Supporting Information S2. The independent testing dataset S, contains 500

non-NR proteins and 568 NR proteins classified into the following 7 main subfamilies
according to NucleaRDB (http://www.receptors.org/NR/): (1) NR1:thyroid hormone
like; (2) NR2: HNF4-like; (3) NR3: estrogen like; (4) NR4: nerve growth factor
IB-like; (5) NRS5: fushi tarazu-F1 like; (6) NR6: germ cell nuclear factor like; and (7)
NRO: knirps and DAX like. Both the accession numbers and sequences are given.
None of the proteins included here occurs in the training dataset S .

1. 568 NR proteins S}*

(1) 231 NR1
>THA_CHICK

MEQKPSTLDPLSEPEDTRWLDGKRKRKSSQCLVKSSMSGYIPSYLDKDEQCVVCGDKATGYHYRCITCEG
CKGFFRRTIQKNLHPTYSCKYDGCCVIDKITRNQCQLCRFKKCISVGMAMDLVLDDSKRVAKRKLIEENR
ERRRKEEMIKSLOHRPSPSAEEWELIHVVTEAHRSTNAQGSHWKQKRKFLPEDIGQSPMASMPDGDKVDL
EAFSEFTKIITPAITRVVDFAKKLPMFSELPCEDQITILLKGCCMEIMSLRAAVRYDPESETLTLSGEMAV
KREQLKNGGLGVVSDAIFDLGKSLSAFNLDDTEVALLQAVLLMSSDRTGLICVDKIEKCQETYLLAFEHY
INYRKHNIPHFWPKLLMKVTDLRMIGACHASRFLHMKVECPTELFPPLFLEVFEDQEV

>THA1 SHEEP
MEQKPSKVECGSDPEESSTRSPDGKRKRKNGQCSLKTSMSGYIPSYLDKDEQCVVCGDKATGYHYRCITC
EGCKGFFRRTIQKNLHPTYSCKYDSCCVIDKITRNQCQLCRFKKCIAVGMAMDLVLDDSKRVAKRKLIEQ
NRERRRKEEMIRSLOQRPEPTPEEWDLIHVATEAHRSTNAQGSHWKQRRKFLPDDIGQSPIVSMPDGDKV
DLEAFSEFTKIITPAITRVVDFAKKLPMFSELPCEDQIILLKGCCMEIMSLRAAVRYDPESDTLTLSGEM
AVKREQLKNGGLGVVSDAIFELGKSLSAFNLDDTEVALLQAVLLMSTDRSGLLCVDKIEKSQEAYLLAFE
HYVNHRKHNIPHFWPKLLMKVTDLRMIGACHASRFLHMKVECPTELFPPLFLEVFEDQEV

>THB2 MOUSE
MNYCMPEVHEVCPAASSNCYMQVTDYLAYLEDSPALSGRDVQAVPSSSIYMEQAWAVNQPYTCSYPGNLF
KSKDSDLDMALSQSSQPAHLPEEKPFPQVQSPPHSQKKGYIPSYLDKDELCVVCGDKATGYHYRCITCEG
CKGFFRRTIQKSLHPSYSCKYEGKCIIDKVTRNQCQECRFKKCIYVGMATDLVLDDSKRLAKRKLIEENR
EKRRREELQKSIGHKPEPTDEEWELIKTVTEAHVATNAQGSHWKQKRKFLPEDIGQAPIVNAPEGGKVDL
EAFSHFTKIITPAITRVVDFAKKLPMFCELPCEDQIILLKGCCMEIMSLRAAVRYDPDSETLTLNGEMAV
TRGQLKNGGLGVVSDAIFDLGMSLSSFNLDDTEVALLQAVLLMSSDRPGLACVERIEKYQDSFLLAFEHY
INYRKHHVTHFWPKLLMKVTDLRMIGACHASRFLHMKVECPTELFPPLFLEVFED

>THB1 HUMAN

MTPNSMTENGLTAWDKPKHCPDREHDWKLVGMSEACLHRKSHSERRSTLKNEQSSPHLIQTTWTSSIFHL
DHDDVNDQSVSSAQTFQTEEKKCKGYIPSYLDKDELCVVCGDKATGYHYRCITCEGCKGFFRRTIQKNLH
PSYSCKYEGKCVIDKVTRNQCQECRFKKCIYVGMATDLVLDDSKRLAKRKLIEENREKRRREELQKSIGH
KPEPTDEEWELIKTVTEAHVATNAQGSHWKQKRKFLPEDIGQAPIVNAPEGGKVDLEAFSHFTKIITPATI
TRVVDFAKKLPMFCELPCEDQIILLKGCCMEIMSLRAAVRYDPESETLTLNGEMAVTRGQLKNGGLGVVS
DAIFDLGMSLSSENLDDTEVALLQAVLLMSSDRPGLACVERIEKYQODSFLLAFEHYINYRKHHVTHFWPK



LLMKVTDLRMIGACHASRFLHMKVECPTELFPPLFLEVFED

>Q6F3J6 CONMY
MEHMPKEQDPNLSEGEEKRWLDGPKRKRKNSQCSVKSMSVLSLSVPGYIPSYLEKDEPCVVCGDKATGYH
YRCITCEGCKGFFRRTIQKNLHPSYSCKYDGCCIIDKITRNQCQLCRFKKCIAVGMAMDLVLDDKKRVEK
RRLIEENRERRRKEEMVKTLONRPEPSGSEWELTHLVTEAHRHTNAQGSHWKQKRKFLPEDIGQSPVAPT
SDGDKVDLEAFSEFTKIITPAITRVVDFAKKLPMFSELPCEDQI ILLKGCCME IMSLRAAVRYDPDSETL
TLSGEMAVKREQLKNGGLGVVSDATFDLGKSLAQFNLDDSEVALLQAVLLMS SDRSGLTCVEKIEKCQET
YLLAFERYINYRKHNI PHFWPKLLMKVTDLRMIGACHASRFLHMKVECPTELFPPLFLEVFEDQDV

>THB1 RAT
MTPNSMTENRLPAWDKQKPHPDRGODWKLVGMSEACLHRKSHVERRGALKNEQTSSHLIQATWASSIFHL
DPDDVNDQSVSSAQTFQTEEKKCKGY I PSYLDKDELCVVCGDKATGYHYRCITCEGCKGFFRRTIQKSLH
PSYSCKYEGKCIIDKVTRNQCOECRFKKCIYVGMATDLVLDDSKRLAKRKLIEENREKRRREELQKSIGH
KPEPTDEEWELIKTVTEAHVATNAQGSHWKQKRKFLPEDIGQAPIVNAPEGGQVDLEAFSHFTKIITPAT
TRVVDFAKKLPMFCELPCEDQIILLKGCCMEIMSLRAAVRYDPDSETLTLNGEMAVTRGQLKNGGLGVVS
DAIFDLGMSLSSFNLDDTEVALLQAVLLMSSDRPGLACVERIEKYQDSFLLAFEHY INYRKHHVTHFWPK
LLMKVTDLRMIGACHASRFLHMKVECPTELFPPLFLEVFED

>THAA XENLA
MDONLSGLDCLSEPDEKRWPDGKRKRKNSQCMGKSGMSGDSLVSLPSAGYIPSYLDKDEPCVVCSDKATG
YHYRCITCEGCKGFFRRTIQKNLHPSYSCKYDGCCIIDKITRNQCQLCRFKKCIAVGMAMDLVLDDGKRV
AKRKLIEENRQRRRKEEMIKTLQORPEPSSEEWELIRIVTEAHRSTNAQGSHWKQRRKFLPEDIGQSPMA
SMPDGDKVDLEAFSEFTKIITPAITRVVDFAKKLPMFSELTCEDQITILLKGCCMEIMSLRAAVRYDPDSE
TLTLSGEMAVKREQLKNGGLGVVSDAIFDLGRSLAAFNLDDTEVALLQAVLLMSSDRTGLICTDKIEKCQ
ETYLLAFEHYINHRKHNIPHFWPKLLMKVTDLRMIGACHASRFLHMKVECPTELFPPLFLEVFEDQEV

>THB1 MOUSE
MTPNSMTENGLPAWDKQKPRPDRGODWKLVGMSEACLHRKSHVERRGALKNEQTSPHLIQATWTSSIFHL
DPDDVNDQSISSAQTFQTEEKKCKGYIPSYLDKDELCVVCGDKATGYHYRCITCEGCKGFFRRTIQKSLH
PSYSCKYEGKCIIDKVTRNQCOECRFKKCIYVGMATDLVLDDSKRLAKRKLIEENREKRRREELQKSIGH
KPEPTDEEWELIKTVTEAHVATNAQGSHWKQKRKFLPEDIGQAPIVNAPEGGKVDLEAFSHFTKIITPAT
TRVVDFAKKLPMFCELPCEDQIILLKGCCMEIMSLRAAVRYDPDSETLTLNGEMAVTRGQLKNGGLGVVS
DAIFDLGMSLSSFNLDDTEVALLQAVLLMSSDRPGLACVERIEKYQODSFLLAFEHY INYRKHHVTHFWPK
LLMKVTDLRMIGACHASRFLHMKVECPTELFPPLFLEVFED

>Q7T0K4 AMBME
MDONPSDLDCLSDPDEKRWLDGKRKRKNSQCLLKNSMSGYIPSYLDKDEPCVVCSDKATGYHYRCITCEG
CKGFFRRTIQKNLHPSYSCKYDGCCIIDKITRNQCQLCRFKKCIAVGMAMDLVLDDSKRVAKRKLIEENR
ERRRKEEMLKSMQOHRPEPTSEEWELIRVVTEAHRSTNAQGSHWKQKRKFLPDAIGQCPMTNVPDGDKVDL
EAFSEFTKIITPAITRVVDFAKKLPMFSELPCEDQITILLKGCCMEIMSLRAAVRYDPDSETLTLSGEMAV
KREQLKNGGLGVVSDAIFDLGKSLSTEFNMDDTEVALLQAVLLMSSDRSGLTSIDKVEKCQETYLLAFEHY
INYRKHHIPHFWPKLLMKVTDLRMIGACHASRFLHMKVECPTELFPPLFLEVFEDQEV



>THAB XENLA
MDONLSGLDCLSEPDEKRWPDGKRKRKNSQCMGKSGMSGDSLVSLPPAGYIPSYLDKDEPCVVCSDKATG
YHYRCITCEGCKGFFRRTIQKNLHPSYSCKYDGCCIIDKITRNQCQLCRFKKCIAVGMAMDLVLDDSKRV
AKRKLIEENRVRRRKEEMIKTLQORPEPSSEEWELIRIVTEAHRSTNAQGSHWKQRRKFLPEDIGQSPMA
SMPDGDKVDLEAFSEFTKIITPAITRVVDFAKKLPMFSELTCEDQITILLKGCCMEIMSLRAAVRYDPDSE
TLTLSGEMAVKREQLKNGGLGVVSDAIFDLGRSLAAFNLDDTEVALLQAVLLMSSDRTGLICTDKIEKCQ
ETYLLAFEHYINHRKHNIPHFWPKLLMKVTDLRMIGACHASRFLHMKVECPTELFPPLFLEVFEDQEV

>THA RANCA
MDONLSGLDCLSEPDEKRWPDGKRKRKNSQCMGKSGMSGDSSVSLLSAGYIPSYLTKDEPCVVCSDKATG
YHYRCITCEGCKGFFRRTIQKNLHPSYSCKYDGCCIIDKITRNQCQLCRFKKCIAVGMAMDLVLDDSKRV
AKRKLIEENRERRRKEEMIKTLQORPEPSSEEWELIRIVTEAHRSTNAQGSHWKQRRKFLPEDIGQONPMA
SMPDSDKVDLEAFSEFTKIITPAITRVVDFAKKLPMFSELPCEDQITILLKGCCMEIMSLRAAVRYDPDSE
TLTLSGEMAVKREQLKNGGLGVVSDAIFDLGRSLSAFNLDDTEVALLQAVLLMSSDRTGLICTDKIEKCQ
ETYLLAFEHYINHRKHNIPHFWPKLLMKVTDLRMIGACHASRFLHMKVECPTELFPPLFLEVFEDQEV

>THA SALSA
MEPISNVEDPNSSEGDEKRWPDGPKRKRKNSTCSVKSMSALSLSVQGYIPSYLEKDEPCVVCGDKATGYH
YRCITCEGCKGFFRRTIQKNLHPAYSCKYDGCCIIDKITRNQCQLCRFRKCIAVCMAMDLVLDDSKRVAK
RRLIEENREKRKKDEIVKTLOARPEPDSSEWELIRHVTEAHRHTNAQGSHWKQKRKFLPEDIGQSPRAPT
PDGDKVDLEAFSEFTKIITPAITRVVDFAKKLPMFSELPCEDQIILLKGCCME IMSLRAAVRYDPESETL
TLSGEMAVKREQLKNGGLGVVSDAIFDLGKSLAQFNLDDSEVALLQAVLLMSSDRSGLTLVDKIEKCQET
YLLAFEHY INHRKHNIPHFWPKLLMKVTDLRMIGACHASRFLHMKVECPNELFPPLFLEVFEDQEV

>THB2 HUMAN
MNYCMQEIYEVHPAAGSNCYMQSTDYYAYFEDSPGYSGCDAQAVPSNNIYMEQAWAVNQPYTCSYPGNMF
KSKDSDLDMALNQYSQPEYFTEEKPTEFSQVQSPSYSQKKGYIPSYLDKDELCVVCGDKATGYHYRCITCE
GCKGFFRRTIQKNLHPSYSCKYEGKCVIDKVTRNQCQECRFKKCIYVGMATDLVLDDSKRLAKRKLIEEN
REKRRREELQKSIGHKPEPTDEEWELIKTVTEAHVATNAQGSHWKQKPKFLPEDIGQAPIVNAPEGGKVD
LEAFSHFTKIITPAITRVVDFAKKLPMFCELPCEDQIILLKGCCMEIMSLRAAVRYDPESETLTLNGEMA
VTRGQLKNGGLGVVSDAIFDLGMSLSSEFNLDDTEVALLQAVLLMSSDRPGLACVERIEKYQDSFLLAFEH
YINYRKHHVTHFWPKLLMKVTDLRMIGACHASRFLHMKVECPTELLPPLFLEVFED

>Q6F3J5 CONMY
MEHMPEEQDPNPSEGEEKRWLDGPKRKRKNSQCSVKSMSGYIPSYLEKDEPCVVCGDKATGYHYRCITCE
GCKGFFRRTIQKNLHPSYSCKYDGCCIIDKITRNQCQLCRFKKCISVGMAMDLVLDDSKRVAKRRLIEEN
RERRKKEEMVKTLQNRPEPTNSEWELTRMVTEAHRHTNAQGSHWKQKRKFLPEDIGQSPVAPTSDGDKVD
LEAFSEFTKIITPAITRVVDFAKKLPMFSELPCEDQIILLKGCCMEIMSLRAAVRYDPESETLTLSGEMA
VKREQLKNGGLGVVSDAIFDLGKSLAQFNLDDTEVALLQAVLLTSSDRSGLTCVEKIEKCQETYLLAFEH
YINYRKHNIPHFWPKLLMKVTDLRMIGACHASRFLHMKVECPTELFPPLFLEVFEDQEV

>THA HIPHIT
MEPMSNKQDSNSSEGDEKGWPDVPKRKRKNSQCSMKSMSALSVSVPGYIPSYLEKDEPCVVCGDKATGYH
YRCITCEGCKGFFRRTIQKNLHPAYSCKYEGCCIIDKITRNQCQLCRFKKCISVGMAMDLVLDDSKRVAK



RRLIEENREKRKREEMVRTLQVRPEPDTAEWELIRMATDAHRHTNAQGS SWKQKRKFLSDDIGQGPMVPT
SDGDKVDLEAFSEFTKIMTPAITRVVDFAKKLPMFSELPCEDQIILLKGCCMEIMSLRAAVRYDPESETL
TLNGEMAVKREQLKNGGLGVVSDAIFDLGKSLAQFNLDDTEVALMQAVLLMSSDRSGLTSLEKIEQCQEA
YLLAFEHYINYRKHNIPHFWPKLLMKVTDLRMIGACHASRFLHMKVECSSELFPPLFLEVEFEDQEV

>THA NECMA
MDONLSDLDCLSDPDEKRWLDGKRKRKNSQCLLKNSMSGYIPSYLDKDEPCVVCSDKATGYHYRCITCEG
CKGFFRRTIQKNLHPSYSCKYDACCIIDKITRNQCQLCRFKKCIAVGMAMDLVLDDSKRVAKRKLIEENR
ERRRKEEMLKSMONRPEPTSEEWELIRLVTDAHCSTNAQGSHWKQOKRKFLPDAIGQCPMTAVPENDRVDL
EAFSEFTKIITPAITRVVDFAKKLPMFSELPCEDQITILLKGCCMEIMSLRAAVRYDPESETLTLSGEMAV
KREQLKNGGLGVVSDAIFDLGKSLSAFNLDDTEVALLQAVLLMSSDRSGLTCMDKVEKCQETYLLAFEHY
INHRKHHIPHFWPKLLMKVTDLRMIGACHASRFMHMKVECPTELFPPLFLEVEFEDQEV

>THA1 BRARE
MENTEQEHNLPEGDETQWPNGVKRKRKNSQCSMNSTSDKSISVPGYVPSYLEKDEPCVVCGDKATGYHYR
CITCEGCKGFFRRTIQKNLHPSYSCKYDSCCIIDKITRNQCQLCRFRKCISVGMAMDLVLDDSKRVAKRR
LIEENREKRKKEEIVKTLHNRPEPTVSEWELIRMVTEAHRHTNAQGPHWKQKRKFLPEDIGQSPAPTSDN
DKVDLEAFSEFTKIITPAITRVVDFAKKLPMFSELPCEDQIILLKGCCMEIMSLRAAVRYDPESETLTLS
GEMAVSREQLKNGGLGVVSDAIFDLGKSLSQFNLDDSEVALLQAVLLMSSDRSGLTCVEKIEKCQEMYLL
AFEHYINHRKHNISHFWPKLLMKVTNLRMIGACHASRFLHMKVECPTELFPPLFLEVFEDQEGSTGVAAQ
EDGSCLR

>Q766D2_ ORYLA
MEHMPKEQDSNSNPSEGEEKQWLNGPKRKRKNSQCSVKSMTGY I PSYLEKDEPCVVCGDKATGYHYRCIT
CEGCKGFFRRTIQKSLHPSYSCKYDGCCIIDKITRNQCQLCRFKKCIDVGMAMDLVLDDSKRVAKRRLIE
ENREKRKKEEMVKSLQTRPEPTVDEWDLIRMVTEAHRNTNAQGAQWKQKRKFLPEKIGQSPVAPTSDGDK
VDLEAFSEFTKIITPAITRVVDFAKKLPMFSELPCEDQIILLKGCCMEIMSLRAAIRYDPESETLTLSGE
MAVKREQLKNGGLGVVSDAIFDLGKSLAQFNLDDTEVALLOAVLLMSSDRSGLTCVDKIEKCQETYLLAF
EHYINYRKHNIPHFWPKLLMKVTDLRMIGACHASRFLHMKVECPNELFPPLFLEVFEDQEV

>Q5RZV6_PSEAM
MEPMSNKQDSNSSEGDEKGWPDVPKRKRKNSQCSMKSMSALSSSVPGYIPSYLEKDEPCVVCGDKATGYH
YRCITCEGCKGFFRRTIQKNLHPAYSCKYEGCCIIDKITRNQCQLCRFKKCISVGMAMDLVLDDSKRVAK
RRLIEENREKRKRDEMVRTLQVRPEPDTAEWELIKLATDAHRHTNAQGSSWKQKRKFLSDDIGQGPMVPT
SDGDKVDLEAFGEFTKIMTPAITRVVDFAKKLPMFSELPCEDQIILLKGCCMEIMSLRAAVRYDPESETL
TLNGEMAVKREQLKNGGLGVVSDAIFDLGKSLAQFNLDDTEVALMQAVLLMSSDRSGLTSLEKIEQCQEA
YLLAFEHYINYRKHNIPHFWPKLLMKVTDLRMIGACHASRFLHMKVECPSELFPPLFLEVEFEDQEV

>THAA PAROL

MEPMSNKQDSNSSEGDEKGWPDVPKRKRKNSQCSMKSMSALSVSVPGYIPSYLEKDEPCVVCGDKATGYH
YRCITCEGCKGFFRRTIQKNLHPSYSCKYEGCCIIDKITRNQCQLCRFKKCISVGMAMDLVLDDSKRVAK
RRLIEENREKRKREEMVRTLQIRPEPDTAEWELIRMATDAHRHTNAQGS SWKQKRKFLSDDIGQSPMVPT
SDGDKVDLEAFSEFTKIMTPAITRVVDFAKKLPMFSELPCEDQIILLKGCCMEIMSLRAAVRYDPDSETL
TLNSEMAVKREQLKNGGLGVVSDAIFDLGKELGQFNLDDTEVALMQAVLLMSSDRSGHQCMEKIEQCQEA



YLLAFEHYINYRKHNIPHFWPKLLMKVTDLRMIGACHASRFLHMKVECPSELFPPLFLEVEFEDQEV

>THBB XENLA
MPSSMSVRLFTASAAQRKKIQEGDCCVVLAGKTQGRFILIGAVARVSGYIPSYLDKDELCVVCGDKATGY
HYRCITCEGCKGFFRRTIQKNLHPSYSCKYEGKCVIDKVTRNQCQECRFKKCKTVGMATDLVLDDSKRLA
KRKLIEENREKRRKDEIQKSIVQRPEPTOQEEWELIQVVTEAHVATNAQGSHWKQKRKFLPEDIGQAPIVN
APEGGKVDLEAFSQFTKIITPAITRVVDFAKKLPMFCELPCEDQIILLKGCCMEIMSLRAAVRYDPESET
LTLNGEMAVTRGQLKNGGLGVVSDAIFDLGVSLSSFSLDDTEVALLQAVLLMSSDRPGLSSVERIEKCQE
GFLLAFEHYINYRKHNIAHFWPKLLMKVTDLRMIGACHASRFLHMKVECPTELFPPLFLEVFED

>THA HUMAN

MEQKPSKVECGSDPEENSARSPDGKRKRKNGQCSLKTSMSGYIPSYLDKDEQCVVCGDKATGYHYRCITC
EGCKGFFRRTIQKNLHPTYSCKYDSCCVIDKITRNQCQLCRFKKCIAVGMAMDLVLDDSKRVAKRKLIEQ
NRERRRKEEMIRSLOQRPEPTPEEWDLIHIATEAHRSTNAQGSHWKQRRKFLPDDIGQSPIVSMPDGDKV
DLEAFSEFTKIITPAITRVVDFAKKLPMFSELPCEDQIILLKGCCMEIMSLRAAVRYDPESDTLTLSGEM
AVKREQLKNGGLGVVSDAIFELGKSLSAFNLDDTEVALLQAVLLMSTDRSGLLCVDKIEKSQEAYLLAFE
HYVNHRKHNIPHFWPKLLMKEREVQSSILYKGAAAEGRPGGSLGVHPEGQQLLGMHVVQGPQVRQOLEQQL
GEAGSLOGPVLQHQSPKSPOORLLELLHRSGILHARAVCGEDDSSEADSPSSSEEEPEVCEDLAGNAASP

>THA PIG
MEQKPSKVECGSDPEENSARSPDGKRKRKNGQCSLKTSMSGYIPSYLDKDEQCVVCGDKATGYHYRCITC
EGCKGFFRRTIQKNLHPTYSCKYDSCCVIDKITRNQCQLCRFKKCIAVGMAMDLVLDDSKRVAKRKLIEQ
NRERRRKEEMIRSLOQRPEPTPEEWDLIHVATEAHRSTNAQGSHWKQRRKFLPDDIGQSPIVSMPDGDKV
DLEAFSEFTKIITPAITRVVDFAKKLPMFSELPCEDQIILLKGCCMEIMSLRAAVRYDPESDTLTLSGEM
AVKREQLKNGGLGVVSDAIFELGKSLSAFNLDDTEVALLQAVLLMSTDRSGLLCVDKIEKSQEAYLLAFE
HYVNHRKHNIPHFWPKLLMKEREVQSSILYKGAAAEGRPGGSLGVHPEGQQLLGMHVVQGPQVRQLEQQL
GEAGSLRGPVLQHQSPKSPQORLLELLHRSGILHARAVCGEDDSSEAGSLTSSDEDPEVCEDAAQATQPL
PEAPPRADGEGGGGGS

>THA RAT
MEQKPSKVECGSDPEENSARSPDGKRKRKNGQCPLKSSMSGYIPSYLDKDEQCVVCGDKATGYHYRCITC
EGCKGFFRRTIQKNLHPTYSCKYDSCCVIDKITRNQCQLCRFKKCIAVGMAMDLVLDDSKRVAKRKLIEQ
NRERRRKEEMIRSLOQRPEPTPEEWDLIHVATEAHRSTNAQGSHWKQRRKFLPDDIGQSPIVSMPDGDKV
DLEAFSEFTKIITPAITRVVDFAKKLPMFSELPCEDQIILLKGCCMEIMSLRAAVRYDPESDTLTLSGEM
AVKREQLKNGGLGVVSDAIFELGKSLSAFNLDDTEVALLQAVLLMSTDRSGLLCVDKIEKSQEAYLLAFE
HYVNHRKHNIPHFWPKLLMKEREVQSSILYKGAAAEGRPGGSLGVHPEGQQLLGMHVVQGPQVRQLEQQF
GEAGSLRGPVLQHQSPKSPQORLLELLHRSGILHSRAVCGEDDSSEASSLSSSSSDEDTEVFEDLAGKAA
SP

>Q80Y90 MOUSE

MEQKPSKVECGSDPEENSARS PDGKRKRKNGQCPLKSSMSGYIPSYLDKDEQCVVCGDKATGYHYRCITC
EGCKGFFRRTIQKNLHPTYSCKYDSCCVIDKITRNQCQLCRFKKCIAVGMAMDLVLDDSKRVAKRKLIEQ
NRERRRKEEMTRSLQQRPEPTPEEWDLTHVATEAHRSTNAQGSHWKQRRKFLPDDIGQSPTVSMPDGDKV
DLEAFSEFTKIITPAITRVVDFAKKLPMFSELPCEDQTILLKGCCMEIMSLRAAVRYDPESDTLTLSGEM



AVKREQLKNGGLGVVSDAIFELGKSLSAFNLDDTEVALLQAVLLMSTDRSGLLCVDKIEKSQEAYLLAFE
HYVNHRKHNIPHFWPKLLMKEREVQSSILYKGAAAEGRPGGSLGVHPEGQQLLGMHVVQGPQVRQOLEQQL
GEAGSLRGPVLQHQSPKSPOORLLELLHRSGILHSRAVCGEDDSSEASSLSSSSDTEDTEVCEDQAGKAA
SP

>THA MOUSE
MEQKPSKVECGSDPEENSARSPDGKRKRKNGQCPLKSSMSGYIPSYLDKDEQCVVCGDKATGYHYRCITC
EGCKGFFRRTIQKNLHPTYSCKYDSCCVIDKITRNQCQLCRFKKCIAVGMAMDLVLDDSKRVAKRKLIEQ
NRERRRKEEMIRSLOQRPEPTPEEWDLIHVATEAHRSTNAQGSHWKQRRKFLPDDIGQSPIVSMPDGDKV
DLEAFSEFTKIITPAITRVVDFAKKLPMFSELPCEDQIILLKGCCMEIMSLRAAVRYDPESDTLTLSGEM
AVKREQLKNGGLGVVSDAIFELGKSLSAFNLDDTEVALLQAVLLMSTDRSGLLCVDKIEKSQEAYLLAFE
HYVNHRKHNIPHFWPKLLMKEREVQSSILYKGAAAEGRPGGSLGVHPEGQQLLGMHVVQGPQVRQLEQQF
GEAGSLRGPVLQHQSPKSPQORLLELLHRSGILHSRAVCGEDDSSEASSLSSSSSDEDTEVFEDLAGKAA
SP

>THAB PAROL
MAQWPEKEEEEQPMFGEEYTGYIPSYLEKDEPCVVCGDKATGYHYRCITCEGCKGEFFRRTIQKNLHPSYS
CKYDCCCIIDKITRNQCQLCRFKKCIAVGMAMDLVLDDSKRVAKRRLIEENRERRKKEE IVKTLONRPEP
TGAEWELIRMVTEAHRHTNAQGAQWKQKRKFLPDKIGQSPVAPTSDGDKVDLEAFSEFTKIITPAITRVV
DFAKKLPMFSEQLPCEDQIILLKGCCMEIMSLRAAMRYDPESETLTLSGEMAVKREQLKNGGLGVVSDAT
FDLGKSLAQFNLDDTEVALLQAVLLMSSDRSGLTCMDKIEKCQETYLLAFEHYINYRKHNIPHFWPKLLM
KVTDLRMIGACHASRFLHMKVECPNELFPPLFLEVFEDQEV

>Q800D8_SPAAU
MSEPAEKCSPRWKDEAMONGY I PSYLDKDELCVVCGDKATGYHYRCITCEGCKGFFRRTIQKNLNPTYAC
KYEGKCVIDKVTRNQCQECRFKKCIAVGMATDLVLDNSKRLAKRKLIEENRERRRKEELQKTVWDRLEPT
QEEWELIRMVTEAHMATNAQGNHWKQKRKFLSAAWVKETKPEEIGQASMVNPPEGNKVDIEAFSQFTKI T
TPAITRVVDFAKKLPMFCELPCEDQIILLKGCCMEIMSLRAAVRYDPESETLTLNGEMAVTRGQLKNGGL
GVVSDAIFDLGVSLSSFNLDDSEVALLQAVILLSSDRSGLSSVERIERCQEEFLLAFEHY INYRKHKVAH
FWPKLLMKVTDLRMIGACHASRFLHMKVECSTELFPPLFLEVFED

>THB BRARE
MSEQADKCNSRWKDEAMONGYIPSYLDKDELCVVCGDKATGYHYRCITCEGCKGFFRRTIQKNLNPTYAC
KYEGKCVIDKVTRNQCQECRFKKCIAVGMATDLVLDDSKRLAKRKLIEENRERRRREELQKTVWDRPEPT
QEEWEMIRVVTEAHMATNAQGNHWKOKRKFLPEDIGSAPIVNAPEGNKVDIEAFSQFTKIITPAITRVVD
FAKKLPMFCELPCEDQITILLKGCCMEIMSLRAAVRYDPESDTLTLNGEMAVTRGQLKNGGLGVVSDAIED
LGVSLSSEFNLDDSEVALLQAVILLSSDRPGLTSVERIERCQEEFLLAFEHYINYRKHKVAHFWPKLLMKV
TDLRMIGACHASRFLHMKVECPTELFPPLFLEVFED

>THB_ PAROL

MSEPAENCSPRWKDEAIQNGYIPSYLDKDELCVVCGDKATGYHYRCITCEGCKGFFRRTIQKNLNPTYAC
KYEGKCVIDKVTRNQCQECRFKKCIAVGMATDLVLDDSKRLAKRKLIEENRERRRKEELQKTVWDRLEPT
QEEWDLIRMVTEAHMATNAQGNHWKOKRKFLSAAGVKEDKPEEIGQASMANTPEGNKVDIEAFSQFTKII
TPAITRVVDFAKKLPMFCELPCEDQITILLKGCCMEIMSLRAAVRYDPESETLTLNGEMAVTRGQLKNGGL



GVVSDAIFDLGVSLSSEFNLDDSEVALLQAVILLSSDRPGLSSVERIEPCQEEFLLAFEHYINYRKHKLAH
FWPKLLMKVTDLRMIGACHASRFLHMKVECPTELFPPLFLEVFED

>ERBA AVIER
EDTRWLDGKHKRKSSQCLVKSSMSGYIPSCLDKDEQCVVCGDKATGYHYRCITCEGCKSFFRRTIQKNLH
PTYSCTYDGCCVIDKITRNQCQLCRFKKCISVGMAMDLVLDDSKRVAKRKLIEENRERRRKEEMIKSLOQH
RPSPSAEEWELIHVVTEAHRSTNAQGSHWKQRRKFLLEDIGQSPMASMLDGDKVDLEAFSEFTKIITPATL
TRVVDFAKNLPMFSELPCEDQIILLKGCCMEIMSLRAAVRYDPESETLTLSGEMAVKREQLKNGGLGVVS
DAIFDLGKSLSAFNLDDTEVALLQAVLLMSSDRTGLICVDKIEKCQESYLLAFEHYINYRKHNIPHFWSK
LLMKVADLRMIGAYHASRFLHMKVECPTELSPQEV

>Q6F3J8 CONMY
MSEQAGKCSPRWKEHELMQOHGY I PSYLDKDELCVVCSDKATGYHYRCITCEGCKGFFRRTIQKNLHPTYA
CKYEGKCAIDKVTRNQCQECRFKKCIAVGMATDLVLDDSKRLAKRRLIEENRQRRRRREEVQRKVIWSKPE
PTPDEWELIRAVTEAHVATNAQGNHWKQKRKFLRAVEVKE SKAEDIGQAPT INAPDGSKVDLEAFSQFTQ
IITPAITRVVDFAKKLPMFCELPCEDQIILLKGCCMEIMSLRAAVRYDPESETLTLNGEMAVTRGQLKNG
GLGVVSDAIFDLGVSLSCFNLDDSEVALLQAVILMSSDRPGLTSVERIEQCQEDYLLAFEHY INYRKHKV
SYFWPKLLMKVTDLRMIGACHASRFLHMKVECPTELFPPLFLEVFED

