGHLLLGVVRIYSRK
TRYLLADCSDALVKIKVAFRPGQTDLPDDAMEATLKTITLPEDFTDFDSQLPDLNTIDVVDHFSLNQCRT
EDITLKENFGNLFLSLERTIGEEMQSYQGLFDQSFSVHGDCFGDEEMAVDLIDI TANTAEDTLMSDENGNS
INELPATPPPTAVNAVEPEKPETSCLKERSSPDVTETTFLVNEDEGFALAPVSATPCSAKKRKVRKRKLV
IDRSKQLTNSAIRDQLADCSDILSPLEIAPPTRQLMEWRESGGVKQLISSFCLPVLHPDLKQLFPSEVSP
RRQGLKGGARQQTDPEEMREQTREAVEEDTVQPVMDDWSLLQDSVAQEQPVDADTTLEDSVCHPEPPPSW
NSTIESRLEVSYPEPQSEISTLSHPSVEMRETPLVTKTQSVLGSQDLEDRRMTSRAHDLLQALKSQDSSP
DAVYSLHALCESGSRSYVAALFFCMLVLRKQQFLNLHQSAPYSDITATPGPLFHST

>A0JMM6_DANRE
MWKSVVGHDVTVETESQGDDWETDPNFENDVSEQEQRWGAKTIEGSGRKEHISTADLRQNVSREHEVVKK
KELDQGPKASYGYGGKFGVEKDRMDKGALGHSYVAEVEQHSSQTDAAKGFGGKFGVQKDRVDKSAMSYEY
KAQVQQHASQKDYAQGFGGKYGVQKERVDKAAMGYDYKGETEKHQSQKDYAKGFGGKYGVEKEKVDKAAM
GYDYKGETEKHQSQKDYAKGFGGKYGVEKEKVDKAALGYDYKGETEKHQSQKDYAKGFGGKYGVEKEKVD
KAALGYDYKGETEKHQSQKDYAKGFGGRYGVQEDRMDKNASSFNKMESPSSSYEKPQAFEGSSVGAGNLK
ARFENMAKASDEDNKKKAEEERTRRLAREKREREEARRKQEEQSQHVEEEKQSPPPVPVSQKPQQEFRKL
PEIPREEIEPDVEEENQPENEEPPSLPPRPSDLLEDETYAECEPPPVPQEEDYEDVGSYSAQAGENDYED
LGGGGTTARATYDYQGEDSDEISFMPDDIITNIEMVDEGWWKGMCNGRTGLFPASFVELL

>A0JMM7_DANRE
MDHDTQWLYQLLADVQLERFYLRMRDGLNVTRMEHLSYVKEADLEQIGISKPGQRRLWEAVKRYKTNMRA
RSWMVKATNGRAPEGNDQSNAAGSGQGPVRALTCLIQDRELLFGDRLGSGSFGVVRKAEWHTPTGRVLPV
AVKTLRSGQVDLVSDFLQEVTSMQSLDHPNTTHLYGVVLTHPLKMVTELAPLGSLYDTLRLRHGEYPLSR
LWLFSTQIAAGMEYLESRRFITHRDLAARNVLLAAREQVKIGDFGLMRGLDDRDHY IMTAHRRIPFAWCAP
ESLRTGSFSHASDVWMFGVTLWEMFTYCEEPWLGLSGRQILYRVEREGERLERPPDCPQELYAVMRKCWA
CNSTERPTFAQLTTMVSEAQPMEVRSVKDIAEPRRLSLQANDLVTVIDHGLDMCEWKGQNQRTLSVGWEP
PALTAPALTAVVPASGPTLISSPVRGSLHHTGHGDTDPGRSRGTPERIDDNRRWRVPLAKEKEGSNLKKM
AGMSRSLESVLGGPQDKGRGVGVNAAQRSDQRRNMQNNNVIQDPRRFSDAVVIPPPRPPPPNIKSIKPQM
MMMFLDRRAANPSGWSPQTQAQPQFQPQQQGLGTSNLTRMTHLAKSSPQLDDATEKDKEREKEQERERER
EKGKERYPPLVDKEAVIAQVQAAVHGVTNEEVQKALHRCDWNPAKAEQQLKTDQLYYMNQCTREECQKVL
SRYNWDLQIASRYVIRMAKERDRVLDRRGERV