>THB RANCA
MPSSMSGYIPSYLDKDELCVVCGDKATGYHYRCITCEGCKGFFRRTIQKNLHPSYSCKYEGKCVIDKVTR
NQCQECRFKKCIAVGMATDLVLDDSKRLAKRKLIEENREKRRKDELQKTLVQKPEPTPEEWELIQVVTEA
HVATNAQGSHWKQKRKFLPEDIGQAPIVNAPEGGKVDLEAFSQFTKIITPAITRVVDFAKKLPMFCELPC
EDQIILLKGCCMEIMSLRAAVRYDPESETLTLNGEMAVTRGQLKNGGLGVVSDAIFDLGVSLSSENLDDT
EVALLQAVLLMSSDRPGLSSVERIEKCQEGFLLAFEHYINYRKHNVAHFWPKLLMKVTDLRMIGACHASR
FLHMKVECPTELFPPLFLEVFED

>Q90Y21 SALSA
MSEQGDKCTTPRWKHEAMONGY I PSYLDKDELCVVCGDKATGYHYRCITCEGCKGFFRRTIQKNLNPTYA
CKYEAKCIIDKVTRNQCQECRFKKCIAVGMATDLVLDDSKRLAKRKLIEENRERRRKEELQKTVWDRPEP
SQEEWDLIRMVTEAHMSTNAQGNHWKQOKRKFLPEDIGQAPVINAPEGSKVDIEAFSQFTKIITPAITRVV
DFAKKLPMFCELPCEDQIILLKGCCMEIMSLRAAVRYDPESETLTLNGEMAVTRGOLKNGGLGVVSDAIF
DLGLSLSSFHLDDSEVALLQTVILLSSDRPGLTSVDRIERCQEEFLLAFEHY INYRKHKVAQFWPKLLMK
VTDLRMIGACHASRFLHMKVECPNELFPPLFLEVFED

>Q90Y22 SALSA
MSEQGDKCTTPRWKHEAMONGY I PSYLDKDELCVVCGDKATGYHYRCITCEGCKGFFRRTIQKNLNPTYA
CKYEAKCIIDKVTRNQCQECRFKKCIAVGMATDLVLDDSKRLAKRKLIEENRERRRKEELQKTVWDRPEP
SQEEWDLIRMVTEAHMS TNAQGNHWKQKRKFLSAVGVKETKPEDIGQAPVINAPEGSKVDIEAFSQFTKI
ITPAITRVVDFAKKLPMFCELPCEDQIILLKGCCMEIMSLRAAVRYDPESETLTLNGEMAVTRGOLKNGG
LGVVSDAIFDLGLSLSSFHLDDSEVALLOTVILLSSDRPGLTSVDRIERCQEEFLLAFEHY INYRKHKVA
QFWPKLLMKVTDLRMIGACHASRFLHMKVECPNELFPPLFLEVFED

>THBA XENLA



MPSSMSGYIPSYLDKDELCVVCGDKATGYHYRCITCEGCKGFFRRTIQKNLHPSYSCKYEGKCVIDKVTR
NQCQECRFKKCIAVGMATDLVLDDNKRLAKRKLIEENREKRRKDE IQKSLVQKPEPTQEEWELIQVVTEA
HVATNAQGSHWKQKRKFLPEDIGQAPIVNAPEGGKVDLEAFSQFTKIITPAITRVVDFAKKLPMFCELPC
EDQIILLKGCCMEIMSLRAAVRYDPESETLTLNGEMAVTRGOQLKNGGLGVVSDAIFDLGVSLSSFSLDDT
EVALLQAVLILMSSDRPGLASVERIEKCQEGFLLAFEHYINYRKHNIAHFWPKLLMKVTDLRMIGACHASR
FLHMKVECPTELFPPLFLEVFED

>THB CHICK
MSGYIPSYLDKDELCVVCGDKATGYHYRCITCEGCKGFFRRTIQKNLHPTYSCKYEGKCVIDKVTRNQCQ
ECRFKKCIFVGMATDLVLDDSKRLAKRKLIEENREKRRREELQKTIGHKPEPTDEEWELIKIVTEAHVAT
NAQGSHWKQKRKFLPEDIGQAPIVNAPEGGKVDLEAFSQFTKIITPAITRVVDFAKKLPMFCELPCEDQT
ILLKGCCMEIMSLRAAVRYDPESETLTLNGEMAVTRGQLKNGGLGVVSDAIFDLGMSLSSFNLDDTEVAL
LOAVLLMSSDRPGLVCVERIEKCQEGFLLAFEHY INYRKHHVAHFWPKLLMKVTDLRMIGACHASRFLHM
KVECPTELFPPLFLEVFED

>THB_CAIMO
MSGYIPSYLDKDELCVVCGDKATGYHYRCITCEGCKGFFRRTIQKNLHPTYSCKYEGKCVIDKVTRNQCQ
ECRFKKCIFVGMATDLVLDDSKRLAKRKLIEENREKRRREELQKT IGHKPEPTDEEWELIKIVTEAHVAT
NAQGSHWKQKRKFLPEDIGQAPIVNAPEGGKVDLEAFSQFTKIITPAITRVVDFAKKLPMFCELPCEDQT
ILLKGCCMEIMSLRAAVRYDPESETLTLNGEMAVTRGQLKNGGLGVVSDAIFDLGMSLSSFNLDDTEVAL
LQAVLLMSSDRPGLVCVERIEKCQEGFLLAFEHY INYRKHHVAHFWPKLLMKVTDLRMIGACHASRFLHM
KVECPTELFPPLFLEVFED

>Q7TO0K3_AMBME
MPISMSGYIPSYLDKDELCVVCGDKATGYHYRCITCEGCKGFFRRTIQKNLHPTYSCKYEGKCVIDKVTR
NQCQECRFRKCTYVGMATDLVLDDSKRLAKRKLIEENRQKRRRDELOQKTLTIHRPEPNLEEWELTITHMVTDA
HMATNAQGSHWKQKRKFLPEDIGQAPIMNAPDGGKVDLEAFSQFTKIITPAITRVVDFAKKLPMEFSELPC
EDQIILLKGCCMEIMSLRAAVRYDPESKTLTLNGEMAVTRDQLKNGGLGVVSDAIFDLGMSLSSEFNLDDT
EVALLQAVLLMSSDRPGLLNVEQIEKFQEGFLLAFEHYINYRKHNVAHFWPKLLMKVTDLRMIGACHASR
FLHMKVECPTELFPPLFLEVFED

>Q6Y9TO NECMA
MPISMSGYIPSYLDKDELCVVCGDKATGYHYRCITCEGCKGFFRRTIQKNLHPTYSCKYEGKCVIDKVTR
NQCQECRFKKCTHVGMATDLVLDDGKRLAKRKLIEDNREKRRRDELOKTLIDRPEPTSEEWGLIQIVKEA
HMATNAEGSQWKQKRIFLPKDIGQAPIVNAPESGKVDLEAFSQFTKIITPAITRVVDFAKKLPMFCELPC
EDQIILLKGCCMEIMSLRAAVRYDPESKTLTLNGEMAVTRDOLKNGGLGVVSDAIFDLGMSLSSFNLDDT
EVALLQAVLLMSSDRPGLLSVERIEKFQEGFLLAFEHY INFRKHNVTHFWPKLLMKVTDLRMIGACHASR
FLHMKVECPTELFPPLFLEVFED

>Q766D1 ORYLA

MSGYIPSYLDKDELCVVCGDKATGYHYRCITCEGCKGFFRRTIQKNLNPTYACKYEGKCVIDKVTRNQCQ
ECRFKKCIAVGMATDLVLDDGKRLAKRKLIEENRERRRKEELQKTAWDRLEPTQEEWDLIRLVTEAHTTT
NAQGSHWKQKRKFLSQAGGKETKPEDFGQSSVVSSPDGNKVDIEAFSQFTKIITPAITRVVDFAKKLPME
CELPCEDQIILLKGCCMEIMSLRAAVRYDPESETLTLNGEMAVTRDQLKNGGLGVVSDAIFDLGVSLSSF



NLDDSEVALLQAVILLSSDRPGLSSTDRIERCQEEFLLAFEHYINHRKHKVAHFWPKLLMKVTDLRMIGA
CHASRFLHLKVECPTELFPPLFLEVFED

>P97513 MUSSP
MASNSSSCPTPGGGHLNGYPVPPYAFFFPSMLGGLSPPGALTSLQHQLPVSGYSTPSPATIETQSSSSEE
IVPSPPSPPPLPRIYKPCEFVCQDKSSGYHYGVSACEGCKGFFRRSIQKNMVYTCHRDKNCIINKVTRNRC
QYCRLQKCFEVGMSKESVRNDRNKKKKEAPKPECSESYTLTPEVGELIEKVRKAHQETFPALCQLGKYTT
NNSSEQRVSLDIDLWDKEFSELSTKCIIKTVEFAKQLPGFTTLTIADQITLLKAACLDILILRICTRYTPE
QDTMTFSDGLTLNRTOMHNAGEFGPLTDLVFAFANQLLPLEMDDAETGLLSAICLICGDRODLEQPDKVDM
LOEPLLEALKVYVRKRRPSRPHMFPKMLMKITDLRSISAKGAERVITLKMEIPGSMPPLIQEMLENSEGL
DTLSGQSGGGTRDGGGLAPPPGSCSPSLSPSSHRSSPATQSP

>RRA_MOUSE
MASNSSSCPTPGGGHLNGYPVPPYAFFFPPMLGGLSPPGALTSLQHQLPVSGYSTPSPATIETQSSSSEE
IVPSPPSPPPLPRIYKPCFVCQODKSSGYHYGVSACEGCKGFFRRSIQKNMVYTCHRDKNCI INKVTRNRC
QYCRLQKCFDVGMSKESVRNDRNKKKKEAPKPECSESYTLTPEVGELIEKVRKAHQETFPALCQLGKYTT
NNSSEQRVSLDIDLWDKFSELSTKCIIKTVEFAKQLPGFTTLTIADQITLLKAACLDILILRICTRYTPE
QODTMTFSDGLTLNRTOMHNAGFGPLTDLVFAFANQLLPLEMDDAETGLLSAICLICGDRQDLEQPDKVDM
LQEPLLEALKVYVRKRRPSRPHMFPKMLMKITDLRSISAKGAERVITLKMEI PGSMPPLIQEMLENSEGL
DTLSGQSGGGTRDGGGLAPPPGSCSPSLSPSSHRSSPATQSP

>Q6F3J7 CONMY
MSGYIPSYLDKDELCVVCGDRATGYHYRCITCEGCKGFFRRTIQKNLNPTYACKYEAKCVIDKVTRNQCQ
ECRFRKCTAVGMATDLVLDDSKRLAKRRLIEENRERRRREELQRSVWEKPEPSPQEWDLIHLVTEAHMAT
NAQGNHWKQKRKFLRDVCVPECKPEDLGHPPILSAPEGNKVDIEAFSQFTKIITPAITRVVDFAKKLPMF
CELPCEDQIVLLKGCCMEIMSLRAAVRYDPESETLTLNGEMAVTRGQLKNGGLGVVSDATIFDLGVSLSAF
NLDDSEVALLQAVILLSSDRPGLSSVERIERCQEEFILAFEHY INYRKHKVAHFWPKLLMKVTDLRMIGA
CHASRFLHMKVECPTELFPPLFLEVFED

>RRA HUMAN
MASNSSSCPTPGGGHLNGYPVPPYAFFFPPMLGGLSPPGALTTLQHQLPVSGYSTPSPATIETQSSSSEE
IVPSPPSPPPLPRIYKPCFVCQDKSSGYHYGVSACEGCKGFFRRSIQKNMVYTCHRDKNCIINKVTRNRC
QYCRLQKCFEVGMSKESVRNDRNKKKKEVPKPECSESYTLTPEVGELIEKVRKAHQETFPALCQLGKYTT
NNSSEQRVSLDIDLWDKEFSELSTKCIIKTVEFAKQLPGFTTLTIADQITLLKAACLDILILRICTRYTPE
ODTMTFEFSDGLTLNRTOMHNAGEFGPLTDLVFAFANQLLPLEMDDAETGLLSATICLICGDRQDLEQPDRVDM
LOEPLLEALKVYVRKRRPSRPHMFPKMLMKITDLRSISAKGAERVITLKMEIPGSMPPLIQEMLENSEGL
DTLSGQPGGGGRDGGGLAPPPGSCSPSLSPSSNRSSPATHSP

>RRA_CHICK

MASNSSSCPTPGGGHLNGYPVTPYAFFFPHMLGGLSPPSSLPGIQHQLPVSGYSTPSPATVETQSTSSEE
IVPSPPSPPPLPRIYKPCFVCQODKSSGYHYGVSACEGCKGFFRRSIQKNMVYTCHRDKNCI INKVTRNRC
QYCRLQKCFEVGMSKESVRNDRNKKKKDVPKTECSESYIVTPEVEELIEKVRKAHQETFPALCQLGKYTT
NNSSEQRVSLDIDLWDKFSELSTKCIIKTVEFAKQLPGFTTLTIADQITLLKAACLDILILRICTRYTPE
QDTMTFSDGLTLNRTOMHNAGFGPLTDLVFAFANQLLPLEMDDAETGLLSAICLICGDRQDLEQPDKVDK



LOEPLLEALKIYVRKRRPNKPHMFPKMLMKITDLRSISAKGAERVITLKMEIPGSMPPLIQEMLENSEGM
DTLGGQPGGPRTGGLGPPPGSCSPSLSPSSTRSSPATHSP

>RRG1_HUMAN
MATNKERLFAAGALGPGSGYPGAGFPFAFPGALRGSPPFEMLSPSFRGLGQPDLPKEMASLSVETQSTSS
EEMVPSSPSPPPPPRVYKPCFVCNDKSSGYHYGVSSCEGCKGFFRRSIQKNMVYTCHRDKNCIINKVTRN
RCQYCRLQKCFEVGMSKEAVRNDRNKKKKEVKEEGSPDSYELSPOQLEELITKVSKAHQETFPSLCQLGKY
TTNSSADHRVQLDLGLWDKEFSELATKCIIKIVEFAKRLPGFTGLSIADQITLLKAACLDILMLRICTRYT
PEQDTMTFSDGLTLNRTOQMHNAGFGPLTDLVFAFAGQLLPLEMDDTETGLLSAICLICGDRMDLEEPEKV
DKLOEPLLEALRLYARRRRPSQPYMFPRMLMKITDLRGISTKGAERAITLKMEIPGPMPPLIREMLENPE
MFEDDSSQPGPHPNASSEDEVPGGQGKGGLKSPA

>Q91YX2_ MOUSE
MATNKERLFAPGALGPGSGYPGAGFPFAFPGALRGSPPFEMLSPSFRGLGQPDLPKEMASLSVETQSTSS
EEMVPSSPSPPPPPRVYKPCFVCNDKSSGYHYGVSSCEGCKGFFRRSIQKNMVYTCHRDKNCIINKVTRN
RCQYCRLQKCFEVGMSKEAVRNDRNKKKKEVKEEGLPDSYELSPOQLEELITKVSKAHQETEFPSLCQLGKY
TTNSSADHRVQLDLGLWDKEFSELATKCIIKIVEFAKRLPGFTGLSIADQITLLKAACLDILMLRICTRYT
PEQDTMTFSDGLTLNRTOQMHNAGFGPLTDLVFAFAGQLLPLEMDDTETGLLSAICLICGDRMDLEEPEKV
DKLQEPLLEALRLYARRRRPSQPYMFPRMLMKITDLRGISTKGAERAITLKMEIPGPMPPLIREMLENPE
MFEDDSSKPGPHPKASSEDEAPGGQGKRGQSPQPDQGP

>RRG1_MOUSE
MATNKERLFAPGALGPGSGYPGAGFPFAFPGALRGSPPFEMLSPSFRGLGQPDLPKEMASLSVETQSTSS
EEMVPSSPSPPPPPRVYKPCFVCNDKSSGYHYGVSSCEGCKGFFRRSIQKNMVYTCHRDKNCIINKVTRN
RCQYCRLQKCFEVGMSKEAVRNDRNKKKKEVKEEGSPDSYELSPOQLEELITKVSKAHQETEFPSLCQLGKY
TTNSSADHRVQLDLGLWDKEFSELATKCIIKIVEFAKRLPGFTGLSIADQITLLKAACLDILMLRICTRYT
PEQDTMTFSDGLTLNRTOQMHNAGFGPLTDLVFAFAGQLLPLEMDDTETGLLSAICLICGDRMDLEEPEKV
DKLQEPLLEALRLYARRRDPAKPYMFPRMLMKITDLRGISTKGAERAITLKMEIPGPMPPLIREMLENPE
MFEDDSSKPGPHPKASSEDEAPGGQGKRGQSPQPDQGP

>Q9I8T3 AMBME
MYDCMEAFMLAPHPLYDVTNPGACMLRKARLSPCFGGLDPFGWPQPASLQSVETQSTSSEEMVPSSPSPP
PPPRVYKPCFVCNDKSSGYHYGVSSCEGCKGFFRRS IQKNMVYTCHRDKNCQINKVTRNRCQYCRLQKCF
EVGMSKEAVRNDRNKKKKE IKEEVVTDSYEMPPEMEALIAKVSKAHQETFPSLCQLGKYTTNSSADHRVQ
LDLGLWDKFSELATKCIIKIVEFAKRLPGFATLTIADQITLLKAACLDILMLRICTRYTPEQDTMTFSDG
LTLNRTQMHNAGFGPLTDLVFAFAEQLLPLEMDDTETGLLSAICLICGDRMDLEEPEKVDKLOEPLLEAL
KIYARRRRPNKPYMFPRMLMKITDLRGISTKGAERAITLKMEIPGPMPPLIREMLENPEAFEDDALSSPK
AEEKPIKVEEIPAEKPSSKEL

>RRB_HUMAN

MTTSGHACPVPAVNGHMTHYPATPYPLLFPPVIGGLSLPPLHGLHGHPPPSGCSTPSPATIETQSTSSEE
LVPSPPSPLPPPRVYKPCEFVCQDKSSGYHYGVSACEGCKGFFRRSIQKNMIYTCHRDKNCVINKVTRNRC
QYCRLOQKCFEVGMSKESVRNDRNKKKKETSKQECTESYEMTAELDDLTEKIRKAHQETFPSLCQLGKYTT
NSSADHRVRLDLGLWDKEFSELATKCIIKIVEFAKRLPGFTGLTIADQITLLKAACLDILILRICTRYTPE
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ODTMTFSDGLTLNRTOMHNAGEFGPLTDLVFTFANQLLPLEMDDTETGLLSATICLICGDRQDLEEPTKVDK
LOEPLLEALKIYIRKRRPSKPHMFPKILMKITDLRSISAKGAERVITLKMEIPGSMPPLIQEMLENSEGH
EPLTPSSSGNTAEHSPSISPSSVENSGVSQSPLVQ

>RRB_CHICK

MTTSSRTCPVPAVNGHMTHY PAAPYPLLFPPVIGGLSLPSLHGLQSHPPTSGCSTPSPATVETQSTSSEE
LVPSPPSPLPPPRVYKPCFVCQDKSSGYHYGVSACEGCKGFFRRSIQKNMVYTCHRDKNCVINKVTRNRC
QYCRLQKCFEVGMSKESVRNDRNKKKKEPTKQESTENYEMTAELDDLTEKIRKAHQETFPSLCQLGKYTT
NSSADHRVRLDLGLWDKFSELATKCIIKIVEFAKRLPGFTSLTIADQITLLKAACLDILILRICTRYTPE
QODTMTFSDGLTLNRTOMHNAGFGPLTDLVFTFANQLLPLEMDDTETGLLSAICLICGDRQDLEEPMKVDK
LQEPLLEALKIYIRKRRPNKPHMFPKILMKITDLRSISAKGAERVITLKMEIPGSMPPLIQEMLENSEGH
EPLTPTSNGNTAEHSPSISPSSVDNSSVSQSPMVQ

>RRG2_HUMAN
MYDCMETFAPGPRRLYGAAGPGAGLLRRATGGSCFAGLESFAWPQPASLOSVETQSTSSEEMVPSSPSPP
PPPRVYKPCEFVCNDKSSGYHYGVSSCEGCKGFFRRSIQKNMVYTCHRDKNCIINKVTRNRCQYCRLQKCF
EVGMSKEAVRNDRNKKKKEVKEEGSPDSYELSPQLEELITKVSKAHQETFPSLCQLGKYTTNSSADHRVQ
LDLGLWDKFSELATKCIIKIVEFAKRLPGFTGLSIADQITLLKAACLDILMLRICTRYTPEQDTMTFESDG
LTLNRTOMHNAGFGPLTDLVFAFAGOLLPLEMDDTETGLLSAICLICGDRMDLEEPEKVDKLQEPLLEAL
RLYARRRRPSQPYMFPRMLMKITDLRGISTKGAERAITLKMEIPGPMPPLIREMLENPEMEFEDDSSQPGP
HPNASSEDEVPGGQGKGGLKSPA

>RRB_COTJA

MTTSSRTCPVPAVNGHMTHY PAAPYPLLFPPVIGGLSLPSLHGLQSHPPTSGCSTPSPASVETQSTSSEE
LVPSPPSPLPPPRVYKPCFVCQDKSSGYHYGVSACEGCKGFFRRSIQKNMVYTCHRDKNCVINKVTRNRC
QYCRLQKCFEVGMSKESVRNDRNKKKKEPTKQESTENYEMTAELDDLTEKIRKAHQETFPSLCQLGKYTT
NSSADHRVRLDLGLWDKFSELATKCIIKIVEFAKRLPGFTSLTIADQITLLKAACLDILILRICTRYTPE
QODTMTFSDGLTLNRTOMHNAGFGPLTDLVFTFANQLLPLEMDDTETGLLSAICLICGDRQDLEEPMKVDK
LQEPLLEALKIYIRKRRPNKPHMFPKILMKITDLRSISAKGAERVITLKMEIPGSMPPLIQEMLENSEGH
EPLTPTSNGNTAEHSPSISPSSVDNSSVSQSPMVQ

>RRA NOTVI
MASNGGSCPSSGGHMNGYPVPHYAFFFPHMLGGLSPPGSLAGIPHPLPVSAYSTPSPATIETQSTSSEET
VPSPPSPPPLPRIYKPCFVCQODKSSGYHYGVSACEGCKGEFFRRSIQKNMVYTCHRDKTCIINKVTRNRCQ
YCRLOQKCFEVGMSKESVRNDRNKKKKQEAPKQECTESYIITPEVEDLVEKVRKAHQETFPALCQLGKYTT
NNSSEERVSLDIDLWDKEFSELSTKCIIKTVEFAKQLPGFTTLTIADQITLLKAACLDILILRICTRYTPD
ODTMTFSDGLTLNRTOMHNAGEFGPLTDLVFAFANQLLPLEMDDAETGLLSATICLICGDRQDLEQPDKVDK
LOEPLLEALKIYVRKRRPNKPHMFPKMLMKITDLRSISAKGAERVITLKMEIPGSMPPLIQEMLENSEGL
DSLTGQPPRASSLAPPPGSCSPSLSPSSNRSSPTSHSP

>Q8VHB6 MESAU

MYDCMESFAPGPRRLYGAAGPGAGLLRRATGSSCFAGLESFAWAQPASLQSVETQSTSSEEMVPSSPSPP
PPPRVYKPCFVCNDKSSGYHYGVSSCEGCKGFFRRS IQKNMVYTCHRDKNC I INKVTRNRCQYCRLQKCF
EVGMSKEAVRNDRNKKKKEVKEECSPDSYELSPQLEELITKVSKAHQETFPSLCQLGKYTTNSSADHRVQ
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LDLGLWDKFSELATKCIIKIVEFAKRLPGFTGLSIADQITLLKAACLDILMLRICTRYTPEQDTMTFESDG
LTLNRTOMHNAGFGPLTDLVFAFAGOLLPLEMDDTETGLLSAICLICGDRMDLEEPEKVDKLQEPLLEAL
RLYARRRRPSQPYMFPRMLMKITDLRGISTKGAERAITLKMEIPGPMPPLIREMLENPEMEFEDDSSKSGP
HPKASSEDETPGGQGKVGLKPPT

>Q5U645 HUMAN
MFDCMDVLSVSPGQILDFYTASPSSCMLQEKALKACFSGLTQTEWQHRHTAQSIETQSTSSEELVPSPPS
PLPPPRVYKPCFVCQDKSSGYHYGVSACEGCKGFFRRSIQKNMIYTCHRDKNCVINKVTRNRCOYCRLOK
CFEVGMSKESVRNDRNKKKKETSKQECTESYEMTAELDDLTEKIRKAHQETFPSLCQLGKYTTNSSADHR
VRLDLGLWDKFSELATKCIIKIVEFAKRLPGFTGLTIADQITLLKAACLDILILRICTRYTPEQDTMTFS
DGLTLNRTQMHNAGFGPLTDLVFTFANQLLPLEMDDTETGLLSAICLICGDRQDLEEPTKVDKLQEPLLE
ALKIYIRKRRPSKPHMFPKILMKITDLRSISAKGAERVITLKMEIPGSMPPLIQEMLENSEGHEPLTPSS
SGNTAEHSPSISPSSVKTVGSVSHHSCNKTFSSYFKHSPVPSVPGFKMQEKTFLLLLSFWTEKILKLKKD
QEVFICINIYTPHCVTYLEIQTFPILKNQPFHATRN

>RRG2_MOUSE
MYDCMESFVPGPRRLYGAAGPGAGLLRRATGSSCFAGLESFAWAQPASLOSVETQSTSSEEMVPSSPSPP
PPPRVYKPCEFVCNDKSSGYHYGVSSCEGCKGFFRRSIQKNMVYTCHRDKNCIINKVTRNRCQYCRLQKCFE
EVGMSKEAVRNDRNKKKKEVKEEGSPDSYELSPQLEELITKVSKAHQETFPSLCQLGKYTTNSSADHRVQ
LDLGLWDKFSELATKCIIKIVEFAKRLPGFTGLSIADQITLLKAACLDILMLRICTRYTPEQDTMTFESDG
LTLNRTOMHNAGFGPLTDLVFAFAGOLLPLEMDDTETGLLSAICLICGDRMDLEEPEKVDKLQEPLLEAL
RLYARRRDPAKPYMFPRMLMKITDLRGISTKGAERAITLKMEIPGPMPPLIREMLENPEMFEDDSSKPGP
HPKASSEDEAPGGQGKRGQSPQPDQGP

>Q9I8T2 AMBME
MYDCMEAFMLAPHPLYDVTNPGACMLRKARLSPCFGGLDPFGWPQPASLOSVETQSTSSEEMVPSSPSPP
PPPRVYKPCEFVCNDKSSGYHYGVSSCEGCKGFFRRSIQKNMVYTCHRDKNCQINKVTRNRCQYCRLQKCF
EVGMSKEVVAAAAVRNDRNKKKKE IKEEVVTDSYEMPPEMEALIAKVSKAHQETFPSLCQLGKYTTNSSA
DHRVQLDLGLWDKFSELATKCIIKIVEFAKRLPGFATLTIADQITLLKAACLDILMLRICTRYTPEQDTM
TFSDGLTLNRTQMHNAGFGPLTDLVFAFAEQLLPLEMDDTETGLLSAICLICGDRMDLEEPEKVDKLQEP
LLEALKIYARRRRPNKPYMFPRMLMKITDLRGISTKGAERAITLKMEIPGPMPPLIREMLENPEAFEDDA
LSSPKAEEKPIKVEEIPAEKPSSKEL

>Q9QWJ1 RAT
MYESVEVGGLTPAPNPFLVVDFYNONRACLLQEKGLPAPGPYSTPLRTPLWNGSNHSIETQSSSSEEIVP
SPPSPPPLPRIYKPCFVCQODKSSGYHYGVSACEGCKGFFRRSIQKNMVYTCHRDKNCI INKVTRNRCQYC
RLOKCFEVGMSKESVRNDRNKKKKETPKPECSESYTLTPEVGELIEKVRKANQETFPALCOLGKYTTNNS
SEQRVSLDIDLWDKFSELSTKCIIKTVEFAKQLPGFTTLTIADQITLLKAACLDILILRICTRYTPEQDT
MTFSDGLTLNRTQMHNAGFGPLTDLVFAFANQLLPLEMDDAETGLLSAICLICGDRODLEQPDKVDMLQE
PLLEALKVYVRKRRPSQPHMFPKMLMKITDLRSISAKGAERVITLKMEIPGSMPPLIQEMLENSEGLDTL
SGQSGGGTRDGGGLAPPPGSCSPSLSPSSHRSSPATQSP

>Q8VHB8 MESAU
MPSLRAPQAMPPPSCLAGALLRGPSPATIETQSSSSEEIVPSPPSPPPLPRIYKPCFVCODKSSGYHYGV
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SACEGCKGFFRRSIQKNMVYTCHRDKNCIINKVTRNRCQYCRLOKCFEVGMSKESVRNDRNKKKKEAAKP
ECSESYTLTPEVGELIEKVRKAHQETFPALCQLGKYTTNNSSEQRVSLDIDLWDKFSELSTKCIIKTVEF
AKQLPGFTTLTIADQITLLKAACLDILILRICTRYTPEQDTMTFSDGLTLNRTOQMHNAGFGPLTDLVFAF
ANQLLPLEMDDAETGLLSAICLICGDRODLEQPDKVDMLOEPLLEALKVYVRKRRPSRPHMEFPKMLMKIT
DLRSISAKGAERVITLKMEIPGSMPPLIQEMLENSEGLDTLSGQSGGGTRDGGGLAPPPGSCSPSLSPSS
HRSSPATQSP

>Q8VHB7_MESAU
MFDCMDVLSVSPGQILDFYTASPSSCMLQEKALKACLSGFTQAEWQHRHTAQSIETQSTSSEELVPSPPS
PLPPPRVYKPCFVCQDKSSGYHYGVSACEGCKGFFRRSIQKNMIYTCHRDKNCVINKVTRNRCOYCRLOK
CFEVGMSKESVRNDRNKKKKEPSKQECTESYEMTAELDDLTEKIRKAHQETFPSLCQLAKYTTNSSADHR
VRLDLGLWDKFSELATKCIIKIVEFAKRLPGFTSLTIADQITLLKAACLDILILRICTRYTPEQDTMTFS
DGLTLNRTQMHNAGFGPLTDLVFTFANQLLPLEMDDTETGLLSAICLICGDRQDLEEPTKVDKLQEPLLE
ALKIYIRKRRPSKPHMFPKILMKITDLRSISAKGAERVITLKMEIPGSMPPLIQEMLENSEGHEPLTPSS
SGNTAEHSPSVSPSSVENSGVSQSPLLQ

>RRG_XENLA
MANSSKERLCGAGAPLGHANGFPPSVYPFAFSGGIRRSPPFEVLANGGFFRSFPTDLPKEMASLSLTMGA
AERSAHSDCISTVETQSTSSEEMVPSSPSPPPPPRVYKPCEFVCNDKSSGYHYGVSSCEGCKGFFRRSIQK
NMVYTCHRDKNCQINKVTRNRCQFCRLOKCFQVGMSKEAVRNDRNKKKKEIKEEVVLPDSYEMPPEMEEL
IQOKVSKAHQETFPSLCQLGKYTTNSSADQRVQLDLGLWDKEFSELSTKCIIKIVEFAKRLPGEFTTLTIADQ
ITLLKSACLDILMLRICTRYTPEQDTMTFSDGLTLNRTQMHNAGFGPLTDLVFSFADQLLPLEMDDTETG
LLSAICLICGDRMDLEEPEKVEKLQEPLLEALKFYARRRRPDKPYMFPRMLMKITDLRGISTKGAERAIT
LKLEIPGPMPPLIREMLENPEAFEDGAATPKPSERSSSESSNGSPTGEDSSGSKTP

>PPAT PIG
MGETLGDSLIDPESDAFDTLSANISQEVTMVDTEMPFWPTNFGISSVDLSVMDDHSHSFDIKPFTTVDES
SISTPHYEDIPFPRADPMVADYKYDLKLQDYQSAIKVEPVSPPYYSEKTQLYNKPHEEPSNSLMAIECRV
CGDKASGFHYGVHACEGCKGFFRRTIRLKLIYDRCDLNCRIHKKSRNKCQYCRFQKCLAVGMSHNAIRFG
RMPQAEKEKLLAEISSDIDQLNPESADLRALAKHLYDSYIKSFPLTKAKARAILTGKTTDKSPFVIYDMN
SLMMGEDKIKFKHITPLQEQSKEVAIRIFQGCQFRSVEAVQEITEYAKNIPGFVNLDLNDQVTLLKYGVH
EIIYTMLASLMNKDGVLISEGQGFMTREFLKSLRKPFGDFMEPKFEFAVKFNALELDDSDLAIFIAVIIL
SGDRPGLLNVKPIEDIQDNLLOALELOLKLNHPESSQLFAKLLQKMTDLRQIVTEHVQLLQVIKKTETDM
SLHPLLQEIYKDLY

>Q8HZ56 SHEEP

MVDTEMPFWPTNFGISSVDLSMMDDHSHAFDIKPFTTVDFSSISAPHYEDI PFPRADPMVADYKYDLKLQ
EYQOSAIKVEPVSPPYYSEKTQLYSKPHEEPSNSLMAIECRVCGDKASGFHYGVHACEGCKGFFRRTIRLK
LIYDRCDLNCRIHKKSRNKCQYCRFQKCLAVGMSHNATIRFGRMPOAEKEKLLAEISSDIDOLNPESADLR
ALAKHLYDSYIKSFPLTKAKARAILTGKTTDKSPFVIYDMNSLMMGEDKIKFKHISPLOEPSKEVAIRIF
QGCQFRSVEAVQEITEYAKNIPGFVNLDLNDQVTLLKYGVHEIIYTMLASLMNKDGVLISEGQGFMTREF
LKSLRKPFGDFMEPKFEFAVKFNALELDDSDLAIFIAVIILSGDRPGLLNVKPIEDIQDNLLQALELQLK
LNHPESSQLFAKLLQKMTDLRQIVTEHVQLLOVIKKTETDMSLHPLLQEIYKDLY
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>PPAT BOVIN
MGETLGDALIDPESEPFAVTVSARTSQEITMVDTEMPFWPTNFGISSVDLSMMDDHSHAFDIKPEFTTVDFE
SSISTPHYEDIPFPRADPMVADYKYDLKLOEYQSAIKVEPVSPPYYSEKTQLYSKPHEEPSNSLMAIECR
VCGDKASGFHYGVHACEGCKGFFRRTIRLKLIYDRCDLNCRIHKKSRNKCQYCRFOQKCLAVGMSHNAIRF
GRMPQAEKEKLLAEISSDIDQLNPESADLRALAKHLYDSYIKSFPLTKAKARAILTGKTTDKSPEFVIYDM
NSLMMGEDKIKFKHISPLOEPSKEVAIRIFQGCQFRSVEAVQEITEYAKNIPGFVNLDLNDQVTLLKYGV
HEITIYTMLASLMNKDGVLISEGQGFMTREFLKSLRKPFGDFMEPKFEFAVKENALELDDSDLATIFIAVII
LSGDRPGLLNVKPIEDIQDNLLOALELQLKLNHPESSQLFAKLLOKMTDLRQIVTEHVQLLOQVIKKTETD
MSLHPLLQEIYKDLY

>PPAT MACMU
MGETLGDSPIDPESDSFTDTLSANISQEITMVDTEMPFWPTNFGISSVDLSVMDDHSHSFDIKPFTTVDF
SSISAPHYEDIPFTRTDPMVADYKYDLKLOEYQSAIKVEPASPPYYSEKTQLYNKPHEEPSNSLMAIECR
VCGDKASGFHYGVHACEGCKGFFRRTIRLKLIYDRCDLNCRIHKKSRNKCQYCRFQKCLAVGMSHNAIRF
GRMPQAEKEKLLAEISSDIDQLNPESADLRALAKHLYDSYIKSFPLTKAKARAILTGKTTDKSPFVIYDM
NSLMMGEDKIKFKHITPLQEQSKEVAIRIFQGCOFRSVEAVQEITEYAKSIPGFVNLDLNDQVTLLKYGV
HEIIYTMLASLMNKDGVLISEGQGFMTREFLKSLRKPFGDFMEPKFEFAVKFNALELDDSDLAIFIAVIT
LSGDRPGLLNVKPIEDIQDNLLQALELQLKLNHPESSQLFAKLLOKMTDLRQIVTEHVQLLQVIKKTETD
MSLHPLLQEIYKDLY

>RRA_FUGRU
MAGKGNPVPGPHLNGFPVPTYSYFFPHMLGSLSPPALPGLPISGYSTPSPATIETQSTSSEEIVPSPPSP
PPPPRVYKPCFVCQODKSSGYHYGVSACEGCKGFFRRS IQKNMVYTCHREKNCI INKVTRNRCQYCRLQKC
LEVGMSKESVRNDRNKKKKDEKKPECIENYVLSPDTEQMINRVRKAHQETFPSLCQLGKYTTTNSSERRV
ALDVDLWDKFSELSTKCIIKTVEFAKQLPGFVTLTIADQITLLKAACLDILILRICTRYTPEQDTMTESD
GLTLNRTOMHNAGFGPLTDLVFAFANQLLPLEMDDAETGLLSAICLLCGDRQDLEQAEKVDILQEPLLEA
LKIYVRRRRPHKPHMFPKMLMKITDLRSISAKGAERVITLKMEI PGSMPPLIQEMLENSEGLESGATGSR
PSGAPPGSCSPSLSPSSAQSSPPTQSP

>Q95J17 MACFA

MVDTEMPFWPTNFGISSVDLSVMDDHSHSFDIKPFTTVDFSSISAPHYEDI PFTRTDPMVADYKYDLKLQ
EYQOSAIKVEPASPPYYSEKTQLYNKPHEEPSNSLMAIECRVCGDKASGFHYGVHACEGCKGFFRRTIRLK
LIYDRCDLNCRIHKKSRNKCQYCRFQKCLAVGMSHNATIRFGRMPOAEKEKLLAEISSDIDOLNPESADLR
ALAKHLYDSYIKSFPLTKAKARAILTGKTTDKSPFVIYDMNSLMMGEDKIKFKHITPLOEQSKEVAIRIF
QGCQFRSVEAVQEITEYAKSIPGFVNLDLNDQVTLLKYGVHEIIYTMLASLMNKDGVFISEGQGFMTREF
LKSLRKPFGDFMEPKFEFAVKFNALELDDSDLAIFIAVIILSGDRPGLLNVKPIEDIQDNLLQALELQLK
LNHPESSQLFAKLLQKMTDLRQIVTEHVQLLOVIKKTETDMSLHPLLOEIYKDLY

>Q8MHZ0_ MACFA

MKGFSEITMVDTEMPFWPTNFGISSVDLSVMDDHSHSFDIKPFTTVDFSSISAPHYEDIPEFTRTDPMVAD
YKYDLKLQEYQSAIKVEPASPPYYSEKTQLYNKPHEEPSNSLMAIECRVCGDKASGFHYGVHACEGCKGF
FRRTIRLKLIYDRCDLNCRIHKKSRNKCQYCRFQKCLAVGMSHNAIRFGRMPOAEKEKLLAEISSDIDQL
NPESADLRALAKHLYDSYIKSFPLTKAKARAILTGKTTDKSPFVIYDMNSLMMGEDKIKFKHITPLQOEQS
KEVAIRIFQGCQFRSVEAVQEITEYAKSIPGEVNLDLNDQVTLLKYGVHEITYTMLASLMNKDGVFISEG
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OGFMTREFLKSLRKPFGDFMEPKFEFAVKFNALELDDSDLATIFIAVIILSGDRPGLLNVKPIEDIQDNLL
QALELQLKLNHPESSQLFAKLLOQKMTDLRQIVTEHVQLLQVIKKTETDMSLHPLLQEIYKDLY

>Q95KZ8 MACFA
MGETLGDSPIDPESDSFTDTLSANISQEITMVDTEMPFWPTNFGISSVDLSVMDDHSHSFDIKPFTTVDF
SSISAPHYEDIPFTRTDPMVADYKYDLKLOEYQSAIKVEPASPPYYSEKTQLYNKPHEEPSNSLMAIECR
VCGDKASGFHYGVHACEGCKGFFRRTIRLKLIYDRCDLNCRIHKKSRNKCQYCRFQKCLAVGMSHNAIRF
GRMPQAEKEKLLAEISSDIDQLNPESADLRALAKHLYDSYIKSFPLTKAKARAILTGKTTDKSPFVIYDM
NSLMMGEDKIKFKHITPLQEQSKEVAIRIFQGCOFRSVEAVQEITEYAKSIPGFVNLDLNDQVTLLKYGV
HEIIYTMLASLMNKDGVFISEGQGFMTREFLKSLRKPFGDFMEPKFEFAVKFNALELDDSDLAIFIAVIT
LSGDRPGLLNVKPIEDIQDNLLQALELQLKLNHPESSQLFAKLLOKMTDLRQIVTEHVQLLQVIKKTETD
MSLHPLLQEIYKDLY

>PPAT HUMAN
MGETLGDSPIDPESDSEFTDTLSANISQEMTMVDTEMPFWPTNFGISSVDLSVMEDHSHSFDIKPEFTTVDFE
SSISTPHYEDIPFTRTDPVVADYKYDLKLOEYQSAIKVEPASPPYYSEKTQLYNKPHEEPSNSLMAIECR
VCGDKASGFHYGVHACEGCKGFFRRTIRLKLIYDRCDLNCRIHKKSRNKCQYCRFOQKCLAVGMSHNAIRF
GRMPQAEKEKLLAEISSDIDQLNPESADLRALAKHLYDSYIKSFPLTKAKARAILTGKTTDKSPEFVIYDM
NSLMMGEDKIKFKHITPLOEQSKEVAIRIFQGCQFRSVEAVQEITEYAKSIPGFVNLDLNDQVTLLKYGV
HEITIYTMLASLMNKDGVLISEGQGFMTREFLKSLRKPFGDFMEPKFEFAVKENALELDDSDLATIFIAVII
LSGDRPGLLNVKPIEDIQDNLLOALELQLKLNHPESSQLFAKLLOKMTDLRQIVTEHVQLLOQVIKKTETD
MSLHPLLQEIYKDLY

>RRB_MOUSE

MSTSSHACPVPAVRGHMTHY PAAPYPLLFPPVIRGLSLPPLHGLHGHPPPSGCSTPSPASVGQACQRTTG
GSQFAASTKWTPSLNAAIETQSTSSEELVPSPPSPLPPPRVYKPCFVCQDKSSGYHYGVSACEGCKGEFR
RSIQKNMIYTCHRDKNCVINKVTRNRCQYCRLQKCFEVGMSKESVRNDRNKKKKEPSKQECTESYEMTAE
LDDLTEKIRKAHQETFPSLCOLGKYTTNSSADHRVRLDLGLWDKFSELATKCIIKIVEFAKRLPGFTGLT
IADQITLLKAACLDILILRICTRYTPEQDTMTFSDGLTLNRTQMHNAGFGPLTDLVFTFANQLLPLEMDD
TETGLLSAICLICGDRQDLEEPTKVDKLQEPLLEALKIYIRKRRPSKPHMFPKILMKITDLRSISAKGAE
RVITLKMEIPGSMPPLIQEMLENSEGHEPLTPSSSGNIAEHSPSVSPSSVENSGVSQSPLLQ

>0866S0 CAPHI
MVDTEMPFWPTNFGISSVDLSMMDDHSHAFDIKPFTTVDFSSISAPHYEDIPFPRADPMVADYKYDLKLQ
EYQSAIKVEPVSPPYYSEKTQLYSKPHEEPSNSLMAIECRVCGDKASGFHYGVHACEGCKGFFRRTIRLK
LIYDRCDLYCRIHKKSRNKCQYCRFQKCLAVGMSHNAIRFGRMPQAEKEKLLAEISSDIDQLNPESADLR
ALAKHLYDSYIKSFPLTRAKARAILTGKTTDKSPFVIYDMNSLMMGEDKIKFKHISPLQEPSKEVAIRIF
QGCQFRSVEAVQEITEYAKNIPGEFVNLDLNDQVTLLKYGVHEIIYTMLASLMNKDGVLISEGQGFMTREF
LKSLRKPFGDFMEPKFEFAVKENALELDDSDLAIFIAVIILSGDRPGLLNVKPIEDIQDNLLQALELQLK
LNHPESSQLFAKLLQKMTDLRQIVTEHVQLLOQVIKKTETDMSLHPLLOEIYKDLY

>Q5RFES5 PONPY
MTMVDTEMPFWPTNFGISSVDLSVMDDHSHSEFDIKPFTTVDEFSSISTPHYEDIPFTRTDPMVADYKYDLK
LOEYQSAIKVEPASPPYYSEKTQLYNKPHEEPSNSLMATECRVCGDKASGFHYGVHACEGCKGEFFRRTIR
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LKLIYDRCDLNCRIHKKSRNKCRYCRFQKCLAVGMSHNAIRFGRMPQAEKEKLLAEISSDIDQLNPESAD
LRALAKHLYDSYIKSFPLTKAKARAILTGKTTDKSPFVIYDMNSLMMGEDKIKFKHITPLOEQSKEVAIR
IFQGCQFRSVEAVQEITEYAKSIPGFVNLDLNDQVTLLKYGVHEIIYTMLASLMNKDGVLISEGQGFMTR
EFLKSLRKPFGDFMEPKFEFAVKEFNALELDDSDLATFIAVIILSGDRPGLLNVKPIEDIQDNLLQALELQ
LKLNHPESSQLFAKLLOQKMTDLRQIVTEHVQLLOQVIKKTETDMSLHPLLOQEIYKDLY

>PPAT RABIT
MVDTEMPFWPTNFGIGSVDLSVMDDHSHSEFDIKPFTTVDEFSSISAPHYEDLPFARADPMVADYKYDLKLQ
EYQSAIKVEPASPPYYSEKTQLYNKTHEEPSNSLMAIECRVCSDKASGFHYGVHACEGCKGFFRRTIRLK
LIYDRCDLNCRIHKKSRNKCQYCRFOQKCLAVGMSHNAIRFGRMPOAEKEKLLAEISSDIDQLNPESADLR
ALAKHLYDSYIKSFPLTKAKARAILTGKTTDKSPFVIYDMNSLMMGEDKIKFKHITPLOEQSKEVAIRIF
QGCQFRSVEAVQEITEYAKNIPGFVSLDLNDQVTLLKYGVHEIIYTMLASLMNKDGVLISEGQGFMTREF
LKSLRKPFGDFMEPKFEFAVKENALELDDSDLAIFIAVIILSGDRPGLLNVKPIEDIQDNLLQALELQLK
LNHPEASQLFAKLLOKMTDLRQIVTEHVQLLOVIKKTETDMSLHPLLOQEIYKDLY

>Q92019 XENLA

MYENVDVSPTHYHMMDFY SHNRQCLWPEKRINPYGTPLGTQHWSSSNHSIETQSTSSEEIVPSPPSPPPL
PRIYKPCFVCQODKSSGYHYGVSACEGCKGFFRRSIQKNMVYTCHRDKNCIINKVTRNRCQYCRLQKCFEV
GMSKESVRNDRNKKKKEPPKVDVMESYVLSPETQDLIEKVRKAHKETFPALCOLGKYTTNFSSEERVSLD
IDLWDKFSELSTKCIIKTVEFAKQLPGFTTLTIADQITLLKSACLDILILRICTRYTPDODTMTFSDGLT
LNRTQMHNAGFGPLTDLVFAFANQLLPLEMDDAETGLLSAICLICGDRQDLEQPDKVDKLOEPLLEALKI
YVRNRRPKKPHMFPKMLMKITDLRSISAKGAERVITLKME I PGSMPPLIQEMLENSEGLDTLGGGASSQT
PVTPVAPGSCSPSLSPSSTHSSPSSHSP

>Q8JHU6 ANAPL
MVDTEMPFWPTNFGIGSVDLSVMDDHSHSFDTKPFTTVDFSSISAPHYEDLPFARADPMVADYKYDLKLQ
EYQOSAIKVEPASPPYYSEKTQLYNKTHEEPSNSLMAIECRVCGDKASGFHYGVHACEGCKGFFRRTIRLK
LIYDRCDLNCRIHKKSRNKCQYCRFQKCLAVGMSHNATIRFGRMPOAEKEKLLAEISSDIDOLNPESADLR
ALAKHLYDSYIKSFPLTKAKARAILTGKTTDKSPFVIYDMNSLMMGEDKIKFKHITPLOEQSKEVAIRIF
QGCQFRSVEAVQEITEYAKNIPGFVSLDLNDQVTLLKYGVHEIIYTMLASLMNKDGVLISEGQGFMTREF
LKSLRKPFGDFMEPKFEFAVRFNALELDDSDLAIFIAVIILSGDRPGLLNVKPIEDIQDNLLOALELQLK
LNHPESSQLFAKVLQKMTDLRQIVTEHVQLLHVIKKTETDMSLHPLLOEIYKDLY

>Q8HXA4 RABIT
MVDTEMPFWPTNFGIGSVDLSVMDDHSHSEFDIKPFTTVDESSISAPHYEDLPFARADPMVADYKYDLKLQ
EYQSAIKVEPASPPYYSEKTQLYNKTHEEPSNSLMAIECRVCGDKASGFHYGVHACEGCKGFFRRPIRLK
LIYDRCDLNCRIHKKSRNKCQYCRFOQKCLAVGMSHNAIRFGRMPGAEKEKLLAEISSDIDQLNPESADLR
ALAKHLYDSYIKSFPLTKAKARAILTGKTTDKSPEFVIYDMNSLMMGEDKIKFKHITPLOEQSKEVAIRIF
QOGCQFRSVEAVQEITEYAKNIPGFVSLDLNDQVTLLKYGVHEIIYTMLASLMNKDGVLISEGQGFMTREF
LKSLRKPFGDFMEPKFEFAVKENALELDDSDLAIFIAVIILSGDRPGLLNVKPIEDIQDNLLQALELQLK
LNHPEASQLFAKLLOKMTDLRQIVTEHVQLLOVIKKTETDMSLHPLLOQEIYKDLY

>PPAT RAT
MGETLGDPPVDPEHGAFADALPMSTSQEITMVDTEMPFWPTNFGISSVDLSVMDDHSHSFDIKPEFTTVDFE
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SSISAPHYEDIPFTRADPMVADYKYDLKLOEYQSAIKVEPASPPYYSEKTQLYNRPHEEPSNSLMAIECR
VCGDKASGFHYGVHACEGCKGFFRRTIRLKLIYDRCDLNCRIHKKSRNKCQYCRFQKCLAVGMSHNAIRF
GRMPQAEKEKLLAEISSDIDQLNPESADLRALAKHLYDSYIKSFPLTKAKARAILTGKTTDKSPEFVIYDM
NSLMMGEDKIKFKHITPLOEQSKEVAIRIFQGCQFRSVEAVQEITEYAKNIPGFINLDLNDQVTLLKYGV
HEITIYTMLASLMNKDGVLISEGQGFMTREFLKSLRKPFGDFMEPKFEFAVKENALELDDSDLATIFIAVII
LSGDRPGLLNVKPIEDIQDNLLOALELQLKLNHPESSQLFAKVLOKMTDLRQIVTEHVQLLHVIKKTETD
MSLHPLLOEIYKDLY

>PPAT CRIGR
MVDTEMPFWPTNFGISSVDLSMMDDHSHSEFDIKPFTTVDESSISAPHYEDIPFTRADPMVADYKYDLKLQ
EYQSAIKVEPASPPYYSEKAQLYNRPHEEPSNSLMAIECRVCGDKASGFHYGVHACEGCKGFFRRTIRLK
LIYDRCDLNCRIHKKSRNKCQYCRFQKCLAVGMSHNAIRFGRMPOAEKEKLLAEISSDIDQLNPESADLR
ALAKHLYDSYIKSFPLTKAKARAILTGKTTDKSPEFVIYDMNSLMMGEDKIKFKHITPLOEQSKEVAIRIF
QGCQFRSVEAVQEITEYAKNIPGFINLDLNDQVTLLKYGVHEIIYTMLASLMNKDGVLISEGQGFMTREF
LKSLRKPFGDFMEPKFEFAVKENALELDDSDLAIFIAVIILSGDRPGLLNVKPIEDIQDNLLQALELQLK
LNHPESSQLFAKVLOKMTDLRQIVTEHVQLLHVIKKTETDMSLHPLLOQEIYKDLY

>PPAT MOUSE
MGETLGDSPVDPEHGAFADALPMSTSQEITMVDTEMPFWPTNFGISSVDLSVMEDHSHSFDIKPFTTVDF
SSISAPHYEDIPFTRADPMVADYKYDLKLOEYQSAIKVEPASPPYYSEKTQLYNRPHEEPSNSLMAIECR
VCGDKASGFHYGVHACEGCKGFFRRTIRLKLIYDRCDLNCRIHKKSRNKCQYCRFQKCLAVGMSHNAIRF
GRMPQAEKEKLLAEISSDIDQLNPESADLRALAKHLYDSYIKSFPLTKAKARAILTGKTTDKSPFVIYDM
NSLMMGEDKIKFKHITPLQEQSKEVAIRIFQGCQOFRSVEAVQEITEYAKNIPGFINLDLNDQVTLLKYGV
HEIIYTMLASLMNKDGVLISEGQGFMTREFLKNLRKPFGDFMEPKFEFAVKFNALELDDSDLAIFIAVIT
LSGDRPGLLNVKPIEDIQDNLLQALELQLKLNHPESSQLFAKVLOKMTDLRQIVTEHVQLLHEVIKKTETD
MSLHPLLQEIYKDLY

>Q7ZTI3 BRARE
MYESVDVVGLTPSPNPFLSMDYYHQONRGCLIPDKGLVSGAARGFRNPHWSGSNHSVETQSTSSEEIVPSP
PSPPPPPRVYKPCEFVCQODKSSGYHYGVSACEGCKGFFRRSIQKNMVYTCHREKSCIINKVTRNRCQYCRL
QKCLEVGMSKESVRNDRNKRKKDDKKQECLENYVLSPDTEKMIEQVRKAHQETFPSLCQLGKYTTNNSAD
HRVALDVDLWDKFSELSTKCIIKTVEFAKQLPGFTTLTIADQITLLKAACLDILILRICTRYTPDQODTMT
FSDGLTLNRTOMHNAGEFGPLTDLVFAFANQLLPLEMDDAETGLLSAICLLCGDROQDLEQSDKVDELQEPL
LEALKIYVRNRRPHKPHMFPKMLMKITDLRSISAKGAERVITLKMEIPGSMPPLIQEMLENSEGLEGGGS
KGAGGGGGGGGGKGAPPGSCSPSLSPSSAHSSPSAHSP

>090272_ BRARE
MYESVDVVGLTPSPNPFLSMDYYHQONRGCLIPDKGLVSGAARGFRNPHWSGSNHSVETQSTSSEEIVPSP
PSPPPPPRVYKPCEFVCQODKSSGYHYGVSACEGCKGFFRRTIQKNMVYTCHREKSCIINKVTRNRCQYCRL
QKCLEVGMSKESVRNDRNKRKKDDKKQECLENYVLSPDTEKMIEQVRKAHQETFPSLCQLGKYTTNNSAD
HRVALDVDLWDKFSELSTKCIIKTVEFAKQLPGFTTLTIADQITLLKAACLDILILRICTRYTPDQDTMT
FSDGLTLNRTOMHNAGEFGPLTDLVFAFANQLLPLEMDDAETGLLSAICLLCGDRQDLEQSDKVDELQEPL
LEALKIYVRNRRPHKPHMFPKMLMKITDLRSISAKGAERVITLKMEIPGSMPPLIQEMLENSEGLEGGGS
KGAGGGGGGGGKGAPPGSCSPSLSPSSAHSSPSAHSP
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>Q91391 BRARE
MYESVDVNPFLMMDYYNQSRGCLIPDKMPHPFSSSIRHOHWSGSNHSIETQSTSSEEIVPSPPSPPPPPR
IYKPCFVCQODKSSGYHYGVSACEGCKGFFRRSIQKNMVYTCHREKNCI INKVTRNRCQYCRLQKCLEVGM
SKESVRNDRNKKKKEEKKPECTENYTLSPDTEQMIDRVRKAHQETFPSLCOLGKYTTSNSSERRVALDVD
LWDKFSELSTKCIIKTVEFAKQLPGFTTLTIADQITLLKAACLDILILRICTRYTPEQDTMTFSDGLTLN
RTOMHNAGFGPLTDLVFAFANQLLPLEMDDAETGLLSAICLLCGDRQDLEQADKVDVLQEPLLEALKIYV
RNRRPHKPHMFPKMLMKITDLRSISAKGAERVITLKMEI PGSMPPLIQEMLENSEGLESSSGAQGSRASA
TTPGSCSPSLSPNSAQSSPPTQSP

>090271 BRARE
MYESVDVNPFLMMDYYNQSRGCLIPDKMPHPFSSSIRHQHWSGSNHSIETQSTSSEEIVPSPPSPPPPPR
IYKPCFVCQODKSSGYHYGVSACEGCKGEFFRRSIQKNMVYTCHREKNCIINKVTRNRCQYCRLOKCLEVGM
SKESVRNDRNKKKKEEKKPECTENYTLSPDTEQMIDRVRKAHQETEFPSLCQLGKYTTSNSSERRVALDVD
LWDKFSELSTKCIIKTVEFAKQLPGFTTLTIADQITLLKAACLDILILRICTRYTPEQDTMTFSDGLTLN
RTQMHNAGFGPLTDLVFAFANQLLPLEMDDAETGLLSAICLLCGDRQDLEQADKVDVLQEPLLEALKIYV
RNRRPHKPHMFPKMLMKITDLRSISAKGAELLITLKMEIPGSMPPLIQEMLENSEGLESSSGAQGSRASA
TTPGSCSPSLSPNSAQSSPPTQSP

>RRG_BRARE
MFDCMEALGMGPRQLYDVTNRGACMLRKASPFYAGLDPFAWTGTASVRSVETQSTSSEEMVPSSPSPPPP
PRVYKPCFVCQDKSSGYHYGVSSCEGCKGFFRRSIQKNMVYTCHRDKNCQINKVTRNRCQYCRLOKCFEV
GMSKEAVRNDRNKKKKDVKDEVIPPESYELSGELEELVNKVSKAHQETFPSLCQLGKYTTNSSSDHRIQL
DLGLWDKFSELSTKCIIKIVEFAKRLPGFTTLTIADQITLLKSACLDILMLRICTRYTPEQDTMTFSDGL
TLNRTOMHNAGFGPLTDLVFAFAGQLLPLEMDDTETGLLSAICLICGDRMDLEEPERVDRLOEPLLEALK
IYARRRRPNKPHMFPRMLMKITDLRGISTKGAERAITLKMEIPGPMPPLIREMLENPEAFEDQSEATEKK
PEPEPPAPPPPALLTMKKEQEDEDDSWATENGSEPSPEEEDDDDEDGEEERGTDSDGEAWGGQEPNADVS
RKSHGGRAQ

>091878 CHICK
MVDTEMPFWPVNFGISPVDLSAMDDHMHSFDIKPFTTVDFSSISSPHYEDIPLGRADQTSIDYKYDIKLQ
DCQSAIKMEPPSPPYFSEKVQLYNKPHEESSNSLMATECRVCGDKASGFHYGVHACEGCKGFFRRTIRLK
LIYDRCDLNCRIHKKSRNKCQYCRFQKCLAVGMSHNAIRFGRMPQAEKEKLLAEISSDIDQLNPESADLR
ALAKHLYDSYIKSFPLTKAKARAILTGKTTDKSPFVIYDMNSLRMGEDQIKCKHASPLQEQNKEVAIRIF
QRCQFRSVEAVQEITEFAKNIPGEFVNLDLNDQVTLLKYGVHEIIYTLLASLMNKDGVLISDGQGFMTREF
LKSLRKPFCDFMEPKFEFAVKENALELDDSDLAIFIAVIILSGDRPGLLNVKPIEDIQDNLLQALELQLK
LNHPESSQLFAKLLQKMTDLRQIVTEHVQLLOIIKKTETDMSLHPLLOEIYKDLY

>RRA XENLA

MSSKDNTCPPPGPGHINGFHVPHYAFFFPHMLGGMSXTGGLPGVQHQPPLSGYSTPSPATIETQSTSSEE
IVPSPPTPPPLPRIYKPCFVCQDKSSGYHYGVSACEGCKGFFRRSIQKNMVYTCHRDKNCIINKVTRNRC
QYCRLOQKCFEVGMSKESVRNDRNKKKKESPKPEATIESYILSPETODLIEKVOKAHQETFPALCQLGKYTT
SFSSEQRVSLDIDLWDKFSELSTKCIIKTVEFAKQLPGFTTLTIADQITLLKSACLDILILRICTRYTPD
ODTMTFEFSDGLTLNRTOMHNAGEFGPLTDLVFAFANQPVPLEMDDAETGLLSATICLICGDRQDLEQPDKVDK
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LOEPLLEALKIYVRTRRPOQKPHMFPKMLMKITDLRTVSAKGAERVITLKMEIPGAMPLIQEMLENSEGLD
TLGGGASSDAPVTPVAPGSCSPSLSPSSTHSSPSTHSP

>Q98SF8 XENLA
MVDTEMPFWSNLNFGMNSMDMSALEDHCQPYDIKPFTTVDFSSINSHYDDILDEKTFLCRNDQSPIDYKY
DLKLQECQSSIKLEPPSPPYFSDKPQCSKAFEDTPNSFIAIECRVCGDKASGFHYGVHACEGCKGFFRRT
IRLKLIYERCDLNCRIHKKSRNKCQOFCRFOKCLAVGMSHNATIRFGRMPQAEKEKLLAEISSDIDQLNPES
ADQRVLAKHLYDSYVKSFPLTKAKARAILTGRATDKTPVVIHDMNSLMMGEDQIKGQCVSPEQNKEVAIR
IFQRCQSRSAEAVREITEFAKNIPGFVSLDLNDQVTLLKYGVHEI I FTMLASLMNKDGVLVAEGQGFMTR
EFLKSLRKPFSDFMEPKFEFAIRFNSLELDDSDLAIFVAVIILSGDRPGLLNVKPIEDIQDSLLQALELQ
LKLNHPDSAQLFAKLLQKMTDLRQVVTEHVQLLQLIKKTEADMCLHPLLQEIYKDLY

>Q6PA31 XENLA
MVDTEMPFWSNLNFGMNSMDMSALEDHCQPYDIKPFTTVDEFSSINSHYDDILDEKTFLCRNDQSPIDYKY
DLKLQECQSSIKLEPPSPPYFSDKPQCSKAFEDTPNSFIATIECRVCGDKASGFHYGVHACEGCKGFFRRT
IRLKLIYERCDLNCRIHKKSRNKCQFCRFQKCLAVGMSHNAIRFGRMPQAEKEKLLAEISSDIDQLNPES
ADQRVLAKHLYDSYVKSFPLTKAKARAILTGRATDKTPVVIHDMNSLMMGEDQIKGQCVTPEQNKEVAIR
IFQRCOSRSAEAVREITEFAKNIPGFVSLDLNDQVTLLKYGVHEIIFTMLASLMNKDGVLVAEGQGFMTR
EFLKSLRKPFSDFMEPKFEFAIRFNSLELDDSDLATFVAVIILSGDRPGLLNVKPIEDIQDSLLOQALELQ
LKLNHPDSAQLFAKLLOQKMTDLRQVVTEHVQLLOLIKKTEADMCLHPLLOQETIYKDLY

>NR1D2_MOUSE
MELNAGGVIAYISSSSSASSPASCHSEGSENSFQSSSSSVPSSPNSSNCDANGNPKNADISSIDGVLKSD
RTDCPVKTGKTSAPGMTKSHSGMTKFSGMVLLCKVCGDVASGFHYGVHACEGCKGFFRRSIQONIQYKKC
LKNENCS IMRMNRNRCQQCRFKKCLSVGMSRDAVRFGRI PKREKQRML IEMQSAMKTMMNTQF SGHLQND
TLAEQHDQSALPAQEQLRPKSQLEQENIKNTPSDFAKEEVIGMVTRAHKDTFLYNQEHRENSSESMPPOR
GERIPRNMEQYNLNQDHRGSGIHNHFPCSERQQHLSGQYKGRNIMHYPNGHAVCIANGHCMNFSSAYTOR
VCDRIPVGGCSQTENRNSYLCNTGGRMHLVCPMSKSPYVDPQKSGHE IWEEFSMSFTPAVKEVVEFAKRI
PGFRDLSQHDQVNLLKAGTFEVLMVRFASLFDAKERTVTFLSGKKYSVDDLHSMGAGDLLSSMFEFSEKL
NALQLSDEEMSLFTAVVLVSADRSGIENVNSVEALQETLIRALRTLIMKNHPNEASIFTKLLLKLPDLRS
LNNMHSEELLAFKVHP

>08C598 MOUSE
MELNAGGVIAYISSSSSASSPASCHSEGSENSFQSSSSSVPSSPNSSNCDANGNPKNADISSIDGVLKSD
RTDCPVKTGKTSAPGMTKSHSGMTKEFSGMVLLCKVCGDVASGFHYGVHACEGCKGFFRRSIQQONIQYKKC
LKNENCSIMRMNRNRCQQCRFKKCLSVGMSRDAVRFGRIPKREKQRMLIEMQSAMKTMMNTQFSGHLQOND
TLAEQHDQSALPAQEQLRPKSQLEQENIKNTPSDFAKEEVIGMVTRAHKDTFLYNQEQRENSSESMPPQR
GERIPRNMEQYNLNQDHRGSGIHNHFPCSERQQHLSGQYKGRNIMHYPNGHAVCIANGHCMNFSSAYTQR
VCDRIPVGGCSQTENRNSYLCNTGGRMHLVCPMSKSPYVDPQKSGHEIWEEFSMSFTPAVKEVVEFAKRI
PGFRDLSQHDQVNLLKAGTFEVLMVRFASLFDAKERTVTFLSGKKYSVDDLHSMGAGDLLSSMFEFSEKL
NALQLSDEEMSLFTAVVLVSADRSGIENVNSVEALQETLIRALRTLIMKNHPNEASIFTKLLLKLPDLRS
LNNMHSEELLAFKVHP