>A2LDC_DANRE
MIATHILLLVFSNIVLPALCINVEVYGTLKKGQSNYHELTNTTHGQAEFITCARTKDPYPMV IATKDKFP
FLLNVPGSGQQVYGEIYNVDQNMLDFLDEFEECPDLYQRTSIQLKILKGNGDSEEAFVYSTSTFDPDWLN
KPTFSVYDATGDPGNNCVSRE

>ATHL1_DANRE

MGGVYNGDGGTCHRGNIPCPLAAQMKTGEVGRQLYELNMHTGVFSHTVVTSDFEATQVLYAHRNQSNLLY
MEILLKRIKTSAEPITIQLESSFKPQSEDIAFQNAPDYKGGRHIFGQTASSEVPGGVRPVVHLIWTPVTP
TLTLPANQSQSSWTFLVAVARSNESAQSFYDSGLALINTGDLRPSHQRSWAELWKGSSTEVIGAESLNRA
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LIGCMFYLLGSFPYVNKEASAAFEFGGVSPGGLSNGSEDEDYHGHVFWDQDTWMYPSTALFYPALARAVL
QYRVETLEGAQVNAQQMGCKGLKFAWESAVTGVDVCPEDVYSQQELHINGDVILAFQQYYYLTQDLELFQ
SGRGSEVVWGVADFWVSRVTWDSADQQYHIKGVIPPDEYYFTVDNSVETNAVAQRSLEFAVELSALLAEV
PPPAWQDIADKIKIPFDPELKFHPEFDGYKPGNKVKQADVVLLGFPLAFPMSPEIRRNDLEMYEAVTDPL
GPAMTWGMFALGWLELGEAEKAQKLLQKCFKNVQKPFQVWSESADGSGCVNFLTGMGGFLQAVLEGYTGF
RVQKEQLAFSPLLPLDVSALSVKGVCYLGHKMDWT ITSEEVKVSVRKTDSKETFTLQVVLNSGSTLLLTP
GQSVSFPRQPGHICQLKSSSSCWPI

>A0JMP5_DANRE
MWFSWMLLLATLASSSASSRTREWAHHGAMMFADLTPQEMYAVRDYLYSCSELGLTSARGTSLKKNSILL
MELHVPRKHEALRALDKGQAKPSRQARVVVQFGNQAVPNVTEY IVGPLPFPKTYHLKTFKNNKNIRFESR
PISAVEYEHLSGVLDKVGSKVNKILQESTGFTYGNCTKRCLTFSDIAPRGLTSGERRTWIMLQKFVEGYF
THPVGFEVLVNHKDLDHEKWTVEKVWYNGQYFDSLDEFVEKYEKGTVDKIKLPEHDEEDLESTY IPRGDM
NTRTNIHGAKLVEPQGRRFQVDGNFVEYAGWSFAYRVRSSAGLQIFDLRYNGERTAYETALQEATAFYSG
DTPAAMQTKY IDAGWAMGTSDYELSPGIDCPEIAHFVDLYHYYDTDKPVRYRNALCIFEMTTGIPLRRHF
NSNFQGGYNFYGGLENHVLVIRTTSTVYNYDY IWDFVEYQNGVMESRVSATGY THATFFTENGLNYGTRV
YNYVLGNLHTHLIHYKVDLDISGRENSFESIDLKYVNFTNPWSPGHT IMQSKLHRTQYETERSAAFRFGK
KFPKYLHFYNPNQLNKWGHKKGYRIQYNSHANSVLPRGWREENGITPWSRYPLAVTRHKDSEVTSSSIYTQ
NDPWEPLVSFEEFVRNNENTVNQDLVAWVTVGFLHIPHSEDVPNTATPGNSVGFFLRPFNFFNEDPSLAS
RSTVIVRPDEKGQPKVQRWTPEVVGHCVSDKPFFYNGTYAGV
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