>Q7TNH1 MESAU
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MVDTESPICPLSPLEADDLESPLSEEFLOQEMGNIQDISQSLEEESSGSEFSFTDYQYLGSCPGSEGSVITD
TLSPASSPSSVSCPVIPASTDESPGSALNIECRICGDKASGYHYGVHACEGCKGFFRRTIRLKLAYDKCD
RSCKIQKKNRNKCQYCRFHKCLSVGMSHNAIRFGRMPRSEKAKLKAEILTCEHDLEDSETADLKSLAKRI
HEAYLKNFNMNKVKARVILAGKTSNNPPEVIHDMETLCMAEKTLVAKMVANGIQONKEAEVRIFHCCQCMS
VETVTELTEFAKAIPGFANLDLNDQVTLLKYGVYEATFTMLSSLMNKDGMLIAYGNGFITREFLKNLRKP
FCDILEPKFDFAMKFNALELDDSDISLFVAAIICCGDRPGLLNIGYIEKMQEGIVHVLKLHLQSNHPDDT
FLFPKLLOKMVDLRQLVTEHAQLVQVIKKTESDAALHPLLQEIYRDMY

>PPAS MOUSE
MEQPQEETPEAREEEKEEVAMGDGAPELNGGPEHTLPSSSCADLSQNSSPSSLLDQLOMGCDGASGGSLN
MECRVCGDKASGFHYGVHACEGCKGFFRRT IRMKLEYEKCDRICKIQKKNRNKCQYCRFQKCLALGMSHN
ATRFGRMPEAEKRKLVAGLTASEGCQHNPQLADLKAFSKHIYNAYLKNFNMTKKKARSILTGKSSHNAPF
VIHDIETLWQAEKGLVWKQLVNGLPPYNEISVHVFYRCQSTTVETVRELTEFAKNI PNFSSLFLNDQVTL
LKYGVHEATFAMLASTVNKDGLLVANGSGFVTHEFLRSLRKPFSDIIEPKFEFAVKFNALELDDSDLALF
TAATTILCGDRPGLMNVPQVEATQDTILRALEFHLQVNHPDSQYLFPKLLOKMADLRQLVTEHAQMMOWLK
KTESETLLHPLLQEIYKDMY

>PPAS HUMAN
MEQPQEEAPEVREEEEKEEVAEAEGAPELNGGPQHALPSSSYTDLSRSSSPPSLLDQLOMGCDGASCGSL
NMECRVCGDKASGFHYGVHACEGCKGFFRRTIRMKLEYEKCERSCKIQKKNRNKCQYCRFQKCLALGMSH
NAIRFGRMPEAEKRKLVAGLTANEGSQYNPQVADLKAFSKHIYNAYLKNENMTKKKARSILTGKASHTAP
FVIHDIETLWQAEKGLVWKQLVNGLPPYKEISVHVEFYRCQCTTVETVRELTEFAKSIPSFSSLELNDQVT
LLKYGVHEATIFAMLASIVNKDGLLVANGSGFVTREFLRSLRKPFSDITIEPKFEFAVKENALELDDSDLAL
FIAATILCGDRPGLMNVPRVEAIQDTILRALEFHLQANHPDAQYLEFPKLLOQKMADLRQLVTEHAQMMQORT
KKTETETSLHPLLQEIYKDMY

>Q99ND3 RAT
MEQPQEETPEAREEEKEEVATGDGAPELNGGPEHTLPSSSCTDLSQONSSPSSLLDQLOMGCDGASGGSLN
MECRVCGDKASGFHYGVHACEGCKGFFRRT IRMKLKYEKCDRICKIQKKNRNKCQYCRFQKCLALGMSHN
AIRFGRMPEAEKRKLVAGLTASEGCQQONPQLADLKAFSKHIYNAYLKNFNMTKKKARSILTGKSSHNAPF
ITHDIETLWQAEKGLVWKQLVNGPPPYNEISVHVFYRCQSTTVETVRELTEFAKNIPNFSSLFLNDQVTL
LKYGVHEAIFAMLASIVNKDGLLVANGSGFVTHEFLRSIRKPFSDIIEPKFEFAVKFNALELDDSDLALF
IAAIILCGDRPGLMNVPQVEAIQDTILOALEFHLQVNHPDSQYLFPKLLQKMADLRQLVTEHAQMMOWLK
KTESETLLHPLLQEIYKDMY

>PPAR RAT
MVDTESPICPLSPLEADDLESPLSEEFLOQEMGNIQEISQSLGEESSGSEFSFADYQYLGSCPGSEGSVITD
TLSPASSPSSVSCPAVPTSTDESPGNALNIECRICGDKASGYHYGVHACEGCKGFFRRTIRLKLAYDKCD
RSCKIQKKNRNKCQYCRFHKCLSVGMSHNAIRFGRMPRSEKAKLKAEILTCEHDLKDSETADLKSLAKRI
HEAYLKNFNMNKVKARVILAGKTSNNPPEVIHDMETLCMAEKTLVAKMVANGVENKEAEVRFFHCCQCMS
VETVTELTEFAKAIPGFANLDLNDQVTLLKYGVYEATFTMLSSLMNKDGMLIAYGNGFITREFLKNLRKP
FCDIMEPKFDFAMKFNALELDDSDISLFVAAIICCGDRPGLLNIGYIEKLQEGIVHVLKLHLQSNHPDDT
FLFPKLLOKMVDLRQLVTEHAQLVQVIKKTESDAALHPLLQEIYRDMY
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>PPAR_ CANFA
MVDTESPICPLSPLEADDLESPLSEEFLOQEMGNIQEISQSIGEDSSGSEFSFTEYQYLGSGPGSDGSVITD
TLSPAPSPSSVTHPAAPGGAEEPSSVALNIECRICGDRASGYHYGVHACEGCKGFFRRTIRLKLAYDKCD
RSCKIQKKNRNKCQYCRFHKCLSVGMSHNAIRFGRMPRSEKAKLKAEILTCEQDPEDAETADLKSLAKRI
YEAYLKNFNMNKVKARVILAGKASNNPPEVIHDMETLCMAEKTLVAKLVANGIQNKEAEVRIFHCCQCTS
VETVTELTEFAKSIPGFANLDLNDQVTLLKYGVYEATFAMLSSVMNKDGMLVAYGNGFITREFLKSLRKP
FCDIMEPKFDFAMKFNALELDDSDISLFVAAIICCGDRPGLLNVGHIEKMQEGIVHVLKLHLOTNHPDNI
FLFPKLLOKMADLRQLVTEHAQLVQVIKKTESDAALHPLLQEIYRDMY

>NR1D2_ RAT
MELNAGGVIAYISSSSSASSPASCHSEGSENSFQSSSSSVPSSPNSSNCDANGNPKNTDVSSIDGVLKSD
RTDCPVKTGKPGAPGMTKSHSGMTKFSGMVLLCKVCGDVASGFHYGVHACEGCKGFFRRSIQONIQYKKC
LKNENCSIMRMNRNRCQQCRFKKCLSVGMSRDAVRFGRI PKREKQRML IEMQSAMKTMMSTQFGGHLQSD
TLAEPHEQSVPPAQEQLRPKPQLEQENIKSTPPPSDFAKEEVIGMVTRAHKDTFLYNQEHRENSSESMPP
HRGERIPRNVEQYNLNHDHRGGGLHSHFPCSESQQHLSGQYKGRNMMHY PNGHTVCISNGHCVNFSSAYP
QRVCDRIPVGGCSQTESRNSYLCSTGGRMHLVCPMSKSPYVDPQKSGHE IWEEFSMSFTPAVKEVVEFAK
RIPGFRDLSQHDQVNLLKAGTFEVLMVRFASLFDAKERTVTFLSGKKYSVDDLHSMGAGDLLSSMFEFSE
KLNGLQLSDEEMSLFTAVVLVSADRSGIENVNSVEALQETLIRALRTLIMKNHPNEASIFTKLLLKLPDL
RSLNNMHSEELLAFKVHP

>Q6I9S1 HUMAN
MEVNAGGVIAYISSSSSASSPASCHSEGSENSFQSSSSSVPSSPNSSNSDINGNPKNGDLANIEGILKND
RIDCSMKTSKSSAPGMTKSHSGVTKFSGMVLLCKVCGDVASGFHYGVHACEGCKGFFRRSIQONIQYKKC
LKNENCS IMRMNRNRCQQCRFKKCLSVGMSRDAVRFGRI PKREKQRML IEMQSAMKTMMNSQF SGHLQND
TLVEHHEQTALPAQEQLRPKPQLEQENIKSSSPPSSDFAKEEVIGMVTRAHKDTFMYNQEQQENSAESMQ
PQRGERIPKNMEQYNLNHDHCGNGLSSHFPCSESQQHLNGQFKGRNIMHYPNGHAICIANGHCMNFSNAY
TQRVCDRVPIDGFSQNENKNSYLCNTGGRMHLVCPMSKSPYVDPHKSGHE IWEEFSMSFTPAVKEVVEFA
KRIPGFRDLSQHDQVNLLKAGTFEVLMVRFASLFDAKERTVTFLSGKKYSVDDLHSMGAGDLLNSMFEFS
EKLNALQLSDEEMSLFTAVVLVSADRSGIENVNSVEALQETLIRALRTLIMKNHPNEASIFTKLLLKLPD
LRSLNNMHSEELLAFKVHP

>PPAR HUMAN
MVDTESPLCPLSPLEAGDLESPLSEEFLOQEMGNIQEISQSIGEDSSGSEFGFTEYQYLGSCPGSDGSVITD
TLSPASSPSSVTYPVVPGSVDESPSGALNIECRICGDKASGYHYGVHACEGCKGFFRRTIRLKLVYDKCD
RSCKIQKKNRNKCQYCRFHKCLSVGMSHNAIRFGRMPRSEKAKLKAEILTCEHDIEDSETADLKSLAKRI
YEAYLKNFNMNKVKARVILSGKASNNPPEVIHDMETLCMAEKTLVAKLVANGIQONKEAEVRIFHCCQCTS
VETVTELTEFAKAIPGFANLDLNDQVTLLKYGVYEATFAMLSSVMNKDGMLVAYGNGFITREFLKSLRKP
FCDIMEPKFDFAMKFNALELDDSDISLFVAAIICCGDRPGLLNVGHIEKMQEGIVHVLRLHLOQSNHPDDI
FLFPKLLOKMADLRQLVTEHAQLVQIIKKTESDAALHPLLQEIYRDMY

>PPAR_MOUSE

MVDTESPICPLSPLEADDLESPLSEEFLQEMGNIQEISQSIGEESSGSFGFADYQYLGSCPGSEGSVITD
TLSPASSPSSVSCPVIPASTDESPGSALNIECRICGDKASGYHYGVHACEGCKGFFRRTIRLKLVYDKCD
RSCKIQKKNRNKCQYCRFHKCLSVGMSHNAIRFGRMPRSEKAKLKAEILTCEHDLKDSETADLKSLGKRI
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HEAYLKNFNMNKVKARVILAGKTSNNPPEVIHDMETLCMAEKTLVAKMVANGVEDKEAEVRFFHCCQCMS
VETVTELTEFAKAIPGFANLDLNDQVTLLKYGVYEATFTMLSSLMNKDGMLIAYGNGFITREFLKNLRKP
FCDIMEPKFDFAMKFNALELDDSDISLFVAAIICCGDRPGLLNIGYIEKLQEGIVHVLKLHLQSNHPDDT
FLFPKLLOKMVDLRQLVTEHAQLVQVIKKTESDAALHPLLQEIYRDMY

>062879_RAT
MEQPQEETPEAREEEKEEVATGDGAPELNGGPEHTLPSSSCTDLSQONSSPSSLLDQLOMGCDGASGGSLN
MECRVCGDKASGFHYGVHACEGCKGFFRRTIRMKLKYEKCDRICKIQKKNRNKCQYCRFQKCLALGMSHN
AIRFGRMPEAEKRKLVAGLTASEGCQONPQLADLKAFSKHIYNAYLKNFNMTKKKARSILTGKSSHNAPF
ITHDIETLWQAEKGLVWKQLVNGPPPYNEISVHVFYRCQSTTVETVRELTEFAKNIPNFSSLFLNDQVTL
LKYGVHEAIFAMLASIVNKDGLLVANGSGEFVTHEFLRSIRKPFSDIIEPKFEFAVKFNALELVDSDLALF
TAATILCGDRPGLMNVPQVEAIQDTILQALEFHLQVNHPDSQYLFPKLLQKMADLRQLVTEHAQMMOWLK
KTESETLLHPLLQEIYKDMY

>Q9T8W4 CHICK

MVDTENQLYPLTPLEEDDIGSPLSGEFLQDMENTIQDISQSLGDDSSGALSLTEFQSLGNGPGSDGSVITD
TLSPASSPSSINFATAPGSIDESPSGAENIECRICGDKASGYHYGVHACEGCKGFFRRTIRLKLIYDKCD
RNCKIQKKNRNKCQYCRFQKCLSVGMSHNATRFGRMPRSEKAKLKAETLTGENYVEDSEMADLKSLAKRT
HDAYLKNFNMNKVKARVILAGKTNNNPPFVIHDMDTLCMAEKT LVAKLVANGIQNKEAEVRIFHCCQCTS
VETVTELTEFAKSTPGFSNLDLNDQVTLLKYGVYEATFAMLASVMNKDGMLVAYGNGF I TREFLKSLRKP
FCDIMEPKFDFAMKFNALELDDSDISLFVAAT ICCGDRPGLVNVGHIEKMQES IVHVLKLHLQTNHPDDT
FLFPKLLOKMADLRQLVTEHAQLVQI TKKTESDAHLHPLLQET YRDMY

>NR1H2 HUMAN
MSSPTTSSLDTPLPGNGPPQPGAPSSSPTVKEEGPEPWPGGPDPDVPGTDEASSACSTDWVIPDPEEEPE
RKRKKGPAPKMLGHELCRVCGDKASGFHYNVLSCEGCKGFFRRSVVRGGARRYACRGGGTCQMDAFMRRK
CQQCRLRKCKEAGMREQCVLSEEQIRKKKIRKQQQQESQSQSQSPVGPQGSSSSASGPGASPGGSEAGSQ
GSGEGEGVQLTAAQELMIQQLVAAQLQCNKRSFSDOPKVTPWPLGADPQSRDARQQRFAHFTELAIISVQ
EIVDFAKQVPGFLQLGREDQIALLKASTIEIMLLETARRYNHETECITFLKDFTYSKDDFHRAGLQVEF I
NPIFEFSRAMRRLGLDDAEYALLIAINIFSADRPNVQEPGRVEALQQPYVEALLSYTRIKRPQODQLRFPR
MLMKLVSLRTLSSVHSEQVFALRLODKKLPPLLSEIWDVHE

>PPAT XENLA
MVDTEMPFWSNLNFGMNSMDMSALEDHCQPYDIKPFTTVDEFSSINSHYDDILDEKTFLCRNDQSPIDYKY
DLKLQECQSSIKLEPPSPPYFSDKPQCSKAFEDTPNSFIATIECRVCGDKASGFHYGVHACEGCKGEFFRRT
IRLKLIYERCDLNCRIHKKSRNKCQFCRFQKCLAVGMSHNAIRFGRMPQAEKEKLLAEISSDIDQLNPES
ADQRVLAKHLYDSYVKSFPLTKAKAPGHPDGQSHRONSRGYTRHELADDGGGSDQGAVREPRAEQGGGDS
NLPALSVALRGGVREITEFAKNIPGFVSLDLNDQVTLLKYGVHEIIFTMLASLMNKDGVLVAEGQGFMTR
EFLKSLRKPFSDFMEPKFEFAIRFNSLELDDSDLATFVAVIILSGDRPGLLNVKPIEDIQDSLLOALELQ
LKLNHPDSAQLFAKLLOQKMTDLRQVVTEHVQLLOLIKKTEADMCLHPLLOQEIYKDLY

>08QGC1 9AVES
MVDTENQLYPLTPLEEDDIGSPLSGEFLQEMENIQDISQSLGDDSSGALSLTEFQSLGNGPGSDGSVITD
TLSPASSPSSINFATAPGSIDESPSGALNIECRICGDKASGYHXGVHACEGCKGFFRRTIRLKLIYDKCD
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RNCKIQKKNRNKCQYCRFQKCLSVGMSHNAIRFGRMPRSEKAKLKAEILTGESYIEDSEMADLKSLAKRI
HDAYLKNFNMNKVKARVILAGKTNNNPPEVIHDMDTLCMAEKTLVAKLVANGIQNKEAEVRIFHCCQCTS
VETVTELTEFAKSIPGEFSNLDLNDQVTLLKYGVYEATFAMLASVMNKDGMLVAYGNGFITREFLKSLRKP
FCDIMEPKFDFAMKFNALELDDSDISLFVAAIICCGDRPGLVNVGHIEKMQESIVHVLKLHLQTNHPDDT
FLFPKLLOKMADLRQLVTEHAQLVQIIKKTESDAHLHPLLQEIYRDMY

>Q9QWIO0 RAT
MEQPQEETPEAREEEKEEVATGDGAPELNGGPEHTLPSSSCTDLSQONSSPSSLLDQLOMGCDGASGGSLN
MECRVCGDKASGFHYGVHACEGCKGFFRRT IRMKLKYEKCDRICKIQKKNRNKCQYCRFQKCLALGMSHN
AIRFGRMPEAEKRKLVAGLTASEGCQQONPQLADLKAFSKHIYNAYLKNFNMTKKKARSILTGKSSHNAPF
IIHDIETLWQAEKGLVWKQLVNGPRPYNEISVHVFYRCQSTTVDTVRELTEFAKNIPNFSSLFLNDQVTL
LKYGVHQAIFAMLASIVNKDGLLVANGSGFVTHEFLRSIRKPFSDIIEPKFEFAVKFNALELDDSDLALF
IAAIILCGDRPGLMNVPQVEAIQDTILOALEFHLQVNHPDSQYLFPKLLQKMADLRQLVTEHAQMMOWLK
KTESETLLHPLLQEIYKDMY

>086602 PIG
MEQPPEEAPEVREEEKKKEVAEAEGGPELNGGPEHSLPSSSCTDLSQSCSPPALLDQLOMGCDGASCGGL
SMECRVCGDKASGFHYGVHACEGCKGFFRRTIRMKLEYEKCERICKIQKKNRNKCQYCRFQKCLALGMSH
NAIRFGRMPEAEKRKLVAGLTANEGSQHNPQVADLKAFSKHLYSAYLKNFNMTKKKARAILTGKASHTAP
FVIHDIETLWQAEKGLVWKQLVNGLPPYKEISVHVFYRCQCTTVETVRELTEFAKSIPSFDHFFLNDQVT
LLKYGVHEAIFAMLASIVNKDGLLVANGTGFVTREFLRSIRKPFSDITIEPKFEFAVKENALELDDSDLAL
FIAATILCGDRPGLMNVSQVEATIQDTILRALEFHLQANHPDAQYLFPKLLOQKMADLRQLVTEHAQMMQRTI
KKTETETSLHPLLQEIYKDMY

>Q9I8W3 CHICK
MEQLQEEVPEVREEEEEEEEAVTVPSGASDPSAGPDSSLPSSSYTDLSQSSSPSLSDQLOMGCEETASGA
LNVECRVCGDKASGFHYGVHACEGCKGFFRRT IRMKLEYEKCERSCKIQKKNRNKCQYCRFQKCLSLGMS
HNATRFGRMPEAEKRKLVAGLTASETSCQNPQVADLKAFSKHI YNAYLKNFNMTKKKARGILTGKASSTP
QPFVIHDMDTLWQAEKGLVWKQLVNGT PPYKEIGVHVFYRCQCTTVETVRELTEFAKSTPSFIGLYLNDQ
VTLLKYGVHEATFAMLAS IMNKDGLLVANGNGFVTREFLRTLRKPFNE IMEPKFEFAVKFNALELDDSDL
SLFVAATILCGDRPGLMNVKQVEETIQDNILRALEFHLQSNHPDAQYLFPKLLOKMADLRQLVTEHAQLVQ
KIKKTETETSLHPLLQETYKDMY

>Q6P657 RAT
MTTLDSNNNTGGVITYIGSSGSSPSRTSPESLYSDSSNGSFQSLTQGCPTYFPPSPTGSLTQDPARSFGT
VPPSLSDDSSPSSASSSSSSSSSSFYNGSPPGSLQVAMEDSSRVSPSKGTSNITKLNGMVLLCKVCGDVA
SGFHYGVHACEGCKGFFRRSIQQNIQYKRCLKNENCSIVRINRNRCQQCRFKKCLSVGMSRDAVRFGRIP
KREKQRMLAEMQNAMNLANNQLSSLCPLETSPAPHPTSGSVGPSPPPAPAPTPLVGFSQFPQQLTPPRSP
SPEPTVEDVISQVARAHREIFTYAHDKLGTSPGNFNANHASGS PPATTPQCWESQGCPSTPNDNNLLAAQ
RHNEALNGLRQGPSSYPPTWPSGPAHHSCHQPNSNGHRLCPTHVY SAPEGKAPANGLRQGNTKNVLLACP
MNMY PHGRSGRTVQE IWEDF SMSFTPAVREVVEFAKHI PGFRDLSQHDQVTLLKAGTFEVLMVRFASLEN
VKDQTVMFLSRTTYSLQELGAMGMGDLLNAMFDFSEKLNSLALTEEELGLFTAVVLVSADRSGMENSASY
EQLOKTLLRALRALVLKNRPSETSRFTKLLLKLPDLRTLNNMHSEKLLSFRVDAQ
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>Q9N2H4 RABIT
MEQPPEETPKVREEEEKEEVAEAEGAPELSGGPEHALPSSRYTDLSQSSSPPVLLDQLOMGCDGASCGSL
NMECRVCGDKASGFHYGVHACEGCKGFFRRTIRMKLEYEKCERSCKIQKKNRNKCQHCRFQKCLALGMSH
NAIRFGRMPEAEKRKLVAGLTAVEGHQHSPQVADLKAFSKHIYNAYLKNEFNMTKKKARGILTGKASHTAP
FVIHDIETLWQAEKGLVWKQLVNSLPPYKEISVHVEFYRCQYTTVETVRELTEFAKSIPNFSSLEVNDQVT
VVKYGVHEAIFAMLASIVNKDGLLVANGSGFVTREFLRSLRKPFSDITIEPKFEFAVKFNALELDDSDLAL
FIAATILCGDRPGLMNVPQVEAIQDTILRALEFHLQANHPDAQYFFPKLLOQKMADLRQLVTEHAQMMQORT
KKTETETLLHPLLQEIYKDMY

>PPAR PHACI
MVDTESQICPLSPFGDDDLESPLSEEFLOQEMGSIQEISPSIGDDSSGTFAFAEYRCLGSGPGSDGSIITD
TLSPASSPSSVSYTPIAGSADDSSSATLNIECRICGDKASGYHYGVHACEGCKGFFRRTIRLKLAYDKCD
RSCKIQKKNRNKCQYCRFQKCLSDGMSHNAIRFGRMPRSEKAKLKAEILTCEHDLEDSEVADLKSLAKRI
YEAYLKNFNMNKIKARI ILAGKASNNPPEVIHDMETLCMAEKTLVAKLVANGIQONKEAEVRIFHCCQCTS
VETVTELTEFAKSIPGEFSNLNLNDQVTLLKYGVYEATFAMLSSVMNKDGMLVAYGNGFITREFLKSLRKP
FCDIMEPKFDFAMKFNALELDDSDISLFVAAIICCGDRPGLLNVGHIERMQESIVHVLOLHLONNHPDDV
FLFPKLLOKMADLRQLVTEHAQLVQVIKKTESDAALHPLLQEIYRDMY

>Q8BP65 MOUSE
MSSPTSSLDTPVPGNGSPQPSTSATSPTIKEEGQETDPPPGSEGSSSAY IVEPEDE PERKRKKGPAPKML
GHELCRVCGDKASGFHYNVLSCEGCKGFFRRSVVHGGAGRYACRGSGTCOMDAFMRRKCQLCRLRKCKEA
GMREQCVLSEEQIRKKRIQKQQQQQPPPPSEPAASSSGRPAASPGTSEASSQGSGEGEGIQLTAAQELMI
QQLVAAQLQCNKRSFSDQPKVTPWPLGADPQSRDARQORFAHFTELAT I SVQEIVDFAKQVPGFLOLGRE
DQIALLKASTIEIMLLETARRYNHETECITFLKDFTYSKDDFHRAGLQVEFINPIFEFSRAMRRLGLDDA
EYALLIAINIFSADRPNVQEPSRVEALQQPYVEALLSYTRIKRPQDQLRFPRMLMKLVSLRTLSSVHSEQ
VFALRLQDKKLPPLLSEIWDVHE

>090970 CHICK
MSQRELRQRFPVILFACTIFSEQLLLGKQLNGRSSEGSDGAPKSDRLEEAVKPSQSGVAGLTKGHNGVTK
FNGMVLLCKVCGDVASGFHYGVHACEGCKGFFRRSIQONIQYKKCLKNNNCSIMRMNRNRCQQCRFKKCL
SVGMSRDAVRFGRIPKREKQRMLIEMQSAMKTMMNSQFSSHLPNEALAEHQDQAPQEDLSSKPKQERETL
KSPSPPSSDMAKEEVIGMVTRVHKDTFMYNQEQSQNPAEMMQOQPQOSGERVSKNTEQYMLSSEHCVSGLSGP
QYPDSEQHLGGQYKGRSTMHYPSGHAICFTNGHCMNFTNGYTQRLCDRIPEDVESPNRNTTYSCNTGGRM
HLVCPMSKTPHVDPNKSGHEVWEEFSLSFTPAVKEVVEFAKRIPGFRDLSQHDQVNLLKAGTFEVLMVREFE
ASLFDARERTVTFLSGKKYSVDDLHSMGAGDLLNSMFEFSEKLNALQLSDEEMSLFTAVVLVSADRSGIE
NVNSVEALQETLIRALRTLIMKNHPNEASIFTKLLLKLPDLRSLNNMHSEELLAFKVHP

>NR1H3 RAT

MSLWLEAAVPDVSPDSATELWKTEPQDAGDQGGNTCILREEARMPQSTGGALRIGLESSEPTALLPRAET
LPEPTELRPQKRKKGPAPKMLGNELCSVCGDKASAFHYNVLSCEGCKGFFRRSVIKGARY ICHSGGHCPM
DTYMRRKCQECRLRKCRHAGMREECVLSEEQIRLKKLKRQEEEQAQATSVSPRVSSPPQVLPQLSPEQLG
MIEKLVAAQQQCNRRSFSDRLRVTPWPIAPDPQSREARQQRFAHFTELAIVSVQEIVDFAKQLPGFLOLS
REDQIALLKTSAIEVMLLETSRRYNPGSESITFLKDFSYNREDFAKAGLQVEFINPIFEFSRSMNELQLN
DAEFALLIAISIFSADRPNVQDQLOVERLOHTYVEALHAYVSINHPHDRLMFPRMLMKLVSLRTLSSVHS

24



EQVFALRLODKKLPPLLSEIWDVHE

>PPAR_CAVPO
MVDMESPLCPLSPLEAEDLESPLSEYFLOQEMGTIQDISRSLGEDSSGSFGFPEYQYLGSGPGSDGSVITD
TLSPASSPSSVSYPEVPCGVDEPPSSALNIECRICGDKASGYHYGVHACEGCKGFFRRTIRLKLVYDKCD
RSCKIQKKNRNKCQYCRFHKCLSVGMSHNAIRFGRMPRSEKAKLKAEVLTCDRDSEGAETADLKSLAKRI
YEAYLKNFHMNKVKARIILAGKTSSHPLEVIHDMETLCTAEKTLMAKVVSDGIRDKEAEVRIFHCCQCVS
VETVINLTEFAKAIPGFASLDLNDQVTLLKYGVYEATFTMLSSTMNKDGMLVAYGHGFITREFLKNLRKP
FCDMMEPKFNFAMKFNALELDDSDISLFVAAIICCGDRPGLLNIDHIEKMQEAIVHVLKLHLQSNHPDDT
FLFPKLLOKLADLRQLVTEHAQLVQVIKTESDAALHPLLOEIYRDMY

>NR1H3 MOUSE
MSLWLEASMPDVSPDSATELWKTEPQDAGDQGGNTCILREEARMPOSTGVALGIGLESAEPTALLPRAET
LPEPTELRPOQKRKKGPAPKMLGNELCSVCGDKASGFHYNVLSCEGCKGFFRRSVIKGARYVCHSGGHCPM
DTYMRRKCQECRLRKCRQAGMREECVLSEEQIRLKKLKROQEEEQAQATSVSPRVSSPPOVLPQLSPEQLG
MIEKLVAAQQQCNRRSFSDRLRVTPWPIAPDPQSREARQOQRFAHFTELAIVSVQEIVDFAKQLPGFLQLS
REDQIALLKTSAIEVMLLETSRRYNPGSESITFLKDFSYNREDFAKAGLQVEFINPIFEFSRAMNELQLN
DAEFALLIAISIFSADRPNVODQLOQVERLQHTYVEALHAYVSINHPHDRLMFPRMLMKLVSLRTLSSVHS
EQVFALRLQDKKLPPLLSEIWDVHE

>Q91X41_MOUSE
MSLWLEASMPDVSPDSATELWKTEPQDAGDQGGNTCILREEARMPOSTGVALGIGLESAEPTALLPRAET
LPEPTELRPOQKRKKGPAPKMLGNELCSVCGDKASGFHYNVLSCEGCKGFFRRSVIKGARYVCHSGGHCPM
DTYMRRKCQECRLRKCRQAGMREECVLSEEQIRLKKLKROQEEEQAQATSVSPRVSSPPOVLPQLSPEQLG
MIEKLVAAQQQCNRRSFSDRLRVTPWPIAPDPQSREARQOQRFAHFTELAIVSVQEIVDFAKQLPGFLQLS
REDQIALLKTSAIEVMLLETSRRYNPGSESITFLKDFSYNREDFAKAGLQVEFINPIFEFSRAMNELQLN
DAEFALLIAISIFSADRPNVODQLOQVERLQHTYVEALHAYVSINHPHDPLMFPRMLMKLVSLRTLSSVHS
EQVFALRLQDKKLPPLLSEIWDVHE

>Q9U3Y4 AEDAL
MMKRRWSNNGGFTALRMLDDSSSEVTSSSAALGMTMSPNSLGSPNYDELELWSSYEDNAYNGHSVLSNGN
NNLGGCGAANNLLMNGIVGNNNLNGMMNMASQAVQANANSIQHIVGNLINGVNPNQTLIPPLPSIIQNTL
MNTPRSESVNSISSGREDLSPSSSLNGYTDGSDAKKQKKGPTPRQOEELCLVCGDRASGYHYNALTCEGC
KGFFRRSVTKNAVYCCKFGHACEMDMYMRRKCQECRLKKCLAVGMRPECVVPENQCAIKRKEKKAQKEKD
KVQTNATVSTTNSTYRSEILPILMKCDPPPHOAI PLLPEKLLOENRLRNIPLLTANQMAVIYKLIWYQDG
YEQPSEEDLKRIMIGSPNEEEDQHDVHFRHITEITILTVQLIVEFAKGLPAFTKIPQEDQITLLKACSSE
VMMLRMARRYDAATDSILFANNRSYTRDSYRMAGMADT IEDLLHFCRQMFSLTVDNVEYALLTAIVIFSD
RPGLEQAELVEHIQSYYIDTLRIYILNRHAGDPKCSVIFAKLLSILTELRTLGNONSEMCFSLKLKNRKL
PRFLEEIWDVQDIPPSMQAQMHSHGTPQSSSSSSSSSSSSSSNGSSNGNSNSNGPHPHPHGQQLTPNQOQ
PPHPQOQOHSQLQQVHANGSGSGGASSNNSSSSGGLGVPVGLGGGALDHV

>ECR_LUCCU
MMKRRWSNNGGFAALKMLEESSSEVTSSSNGLVLSSDINMSPSSLDSPVYGDQEMWLCNDSASYNNSHQH
SVITSLQGCTSSLPAQTTIIPLSALPNSNNASLNNQONQNYQNGNSMNTNLSVNTNNSVGGGGGGGGVPGM
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TSLNGLGGGGGSQVNNHNHSHNHLHHNSNSNHSNSSSHHTNGHMGIGGGGGGLSVNINGPNIVSNAQQLN
SLOASQONGQVIHANIGIHSITISNGLNHHHHHHMNNSSMMHHTPRSESANSISSGRDDLSPSSSLNGESTS
DASDVKKIKKGPAPRLOEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVYCCKFGHACEMDMYMR
RKCQECRLKKCLAVGMRPECVVPENQCAMKRREKKAQKEKDKIQTSVCATEIKKEILDLMTCEPPSHPTC
PLLPEDILAKCQARNIPPLSYNQLAVIYKLIWYQDGYEQPSEEDLKRIMSSPDENESQHDASFRHITEIT
ILTVQLIVEFAKGLPAFTKIPQEDQITLLKACSSEVMMLRMARRYDHNSDSIFFANNRSYTRDSYKMAGM
ADNIEDLLHFCROMYSMKVDNVEYALLTAIVIFSDRPGLEEAELVEAIQSYYIDTLRIYILNRHCGDPMS
LVFFAKLLSILTELRTLGNONAEMCFSLKLKNRKLPKFLEEIWDVHAIPPSVQSHIQATQAEKAGPGSSG
NNIGHFSSRHLIFLHKYLDGNIILIIVIAIGASTPNGGAVDYVGTDMSMSLVQSDNA

>NR1H2 RAT
MSSPTSSLDTPLPGNGSPQPSTSSTSPTIKEEGQETDPPPGSEGSSSAYIVVILEPEDEPERKRKKGPAP
KMLGHELCRVCGDKASGFHYNVLSCEGCKGFFRRSVVHGGAGRYACRGSGTCOMDAFMRRKCOLCRLRKC
KEAGMREQCVLSEEQIRKKKIQKOQQQQPPPPTEPASGSSARPAASPGTSEASSQGSGEGEGIQLTAAQE
LMIQQLVAAQLQCNKRSFSDQPKVTPWPLGADPQSRDARQQRFAHFTELAIISVQEIVDFAKQVPGFLOL
GREDQIALLKASTIEIMLLETARRYNHETECITFLKDFTYSKDDFHRAGLQVEFINPIFEFSRAMRRLGL
DDAEYALLIAINIFSADRPNVOEPSRVEALQQPYVEALLSYTRIKRPODQLRFPRMLMKLVSLRTLSSVH
SEQVFALRLQDKKLPPLLSEIWDVHE

>PPAR XENLA
MSTIMVDTNSELCILTPLDEDDLESPLSGEFLQODIVDIQDITQTIGDDGSTPFGASEHQFFGNSPGSIGS
VSTDLTDTLSPASSPASITFPAASGSAEDAACKSLNLECRVCSDKASGFHYGVHACEGCKGEFFRRTIRLK
LVYDRCERMCKIQKKNRNKCQYCRFEKCLNVGMSHNAIRFGRMPRSEKAKLKAEVLMCDQDVKDSQMADL
LSLARLIYDAYLKNEFNMNKVKARAILTGKASNPPEVIHDMETLCMAEKTLVAKLVANGIQNKEAEVRIFH
CCQCTSVETVTELTEFAKSIPGFTELDLNDQVTLLKYGVYEAMFAMLASVMNKDGMLVAYGNGEFITREFL
KSLRKPIGDMMEPKFEFAMKFNALELDDSDLSLEFVAALICCGDRPGLVNIPSIEKMQESIVHVLKLHLQS
NHPDDSFLFPKLLOKMADLRQLVTEHAQLVQTIKKTETDAALHPLLQEIYRDMY

>Q6AXA9 XENLA
MSTIMVDTNSELCILTPLDEDDLESPLSGEFLQODIVDIQDITQTIGDDGSTPFGASEHQFFGNSPGSIGS
VSTDLTDTLSPASSPASITFPAASGSAEDAACKSLNLECRVCSDKASGFHYGVHACEGCKGEFFRRTIRLK
LVYDRCERMCKIQKKNRNKCQYCRFEKCLNVGMSHNAIRFGRMPRSEKAKLKAEVLMCDQDVKDTQMADL
LSLARLIYDAYLKNFNMNKVKARAILTGKASNPPEVIHDMETLCMAEKTLVAKLVANGIQNKEAEVRIFH
CCQCTSVETVTELTEFAKSIPGFTELDLNDQVTLLKYGVYEAMFAMLASVMNKDGMLVAYGNGEFITREFL
KSLRKPIGDMMEPKFEFAMKFNALELDDSDLSLEFVAALICCGDRPGLVNIPSIEKMQESIVHVLKLHLQS
NHPDDSFLFPKLLOKMADLRQLVTEHAQLVQTIKKTETDAALHPLLQEIYRDMY

>Q8IW13 HUMAN
MPHSAGGTAGVGLEAAEPTALLTRAEPPSEPTEIRPOQKRKKGPAPKMLGNELCSVCGDKASGFHYNVLSC
EGCKGFFRRSVIKGAHYICHSGGHCPMDTYMRRKCQECRLRKCRQAGMREECVLSEEQIRLKKLKRQEEE
QAHATSLPPRASSPPQILPQLSPEQLGMIEKLVAAQQQCNRRSFSDRLRVTPWPMAPDPHSREARQQRFA
HFTELATIVSVQEIVDFAKQLPGFLQLSREDQIALLKTSAIEVMLLETSRRYNPGSESITFLKDESYNRED
FAKAGLQVEFINPIFEFSRAMNELQLNDAEFALLIATISIFSADRPNVODOLOVERLQHTYVEALHAYVST
HHPHDRLMFPRMLMKLVSLRTLSSVHSEQVFALRLODKKLPPLLSEIWDVHE
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>Q5U0N9_HUMAN
MSLWLGAPVPDIPPDSAVELWKPGAQDASSQAQGGSSCILREEARMPHSAGGTAGVGLEAAEPTALLTRA
EPPSEPKEIRPQKRKKGPAPKMLGNELCSVCGDKASGFHYNVLSCEGCKGFFRRSVIKGAHY ICHSGGHC
PMDTYMRRKCOECRLRKCRQAGMREECVLSEEQIRLKKLKRQEEEQAHATSLPPRASSPPQILPQLSREQ
LGMIEKLVAAQQQCNRRSFSDRLRVTPWPMAPDPHSREARQQRFAHFTELAIVSVQEIVDFAKQLPGFLQ
LSREDQIALLKTSAIEVMLLETSRRYNPGSESITFLKDFSYNREDFAKAGLQVEFINPIFEFSRAMNELQ
LNDAEFALLIAISIFSADRPNVQDQLOVERLOHTYVEALHAYVSIHHPHDRLMFPRMLMKLVSLRTLSSV
HSEQVFALRLODKKLPPLLSEIWDVHE

>NR1D1 HUMAN
MTTLDSNNNTGGVITYIGSSGSSPSRTSPESLYSDNSNGSFQSLTQGCPTYFPPSPTGSLTQDPARSFEGS
IPPSLSDDGSPSSSSSSSSSSSSFYNGSPPGSLQVAMEDSSRVSPSKSTSNITKLNGMVLLCKVCGDVAS
GFHYGVHACEGCKGFFRRSIQONIQYKRCLKNENCSIVRINRNRCOQQCRFKKCLSVGMSRDAVRFGRIPK
REKQRMLAEMQSAMNLANNQLSSQCPLETSPTQHPTPGPMGPSPPPAPVPSPLVGESQFPQOLTPPRSPS
PEPTVEDVISQVARAHREIFTYAHDKLGSSPGNFNANHASGSPPATTPHRWENQGCPPAPNDNNTLAAQR
HNEALNGLRQAPSSYPPTWPPGPAHHSCHQSNSNGHRLCPTHVYAAPEGKAPANSPROGNSKNVLLACPM
NMYPHGRSGRTVQEIWEDFSMSFTPAVREVVEFAKHIPGFRDLSQHDQVTLLKAGTFEVLMVRFASLENV
KDQTVMFLSRTTYSLOELGAMGMGDLLSAMFDFSEKLNSLALTEEELGLFTAVVLVSADRSGMENSASVE
QLOETLLRALRALVLKNRPLETSRFTKLLLKLPDLRTLNNMHSEKLLSFRVDAQ

>NR1H2_ MOUSE
MSSPTSSLDTPVPGNGSPQPSTSATSPTIKEEGQETDPPPGSEGSSSAYIVVILEPEDEPERKRKKGPAP
KMLGHELCRVCGDKASGFHYNVLSCEGCKGFFRRSVVHGGAGRYACRGSGTCOMDAFMRRKCOLCRLRKC
KEAGMREQCVLSEEQIRKKRIQKQOQQQQPPPPSEPAASSSGRPAASPGTSEASSQGSGEGEGIQLTAAQE
LMIQQLVAAQLQCNKRSFSDQPKVTPWPLGADPQSRDARQQRFAHFTELAIISVQEIVDFAKQVPGFLOL
GREDQIALLKASTIEIMLLETARRYNHETECITFLKDFTYSKDDFHRAGLQVEFINPIFEFSRAMRRLGL
DDAEYALLIAINIFSADRPNVQEPSRVEALQQPYVEALLSYTRIKRPODQLRFPRMLMKLVSLRTLSSVH
SEQVFALRLQDKKLPPLLSEIWDVHE

>ECR _AEDAE
MMKRRWSNNGGFTALRMLDDSSSEVTSSSAALGMTMSPNSLGSPNYDELELWSSYEDNAYNGHSVLSNGN
NNLGGCGAANNLLMNGIVGNNNLNGMMNMASQAVQANANSTIQHIVGNLINGVNPNQTLIPPLPSIIQNTL
MNTPRSESVNSISSGREDLSPSSSLNGYTDGSDAKKQKKGPTPROQOEELCLVCGDRESGYHYNALTCEGC
KGFFRRSVTKNAVYCCKFGHACEMDMYMRRKCQECRLKKCLAVGMRPECVVPENQCATKRKEKKAQKEKD
KVOTNATVSTTNSTYRSEILPILMKCDPPPHQAIPLLPEKLLOQENRLRNIPLLTANQMAVIYKLIWYQDG
YEQPSEEDLKRIMIGSPNEEEDQHDVHFRHITEITILTVQLIVEFAKGLPAFTKIPQEDQITLLKACSSE
VMMLRMARRYDAATDSILFANNRSYTRDSYRMAGMADTIEDLLHFCROMFSLTVDNVEYALLTAIVIFESD
RPGLEQAELVEHIQSYYIDTLRIYILNRHAGDPKCSVIFAKLLSILTELRTLGNONSEMCFEFSLKLKNRKL
PRFLEEIWDVQDIPPSMQAQMHSHGTQSSSSSSSSSSSSSNGSSNGNSSSNSNSSQHGPHPHPHGQQLTP
NQOOHOOQHSQLOQVHANGSGSGGGSNNNSSSGGVVPGLGMLDQV

>Q8MYA6_ 9NEOP
MRRRWSNNGGFQTLRMLEESSSEVTSSSALGLPPAMVMSPESLASPEYAGLELWGYDDGITYNATQSLLG
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NTCTMQQQOPPTQPLPSMPLPMPPTTPKSENESMSSGREELSPASSVNGCSTDGESRRQKKGPAPRQQEE
LCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVYICKFGHACEMDMYMRRKCOECRLKKCLAVGMRPE
CVVPETTCAIKRKEKKAQREKDKLPVSTTTVDDHMPPIMQCDPPPPEAARILECLQHEVVPRFLSEKLME
ONRLKNIPPLTANQQFLIARLVWYQDGYEQPSEEDLKRVTQTWQSNEDEEEETDLPFRQITEMTILTVQL
IVEFAKGLPGFSKISQPDQITLLKACSSEVMMLRVARRYDAASDSVLFANNQAYTRDNYRKAGMAYVIED
LLHFCRCMYSLSMDNVHYALLTAVVIFSDRPGLEQPQLVEEIQRYYLNTLRVYIMNQHSASPRCAVLYAK
ILSVLTELRTLGMONSNMCISLKLKNRKLPPFLEEIWDVADVSAAQAPAIMDVATNL

>Q7T029 PLEPL
MVDTQQLLAWPVGEFSLSAVDLSELDDSSHSLDMKHLATLDYTSISSASVPSSLSPOQLMSSISSVGVAYDP
SPPOSEEHLTNMDYTNMHSYRTEPNVHNSIKMEPESPPQYSDSPVESKLODDTTAASLNIECRVCGDKAS
GFHYGVHACEGCKGFFRRTIRLKLVYDHCDLHCRIHKKSRNKCQYCRFQKCLNVGMSHNAIRFGRMPQAE
KEKLLAEFSSDMEHMHPEAADLRALARHLYEAYLKYFPLTKAKARAILSGKTGDNAPEFVIHDIKSLMEGE
QFINCROMPIQEQQQASVLTATHGGLTEHHMGSDYGVWGTTSISGQEPONALELRFFQOSCQSRSAEAVRE
VTEFAKSIPGFTDLDLNDQVTLLKYGVIEVLIIMMSPLMNKDGTLISYGQIFMTREFLKSLRKPFCQMME
PKFEFSVKFNTLELDDSDMALFLVVIILSGDRPGLLNVKPIEQLQETVLHSLELQLKLNHPDSLQLFAKL
LOKMTDLRQIVTDHVHLIQLLKKTEVDMCLHPLLQEIMKDLY

>Q9W712_ PLAFE
MVDTQQLLAWPVGFSLSAVDLSELDDSSHSLDMKHLATLDYTSISSASVPSSLSPQLMSSISPVGMAYDP
SPPQSEEHLTNMDYTNMHSYRTEPNVHNS IKMEPESPPQYSDSPVFSKLQDDPTAASLNIECRVCGDKAS
GFHYGVHACEGCKGFFRRTIRLKLVYDHCDLHCRIHKKSRNKCQYCRFQKCLNVGMSHNAIRFGRMPQAE
KEKLLAEFSSDMEHMHPEAADLRALARHLYEAYLKYFPLTKAKARAILSGKTGDNAPFVIHDMKSLMEGE
QFINCRQMPIQEQQQASVLTAAHGGLTEVHMGSDYGVWGMTSISGQEPQNALELRFFQSCQOSPSAEAVRE
VTEFAKSIPGFTDLDLNDQVTLLKYGVIEVLIIMMSPLMNKDGTLISYGQIFMTREFLKSLRKPFCQOMME
PKFEFSVKFNTLELDDSDMALFLVVIILSGDRPGLLNVKPIEQLQETVLHSLELQLKLNHPDSLQLFAKL
LOKMTDLRQIVTDHVHLIQLLKKTEIDMCLHPLLQEIMKDLY

>Q9VVM9 DROME

MEAVQAAAAATSSGGSSGSVPGSGSGSASKLIKTEPIDFEMLHLEENERQODIEREPSSSNSNSNSNSLT
PORYTHVQVQTVPPROQPTGLTTPGGTOQKVILTPRVEYVQQORATSSTGGGMKHVYSQQQGTAASRSAPPET
TALLTTTSGTPQIIITRTLPSNQHLSRRHSASPSALHHYQQQOPOROQSPPPLHHOQQOOQQQOHVRVIRDG
RLYDEATVVVAARRHSVSPPPLHHHSRSAPVSPVIARRGGAAAYMDQQOYQQRQTPPLAPPPPPPPPPPPP
PPPOOQOOQYISTGVPPPTAAARKFVVSTSTRHVNVIASNHFOQOQOOQOQOHQOAQQOHOOQOHOQOHQOQHQQHVIA
SVSSSSSSSAIGSGGSSSSHIFRTPVVSSSSSSNMHHOQOQOQOOQOQQSSLGNSVMRPPPPPPPPKVKHASSS
SSGNSSSSNTNNSSSSSNGEEPSSSIPDLEFDGTTVLCRVCGDKASGFHYGVHSCEGCKGFFRRSIQQKI
QYRPCTKNQQCSILRINRNRCQYCRLKKCIAVGMSRDAVRFGRVPKREKARILAAMQOOSTONRGQQRALA
TELDDQPRLLAAVLRAHLETCEFTKEKVSAMRORARDCPSYSMPTLLACPLNPAPELQSEQEFSQRFAHV
IRGVIDFAGMIPGFQLLTODDKFTLLKAGLEFDALFVRLICMEFDSSINSIICLNGQVMRRDAIQNGANAREFE
LVDSTENFAERMNSMNLTDAEIGLFCAIVLITPDRPGLRNLELIEKMYSRLKGCLQYIVAQNRPDQPEFL
AKLLETMPDLRTLSTLHTEKLVVFRTEHKELLRQOMWSMEDGNNSDGQONKSPSGSWADAMDVEAAKSPL
GSVSSTESADLDYGSPSSSQPQGVSLPSPPQOOPSALASSAPLLAATLSGGCPLRNRANSGSSGDSGAAE
MDIVGSHAHLTONGLTITPIVRHQOQQOOQOQOQOQIGILNNAHSRNLNGGHAMCQQOQOOHPOQLHHHLTAGAAR
YRKLDSPTDSGIESGNEKNECKAVSSGGSSSCSSPRSSVDDALDCSDAAANHNQVVQHPQLSVVSVSPVR
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SPOPSTSSHLKRQIVEDMPVLKRVLQAPPLYDTNSLMDEAYKPHKKFRALRHREFETAEADASSSTSGSN
SLSAGSPRQSPVPNSVATPPPSAASAAAGNPAQSQLHMHLTRSSPKASMASSHSVLAKSLMAEPRMTPEQ
MKRSDIIQNYLKRENSTAASSTTNGVGNRSPSSSSTPPPSAVONQORWGSSSVITTTCQQOROQSVSPHSN
GSSSSSSSSSSSSSSSSSTSSNCSSSSASSCQYFQSPHSTSNGTSAPASSSSGSNSATPLLELQVDIADS
AQPLNLSKKSPTPPPSKLHALVAAANAVQRYPTLSADVTVTASNGGPPSAAASPAPSSSPPASVGSPNPG
LSAAVHKVMLEA

>Q8MYA7 9NEOP
MDLKHEVAYRGLPRQVKAEPGVSHNGHOVNGHVRYWMAGVVGGGSPSPGAATQPPNNGYSSPLSSSSYGP
YSPNGKIGREELSPASSVNGCSTDGESRRQKKGPAPRQQEELCLVCGDRASGYHYNALTCEGCKGFFRRS
VTKNAVYICKFGHACEMDMYMRRKCQECRLKKCLAVGMRPECVVPETTCAIKRKEKKAQREKDKLPVSTT
TVDDHMPPIMQCDPPPPEAARILECLOHEVVPRFLSEKLMEQNRLKNI PPLTANQQFLIARLVWYQDGYE
QPSEEDLKRVTQTWQSNEDEEEETDLPFRQITEMTILTVQLIVEFAKGLPGFSKISQPDQITLLKACSSE
VMMLRVARRYDAASDSVLFANNQAYTRDNYRKAGMAYVIEDLLHFCRCMYSLSMDNVHYALLTAVVIFSD
RPGLEQPQLVEEIQRYYLNTLRVYIMNQHSASPRCAVLYAKILSVLTELRTLGMONSNMCISLKLKNRKL
PPFLEEIWDVADVSAAQAPAIMDVATNL

>076827 CERCA
MMKRRWSNNGGFALRMLEESSAEVSSSSNGLVLSTTLSPSPLDSPVYGDQDLWYDAAFNGHGGGGGGGAH
SVITSAHSCAALLPPQTSIIPLGGGVNNTNMNGAGNPGINFGGSGGGVNGIVGGGSLAHGSQLGNGHLGN
QLNSHNNNNNNMNMHNNNINTTNMLHATLNQGLINGLMSGVLGVSGGMQHNGLNMOQQHTPRSDSANSISS
GRDDLSPSSSLNGYSANDSCDVKKIKKGPAPRLOQEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNA
VYCCKFGRSCEMDMYMRRKCQECRMKKCLAVGMRPECVVPENQCAMKRREKKAQKEKEKQTTGNSPIICK
TESIKNEILELMNCEPPSHPTCPLLPDDIVAKCKASNIPPLTRNQLAVIYKLIWYQDGYEQPSEEDLKRI
MSTPDENESPNDISFRHITEITILTVQLIVEFAKGLPAFTKIPQEDQITLLKACSSEVMMLRMARRYDHN
SDSIFFANNRSYTRDAYKMAGVADNIEDLLHFCRQMYSMKVDNVEYALLTAIVIFSDRPGLEKAQLVEETI
QSYYIDTLRVYIINRHCGDSMSLVFFAKLLSILTELRTLGNQNAEMCFSLKLKNRKLPKFLEEIWDVHAV
PPSVQSHIQATQAEREGLEPNTAVATTSTSAAASSSPVRPLTW

>Q8IQS3 DROME

MLMSADSSDSAKTSVICSTVSASMLAPPAPEQPSTTAPPILGVTGRSHLENALKLPPNTSVSAYYQHNSK
LGMGONYNPEFRSLVAPVTDLDTVPPTGVTMASSSNSPNSSVKLPHSGVIFVSKSSAVSTTDGPTAVLOQ
QQPQQQOMPQHFESLPHHHPQOEHOPQQQOQQHHLQHHPHPHVMY PHGYQQANLHHSGGIAVVPADSRPQT
PEYIKSYPVMDTTVASSVKGEPELNIEFDGTTVLCRVCGDKASGFHYGVHSCEGCKGFFRRSIQQKIQYR
PCTKNQQCSILRINRNRCQYCRLKKCIAVGMSRDAVRFGRVPKREKARILAAMOQSTONRGQQRALATEL
DDQPRLLAAVLRAHLETCEFTKEKVSAMRQRARDCPSYSMPTLLACPLNPAPELQSEQEFSQRFAHVIRG
VIDFAGMIPGFQLLTQDDKFTLLKAGLFDALFVRLICMFDSSINSIICLNGQVMRRDAIQNGANARFLVD
STFNFAERMNSMNLTDAEIGLFCAIVLITPDRPGLRNLELIEKMYSRLKGCLQYIVAQNRPDQPEFLAKL
LETMPDLRTLSTLHTEKLVVFRTEHKELLRQOMWSMEDGNNSDGQQNKSPSGSWADAMDVEAAKSPLGSV
SSTESADLDYGSPSSSQPQGVSLPSPPQOOPSALASSAPLLAATLSGGCPLRNRANSGSSGDSGAAEMDT
VGSHAHLTQONGLTITPIVRHQQOOQOQQOQIGILNNAHSRNLNGGHAMCOQQQQHPQLHHHLTAGAARYRK
LDSPTDSGIESGNEKNECKAVSSGGSSSCSSPRSSVDDALDCSDAAANHNQVVQHPQLSVVSVSPVRSPQ
PSTSSHLKRQIVEDMPVLKRVLQAPPLYDTNSLMDEAYKPHKKFRALRHREFETAEADASSSTSGSNSLS
AGSPRQSPVPNSVATPPPSAASAAAGNPAQSQLHMHLTRSSPKASMASSHSVLAKSLMAE PRMTPEQMKR
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SDITIQONYLKRENSTAASSTTNGVGNRSPSSSSTPPPSAVONQQRWGSSSVITTTCQQORQQSVSPHSNGSS
SSSSSSSSSSSSSSSTSSNCSSSSASSCQYFQSPHSTSNGTSAPASSSSGSNSATPLLELQVDIADSAQP
LNLSKKSPTPPPSKLHALVAAANAVQRYPTLSADVTVTASNGGPPSAAASPAPSSSPPASVGSPNPGLSA
AVHKVMLEA

>E75A_ DROME
MLMSADSSDSAKTSVICSTVSASMLAPPAPEQPSTTAPPILGVTGRSHLENALKLPPNTSVSAYYQHNSK
LGMGONYNPEFRSLVAPVTDLDTVPPTGVTMASSSNSPNSSVKLPHSGVIFVSKSSAVSTTDGPTAVLOQ
QQPQQQOMPQHFESLPHHHPQOEHQOPQQQOQQHHLQHHPHPHVMY PHGYQQANLHHSGGIAVVPADSRPQT
PEYIKSYPVMDTTVASSVKGEPELNIEFDGTTVLCRVCGDKASGFHYGVHSCEGCKGFFRRSIQQKIQYR
PCTKNQQCSILRINRNRCQYCRLKKCIAVGMSRDAVRFGRVPKREKARILAAMOQSTONRGQQRALATEL
DDQPRLLAAVLRAHLETCEFTKEKVSAMRQRARDCPSYSMPTLLACPLNPAPELQSEQEFSQRFAHVIRG
VIDFAGMIPGFQLLTQDDKFTLLKAGLFDALFVRLICMFDSSINSIICLNGQVMRRDAIQNGANARFLVD
STFNFAERMNSMNLTDAEIGLFCAIVLITPDRPGLRNLELIEKMYSRLKGCLQYIVAQNRPDQPEFLAKL
LETMPDLRTLSTLHTEKLVVFRTEHKELLRQOMWSMEDGNNSDGQQNKSPSGSWADAMDVEAAKSPLGSV
SSTESADLDYGSPSSSQPQGVSLPSPPQOOPSALASSAPLLAATLSGGCPLRNRANSGSSGDSGAAEMDT
VGSHAHLTQONGLTITPIVRHQQOOQQQQOQIGILNNAHSRNLNGGHAMCOQQQQHPQLHHHLTAGAARYRK
LDSPTDSGIESGNEKNECKAVSSGGSSSCSSPRSSVDDALDCSDAAANHNQVVQHPQLSVVSVSPVRSPQ
PSTSSHLKRQIVEDMPVLKRVLQAPPLYDTNSLMDEAYKPHKKFRALRHREFETAEADASSSTSGSNSLS
AGSPRQSPVPNSVATPPPSAASAAAGNPAQSQLHMHLTRSSPKASMASSHSVLAKSLMAE PRMTPEQMKR
SDIIQNYLKRENSTAASSTTNGVGNRSPSSSSTPPPSAVONQORWGSSSVITTTCOQROQSVSPHSNGSS
SS555555555SSSSTSSNCSSSSASSCQYFQSPHSTSNGTSAPASSSSGSNSATPLLELQVDIADSAQP
LNLSKKSPTPPPSKLHALVAAANAVQRYPTLSADVTVTASNGGSSVGGGESGRQQQSAGECGLPQSGPER
RRAQGNAGGVRAGGGRWFYAEKWERQRLGVAVQRSRKQDHLERRELN

>Q9I8F6 SALSA
MDNKMNSFDMKTLSTLDCPYLPSLEYSHNSPHHHHSPDRSHSCNHSPDRSHSFNHSPDRSHSFNHSPDRN
HSFNHSPDRSHSFNHSPDRSHSYNDTYSVYQGSVNDKPLSPSQSSDCSIVSLSRPRPHSNPPTYTDASSL
LNIDCRVCGDKASGFHYGVHVCEGCKGFFRRTVRLKLEYDHCDLHCRIHKKSRNKCQYCRFQKCLLVGMS
HDATRFGRMPQVEREKLLQAEFMDVEPRNPESADLRALSRQLCLSYHRHFPLTKSKAKATLSGKTHGNSP
FVIHDMKSLTAGQYFINCRQLPVLERQRSVLPPEEPAEELELSVFRRIQFRSAEAVQEVTEFTKSTPGET
ELDMNDQVILLKYGVIEVMTTMLAPLMNKDGTLFAYGQI FMTREFLKSLRKPFCEMME PKFEFAAKFNLL
ELDDSDMALFFAVIILSGDRPGLVNVKPIEDLQETVLOALELQLKTIHPDCPQLFAKLLOKMTDLRQLGG
QPRSAHTHLLKKQELQMCLHPLLQEIMRDLY

>ECR_MANSE
MRRRWSNNGCFPLRMFEESSSEVTSSSAFGMPAAMVMSPESLASPEYGGLELWSYDETMTNYPAQSLLGA
CNAPQQQOQQOQQQPSAQPLPSMPLPMPPTTPKSENESMSSGREELSPASSINGCSTDGEPRRQKKGPAP
RQOEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVY ICKFGHACEMDMYMRRKCQECRLKKCLAV
GMRPECVVPESTCKNKRREKEAQREKDKLPVSTTTVDDHMPAIMOCDPPPPEAARIHEVVPRFLTEKLME
ONRLKNVTPLSANQKSLIARLVWYQEGYEQPSEEDLKRVTQTWQLEEEEEEETDMPFRQITEMTILTVQL
IVEFAKGLPGFSKISQSDQITLLKASSSEVMMLRVARRYDAATDSVLFANNQAYTRDNYRKAGMSYVIED
LLHFCRCMYSMSMDNVHYALLTAIVIFSDRPGLEQPLLVEEIQRYYLKTLRVY ILNQHSASPRCAVLFGK
ILGVLTELRTLGTQONSNMCISLKLKNRKLPPFLEEIWDVAEVSTTQPTPGVAAQVTPIVVDNPAAL
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>RORA_MOUSE
MESAPAAPDPAASEPGSSGSEAAAGSRETPLTODTGRKSEAPGAGRRQSYASSSRGISVTKKTHTSQIET
IPCKICGDKSSGIHYGVITCEGCKGFFRRSQQSNATYSCPRQKNCLIDRTSRNRCOHCRLOKCLAVGMSR
DAVKFGRMSKKQRDSLYAEVQKHRMQQQQRDHQQQPGEAEPLTPTYNISANGLTELHDDLSTYMDGHTPE
GSKADSAVSSFYLDIQPSPDQSGLDINGIKPEPICDYTPASGFFPYCSFTNGETSPTVSMAELEHLAQNT
SKSHLETCQYLREELQQITWQTFLQEEIENYONKQREVMWQLCAIKITEAIQYVVEFAKRIDGFMELCON
DQIVLLKAGSLEVVFIRMCRAFDSQNNTVYFDGKYASPDVFKSLGCEDFISFVFEFGKSLCSMHLTEDET
ALFSAFVLMSADRSWLQEKVKIEKLQQKIQLALQHVLOKNHREDGILTKLICKVSTLRALCGRHTEKLMA
FKAIYPDIVRLHFPPLYKELFTSEFEPAMQIDG

>Q6GMA2 XENLA
MSATAVDGSDVSLDGDSFHSVGTVLODSAGSVKLQIKEERLESQESASLPNENEVLGTDGEGSSQSAAEE
PERKRKKGPAPKMLGNEVCSVCGDKASGFHYNVLSCEGCKGFFRRSVIKNAQYSCKNNGKCOMDMYMRRK
CQECRLRKCREAGMREQCVLSEEQIRSKKIRKQQODEDVTRSSSALVPPSPCMLSQEVVQLTPQQEKMIEQ
LVSAQQQCNKRSFSDOPKVTPWPPGTDPNSREARQORFAHFTELATIISVQEIVDFAKQVPGFLELSREDQ
IALLKASTIEIMLLETARRYNHETECITFLKDFTYSKDDFHRAGLQVEFINPIFEFSRGMROMQLDDAEY
ALLTIAINIFSADRPNVLNHQHVENLQLPYVEALHSYTRIKRPODHLMFPRMLMKLVSLRTLSSVHSEQFF
ALRLODKKLPPLLSEIWDVHE

>077255_CHOFU
MRRRWSNNGGFQTLRMLEESSSEVTSSSALGLPAAMVMSPESLASPEYGGLELWGYDDGLSYNTAQSLLG
NTCTMQOQOOQTQPLPSMPLPMPPTTPKSENESISSGREELSPASSINGCSTDGEARRQKKGPAPRQQEEL
CLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVYICKFGHACEMDMYMRRKCQECRLKKCLAVGMRPEC
VVPETQCAMKRKEKKAQKEKDKLPVSTTTVDDHMPPIMQCEPPPPEAARIHEVVPRFLSDKLLETNRQKN
IPQLTANQQFLIARLIWYQDGYEQPSDEDLKRITQTWQQADDENEESDTPFRQITEMTILTVQLIVEFAK
GLPGFAKISQPDQITLLKACSSEVMMLRVARRYDAASDSVLEFANNQAYTRDNYRKAGMAYVIEDLLHFCR
CMYSMALDNIHYALLTAVVIFSDRPGLEQPQLVEEIQRYYLNTLRIYILNQLSGSARSSVIYGKILSILS
ELRTLGMONSNMCISLKLKNRKLPPFLEEIWDVADMSHTQPPPILESPTNL

>Q6RVD3 PLOIN
MRRRWSNNGGFQTLRMLEESSSEVTSSSALGLPPAMVMSPESLASPEYGGLELWSYDDGISYNTATAQLL
GNACTMQQOQOPPTQPLPSMPLPMPPTTPKSENESMSSGREELSPASSVNGCSTDGDARRQKKGPAPRQQE
ELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVYIYKFGHACEMDMYMRRKCQECRLKKCLAVGMRP
ECVVPETQCAIKRKEKKAQREKDKLPVSTTTVDDHMPPIMQCDPPPPEAARIHEVVPRFLSDKLMEQNRL
KNIPPLTANQQFLIAGLVWYQDGYEQPSEEDLKRVTQTWQPTDEDDDDMPFRQITEMTILTVQLIVEFAK
GLPGFSKISQPDQITLLKACSSEVMMLRVARRYDAATDSVLEFANNQAYTRDNYRKAGMAYVIEDLLHFCR
CMYSMTMDNVHYALLTAIVIFSDRPGLEQPQLVEEIQRYYLNTLRVYIMNQHSDSPRCAVVFGKILSVLT
EIRTLGMONSNMCISLKLKNRKLPPFLEEIWDVADVSTAQQLPLVDAGSAL

>Q8JHUL CHICK

MGPTQLSTQDHGKRVASVFEMEEEGLSLFSGSENPPKHAENPPLKRKKGPAPKMLGNEVCSVCGDKASGE
HYNVLSCEGCKGFFRRSVIKGAQYVCKNGGKCEMDMYMRRKCQECRLRKCQEAGMREQYVLSEEQIRLKK
LKKQEDDQARTVVVRPNPPQPPSPSHOLTPEQLNMIEKLVAAQQQCNQRSFTDRLKVTPWPQVPDPNNRE
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ARQORFAHFTELAIISVQEIVDFAKQLPGFRELTREDQIALLKTSTIEVMLLETSRRYNPEIESITFLKD
LSYNRDDFAKAGLQFEFINPIFEFSKGMNELOLNDAEYALLTIAINIFSADRPNVODQSLVERLQHTYVEA
LHSYICINRPNDHLMFPRMLMKLVSLRTLSSVHSEQVFALRLODKKLPPLLSEIWDVHE

>Q5RGZ2_ BRARE
MVDMPSLYSPSSPLGDPIMYSPLSGELIGDMQVLEDISQSLSDDTENSFHMLDYQNCDTAVDNSSILDVL
TPASSPSSEVEFSASTGODENSSGSLTLECRVCADRASGFHYGVHACEGCKGFFRRTIRLKLEYDKCERNC
KIQKKNRNKCQYCRFRKCLAVGMSHNAIRFGRIPQSEKQRLKAEQDVSGKEEHKCQQPDMRSLARQMHEA
YLKHFHMNKAKARVFLTGKTSTPPFVIHDMDTLOQHAEKKLVTQLLGNVASGDISTLQEREVEARLFLECQ
YASVATVTELTEYAKAVPGFADLDLNDQVTLLKYGVYEALFTLLASCMNKDGLLVAQGGGFITREFLKSL
RKPFSDMMEPKFQFAMKEFNALELDDSDLALFVAAITICCGDRPGLSNVPQIERIQESVIHSLRLHLTSNHP
DNSLLFPKLLOKLADLRQLVTEHAELVQEINKTEDASLHPLLQEIYRDMY

>077240 CHOFU
MDLKHEVAYRGVLPGQVKAEPGVHNGQVNGHVRDWMAGGAGANSPSPGAVAQPQPNNGYSSPLSSGSYGP
YSPNGKIGREELSPASSINGCSTDGEARRQKKGPAPRQQEELCLVCGDRASGYHYNALTCEGCKGFEFFRRS
VTKNAVYICKFGHACEMDMYMRRKCQECRLKKCLAVGMRPECVVPETQCAMKRKEKKAQKEKDKLPVSTT
TVDDHMPPIMQCEPPPPEAARIHEVVPRFLSDKLLETNRQKNIPQLTANQQFLIARLIWYQDGYEQPSDE
DLKRITQTWQQADDENEESDTPFRQITEMTILTVQLIVEFAKGLPGFAKISQPDQITLLKACSSEVMMLR
VARRYDAASDSVLFANNQAYTRDNYRKAGMAYVIEDLLHFCRCMYSMALDNIHYALLTAVVIFSDRPGLE
QPQLVEEIQRYYLNTLRIYILNQLSGSARSSVIYGKILSILSELRTLGMQONSNMCISLKLKNRKLPPFLE
EIWDVADMSHTQPPPILESPTNL

>Q8JIT8 SALSA
MKSHDEEVVQQEQEDQQEKGNSNSHSTSNTDSPALSSSCTDLSQTSSPSLSDQLLLGREDVTGAGINVEC
RICGDKASGFHYGVHACEGCKGFFRRTIRMKLEYERCERSCKIQKKSRNKCQYCRFQKCLLLGMSHDAIR
YGRMPEAEKRKLVAGLLAGERAPTTNPNGSDLKSLAKEVNNAYLKNLNMTKKKARSILTGKTSSSPVEYP
YPFVIHDMDSLCQAENGLVWKQLINGTTPNKEIGVHVFYRCQCTTVETVRELTEFAKS I PGFVDLFLNDQ
VTLLKYGVHEAIFAMLPSLMNKDGLLVANGKGFVTREFLRSLRRPFSEIMEPKFEFAVKFNALELDDSDL
ALFVAAIILCGDRPGLINIKQVEEIQDSILQALDQHLLANHTDSKYLFPKLLNKMADLRQLVTENAMLVQ
KIKKTESETSLHPLLQEIYKDMY

>Q8AXU8 CHICK
MGPTQLSTQDHGKRVASVFEMEEEGLSLFSGSENPPKHAENPPLKRKKGPAPKMLGNEVCSVCGDKASGF
HYNVLSCEGCKGFFRRSVIKGAQYVCKNGGKCEMDMYMRRKCQECRLRKCQEAGMREQYVLSEEQIRLKK
LKKQEDDQARTVVVRPNPPQPPSPSHQLTPEQLNMIEKLVAAQQQCNQRSFTDRLKVTPWPQVPDPNNRE
ARQQRFAHFTELAIISVQEIVDFAKQLPGFRELTREDQIALLKTSTIEVMLLETSRRYNPEIESITFLKD
LSYNRDDFAKAGLQFEFINPIFEFSKGMNELOLNDAEYALLIAINIFSADRPSVQDQSLVERLQHTYVEA
LHSYICINGPNDHLMFPRMLMKLGSLRTLSSVHSEQVFALRLQDKKLPPLLSEIWDVHE

>044337 9ACAR
MLSELQLQPLGRRSAAAAPSSDEVASMKPMLLQAAQGGAGGLAAGSPPALSPNLPSVVKVEPRLPSPCVG
GAASGDGGPVPPKRVRQDDAGAWISSPSSQMSVGSLSPPPPLLNGVANSSGLSPVSNCSSYDTYSPRGPC
KEEMSPSSGGGGLNGYFVDSFGDPKKKKGPAPRQQEELCLVCGDRASGYHYNALTCEGCKGFFRRSITKN
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AVYQCKYGNNCDIDMYMRRKCQECRLKKCLSVGMRPECVVPEYQCATIKRESKKHQKDRPNSTTRESPSAL
MAPSSVGGVSPTSQPMGGGGSSLGSSNHEEDKKPVVLSPGVKPLSSSQEDLINKLVYYQQEFESPSEEDM
KKTTPFPLGDSEEDNQRRFQHITEITILTVQLIVEFSKRVPGEFDTLAREDQITLLKACSSEVMMLRGARK
YDVKTDSIVFANNQPYTRDNYRSASVGDSADALFRFCRKMCQLRVDNAEYALLTAIVIFSERPSLVDPHK
VERIQEYYIETLRMYSENHRPPGKNYFARLLSILTELRTLGNMNAEMCEFSLKVONKKLPPFLAEIWDIQE

>Q68CY8 HUMAN
MSSPTTSSLDTPLPGNGPPQPGAPSSSPTVKEEGPEPWPGGPDPDVPGTDEASSACTTDWVIPDPEEEPE
RKRKKGPAPKMLGHELCRVCGDKASGFHYNVLSCEGCKGFFRRSVVRGGARRYACRGGGTCQMDAFMRRK
CQOCRLRKCKEAGMREQCVLSEEQIRKKKIRKQQQQESQSQSQSPVGPQGSSSSASGPGASPGGSEAGSQ
GSGEGEGVQLTAAQELMIQQLVAAQLOCNKRSFSDQPKVTPWPLGADPQSRDARQORFAHFTELAIISVQ
EIVDFAKQVPGFLQLGREDQIALLKASTIEIMLLETARRYNHETECITFLKDFTYSKDDFHRAGLQVEFT
NPIFEFSRAMRRLGLDDAEYALLIAINIFSADRPTCRAGPRGGVAAALRGGAAVLHAHQEAADQLRFPRM
LMKLVSLRTLSSVHSEQVFALRLODKKLPPLLSEIWDVHE

>Q5XI75 RAT
MVMQOFQGLENPIQISLOHSHRLSGFASDRMSSKPAKGVLTEHAAGPLGONLDLESYSPYNNVQFPQVQPQ
ISSSSYYSNLGFYPQQPEDWYSPGLYELRRMPTESVYQGETEVSEMPVTKKPRMAASSAGRIKGDELCVV
CGDRASGYHYNALTCEGCKGFFRRSITKNAVYKCKNGGNCVMDMYMRRKCQDCRLRKCREMGMLAECLLT
EIQCKSKRLRKNVKQHADQTVNEDSEGRDLRQVTSTTKLCREKTELTVDQQTLLDY IMDSYSKQRMPQE T
TNKILKEEFSAEENFLILTEMATSHVQILVEFTKRLPGFQTLDHEDQIALLKGSAVEAMFLRSAEIFNKK
LPAGHADLLEERIRKSGISDEYITPMFSFYKSVGELKMTQEEYALLTAIVILSPDRQYIKDREAVEKLQE
PLLDVLQKLCKIYQPENPQHFACLLGRLTELRTFNHHHAEMLMSWRVNDHKFTPLLCEIWDVQ

>NR1H4 RAT
MNLIGPSHLQATDEFALSENLFGVLTEHAAGPLGONLDLESYSPYNNVQFPQVQPQISSSSYYSNLGFYP
QQPEDWYSPGLYELRRMPTESVYQGETEVSEMPVTKKPRMAASSAGRIKGDELCVVCGDRASGYHYNALT
CEGCKGFFRRSITKNAVYKCKNGGNCVMDMYMRRKCODCRLRKCREMGMLAECLLTEIQCKSKRLRKNVK
QHADQTVNEDSEGRDLRQVTSTTKLCREKTELTVDQQTLLDY IMDSYSKQRMPQEITNKILKEEFSAEEN
FLILTEMATSHVQILVEFTKRLPGFQTLDHEDQIALLKGSAVEAMFLRSAEIFNKKLPAGHADLLEERIR
KSGISDEYITPMFSFYKSVGELKMTQEEYALLTAIVILSPDRQYIKDREAVEKLQEPLLDVLQKLCKIYQ
PENPQHFACLLGRLTELRTFNHHHAEMLMSWRVNDHKFTPLLCEIWDVQ

>ECR_HELVI
MSLGARGYRRCDTLADMRRRWYNNGPFQTLRMLEESSSEVTSSSALGLPPAMVMSPESLASPEIGGLELW
GYDDGITYSMAQSLGTCTMEQQQPOPOOOPOOTQPLPSMPLPMPPTTPKSENESMSSGREELSPASSVNG
CSTDGEARRQKKGPAPRQOEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVYICKEFGHACEMDIY
MRRKCQECRLKKCLAVGMRPECVVPENQCAMKRKEKKAQREKDKLPVSTTTVDDHMPPIMQCDPPPPEAA
RILECVQHEVVPRFLNEKLMEQNRLKNVPPLTANQKSLIARLVWYQEGYEQPSEEDLKRVTQSDEDDEDS
DMPFRQITEMTILTVQLIVEFAKGLPGFAKISQSDQITLLKACSSEVMMLRVARRYDAATDSVLEANNQA
YTRDNYRKAGMAYVIEDLLHFCRCMYSMMMDNVHYALLTAIVIFSDRPGLEQPLLVEEIQRYYLNTLRVY
ILNONSASPRGAVIFGEILGILTEIRTLGMONSNMCISLKLKNRKLPPFLEEIWDVADVATTATPVAAEA
PAPLAPAPPARPPATV
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>044336 9ACAR
MNYHPGYEDVPPPYTAAAPEDFWRKEEMSPSSGGGGLNGYFVDSFGDPKKKKGPAPRQQEELCLVCGDRA
SGYHYNALTCEGCKGFFRRSITKNAVYQCKYGNNCDIDMYMRRKCQECRLKKCLSVGMRPECVVPEYQCA
TIKRESKKHQKDRPNSTTRESPSALMAPSSVGGVSPTSQPMGGGGSSLGSSNHEEDKKPVVLSPGVKPLSS
SQEDLINKLVYYQQEFESPSEEDMKKTTPFPLGDSEEDNQRRFQHITEITILTVQLIVEFSKRVPGEFDTL
AREDQITLLKACSSEVMMLRGARKYDVKTDSIVFANNQPYTRDNYRSASVGDSADALFRFCRKMCQLRVD
NAEYALLTAIVIFSERPSLVDPHKVERIQEYYIETLRMYSENHRPPGKNYFARLLSILTELRTLGNMNAE
MCFSLKVONKKLPPFLAEIWDIQE

>002035 TENMO
MKRRWSGLQAVRVTPEESSSEVTSSSTTLVMSPANSLASTDIGDVDLEFWDLDLNGAKSRQRTHYHSKRI
WIPGHTIIASNHHLAKSDTSSMSGREDLSPSSLNGYSADSCDSKKKKGPTPRQQEELCLVCGDRASGYHY
NALTCEGCKGFFRRSITKNAVYQCKYGNNCEIDMYMRRKCQECRLKKCLSVGMRPECVVPEVQCAVKRKE
KKAQKEKDKPNSTTNGSPDVIKIEPELSDSEKTLTNGRNRISPEQEELILIHRLVYFONEYEHPSEEDVK
RIINQPIDGEDQCEIRFRHTTEITILTVQLIVEFAKRLPGFDKLLQEDQIALLKACSSEVMMFRMARRYD
VQSDSILFVNNQPYPRDSYNLAGMGETIEDLLHFCRTMYSMKVDNAEYALLTAIVIFSERPSLIEGWKVE
KIQEIYLEALRAYVDNRRSPSRGTIFAKLLSVLTELRTLGNQNSEMCISLKLKNKKLPPFLDEIWDVDLK
A

>Q8K476_MESAU
MNLIEHSHLQAMDEFSLSENVFGVLTEQEAGALGONLDLEAYSPYSNVQFPQVQPQOISSSSYYSNLGEYP
QOPEEWYSPGIYELRRMPAETVYQGETEVSEMPVTKKPRMATAAAGRIKGDELCVVCGDRASGYHYNALT
CEGCKGFFRRSITKNAVYKCKNGGSCVMDMYMRRKCQECRLRKCKEMGMLAECLLTEIQCKSKRLRKNVK
QHADKTVNEDREGRDLRQVTSTTKSCREKTELTPDQONLLDYITDSYSKQRMPQEITNKILKEEFSAEEN
FLILTEMATSHVQVLVEFTKKLPGFQTLDHEDQIALLKGSAVEAMFLRSAEIFNKKLPAGHADLLEERIR
NSGISAEYITPMFSEFYKSIGELKMTQEEYALLTGIVILSPDRQYIKDREAVERLQEPLLEVLQKLCKIYQ
PENPQHFACLLGRLTELRTFNHHHAEMLMSWRVNDHKFTPLLCEIWDVQ

>Q8K473_MESAU
MVMORQGLENPVQVSLHHSHRLSGFVPDVMSLKPAKGVLTEQEAGALGONLDLEAYSPYSNVQEPQVQPQ
ISSSSYYSNLGFYPOQPEEWYSPGIYELRRMPAETVYQGETEVSEMPVTKKPRMATAAAGRIKGDELCVV
CGDRASGYHYNALTCEGCKGFFRRSITKNAVYKCKNGGSCVMDMYMRRKCQECRLRKCKEMGMLAECMY T
GLLTEIQCKSKRLRKNVKQHADKTVNEDREGRDLRQVTSTTKSCREKTELTPDQONLLDYITDSYSKQRM
POEITNKILKEEFSAEENFLILTEMATSHVQVLVEFTKKLPGFQTLDHEDQIALLKGSAVEAMFLRSAETI
FNKKLPAGHADLLEERIRNSGISAEYITPMFSEFYKSIGELKMTQEEYALLTGIVILSPDRQYIKDREAVE
RLOQEPLLEVLQKLCKIYQPENPQHFACLLGRLTELRTFNHHHAEMLMSWRVNDHKEFTPLLCEIWDVQ

>Q8K474 MESAU

MVMORQGLENPVQVSLHHSHRLSGFVPDVMSLKPAKGVLTEQEAGALGONLDLEAYSPYSNVQEPQVQPQ
ISSSSYYSNLGFYPOQPEEWYSPGIYELRRMPAETVYQGETEVSEMPVTKKPRMATAAAGRIKGDELCVV
CGDRASGYHYNALTCEGCKGFFRRSITKNAVYKCKNGGSCVMDMYMRRKCQECRLRKCKEMGMLAECLLT
EIQCKSKRLRKNVKQHADKTVNEDREGRDLRQVTSTTKSCREKTELTPDQONLLDYITDSYSKQRMPQE I
TNKILKEEFSAEENFLILTEMATSHVQVLVEFTKKLPGFQTLDHEDQIALLKGSAVEAMFLRSAEIFNKK
LPAGHADLLEERIRNSGISAEYITPMFSEFYKSIGELKMTQEEYALLTGIVILSPDRQYIKDREAVERLQE
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PLLEVLQKLCKIYQPENPQHFACLLGRLTELRTFNHHHAEMLMSWRVNDHKEFTPLLCEIWDVQ

>Q8K475 MESAU
MNLIEHSHLQAMDEFSLSENVFGVLTEQEAGALGONLDLEAYSPYSNVQFPQVQPOISSSSYYSNLGFEYP
QOPEEWYSPGIYELRRMPAETVYQGETEVSEMPVTKKPRMATAAAGRIKGDELCVVCGDRASGYHYNALT
CEGCKGFFRRSITKNAVYKCKNGGSCVMDMYMRRKCQECRLRKCKEMGMLAECMYTGLLTEIQCKSKRLR
KNVKQHADKTVNEDREGRDLRQVTSTTKSCREKTELTPDQONLLDYITDSYSKQRMPQEITNKILKEEFS
AEENFLILTEMATSHVQVLVEFTKKLPGFQTLDHEDQIALLKGSAVEAMFLRSAEIFNKKLPAGHADLLE
ERIRNSGISAEYITPMFSEFYKSIGELKMTQEEYALLTGIVILSPDRQYIKDREAVERLQEPLLEVLQKLC
KIYQPENPQHFACLLGRLTELRTFNHHHAEMLMSWRVNDHKFTPLLCEIWDVQ

>HR3 GALME
MNNSQFHELFGSQWPPDQHGGHSSASTMLHOAQSPLPQGMRLKRE PHTDVQGVMHNQOMGMDI TSGSVADS
TSPPPGSSEGMFGSSISGMFMDKKAANSIRAQIEI IPCKVCGDKSSGVHYGVITCEGCKGFFRRSQSTVV
NYQCPRNKACVVDRVNRNRCQYCRLOKCLKLGMSRDAVKFGRMSKKQREKVEDEVRYHRAQMRAQTDAAP
DSVYDAQQQTPSSSDOFHGHYNGYPGYRSPLSSYGYGGNAGPALTSNMNIQPQAPQQQPYDVSADYVDST
TAYEPKQTGGFLDADFIGHAEGDISKVLVKSLAEAHANTNPKLEYVHEMFRKPPDVSKLLFYNSMTYEEM
WLDCADKLTGMIQNIIEFAKLIPGFMKLSQDDQILLLKSGSFELAIVRLSRLIDVNREQVLYGDVVLPIR
ECVHARDPRDVTLVVGIFDAAKTIERLKLTETELALYQSLVLLWPERHGVRGNPE IQCLFNMSMAAMRHE
IESNHAPLKGDVTVLDTLLAKIPTFRELSLMHLEALCRFKAAHPHHVFPALYKELFSLDSVLDYTHG

>ECR_CHITE
MKTENLIVTTVKVEPLNYASQSFGDNNIYGGATKKQRLESDEWMNHNQTNMNLESSNMNHNT ISGFSSPD
VNYEAYSPNSKLDDGNMSVHMGDGLDGKKSSSKKGPVPRQOEELCLVCGDRASGYHYNALTCEGCKGFFR
RSVTKNAVYCCKFGHECEMDMYMRRKCQECRLKKCLAVGMRPECVVPENQCATKRKEKKAQKEKDKVPGT
VGSNTSSSSLLNQSLNNGSLKNLEISYREELLEQLMKCDPPPHPMQOQLLPEKLLMENRAKGTPQLTANQV
AVIYKLIWYQDGYEQPSEEDLKRITTELEEEEDQEHEANFRYITEVTILTVQLIVEFAKGLPAFIKIPQE
DQITLLKACSSEVMMLRMARRYDHDSDSILFANNTAYTKQTYQLAGMEETIDDLLHFCRQMYALSIDNVE
YALLTAIVIFSDRPGLEKAEMVDIIQSYYTETLKVYIVNRHGGESRCSVQFAKLLGILTELRTMGNKNSE
MCFSLKLRNRKLPRFLEEVWDVGDVNNQTTATTNTENIVRERINRN

>Q9BMC6_ HELAM
MNNNQFHDLFGSQWPPDQHGGHSSASTMLHQSQGLPOQGMOLKREPHTDVQPVMHNOMGTDITSGSVADST
SPPPGSSDGMFGSSISGMFMDKKAANSIRAQIEIIPCKVCGDKSSGVHYGVITCEGCKGFFRRSQSTVVN
YOCPRNKACVVDRVNRNRCQYCRLOQKCLKLGMSRDAVKFGRMSKKQREKVEDEVRFHRAQMRAQTDTAPD
SVYDAQQQTPSSSDOFHGHYNGYPGYGSPLSSYGYNNAGPALOSNMGGIQPQAPQOQPYDVSADYVDSTT
AYEPKQTEGFLDPDFISHAEGDISKVLVKSLAEAHANTNPKLEFIHEMFRKPODVSKLLYYSSMTYEEMW
LDCADKLTGMIQNIIEFAKLIPGFMKLTODDQILLLKSGSFELAIVRLSRLIDVNRDQVLYGDAVLSIRE
CVHARDPRDVALVVGIFDAAKTIARLKLTETELALYQSLVLLWPERHGVRGNPEIQCLFNMSMAAMRHE I
ETNHAPLKGDVTVLDTLLAKIPTFRELSLMHLEALCRFKAAHPHHVFPALYKELFSLDSVLDYTHG

>E75 GALME
MTLVMSPDSSYGRYDAPAPADNRIMSPVHKEREPELHIEFDGTTVLCRVCGDKASGFHYGVHSCEGCKGF
FRRSIQQKIQYRPCTKNQQCSILRINRNRCQYCRLKKCIAVGMSRDAVRFGRVPKREKARILAAMOSSTT
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RAHEQAAAAELDDGPRLLARVVRAHLDTCEFTRDRVAAMRNGARDCPTYSQPTLACPLNPAPELQSEKEF
SOQRFAHVIRGVIDFAGLIPGFQLLTQODDKFTLLKSGLFDALFVRLICMEDAPLNSIICLNGQLMKRDSTIQ
SGANARFLVDSTFKFAERMNSMNLTDAEIGLFCAIVLITPDRPGLRNVELVERMHSRLKSCLQTVIAQNR
SDGPGFLRELMDTLPDLRTLSTLHTEKLVVFRTEHKELLRQOMWVEDEGALWADSGADDSARSPIGSVSS
SESSETTGDCGTPLLAATLAGRRRLDSRGSVDEEALGVAHLAHNGLTVTPVRPPPRYRKLDSPTDSGIES
GNEKHERIVGPESGCSSPRSSLEEHSDDRRPIAPADDMPVLKRVLOAPPLYDASSLMDEAYKPHKKEFRAM
RRDTWSEAEARPGRPTPSPOQPPHHPHPASPAHPAHSPRPIRAPLSSTHSVLAKSLMEGPRMTPEQLKRTD
ITQQYMRRGETGAPTEGCPLRAGGLLTCFRGASPAPQPVIALQVDVAETDAPQPLNLSKKSPSPSPPPPP
PRSYMPPMLPA

>Q772W0_HUMAN
MVMOFQGLENPIQISPHCSCTPSGFFMEMMSMKPAKGVLTEQVAGPLGONLEVEPYSQYSNVQEFPQAQPQ
ISSSSYYSNLGFYPOOPEEWYSPGIYELRRMPAETLYQGETEVAEMPVTKKPRMGASAGRIKGDELCVVC
GDRASGYHYNALTCEGCKGFFRRSITKNAVYKCKNGGNCVMDMYMRRKCQECRLRKCKEMGMLAECLLTE
IQCKSKRLRKNVKQHADQTVNEDSEGRDLROQVTSTTKSCREKTELTPDQOQTLLHFIMDSYNKQRMPQEIT
NKILKEEFSAEENFLILTEMATNHVQVLVEFTKKLPGFQTLDHEDQIALLKGSAVEAMFLRSAEIFNKKL
PSGHSDLLEERIRNSGISDEYITPMFSFYKSIGELKMTQEEYALLTAIVILSPDRQYIKDREAVEKLQEP
LLDVLQKLCKIHQPENPQHFACLLGRLTELRTFNHHHAEMLMSWRVNDHKFTPLLCEIWDVQ

>NR1H4 HUMAN
MVMOFQGLENPIQISPHCSCTPSGFFMEMMSMKPAKGVLTEQVAGPLGONLEVEPYSQYSNVQEPQVQPQ
ISSSSYYSNLGFYPOQOPEEWYSPGIYELRRMPAETLYQGETEVAEMPVTKKPRMGASAGRIKGDELCVVC
GDRASGYHYNALTCEGCKGFFRRSITKNAVYKCKNGGNCVMDMYMRRKCQECRLRKCKEMGMLAECMYTG
LLTEIQCKSKRLRKNVKQHADQTVNEDSEGRDLRQVTSTTKSCREKTELTPDQQOQTLLHFIMDSYNKQRMP
QEITNKILKEEFSAEENFLILTEMATNHVQVLVEFTKKLPGFQTLDHEDQIALLKGSAVEAMFLRSAETIF
NKKLPSGHSDLLEERIRNSGISDEYITPMFSFYKSIGELKMTQEEYALLTAIVILSPDRQYIKDREAVEK
LOEPLLDVLOKLCKIHQPENPQHFACLLGRLTELRTFNHHHAEMLMSWRVNDHKEFTPLLCEIWDVQ

>Q8SPF5 RABIT
MVMOFQGLENPVHISPHHSCSPPGFVTDMMSMKPAKGVLTEQVTSPLGONLEVEPYSQYNNVQEPQVQPQ
ISSSSYYSNLGFYPOQOPEEWYSPGIYELRRTPADTLYQGETEVADMPVPKKPRMGASAGRIKGDELCVVC
GDRASGYHYNALTCEGCKGFFRRSITKNAVYKCKNGGNCVMDMYMRRKCQECRLRKCKEMGMLAECLLTE
IQCKSKRLRKNVKQHTDQTTNDDSEGPDLROQVTSTTKSCREKTELTPDQONLLHYITDSYNKQRMPQEVT
NKILKEEFSAEENFLILTEMATSHVQVLVEFTKKLPGFQTLDHEDQIALLKGSAVEAMFLRSAEIFNKKL
PVGHTDLLEERIRKSGISDEYITPMFSFYKSVGELKMTQEEYALLTAIVILSPDRQYIKDREAVEKLQEP
LLDVLQKLCKIHQPENPQHFACLLGRLTELRTFNHHHAEMLMSWRVNDHKFTPLLCEIWDVQ

>VDR_CHICK

MSELRGSWDEQQQSMAYLPDADMDTVAASTSLPDPAGDFDRNVPRICGVCGDRATGFHFNAMTCEGCKGF
FRRSMKRKAMFTCPFNGDCKITKDNRRHCOACRLKRCVDIGMMKEFILTDEEVORKREMI LKRKEEEALK
ESLKPKLSEEQQKVIDTLLEAHHKTFDTTYSDFNKFRPPVRSKFSSRMATHSSSVVSQDFSSEDSNDVEG
SDAFAAFPEPMEPQMFSNLDLSEESDESPSMNIELPHLPMLPHLADLVSYSIQKVIGFAKMI PGFRDLTA
EDQIALLKSSAIEVIMLRSNQSFTMEDMSWTCGSNDFKYKVSDVTQAGHSMDLLEPLVKFQVGLKKLNLH
EEEHVLLMAICILSPDRPGVQODTSLVESIQDRLSDILQTYIRCRHPPPGSRLLYAKMIQKLADLRSLNEE

36



HSKQYRCLSFQPEHSMQLTPLVLEVEFGNEIS

>Q8WSA2_ BOMMO
MSPDSSYGRYDVPTSVDHSLMSSMHKEREPELHIEFDGTTVLCRVCGDKASGFHYGVHSCEGCKGFFRRS
IQQKIQYRPCTKNQQCSILRINRNRCQYCRLKKCIAVGMSRDAVRFGRVPKREKARILAAMOQSSSSRAH
EQAAAAELDDAPRLLARVVRAHLDTCEFTRDRVASMRARARDCPTYSQPTLACPLNPAPELQSEKEFSQOR
FAHVIRGVIDFAGLIPGFQLLTQDDKFTLLKSGLFDALFVRLICMFDAPLNSIICLNGOLMKRDSIQSGA
NARFLVDSTFKFAERMNSMNLTDAEIGLFCAIVLITPDRPGLRNIELVERMHSRLKACLOTVIAQNRPER
PGFLRELMDTLPDLRTLSTLHTEKLVVFRTEHKELLRQQMWNEEEGVSWADSVVEESARSPIGSVSSSES
GEVPSDCGTPLLAATLAGRRRLDSRGSVDEEALGVAHLAHNGLTVTPVRPPPRYRKLDSPTDSGIESGNE
KHERIIGPGSGCSSPRSSLEEHTEDRRPTAPADDMPVLKRVLQAPPLYGGTSTLMDETYKPHKKFRAMRR
DTGEAEARPVQPTPSPQPLHPHPASPAHPAHSPRPPRISLSSTHSVLAKSLMEGPRMTPEQLKRTDMIQQ
YMRRNEAGSSVEGCTLRTGGLLTCYRGASPAPPPVLALQVDVTDAPLNLSKKSPSPPRSYMPOMLEA

>Q9U5G4_ BOMMO

MSPDSSYGRYDVPTSVDHSLMS SMHKEREPELHIEFDGTTVLCRVCGDKASGFHYGVHSCEGCKGFFRRS
TQQKIQYRPCTKNQQCSTLRINRNRCQYCRLKKCTAVGMSRDAVRFGRVPKREKARTLAAMOQSSSSRAH
EQAAAAELDDAPRLLARVVRAHLDTCEFTRDRVASMRARARDCPTYSQPTLACPLNPAPELQSEKEFSQR
FAHVIRGVIDFAGLIPGFQLLTQDDKFTLLKSGLFDALFVRLICMFDAPLNSTICLNGQLMKRDSTQSGA
NARFLVDSTFKFAERMNSMNLTDAETGLFCATVLITPDRPGLRNIELVERMHSRLKACLQAVIAQNRPER
PGFLRELMDTLPDLRTLSTLHTEKLVVFRTEHKELLRQOMWNEEEGVSWADSVVEESARSPSGSVSSSES
GEVPSDCGTPLLAATLAGRRRLDSRGSVDEEALGVAHLAHNGLTVTPVRPPPRYRKLDSPTDSGIESGNE
KHERTIGPGSGCSSPRSSLEEHTEDRRPTAPADDMPVLKRVLQAPPLYGGTSTLMDETYKPHKKFRAMRR
DTGEAEARPVQPTPSPQPLHPHPASPAHPAHSPRPPRISLSSTHSVLAKSLMEGPRMTPEQLKRTDMIQQ
YMRRNEAGSSVEGCPLRTGGLLTCYRGASPAPPPVLALQVDVTDAPLNLSKKSPSPPRSYMPQMLEA

>E75 CHOFU
MTLVMSPDSSYGRYDAQPPVDGGMVNPVHREREPELHIEFDGTTVLCRVCGDKASGFHYGVHSCEGCKGF
FRRSIQOKIQYRPCTKNQQCSILRINRNRCQYCRLKKCIAVGMSRDAVRFGRVPKREKARILAAMQQSSS
SRAHEQAAAAELDDAPRLLARVVRAHLDTCEFTRDRVAAMRARARDCPTYSQPTLACPLNPAPELQSEKE
FSOQRFAHVIRGVIDFAGLIPGFQLLTODDKFTLLKSGLFDALFVRLICMFDAPLNSIICLNGQLMKRDST
QOSGANARFLVDSTFKFAERMNSMNLTDAEIGLFCAIVLITPDRPGLRNIELVERMHARLKSCLQTVIAQN
RADRPGFLRELMDTLPDLRTLSTLHTEKLVVFRTEHKELLROQOMWGDEEVCPWADSGVDDSARSPLGSVS
SSESGEAPSDCGTPLLAATLAGRRRLDSRGSVDEEALGVAHLAHNGLTVTPVRPPPRYRKLDSPTDSGIE
SGNEKHERIVGPGSGCSSPRSSLEEHMEDRRPLAADDMPVLKRVLOAPPLYDASSLMDEAYKPHKKFRAM
RRDTGEAEARPMRPTPSPQPMHPHPGSPAHPAHPAHSPRPLRAPLSSTHSVLAKSLMEGPRMTPEQLKRT
DITQQYMRRGEAGEECRAGLLLYRGASPLQVDVADAPQPLNLSKKSPSPPRSFMPPMLEA

>E75 MANSE

MTLVMSPDSSYGRYDAPTPTDVTSPVHREREPELHIEFDGTTVLCRVCGDKASGFHYGVHSCEGCKGFFR
RSIQQKIQYRPCTKNQQCSILRINRNRCQYCRLKKCIAVGMSRDAVRFGRVPKREKARILAAMOQSSTSR
AHEQAAAAELDDAPRLLARVVRAHLDTCEFTRDRVAAMRARARDCPTYSQPTLACPLNPAPELQSEKEFS
QRFAHVIRGVIDFAGLIPGFQLLTQDDKFTLLKSGLFDALFVRLICMFDAPLNSIICLNGOLMKRDSIQS
GANARFLVDSTFKFAERMNSMNLTDAEIGLFCAIVLITPDRPGLRNVELVERMHTRLKACLQTVIAQNRP
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DRPGFLRELMDTLPDLRTLSTLHTEKLVVFRTEHKELLROQOMWSEEEAVSWVDSGADELARSPIGSVSSS
ESGEAVGDCGTPLLAATLAGRRRLDSRGSVDEEALGVAHLAHNGLTVTPVRQPPRYRKLDSPTDSGIESG
NEKHERIVGTGSGCSSPRSSLEEHNEDRRPPVSADDMPVLKRVLOAPPLYGGTPSLMDEAYRRHKKFRAL
RRDTGEAEARTVRPTPSPQPOQHPHPANPAHPAHSPRPOQRASLSSTHSVLAKSLMEGPRMTPEQLKRTDI I
QQYMRRGESSAPAEGCPLRAGGLLTCYRGASPAPQPVLALQVDVTDAPLNLSKKSPSPPRTYMPOMLEA

>Q8JHU2 CHICK
MGSEMNLIGHPQLATADGFSLAEGPHLFGILSEPMSSPVQEADVSPYTQYNSVPFPQVQPQISSPPYYSN
LGFYPPQHEEWYSPGMYELRRIPSETFFTRETE IMDI PAAKKPRLGHSTGRMKGEELCVVCGDKASGYHY
NALTCEGCKGFFRRSITKNAVYKCKNGGNCEMDMYMRRKCQECRLRKCKQMGMLAECLLTETQCKSKRLR
KNVKQLPDQTVNEDNEGHDMKQVTSTTKMYREKVEFTPEQONLLDY IMDSYSKQQTPQEVSKKLLHEEF'S
AEGNFLILTEMATSHVQVLVEFTKKLPGFQTLDHEDQTALLKGSAVEAMFLRSAEIFSRKLPTGHTVLLE
ERTRNSGISDEFITPMFNFYKSIGELKMTQEEYALLTAIVILSPDRQYIKDRESVERLQEPLLDILQKFC
KLHHPDNPQHFACLLGRLTELRTFNHHHAEMLMSWRVNDHKFTPLLCEIWDVQ

>Q8JJ28 XENLA
MRQWEDLEQTMANSYVTVSDAYCLAEPLSYYDVLPDHINYQLPESEFQTASCCQYTNMAYSPGLOSPSSQ
CHYTSYGLEAAYGDGQYLLSTCELSKPSTLMTHGVDDVYPSMKRPRGSHAS IRMKGHEELCVVCGDKASG
YHYNALTCEGCKGFFRRSITKNAVYRCKNGGHCEMDMYMRRKCQECRLKKCKAVGMLAECLLTEVQCKSK
RLRKNCKONNSILSNVKVEDDGSDSRHVSSTTKLTKLPSQLELTGEECKLIDHIVTAHQKCGIPLDDLKI
FLEESADPEEIFYHFSEAAMLHVQAFVEFTKRLPGFEMLDHEDQIALLKGSTVETMLLRSAQLYNQPATG
SSLOSTEGLARYQSHSVDFSQIQEFDRCPLYSLEANSHQVVSTSTTDLTEEFITPLENFFRSMGSLNVTE
AEYALLSAVTVLFSDRPLLONKPPVEKLQEPLLGILHKYSKLYHPEDPQHFARLIGRLTELRTLNHNHSE
VLISWKARDTKLTPLLYGFWNLQ

>Q6P7H5 XENLA

MANSYVTVSDAYCLAEPLSYYDVLPDHINYQLPESEFQTASCCQYTNMAYSPGLQSPSSQCHYTSYGLEA
AYGDGQYLLSTCELSKPSTLMTHGVDDVYPSMKRPRGSHASIRMKGHEELCVVCGDKASGYHYNALTCEG
CKGFFRRSITKNAVYRCKNGGHCEMDMYMRRKCQECRLKKCKAVGMLAECLLTEVQCKSKRLRKNCKQNN
SILSNVKVEDDGSDSRHVSSTTKLTKLPSQLELTGEECKLIDHIVTAHQKCGIPLDDLKIFLEESADPEE
IFYHFSEAAMLHVQAFVEFTKRLPGFEMLDHEDQIALLKGSTVETMLLRSAQLYNQPATGSSLOSTEGLA
RYQSHSVDFSQIQEFDRCPLYSLEANSHQVVSTSTTDLTEEFITPLENFFRSMGSLNVTEAEYALLSAVT
VLEFSDRPLLONKPPVEKLQEPLLGILHKYSKLYHPEDPQHFARLIGRLTELRTLNHNHSEVLISWKARDT
KLTPLLYGFWNLQ

>VDR_COTJA
MVSISASGGYAMPCCCESQELQSSDMET PAVGT PEFDRNVPRICGVCGDRATGFHFNAMTCEGCKGEFFRR
SMKRKAMFTCPFSGDCKITKDNRRHCOACRLKRCVDIGMMKEFILTDEEVORKREMI LKRKEEEALKESL
KPKLSEEQQKVINILLEAHHKTFDTTYSDFNKFRPPVRSKFSSSTATHSSSVVSQDFSSEDSNDVFGSDA
FGAFPEPMEPQMFSNLDLSEESDESPSMNIELPHLPMLPHLADLVSYSIQKVIGFAKMI PGFRDLTAEDQ
IALLKSSAIEVIMLRSNQSFTMEDMSWTCGSNDFKYKVSDVTQAGHSMDLLEPLVKFQVGLKKLNLHEEE
HVLLMAICILSPDRPGVQDTSLVESIQDRLSDTLQTYIRCRHPPPGSRLLYAKMIQKLADLRSLNEEHSK
QYRCLSFQPEHSMQLTPLVLEVFGNEIS
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>Q27547 CHOFU
MMNNGQFPELFGSQWPPDHHGGHSSANTMLHPSMQSTMVKREPHTDVMHSQMGMGMQDIASVADSTSPPP
GGDGMFSTSMNAMEFMDKKGANSIRAQIEITIPCKVCGDKSSGVHYGVITCEGCKGFFRRSQSTVVNYQCPR
NKACVVDRVNRNRCQYCRLQKCLKLGMRRDAVKFGRMSKKQREKVEDEGRFHRAQMRGQTDAPLDSVYDA
QOQTPSSSDQFHGHYNSYPGYASPISSYGYNNTAPSLTSTMIQPHADSAAIRRTSGLCGLTTAYEPKQGG
FLDADFNWSRRSDISKVLVKSLAEAHANTIPKLEYIHEMLRKPVDVAKQLFYSSMTYEAMWLDCADKLTT
MIQSIIEFAKLMPGFMKLTQODDQILLLKSGSFELAIVRLSRLIDVNRDTVLYGDVVLPIRDCVHARDPRD
MALIVGIFDAAKTIARLKLTETELALYQSLVHLWPEPHGVRGNHEIQCLFNMSMTAMRHEIETNHHPLKG
DVIVLDTLLAKLPTFRELSLMHLEALCRFKAAHPLHIFPALYKELFSLDSVLDYHV

>NR1D1 RAT
MEDSSRVSPSKGTSNITKLNGMVLLCKVCGDVASGFHYGVHACEGCKGFFRRSIQQONIQYKRCLKNENCS
IVRINRNRCQQCRFKKCLSVGMSRDAVRFGRI PKREKQRMLAEMONAMNLANNQLSSLCPLETSPAPHPT
SGSVGPSPPPAPAPTPLVGFSQFPQQLTPPRSPSPEPTVEDVISQVARAHREIFTYAHDKLGTSPGNFNA
NHASGSPPATTPQCWESQGCPSTPNDNNLLAAQRENEALNGLRQGPSSYPPTWPSGPAHHSCHQPNSNGH
RLCPTHVYSAPEGKAPANGLRQGNTKNVLLACPMNMY PHGRSGRTVQE IWEDFSMSFTPAVREVVEFAKQ
IPGFRDLSQHDQVTLLKAGTFEVLMVRFASLENVKDQTVMFLSRTTYSLQELGAMGMGDLLNAMFDFSEK
LNSLALTEEELGLFTAVVLVSAEGSGMENSASVEQLOETLLGALRALVLKNRPSETSRFTKLLLKLPDLR
TLNNMHSEKLLSFRVDAQ

>HR3_DROME

MYTQRMFDMWS SVTSKLEAHANNLGQSNVQSPAGONNSSGSIKAQIEI I PCKVCGDKSSGVHYGVITCEG
CKGFFRRSQSSVVNYQCPRNKQCVVDRVNRNRCQYCRLQKCLKLGMSRDAVKFGRMSKKQREKVEDEVRE
HRAQMRAQSDAAPDSSVYDTQTPSSSDQLHHNNYNSYSGGYSNNEVGYGSPYGYSASVTPOQTMQYDISA
DYVDSTTYEPRSTIIDPEFISHADGDINDVLIKTLAEAHANTNTKLEAVHDMFRKQPDVSRILYYKNLGQ
EELWLDCAEKLTOMIQONIIEFAKLIPGFMRLSQDDQILLLKTGSFELAIVRMSRLLDLSQNAVLYGDVML
PQEAFYTSDSEEMRLVSRIFQTAKSIAELKLTETELALYQSLVLLWPERNGVRGNTEIQRLFNLSMNAIR
QELETNHAPLKGDVTVLDTLLNNIPNFRDISILHMESLSKFKLQHPNVVFPALYKELFSIDSQQDLT

>Q6DGW7_BRARE
MNDWVGHDVNVVGPLQIPPNDAFPLSESSHFFDILAEQNSPLLODQEVMPFTSYPSMQYTSVEPSMSSPS
YYSSQHCYSQYGAEEWYSPSAMFEMRKGPLDGGEDNELDESCPVIPTVCKRSRHAGHSGKSKGEELCVVC
GDKASGYHYNALTCEGCKVFFRRSITKNAVYKCKSGGNCEMDMYMRRKCQECRLRKCKEMGMLAECLLTE
IQCKSKRLRKNTKASSDGSIGDDVVDSRDPKQVVSTTKPSKENIELSQDQOALINYIVDAHNKHRIPQDM
AKKLLQEQFNAEENFLLLTEMATSHVQVLVEFTKNIPGFQSLDHEDQIALLKGSAVEAMFLRSAQVEFSKK
LPNGHTEVLEDRIRRSGISEEFITPMENFYKSIGELOMMQEEHALLTAITILSPDRPYVKDQQAVERLQE
PMLEVLRKICKLOHPQEPQHFARLLGRLTELRTLNHHHAEMLESWRMSDHKENPLLCEIWDVQ

>095P94 BOMMO
MLNMEDMWNSVSKLEAQSNVQQOSQQPHTSGGSIKAQIEIIPCKVCGDKSSGVHYGVITCEGCKGFFRRSQ
STVVNYQCPRNKACVVDRVNRNRCQYCRLOQKCLKLGMSRDAVKFGRMSKKQREKVEDEVRYHKAQMRVQA
DAAPDSVYDAQQQTPSSSDQFHGHYNSYPGYGSPLSSYGYNNAGPALPSNMSGMQPQPPAQPPYEVSGDY
VDSTTTYEPKQTGFLDADFISHVEGDISKVLVKSLTEAHANTNPKLDYTHEMFGKPQDVSKLLFYNSMTY
EEMWLDCADKLTAMIQNIIEFAKLIPGFMKLTQDDQILLLKSGSFELAIVRLSRLIDVNRDQVLYGDVVL
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PVRECVHARDPRDVALVQGIFEAAKSIARLKLTETELALYQSLVLLWPERHGVMGNSEIRCLFNMSMSAM
RHEIEVNHAPLKGDVTVLDTLLAKIPTFRDLSLMHLGALSRFKATHPHHVFPALYKELFSLDSVLDYTHG

>PXR_ HUMAN
MEVRPKESWNHADEFVHCEDTESVPGKPSVNADEEVGGPQICRVCGDKATGYHFNVMTCEGCKGFFRRAMK
RNARLRCPFRKGACEITRKTRRQCQACRLRKCLESGMKKEMIMSDEAVEERRALIKRKKSERTGTQPLGV
QOGLTEEQRMMIRELMDAQMKTEDTTFSHEKNFRLPGVLSSGCELPESLOQAPSREEAAKWSQVRKDLCSLK
VSLOLRGEDGSVWNYKPPADSGGKEIFSLLPHMADMSTYMFKGIISFAKVISYFRDLPIEDQISLLKGAA
FELCOQLRENTVEFNAETGTWECGRLSYCLEDTAGGFQOLLLEPMLKFHYMLKKLOQLHEEEYVLMQATISLE'S
PDRPGVLQHRVVDQOLOQEQFAITLKSYIECNRPOQPAHRFLFLKIMAMLTELRSINAQHTQRLLRIQDIHPF
ATPLMQELFGITGS

>0811X2_MOUSE
MANTYVATSDGYYLAEPTQYYDILPEQFHYQLCDTDFQEPPYCQYSTAQFPPALQSPSLOSHEFNTHGLDP
QYSGGSWCGLDARESGQSTYVVVHDDEDEFPGAQRCRATCSLRWKGQDDMLCMVCGDKASGYHYNALTCE
GCKGFFRRSITKNAVYSCKNGGHCEMDMYMRRKCQECRLKKCKAVGMLAECLLTEIQCKSKRLRKNFKHG
PALYPAIQVEDEGADTKHVSSSTRSGKGVODNMTLTQEEHRLLNTIVTAHQKSMIPLGETSKLLOQEGSNP
ELSFLRLSEVSVLHIQGLMKFTKGLPGFENLTTEDQAALQKASKTEVMFLHVAQLYGTMRPAKPSAGTLE
VHNPSADESVHSPENFLKEGYPSAPLTDITKEFIASLSYFYRRMSELHVSDTEYALLTATTVLESDRPCL
KNKQHIENLQEPVLQLLFKFSKMYHPEDPQHFAHLIGRLTELRTLSHSHSEILRMWKTKDPRLVMLFSEK
WDLHSFS

>VDR_SAGOE
MEAMAASTSLPDPGDFDRNVPRICGVCGDRATGFHFNAMTCEGCKGFFRRSMKRKALFTCPFNGDCRITK
DNRRHCQACRLKRCVDIGMMKEFILTDEEVQRKREMI LKRKEEEALKDSLRPKLSEEQQRI TAILLDAHH
KTYDPTYSDFCQFRPPVRVNDGGGSHPSRPNSRHTPSFSGDSSSCCSDHY ITSPDMMDSSSFSNLDLSEE
DSDDPSLTLELSQLSMLPHLADLVSYSIQKVIGFAKMIPGFRDLTSEDQIVLLKSSAIEVIMLRSNESFT
MDDMSWTCGNPDYKYRISDVTKAGHNLELIEPLIKFQVGLKKLNLHEEEHVLLMAICIVSPDRPGVQDAA
LIEAIQDRLSNTLQTYIRCRHPPPGSHLLYAKMIQKLADLRSLNEEHSKQYRCLSFQPESSMKLTPLVLE
VFGNEIS

>E75B_DROME

MVCAMQEVAAVOHQOQQQQLOLPQOQQOQQQTTQQOHATTIVLLTGNGGGNLHIVATPQQOHQPMHQLHHQ
HQHQHQHOQQOAKSQQLKQQHSALVKLLESAPIKQQQOTPKQIVYLQOQQQQPORKRLKNEAAIVQOQQQT
PATLVKTTTTSNSNSNNTQTTNSISQQQQQHQIVLQHQOQPAAAAT PKPCADLSAKNDSESGIDEDCPNSD
EDCPNANPAGTSLEDSSYEQYQCPWKKIRYARELLKQRELEQQQTTGGSNAQQQVEAKPAATIPTSNIKQL
HCDSPFSAQTHKEIANLLRQOSQOQOVVATOOQ0QQ0Q0HQHQQORRDSSDSNCSLMSNSSNSSAGNCCT
CNAGDDQQLEEMDEAHDSGCDDELCEQHHQRLDSSQLNYLCOKFDEKLDTALSNSSANTGRNT PAVTANE
DADGFFRRSIQQKIQYRPCTKNQQCSILRINRNRCQYCRLKKC IAVGMSRDAVRFGRVPKREKARILAAM
QOSTONRGQQRALATELDDQPRLLAAVLRAHLETCEFTKEKVSAMRQRARDCPSYSMPTLLACPLNPAPE
LQSEQEFSQRFAHVIRGVIDFAGMIPGFQLLTQDDKFTLLKAGLFDALFVRLICMFDSSINSIICLNGQV
MRRDAIQNGANARFLVDSTFNFAERMNSMNLTDAEIGLFCAIVLITPDRPGLRNLELIEKMYSRLKGCLQ
YIVAQNRPDQPEFLAKLLETMPDLRTLSTLHTEKLVVFRTEHKELLRQQOMWSMEDGNNSDGQONKSPSGS
WADAMDVEAAKSPLGSVSSTESADLDYGSPSSSQPQGVSLPSPPQQOPSALASSAPLLAATLSGGCPLRN
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RANSGSSGDSGAAEMDIVGSHAHLTONGLTITPIVRHQOQQOOQOQOOQIGILNNAHSRNLNGGHAMCQQQQO
HPOLHHHLTAGAARYRKLDSPTDSGIESGNEKNECKAVSSGGSSSCSSPRSSVDDALDCSDAAANHNQVV
QHPQLSVVSVSPVRSPOPSTSSHLKRQIVEDMPVLKRVLOAPPLYDTNSLMDEAYKPHKKFRALRHREFE
TAEADASSSTSGSNSLSAGSPRQSPVPNSVATPPPSAASAAAGNPAQSQLHMHLTRSSPKASMASSHSVL
AKSLMAEPRMTPEQMKRSDITQONYLKRENSTAASSTTNGVGNRSPSSSSTPPPSAVONQORWGSSSVITT
TCOORQQOSVSPHSNGSSSSSSSSSSSSSSSSSTSSNCSSSSASSCQYFQSPHSTSNGTSAPASSSSGSNS
ATPLLELQVDIADSAQPLNLSKKSPTPPPSKLHALVAAANAVQORYPTLSADVTVTASNGGSSVGGGESGR
QQOSAGECGLPQSGPERRRAQGNAGGVRAGGGRWEYAEKWERQRLGVAVQRSRKODHLERRELN

>Q8IQS2_ DROME
MVCAMQEVAAVOHQOQQQQLOLPQOQQOQQQTTQQOHATTIVLLTGNGGGNLHIVATPQQOHQPMHQLHHQ
HQHQHQHOQQOAKSQQLKQQHSALVKLLESAPIKQQQOTPKQIVYLQOQQQQPORKRLKNEAAIVQOQQQT
PATLVKTTTTSNSNSNNTQTTNSISQQQQQHQIVLQHQOQPAAAAT PKPCADLSAKNDSESGIDEDSPNSD
EDCPNANPAGTSLEDSSYEQYQCPWKKIRYARELKQRELEQQQTTGGSNAQQQVEAKPAAI PTSNIKQLH
CDSPFSAQTHKEIANLLRQQSQQOQVVATQOOQQQQOQHOHOQQRRDS SDSNCSLMSNSSNSSAGNCCTC
NAGDDQQLEEMDEAHDSGCDDELCEQHHQRLDSSQLNYLCQKFDEKLDTALSNSSANTGRNTPAVTANED
ADGFFRRSIQQKIQYRPCTKNQQCSILRINRNRCQYCRLKKCIAVGMSRDAVRFGRVPKREKARILAAMO
QSTQONRGOQRALATELDDQPRLLAAVLRAHLETCEFTKEKVSAMRQRARDCPSYSMPTLLACPLNPAPEL
QSEQEFSQRFAHVIRGVIDFAGMIPGFQLLTODDKFTLLKAGLFDALFVRLICMFDSSINSIICLNGQVM
RRDAIQNGANARFLVDSTFNFAERMNSMNLTDAEIGLFCAIVLITPDRPGLRNLELIEKMYSRLKGCLQY
IVAQNRPDQPEFLAKLLETMPDLRTLSTLHTEKLVVFRTEHKELLRQOMWSMEDGNNSDGQONKSPSGSW
ADAMDVEAAKSPLGSVSSTESADLDYGSPSSSQPQGVSLPSPPOQQPSALASSAPLLAATLSGGCPLRNR
ANSGSSGDSGAAEMDIVGSHAHLTONGLTITPIVRHQOQQOQQOQIGILNNAHSRNLNGGHAMCOQQQQH
PQLHHHLTAGAARYRKLDSPTDSGIESGNEKNECKAVSSGGSSSCSSPRSSVDDALDCSDAAANHNQVVQ
HPQLSVVSVSPVRSPOPSTSSHLKRQIVEDMPVLKRVLQAPPLYDTNSLMDEAYKPHKKFRALRHREFET
AEADASSSTSGSNSLSAGSPRQSPVPNSVATPPPSAASAAAGNPAQSQLHMHLTRSSPKASMASSHSVLA
KSLMAEPRMTPEQMKRSDIIQNYLKRENSTAASSTTNGVGNRSPSSSSTPPPSAVONQQRWGSSSVITTT
CQORQQSVSPHSNGSSSSSSSSSSSSSSSSSTSSNCSSSSASSCQYFQSPHSTSNGTSAPASSSSGSNSA
TPLLELQVDIADSAQPLNLSKKSPTPPPSKLHALVAAANAVQRYPTLSADVTVTASNGGPPSAAASPAPS
SSPPASVGSPNPGLSAAVHKVMLEA

>VDR_ HUMAN
MEAMAASTSLPDPGDEFDRNVPRICGVCGDRATGFHENAMTCEGCKGFFRRSMKRKALFTCPENGDCRITK
DNRRHCQACRLKRCVDIGMMKEFILTDEEVQRKREMILKRKEEEALKDSLRPKLSEEQORITAILLDAHH
KTYDPTYSDFCQFRPPVRVNDGGGSHPSRPNSRHTPSFSGDSSSSCSDHCITSSDMMDSSSEFSNLDLSEE
DSDDPSVTLELSQLSMLPHLADLVSYSIQKVIGFAKMIPGFRDLTSEDQIVLLKSSAIEVIMLRSNESET
MDDMSWTCGNQDYKYRVSDVTKAGHSLELIEPLIKFQVGLKKLNLHEEEHVLLMATICIVSPDRPGVQDAA
LIEAIQDRLSNTLQTYIRCRHPPPGSHLLYAKMIQKLADLRSLNEEHSKQYRCLSFQPECSMKLTPLVLE
VFGNEIS

>Q9I8F7 SALSA

MDNKMNSFDMKTLSTLDCPYLPSLEYSHNSPHHHHSPDRSHSCNHSPDRSHSFNHSPDRSHSFNHSPDRN
HSFNHSPDRSHSFNHSPDRSHSYNDTYSVYQGSVNDKPLSPSQSSDCSIVSLSRPRPHSNPPTYTDASSL
LNIDCRVCGDKASGFHYGVHVCEGCKGFFRRTVRLKLEYDHCDLHCRIHKKSRNKCQYCRFQKCLLVGMS
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HDAIRFGRMPQVEREKLLOQAEFMDVEPRNPESADLRALSRQLCLSYHRHFPLTKSKAKAILSGKTHGNSP
FVIHDMKSLTAGQYFINCRQLPVLERQRSVLPPEEPAEELELSVFRRIQFRSAEAVQEVTEFTKSIPGET
ELDMNDQVILLKYGVIEVMTTMLAPLMNKDGTLFAYGQIFMTREFLKSLRKPFCEMMEPKFEFAAKENLL
ELDDSDMALFFAVIILSGDRPGLVNVKPIEDLQETVLOALELQLKTIHPDCPQLEFAKLLMQO

>085001 MACMU
MEVRPKEGWNHADFVYCEDTEFAPGKPTVNADEEVGGPQICRVCGDKATGYHFNVMTCEGCKGFFRRAMK
RNARLRCPFRKGACEITRKTRRQCQACRLRKCLESGMKKEMIMSDAAVEERRALIKRKKRERIGTQPPGV
QGLTEEQRMMIRELMDAQMKTEDTTEFSHFKNFRLPGVLSSGCEMPESLQAPSREEAAKWNQVRKDLWSVK
VSVQLRGEDGSVWNYKPPADNGGKEIFSLLPHMADMSTYMFKGIINFAKVISYFRDLPIEDQISLLKGAT
FELCQLRENTVEFNAETGTWECGRLSYCLEDPAGGFQQLLLEPMLKFHYMLKKLQLHEEEYVLMQAISLFES
PDRPGVVQHRVVDQLOEQYAITLKSYIECNRPQPAHRFLFLKIMAMLTELRSINAQHTQRLLRIQDIHPF
ATPLMQELFGITGS

>Q9IB74 PAROL
MEPTVVSTSSLASDEFDRNMPRICGVCGDKATGFHFNAMTCEGCKGFFRRSMKRKATFTCPFNGSCTITK
DNRRHCQACRLKRCVDIGMMREFILTDEEVQRKKDLIQRRKDEEAQREAEREARRPRLTDEQSQVIAMLY
EAHHKTYDDSYSDFCRFRPPVREGPVTRSASRAASLHSLSDASSDSFSHSPESVDTKVNENNLLMMYQEQ
GSSPDSSEEEGSSFSMLPHLADLVSYSIQKVIGFAKMIPGFRELTAEDQIALLKSSAIEVIMLRSNQSFN
LEDMSWSCGAPDFKYQISDVTKAGHTLELLEPLVKFQVGLKKLNLQEEEHVMLMAICLLSPDRPGVQDHA
RIEALQDRLSETLQAYIQLHHPGGRLLYAKMIQKLADLRSLNEEHSKQYRSLSFRPEHSMOLTPLVLEVS
GSEVS

>VDR_RAT
MEATAASTSLPDPGDFDRNVPRICGVCGDRATGFHFNAMTCEGCKGFFRRSMKRKALFTCPFNGDCRITK
DNRRHCQACRLKRCVDIGMMKEFILTDEEVQRKREMIMKRKEEEALKDSLRPKLSEEQQHI IAILLDAHH
KTYDPTYADFRDFRPPVRMDGSTGSYSPRPTLSFSGNSSSSSSDLYTTSLDMMEPSGFSNLDLNGEDSDD
PSVTLDLSPLSMLPHLADLVSYSIQKVIGFAKMIPGFRDLTSDDQIVLLKSSAIEVIMLRSNQSFTMDDM
SWDCGSQDYKYDVTDVSKAGHTLELIEPLIKFQVGLKKLNLHEEEHVLLMAICIVSPDRPGVQDAKLVEA
IQDRLSNTLQTYIRCRHPPPGSHQLYAKMIQKLADLRSLNEEHSKQYRSLSFQPENSMKLTPLVLEVEGN
EIS

>VDR BOVIN
MAASTSLPDPGDFDRNVPRICGVCGDRATGFHENAMTCEGCKGFFRRSMKRKALFTCPENGDCRITKDNR
RHCQACRLKRCVDIGMMKEFILTDEEVQRKREMILKRKEEEALKDSLRPKLSEEQQRITAILLDAHHKTY
DPTYSDFCQFRPPVRVNDGGGSHPSRPNSRHTPSFSGDSSSSCSDHCITSSDMMDSSSEFSNLDLSEEDSD
DPSVTLELSQLSMLPHLADLVSYSIQKVIGFAKMIPGFRDLTSEDQIVLLKSSAIEVIMLRSNESEFTMDD
MSWTCGNQDYKYRVSDVTKAGHSLELIEPLIKFQVGLKKLNLHEEEHVLLMATICIVSPDRPGVQDAALIE
ATQDRLSNTLOTYIRCRHPPPGSHLLYAKMIQKLADLRSLNEEHSKQYRCLSFQPECSMKLTPLVLEVEG
NEIS

>0922X0_MOUSE
MEAMAASTSLPDPGDEFDRNVPRICGVCGDRATGFHENAMTCEGCKGFFRRSMKRKALFTCPENGDCRITK
DNRRHCQACRLKRCVDIGMMKEFILTDEEVQRKREMIMKRKEEEALKDSLRPKLSEEQQHITAILLDAHH
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KTYDPTYADFRDFRPPIRADVSTGSYSPRPTLSFSGDSSSNSDLYTPSLDMMEPASEFSTMDLNEEGSDDP
SVTLDLSPLSMLPHLADLVSYSIQKVIGFAKMIPGFRDLTSDDQIVLLKSSATIEVIMLRSNQSFTLDDMS
WDCGSQDYKYDITDVSRAGHTLELIEPLIKFQVGLKKLNLHEEEHVLLMATICIVSPDRPGVQDAKLVEAT
ODRLSNTLQTYIRCRHPPPGSHQLYAKMIQKLADLRSLNEEHSKQYRSLSFOQPENSMKLTPLVLEVEGNE
Is

>VDR_MOUSE
MEAMAASTSLPDPGDFDRNVPRICGVCGDRATGFHFNAMTCEGCKGFFRRSMKRKALFTCPFNGDCRITK
DNRRHCQACRLKRCVDIGMMKEFILTDEEVQRKREMIMKRKEEEALKDSLRPKLSEEQQHI IATILLDAHH
KTYDPTYADFRDFRPPIRADVSTGSYSPRPTLSFSGDSSSNSDLYTPSLDMMEPASFSTMDLNEEGSDDP
SVTLDLSPLSMLPHLADLVSYSIQKVIGFAKMIPGFRDLTSDDQIVLLKSSAIEVIMLRSNQSFTMDDMS
WDCGSQDYKYDITDVSRAGHTLELIEPLIKFQVGLKKLNLHEEEHVLLMAICIVSPDRPGVQDAKLVEAT
QDRLSNTLQTYIRCRHPPPGSHQLYAKMIQKLADLRSLNEEHSKQYRSLSFQPENSMKLTPLVLEVFGNE
IS

>PXR_RAT
MRPEERWNHVGLVQREEADSVLEEPINVDEEDGGLQICRVCGDKANGYHFNVMTCEGCKGFFRRAMKRNV
RLRCPFRKGTCEITRKTRRQCQACRLRKCLESGMKKEMIMSDAAVEQRRALIKRKKREKIEAPPPGGQGL
TEEQQALIQELMDAQMOTFDTTFSHFKDFRLPAVFHSDCELPEVLOASLLEDPATWSQIMKDSVPMKISV
QLRGEDGSIWNYQPPSKSDGKEIIPLLPHLADVSTYMFKGVINFAKVISHFRELPIEDQISLLKGATFEM
CILRFNTMFDTETGTWECGRLAYCFEDPNGGFQKLLLDPLMKFHCMLKKLQLREEEYVLMOAISLFSPDR
PGVVQRSVVDQLQERFALTLKAY IECSRPYPAHRFLFLKIMAVLTELRSINAQQTQQLLRIQDTHPFATP
LMOELFSSTDG

>Q5RAP4 PONPY
MDRAPQRQHQASRELLAAKKTHTSQIEVIPCKICGDKSSGIHYGVITCEGCKGFFRRSQRCNAAYSCTRQ
ONCPIDRTSRNRCQHCRLOKCLALGMSRDAVKFGRMSKKQRDSLHAEVQOKQLOOROQOOQOQEPVVKTPPAG
AQGADTLTYTLGLPDGQLPLGSSPDLPEASACPPGLLKASGSGPSYSNNLAKAGLNGASCHLEYSPERGK
AEGRESFYSTGSQLTPDRCGLRFEEHRHPGLGELGQGPDSYGSPSFRSTPEAPYASLTEIEHLVQSVCKS
YRETCQLRLEDLLRQRSNIFSREEVTGYQRKSMWEMWERCAHHLTEAIQYVVEFAKRLSGEFMELCQONDQI
VLLKAGAVEVVLVRMCRAYNADNRTVFFEGKYGGMELFRALGCSELISSIFDFSHSLSALHFSEDEIALY
TALVLINAYRPGLOEKRKVEQLQYNLELAFHHHLCKTHRQSILAKLPPKGKLRSLCSQHVERLQIFQHLH
PIVVOATFPPLYKELFSTETESPVGLSK

>PPAS XENLA
MKEEIPPRSPILDEQPSTPLEHQETSQSVDCKICGDRASGFHYGVHACEGCKGFFRRTIRMRLQYEHCDR
NCKIQKKNRNKCQYCREFNKCLSLGMSHNAIRFGRMPESEKRKLVQAPVSDSAAPDSPVSDLDVLSQLIHS
SYMNTFTMTKKRARDILTGRNSISPEVIHDMDTLWQAEQGTVWEQLPTONLTGTEIGVHVEYRCQCTSVE
TVRALTDFAKRIPGFGTLYLNDQVTLLKYGVHEAIFCMLASLMNKDGLLVAGGRGEFVTREFLRSLRQPEC
HIMEPKFHFASKENALELNDSDLALFVASIILCGDRPGLINPSQVEDIQEGILGALRRHLKASHTDAPFL
FPKLLHKMADLRQLVTEHAELVQSIKRTESSAALHPLLQEIYRDMY

>Q9IB73 PAROL
MEPMTVTTSMVGPDEFDRNAPRICGVCGDKATGFHFNAMTCEGCKGFFRRSMKRKASFTCPFNGSCTITK
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DNRRHCQACRLKRCIDIGMMKEFILTDEEVQREKEMILKRKEEEAAREAMRPRLNEEQARMISSLVEAHH
KTYDASYSDFSRFRPPVREGPVTRSASRAASLHSLSDASSDSFNHSPESVDTKMNEFSNLLMMYQDGASSP
DSSEENTKLSMLPHLADLVSYSIQKVIGFAKMIPGFRDLTAEDQIALLKSSATIEIIMLRSNQSFSLEDMS
WSCGGPDFKYCINDVTKAGHTLELLEPLVKFQVGLKKLNLHEEEHVLLMGICLLSPDRPGVQDHARVEQL
ODRLPEALQAYIRINHPGGRLLYAKMIQKLADLRSLNEEHSKQYRSLSFQPEHSMOQLTPLVLEVEFGSEVS

>062702_RAT
MTKSHSGMTKFEFSGMVLLCKVCGDVASGFHYGVHACEGCKGFFRRSIQONIQYKKCLKNENCSIMRMNRNR
CQOOCRFKKCLSVGMSRDRVRFGRIPKREKQRMLIEMQSAMKTMMSTQFGGHLQSDTLAEPHEQSVPPAQE
QLRPSPSWSKKTSKAPLLLLILQRRKVIGMVTRAHKDTFLYNQEHRENSSESMPPHRGERIPRNVEQYNL
NHDHRGGGLHSHFPCSESQQHLSGQYKGRNMMHYPNGHTVCISNGHCVNESSAYPQRVCDRIPVGGCSQT
ESRNSYLCSTGGRMHLVCPMSKSPYVDPOKSGHEIWEEFSMSFTPAVKEVVEFAKCIPGFRDLSQHDQVN
LLKAGTFEVLMVRFASLFDAKERTVTFLSGKKYSVDDLHSMGAGDLLSSMFEFSEKLNGLOLSDEEMSLFE
TAVVLVSADRSGIENVNSVEALQETLTIRGRGRTLIMKNHPNEASIFTKLLLKLPDLRSLNNMHSEELLAF
KVHP

>PXR_MOUSE
MRPEESWSRVGLVQCEEADSALEEPINVEEEDGGLQICRVCGDKANGYHFNVMTCEGCKGFFRRAMKRNV
RLRCPFRKGTCEITRKTRRQCQACRLRKCLESGMKKEMIMSDAAVEQRRALIKRKKREKIEAPPPGGQGL
TEEQQALIQELMDAQMQTFDTTFSHFKDFRLPAVFHSGCELPEFLOASLLEDPATWSQIMKDRVPMKISL
QLRGEDGSIWNYQPPSKSDGKEIIPLLPHLADVSTYMFKGVINFAKVISYFRDLPIEDQISLLKGATFEM
CILRFNTMFDTETGTWECGRLAYCFEDPNGGFQKLLLDPLMKFHCMLKKLQLHKEEYVLMOAISLFSPDR
PGVVQRSVVDQLQERFALTLKAY IECSRPYPAHRFLFLKIMAVLTELRSINAQQTQQLLRIQDSHPFATP
LMOELFSSTDG

>RORG_MOUSE
MDRAPQRHHRTSRELLAAKKTHTSQIEVIPCKICGDKSSGIHYGVITCEGCKGFFRRSQQCNVAYSCTRQ
ONCPIDRTSRNRCQHCRLOKCLALGMSRDAVKFGRMSKKQRDSLHAEVQOKQLOQOOQQOOEQVAKTPPAGSR
GADTLTYTLGLSDGQLPLGASPDLPEASACPPGLLRASGSGPPYSNTLAKTEVQGASCHLEYSPERGKAE
GRDSIYSTDGQLTLGRCGLRFEETRHPELGEPEQGPDSHCIPSFCSAPEVPYASLTDIEYLVQONVCKSFR
ETCOQLRLEDLLROQRTNLFSREEVTSYQRKSMWEMWERCAHHLTEAIQYVVEFAKRLSGFMELCONDQITIL
LTAGAMEVVLVRMCRAYNANNHTVFFEGKYGGVELFRALGCSELISSIFDFSHFLSALCFSEDEIALYTA
LVLINANRPGLOEKRRVEHLQYNLELAFHHHLCKTHRQGLLAKLPPKGKLRSLCSQHVEKLQIFQHLHPI
VVQAAFPPLYKELFSTDVESPEGLSK

>Q9NH86_ AEDAE
MLRDAPNRSELEMAVSSTVEDSMLAQIEITIPCKVCGDKSSGVHYGVITCEGCKGFFRRSQSSVVNYQCPR
NKQCVVDRVNRNRCQYCRLOQKCLKLGMSRDAVKEFGRMSKKQREKVEDEVRFHRAQMRAQSDAAPDSSVED
TOTPSSSDQLHHGGYNGYAYNNEVGYGSPYGYSTSVTPQOTMGYDISADYVDSTTTYEPRSTIIDSDFEIS
GHTEGDINDVLIKTLAEAHANTNHKLE IVHEDMFRKSQDVTRIMYYKNMSQEELWLDCAEKLTAMIQQITIE
FAKLIPGFMRLSODDQILLLKTGSFELAIVRMSRLMDLSTNSVLYGDIMLPQEVEFYTSDSFEMKLVACIF
ETAKSIAELKLTETELALYQSLVLLWPERNGVRGNTEIQRLFEMSMSATRQEIEANHAPLKGDVTVLEIL
LNKIPTFRELSIMHMEALQKFKQODHPQYVFPALYKELFSIDSQQDLMT
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>VDR_ XENLA
MEFMAATTSIADTDMEFDKNVPRICGVCGDKATGFHEFNAMTCEGCKGFFRRSMKRKAMEFTCPENGDCRIT
KDNRRHCQSCRLKRCVDIGMMKEFILTDEEVORKROMINKRKSEEALKESMRPKISDEQQKMIDILLEAH
RKTFDTTYSDEFNKFRPPVRENVDPFRRITRSSSVHTQGSPSEDSDVFTSSPDSSEHGEFFSASLEGQFEYS
SMGGKSGELSMLPHIADLVSYSIQKIIGFAKMIPGFRDLIAEDQIALLKSSVIEVIMLRSNQSFSLDDMS
WTCGSEDFKYKVDDVTQAGHNMELLEPLVKFQVGLKKLDLHEEEHVLLMATICILSPDRPGLODKALVEST
ODRLSSTLOQTYILCKHPPPGSRLLYAKMIQKLADLRSLNEEHSKQYRSISFLPEHSMKLTPLMLEVESDE
IP

>098934 CHICK
MRAQIEVIPCKICGDKSSGIHYGVITCEGCKGFFRRSQQONNASYSCPROQRNCLIDRTNRNRCQHCRLQKC
LALGMSRDAVKFGRMSKKQRDSLYAEVOKHQORLOQEQRQOQSGEAEALARVYSNSISNGLGNLNNETGST
YSNGHVIDLPKSEGYYNVDSAQPSPDQSGLDMTGIKQIKQEPIYDLTSVPNLFTYSSENNGQLAPGISMT
EIDRIAQNIIKSHLETCQYTMEELHQLAWQTHTYEEIKVYQSKTREALWQQCAIQITHAIQYVVEFAKRI
TGFMELCONDQILLLKSGCLEVVLVRMCRAFNPLNNTVLFEGKYGGMOMFKALGSDDLVNEAFDFAKNLC
SLOLTEEEIALFSSAVLISPDRAWLIEPRKVOQKLQEKIYFALQHVIQKNHLDDETLTKLIAKIPTITALC
NLHGEKLQVFKQSHPDIVNTLFPPLYKELFNPDSTTGCK

>RORB_MOUSE
MRAQIEVIPCKICGDKSSGIHYGVITCEGCKGFFRRSQONNASYSCPRORNCLIDRTNRNRCQHCRLOKC
LALGMSRDAVKFGRMSKKQRDSLYAEVQKHQORLOEQRQQQSGEAEALARVYSSSISNGLSNLNTETGGT
YANGHVIDLPKSEGYYSIDSGQPSPDQSGLDMTGIKQIKQEPIYDLTSVPNLFTYSSFNNGQLAPGITMS
EIDRIAQNIIKSHLETCQYTMEELHQLAWQTHTYEEIKAYQSKSREALWQQCAIQITHAIQYVVEFAKRI
TGFMELCQONDQILLLKSGCLEVVLVRMCRAFNPLNNTVLFEGKYGGMOMFKALGSDDLVNEAFDFAKNLC
SLOLTEEEIALFSSAVLISPDRAWLIEPRKVOKLOEKIYFALOHVIQKNHLDDETLAKLIAKIPTITAVC
NLHGEKLQVFKQSHPDIVNTLFPPLYKELFNPDCAAVCK

>RORB_RAT
MRAQIEVIPCKICGDKSSGIHYGVITCEGCKGFFRRSQONNASYSCPRORNCLIDRTNRNRCQHCRLOKC
LALGMSRDAVKFGRMSKKQRDSLYAEVQKHQORLOEQRQQQSGEAEALARVYSSSISNGLSNLNTETGGT
YANGHVIDLPKSEGYYNIDSGQPSPDQSGLDMTGIKQIKQEPIYDLTSVHNLFTYSSFNNGQLAPGITMS
EIDRIAQNIIKSHLETCQYTMEELHQLAWQTHTYEEIKAYQSKSREALWQQCAIQITHAIQYVVEFAKRI
TGFMELCQONDQILLLKSGCLEVVLVRMCRAFNPLNNTVLFEGKYGGMOMFKALGSDDLVNEAFDFAKNLC
SLOLTEEEIALFSSAVLISPDRAWLLEPRKVOKLOEKIYFALQHVIQKNHLDDETLAKLIAKIPTITAVC
NLHGEKLQVFKQSHPDIVNTLFPPLYKELFNPDCAAVCK

>RORB_HUMAN
MRAQIEVIPCKICGDKSSGIHYGVITCEGCKGEFFRRSQONNASYSCPRORNCLIDRTNRNRCQHCRLQKC
LALGMSRDAVKFGRMSKKQRDSLYAEVQOKHQORLOEQROQQSGEAEALARVYSSSISNGLSNLNNETSGT
YANGHVIDLPKSEGYYNVDSGQPSPDQSGLDMTGIKQIKQEPIYDLTSVPNLFTYSSENNGQLAPGITMT
EIDRIAQNIIKSHLETCQYTMEELHQLAWQTHTYEEIKAYQSKSREALWQQCAIQITHAIQYVVEFAKRI
TGFMELCONDQILLLKSGCLEVVLVRMCRAFNPLNNTVLFEGKYGGMOMFKALGSDDLVNEAFDFAKNLC
SLOLTEEEIALFSSAVLISPDRAWLIEPRKVOQKLOQEKIYFALQHVIQKNHLDDETLAKLIAKIPTITAVC
NLHGEKLQVFKQSHPEIVNTLFPPLYKELEFNPDCATGCK
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>Q77ZU39 BRARE
MYLMITAMKAQIESIPCKICGDKSSGIHYGVITCEGCKGEFFRGSQQOGTVSYSCPROKSCLIDRTSRNRCQ
HCRLQKCLAVGMSRDAVKFGRMSKKQRDSLFAEVQKHRQQQODDKTGDESEKNQESQAPGEAEPLTPSYA
LSSSGVTEIPDDLSGYVNGQTQEEGKADSAIGGFYLDIQPSPDQSGLDMDGIKLEPVCDLSSDSGLDQYC
CYSNGDASPPHDDLEHLSENICKSHLETCQYLREELQPSNWOQTVLQSNLEAYQKKSQEDMWQLCAVKVTE
AVQYVVEFAKRIDGFMELCONDQIVLLKAGSLEVVEVRMCRAYNSONNTVFFDSKYAGPEVEFKALGCDDL
ISSVFEFAKSLNSLOLSEDEIGLEFSAYVLMSADRSWLOEKTRVEKLOQQOKIKIALONLLOKNQRDEGILTK
LVCKVSTVRMLCRHHMEKLSAFRALYPEMVHTRFPPLYKELFGSDFEQILPQEA

>091839 XENLA
MWKVQETLVLEEEEEEEDASNSCGTGEDEDDGDPKICRACGDRATGYHFNAMTCEGCKGFFRRAVKRNLR
LSCPFQNSCVINKSNRRHCQACRLKKCLDIGMRKELIMSDAAVEQRRALIKRKHKLTKLPPTPPGASLTP
EQOHFLTQLVGAHTKTFDFNFTFSKNFRPIRRSSDPTQEPQATSSEAFLMLPHISDLVTYMIKGIISFAK
MLPYFKSLDIEDQIALLKGSVAEVSVIRFNTVFNSDTNTWECGPFTYDTEDMFLAGFRQLFLEPLVRIHR
MMRKLNLQSEEYAMMAALSIFASDRPGVCDWEKIQKLQEHIALTLKDFIDSQRPPSPONRLLYPKIMECL
TELRTVNDIHSKQLLEIWDIQPDATPLMREVFGSPE

>Q8AVZ2 XENLA
MWKVQETLVLEEEEEEEDASNSCGTGEDEDDGDPKICRACGDRATGYHEFNAMTCEGCKGFFRRAMKRNLR
LSCPFONSCVINKSNRRHCQACRLKKCLDIGMRKELIMSDAAVEQRRALIKRKHKLTKSPPTPPGASLTP
EQOHFLTQLVGAHTKTEFDENFTFSKNFRPIRRSSDPTQEPQATSSEAFLMLPHISDLVTYMIKGIISFAK
MLPYFKSLDIEDQIALLKGSVAEVSVIRENTVENPDTNTWECGPEFTYDTEDMFLAGFROQLFLEPLVRIHR
MMRKLNLQSEEYAMMAALSIFASDRPGVCDWEKIQKLQEHIALTLKDFIDSQRPPSLONRLLYPKIMECL
TELRTVNDIHSKQLLEIWDIQPDATPLMREVFGSPE

>Q9TU02 RABIT
MGGKPTISADEEEGPQTCRVCGDKANGYHFNVLTCEGCKGFFRRTVKRNARLRCPFRKGACE ITRKTRRQ
CQACRLRKCLESGMKKEMIMSDVAVAQRRALIKRKKRERMEAQPPGMOGLTGEQRMI IEELMDAQMKTFD
TTFSHFKNFRLPEVLGSGCEIPESLQALTEEEAGRWRQIQEELGTMKLSLOLRGEDGSVWNYTPPADRSG
KKLFSLLPHLADMSTYMFKGIINFAKVISYFRDLPIEDQISLLKGATLELCLLRFNTVENAETGTWECGR
LSYCVEDPEGGFQQLLVDPLLKFHYMLKKLQLHKEEYVLMQAISLFSPDRPGVVQREVVDQLOERFAITL
KAYIECSRPQPTHRFLFLKIMAVLTELRTINAQHTQRLLRIQDTHPFATPLMRELFSTTDD

>Q9U5G3_BOMMO

MVRTMSCGAELRERHSVLVSMLEARRESSDSGCSSDDSSDVERDSTKCSCDRGFFRRSTQQKIQYRPCTK
NQQCSILRINRNRCQYCRLKKCIAVGMSRDAVRFGRVPKREKART LAAMQQSSSSRAHEQAAAAELDDAP
RLLARVVRAHLDTCEFTRDRVASMRARARDCPTYSQPTLACPLNPAPELQSEKEFSQRFAHVIRGVIDFA
GLIPGFQLLTQDDKFTLLKSGLFDALFVRLICMFDAPLNSTICLNGQLMKRDSIQSGANARFLVDSTFKF
AERMNSMNLTDAETGLFCATIVLITPDRPGLRNIELVERMHSRLKACLOAVIAQNRPERPGFLRELMDTLP
DLRTLSTLHTEKLVVFRTEHKELLRQQMWNEEEGVSWADSVVEESARSPSGSVSSSESGEVPSDCGTPLL
AATLAGRRRLDSRGSVDEEALGVAHLAHNGLTVTPVRPPPRYRKLDSPTDSGIESGNEKHERT IGPGSGC
SSPRSSLEEHTEDRRPTAPADDMPVLKRVLQAPPLYGGTSTLMDETYKPHKKFRAMRRDTGEAEARPVQP
TPSPQPLHPHPASPAHPAHSPRPPRISLSSTHSVLAKSLMEGPRMTPEQLKRTDMI QQYMRRNEAGSSVE
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GCPLRTGGLLTCYRGASPAPPPVLALQVDVTDAPLNLSKKSPSPPRSYMPOMLEA

>NHR23 CAEEL
MACKVTGPNRHLTSVLEMSSFVYWPRSROQOAHNFPMOAVEQKLADATRTLHAKSSLOPSLSIETPKSKEN
DESGCESSNCMFHPHTIKSEPNFCFAREFKSVPDDFRIGGGDLOMGNNSKRLTCVIDTNRVDMAGILPDN
MSFRGLPENKSLLVSAQIEVIPCKVCGDKSSGVHYGVITCEGCKGEFFRRSQSSIVNYQCPROKNCVVDRV
NRNRCQYCRLKKCIELGMSRDAVKFGRMSKKQREKVEDEVRMHKELAANGLGYQAIYGDYSPPPSHPSYC
FDQSMYGHYPSGTSTPVNGYSIAVAATPTTPMPONMYGATPSSTNGTQYVAHQATGGSFPSPQVPEEDVA
TRVIRAFNQQHSSYTTQHGVCNVDPDCIPHLSRAGGWELFARELNPLIQAITIEFAKSIDGFMNLPQETQT
QLLKGSVFELSLVFAAMYYNVDAQAVCGERYSVPFACLIAEDDAEMQLIVEVNNTLOQEIVHLQPHQSELA
LLAAGLILEQVSSSHGIGILDTATIATAETLKNALYQSVMPRIGCMEDTIHRIQDVETRIRQTARLHQEA
LONFRMSDPTSSEKLPALYKELFTADRP

>06Q2C9_PLOIN
MVRAMSCGAELRERHSVLVSMLEARRESSDSGCSSDESSDIERDSNCRCDSQGFFRRSIQQKIQYRPCTK
NQQCSILRINRNRCQYCRLKKCIAVGMSRDAVRFGRVPKREKARILAAMQQOSSTTRAHEALAAAELDDGP
RLLARVVRAHLDTCEFTRERVAAMRKRARDCPTYSQPTLACPLNPAPELQSEKEFSQRFAHVIRGVIDFA
GLIPGFQLLTQODDKFTLLKSGLFDALFVRLICMFDAPLNSIICLNGQLMKRDSIQSGANARFLVDSTEFKEF
AERMNSMNLTDAEIGLEFCAIVLITPDRPGLRNIELVERMHSRLKSCLQTVIAQNRSDRPGFLRELMDTLP
DLRTLSTLHTEKLVVFRTEHKELLRQOMWGEEEGVSWADSGADESARSPIGSVSSSESGETTGDCGTPLL
AATLAGRRRLDSRGSVDEEALGVAHLAHNGLTVTPVRPPPRYRKLDSPTDSGIESGNEKHERIVGPGSGC
SSPRSSLEEHSEDRRPMAPADDMPVLKRVLQAPPLYDAGLLMDEAYKPHKKFRAMRRDTGEAEARPVRPT
PSPOPPQHPHPASPVHPAHSPRPMRASLSSTHSVLAKSLMEGPRMTPEQLKRTDTIQQYMRRGETGAAEG
CPLRAGGLLTCYRGASPAPQSVLALQVDVAEADAPQPLNLSKKSPSPSPPPPPPRSYMPPMLPA

>Q8SXA4 DROME
MTAQIEIIPCKVCGDKSSGVHYGVITCEGCKGFFRRSQSSVVNYQCPRNKQCVVDRVNRNRCQYCRLOKC
LKLGMSRDAVKFGRMSKKQREKVEDEVRFHRAQMRAQSDAAPDSSVYDTQTPSSSDQLHENNYNSGGY SN
NEVGYGSPYGYSASVTPQQTMQYDISADYVDSTTYEPRSTIIDPEFISHADGDINDVLIKTLAEAHANTN
TKLEAVHDMFRKQPDVSRILYYKNLGOEELWLDCAEKLTOMIQNI IEFAKLIPGFMRLSQDDQILLLKTG
SFELAIVRMSRLLDLSQNAVLYGDVMLPQEAFYTSDSEEMRLVSRIFQTAKSIAELKLTETELALYQSLV
LLWPERNGVRGNTEIQRLFNLSMNAIRQELETNHAPLKGDVTVLDTLLNNIPNFRDISILHMESLSKFKL
QHPNVVFPALYKELFSIDSQQDLT

>Q5REL4 PONPY
MLGHELCRVCGDKASGFHYNVLSCEGCKGFFRRSVVRGGARRYACRGGGTCQOMDAFMRRKCQQCRLRKCK
EAGMREQCVLSEEQIRKKKIRKQQOQOQQOSQSQSQSPAGPQGSCSSTSGPGASPGGSEAGSQGSGEGEGVQL
TAAQELMIQQLVAAQLQCNKRSEFSDQPKVTEIVDFAKQVPGFLOLGREDQIALLKASTIEIMLLETARRY
NHETECITFLKDFTYSKDDFHRAGLQVEFINPIFEFSRAMRRLGLDDAEYALLIAINIFSADRPNVQEPG
RVEALQQOPYVEALLSYTRIKRPODQLRFPRMLMKLVSLRTLSSVHSEQVFALRLODKKLPPLLSEIWDVH
E

>Q5R8V3_PONPY
MEAMAASTSLPDPGDFDRNVPRICGVCGDRATGFHFNAMTCEGCKGFFRRSMKRKALFTCPFNGDCRITK
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DNRRHCQACRLKRCVDIGMMKEFILTDEEVQRKREMILKRKEEEALKDSLRPKLSEEQORITAILLDAHH
KTYDPTYSDFCQFRPPVRVNDGGGSHPSRPNSRHTPSFSGDSSSSCSDNCITSPDMMDSSSEFSNLDLSEE
DSDDPSVTLELSQLSMLPHLADLVSYSIQKVIGFAKMIPGFRDLTSEDQIVLLKSSAIEVIMLRSNESET
MDDMSWTCGNQDYKYRISDVTKAGHSLELIEPLIKFQVGLKKLNLHEEEHVLLMATICIVSPDRPGVQDAA
LIEAIQDRLSNTLQTYIRCRHPPPGSHLLYA

>NR1I3_MOUSE
MTAMLTLETMASEEEYGPRNCVVCGDRATGYHFHALTCEGCKGFFRRTVSKTIGPICPFAGRCEVSKAQR
RHCPACRLQKCLNVGMRKDMILSAEALALRRARQAQRRAEKASLOLNQQOQOKELVQILLGAHTRHVGPLED
QFVQFKPPAYLFMHHRPFQPRGPVLPLLTHFADINTFMVQQIIKFTKDLPLFRSLTMEDQISLLKGAAVE
ILHISLNTTFCLQTENFFCGPLCYKMEDAVHAGFQYEFLESILHFHKNLKGLHLQEPEYVLMAATALEFSP
DRPGVTQREEIDQLQEEMALILNNHIMEQQOSRLOSRFLYAKLMGLLADLRSINNAYSYELQRLEELSAMT
PLLGEICS

>0811W9_MOUSE
MANTYVATSDGYYLAEPTQYYDILPEQFHYQLCDTDFQEPPYCQYSTAQFPPALQSPSLOSHEFNTHGLDP
QYSGGSWCGLDARESGFFRRSITKNAVYSCKNGGHCEMDMYMRRKCQECRLKKCKAVGMLAECLLTEIQC
KSKRLRKNFKHGPALYPAIQVEDEGADTKHVSSSTRSGKGVODNMTLTQEEHRLLNTIVTAHQKSMIPLG
ETSKLLOQEGSNPELSFLRLSEVSVLHIQGLMKFTKGLPGFENLTTEDQAALQKASKTEVMEFLHVAQLYGG
KDSTSGSTMRPAKPSAGTLEVHNPSADESVHSPENFLKEGYPSAPLTDITKEFIASLSYFYRRMSELHVS
DTEYALLTATTVLFSDRPCLKNKQHIENLQEPVLQLLFKFSKMYHPEDPQHFAHLIGRLTELRTLSHSHS
EILRMWKTKDPRLVMLFSEKWDLHSF'S

>NR1I3 HUMAN
MASREDELRNCVVCGDQATGYHEFNALTCEGCKGFFRRTVSKSIGPTCPFAGSCEVSKTOQRRHCPACRLQOK
CLDAGMRKDMILSAEALALRRAKQAQRRAQQTPVQLSKEQEELIRTLLGAHTRHMGTMFEQFVQFRPPAH
LFITHHQPLPTLAPVLPLVTHFADINTFMVLOQVIKFTKDLPVFRSLPIEDQISLLKGAAVEICHIVLNTTF
CLOTONFLCGPLRYTIEDGARVSPTVGFQVEFLELLFHFHGTLRKLOQLOQEPEYVLLAAMALFSPDRPGVT
QRDEIDQLOEEMALTLOSYIKGQQRRPRDRFLYAKLLGLLAELRSINEAYGYQIQHIQGLSAMMPLLQOET
Cs

>NR1I3 MACMU
MASREDELRNCVVCGDQATGYHFNALTCEGCKGFFRRTVSKSIGPTCPFAGSCEVSKIQRRHCPACRLQK
CLDAGMRKDMILSAEALALRRAKQAQRRAQQTPMOLSNEQEELIQTLLGAHTRHMGTMFEQFVOFRPPAH
LFIHHQPLPTLAPVLPLVTHFADVNTFMVQQVIKFTKDLPVFRSLPIEDQISLLKGAAVEICHIVLNTTF
CLOTONFLCGPLRYTIEDAARVSPAVGFQVEFLELLFHFHGTLRKLOLQEPEYVLLAAMALFSPDRPGVT
QRHEIDQLQEEMALTLQSYIKGQQQRPRDRFLYAKLLGLLAELRSINEAYGYQIQHIQGLSAMMPLLQET
cs

>CNR14 CAEEL

MSFETKPNYLLLTNPDTPLSVCTSPYYSPSGKTASIPSSEASKPEGTNGQWSHLPTGATYVTDEFSSEFQ
IQONGSTAAQSGNANNYADPLSHRRYFNNVNGYNHHQFYDTASQASVSSPATSVTSSLSPPDSLSNGHTTQ
RHHIGKAISFCKVCGDKASGYHYGVTSCEGCKGFFRRSIQRKIDYRCLKQQVCEIKRESRNRCQYCRFKK
CLDSGMSKDSVROMKFRNAMRDDKSPDSVFVPEISTLERQEEVDAVYEAVLRAHTTFSFYTDIKIRSIVA

48



RPENVRINEDSKMNRLNAWQIYAHEIDVDIKEVVNEFVKEIPKEFNEFINGNDKAVLLRKNAFPLYLLRIVRG
MSNRGLMLRDGRLIDFKSLOQLLYGSLADEMLAFANHIITIGCTDGDIALFIVLILCQPLTTEQQFSTNEFK
SQLOLLEMFDFYKKVLEFQKMTCRIDGCDTYKQLMKCIHELNRLNELHKQQLNILRENLSFLNLPPLVVEM
FOLSTLPLPVNHNNQENQYTPAPEHQSPOQPQQPTPNQQQTPVHC

>Q9U3F1 CAEEL
MSFETKPNYLLLTNPDTPLSVCTSPYYSPSGKTASIPSSEASKPEGTNGQWSHLPTGATYVTDEFSSEFQ
IONGSTAAQSGNANNYADPLSHRRYFNNVNGYNHHQFYDTASQASVSSPATSVTSSLSPPDSLSNGHTTQ
RHHIGKAISFCKVCGDKASGYHYGVTSCEGCKGFFRRSIQRKIDYRCLKQQVCEIKRESRNRCQYCRFKK
CLDSGMSKDSVRQMKFRNAMRDDKS PDSVFVPEISTLERQEEVDAVYEAVLRAHTTFSFYTDIKIRSIVA
RPFNVRINEDSKMNRLNAWQIYAHEIDVDIKEVVNFVKEIPKFNFINGNDKAVLLRKNAFPLYLLRIVRG
MSNRGLMLRDGRLIDFKSLQLLYGSLADEMLAFANHIITIGCTDGDIALFIVLILCQPLTTEQQFSTNFK
SQLQLLEMFDFYKKVLFQKMTCRIDGCDTYKQLMKCTHELNRLNELHKQQLNILRENLSFLNLPPLVVEM
FQLSTLPLPVNHNNQESTRALNHSSQRQINNRLPFTASHLCQILIRFHSNTTIHLOIISL

>NR1I3 PHOSI
MASGEDGPRSCMVCGDRATGYHFHALTCEGCKGFFRRTVSKNTGLTCPFAGSCKVNKAQRRHCPACRLQK
CLDAGMKKEMILSAEALAQRRAKQAQRRAQWAAVQLSKGOQELVQTLLGAHARHVGTMFDOFVOFRPPAH
LFIHHQRLPIPLPPLPLLEHFAEVNTFMVQQVIKFTKDLPLFRSLPMEDQISLLKGAAVEICHIALNTTF
CLOTRNFLCGPLRYTLEDGVHVGFQEEFLELLFRFHATLRRFQLOEPEYVLMAAMALFSPDRPGVTQKEE
IDRLQEMMALTLQSYIKGQPPRHRDRFLYAKLLGLLAELRSINNAYGYQIQHIQGLSAMMPLLOEICS

>NR1I3 CALUR
MASGEDGPRSCMVCGDRATGYHFHALTCEGCKGFFRRTVSKNTGLTCPFAGNCKVNKAQRRHCPACRLQOK
CLDAGMKKEMILSAEALVQRRAKQAQRRAQWAPVQLSKGQQELVOTLLGAHARHVGTMEFDQFVQFRPPAH
LFITHHQRLPIPVPALPLLKHFAEVNTFMVQEVIKFTKDLPLFRSLPMEDQISLLKGAAVEICHIALNTTEF
CLOTRNFLCGPLCYALEDGVHVGFQEEFLELLFRFHATLRRLOLOEPEYVLMAAMALEFSPDRPGVTRREE
IDRLOEVTALTLQSYIKGQOPPRPRDRFLYAKLLGLLAELRSIDNAYGYQIQHIQGLSAMMPLLQEICS

>0811X1_MOUSE
MANTYVATSDGYYLAEPTQYYDILPEQFHYQLCDTDFQEPPYCQYSTAQFPPALQSPSLOSHEFNTHGLDP
QYSGGSWCGLDARESGQSTYVVVHDDEDEFPGAQRCRATCSLRWKGQDDMLCMVCGDKASGYHYNALTCE
GCKGFFRRSITKNAVYSCKNGGHCEMDMYMRRKCQECRLKKCKAVGMLAECLLTEIQCKSKRLRKNFKHG
PALYPAIQVEDEGADTKHVSSSTRSGKGVODNMTLTQEEHRLLNTIVTAHQKSMIPLGETSKLLOQEGSNP
ELSFLRLSEVSVLHIQGLMKFTKGLPGFENLTTEDQAALQKASKTEVMFLHVAQLYGGKDSTSGSTMRPA
KPSAGTLEVHNPSADESVHSPENFLKEGYPSAPLTEE

>0811X0_MOUSE
MANTYVATSDGYYLAEPTQYYDILPEQFHYQLCDTDFQEPPYCQYSTAQFPPALQSPSLOSHEFNTHGLDP
QYSGGSWCGLDARESGQSTYVVVHDDEDEFPGAQRCRATCSLRWKGQDDMLCMVCGDKASGYHYNALTCE
GCKGFFRRSITKNAVYSCKNGGHCEMDMYMRRKCQECRLKKCKAVGMLAECLLTEIQCKSKRLRKNFKHG
PALYPAIQVEDEGADTKHVSSSTRSGKGVODNMTLTQEEHRLLNTIVTAHQKSMIPLGETSKLLOQEGSNP
ELSFLRLSEVSVLHIQGLMKFTKGLPGFENLTTEDQAALQKASKTEVMFLHVAQLYGTMRPAKPSAGTLE
VHNPSADESVHSPENFLKEGYPSAPLTEE
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>Q6GZ84 HUMAN
MLPKRSRRTVSKSIGPTCPFAGSCEVSKTQRRHCPACRLQKCLDAGMRKDMILSAEALALRRAKQAQRRA
QOTPVQLSKEQEELIRTLLGAHTRHMGTMFEQFVQFRPPAHLFIHHQPLPTLAPVLPLVTHFADINTEMV
LQVIKFTKDLPVFRSLPIEDQISLLKGAAVEICHIVLNTTFCLQTQONFLCGPLRYTIEDGARVGFQVEFL
ELLFHFHGTLRKLQLOEPEYVLLAAMALFSPAPYLTDRPGVTQRDEIDQLQEEMALTLQSY IKGQORRPR
DRFLYAKLLGLLAELRSINEAYGYQIQHIQGLSAMMPLLQEICS

>06GZ68_ HUMAN
MLPKRSRRTVSKSIGPTCPFAGSCEVSKTQRRHCPACRLQKCLDAGMRKDMILSAEALALRRAKQAQRRA
QQTPVQLSKEQEELIRTLLGAHTRHMGTMFEQFVQFRPPAHLFIHHQPLPTLAPVLPLVTHFADINTEMV
LQVIKFTKDLPVFRSLPIEDQISLLKGAAVEICHIVLNTTFCLQTQONFLCGPLRYTIEDGARVGFQVEFL
ELLFHFHGTLRKLQLOEPEYVLLAAMALFSPDRPGVTQRDEIDQLQEEMALTLQSY IKGOQRRPRDRFLY
AKLLGLLAELRSINEAYGYQIQHIQGLSAMMPLLQEICS

>Q8IQS1 DROME

MGEELPILKGILKGNVNYHNAPVRFGRVPKREKARI LAAMOQSTQONRGOQRALATELDDOPRLLAAVLRA
HLETCEFTKEKVSAMRQRARDCPSYSMPTLLACPLNPAPELQSEQEFSQRFAHVIRGVIDFAGMIPGFQL
LTODDKFTLLKAGLFDALFVRLICMFDSSINSIICLNGQVMRRDAIQNGANARFLVDSTFNFAERMNSMN
LTDAEIGLFCAIVLITPDRPGLRNLELIEKMYSRLKGCLQY IVAQNRPDOPEFLAKLLETMPDLRTLSTL
HTEKLVVFRTEHKELLRQOMWSMEDGNNSDGQQNKSPSGSWADAMDVEAAKSPLGSVSSTESADLDYGSP
SSSQPOGVSLPSPPQOQPSALASSAPLLAATLSGGCPLRNRANSGSSGDSGAAEMDIVGSHAHLTONGLT
ITPIVRHQOQQOQQQQIGILNNAHSRNLNGGHAMCOQQQQHPQLHHHLTAGAARYRKLDSPTDSGIESGN
EKNECKAVSSGGSSSCSSPRSSVDDALDCSDAAANHNQVVQHPQLSVVSVSPVRSPQPSTSSHLKRQIVE
DMPVLKRVLQAPPLYDTNSLMDEAYKPHKKFRALRHREFETAEADASSSTSGSNSLSAGSPRQSPVPNSV
ATPPPSAASAAAGNPAQSQLHMHLTRSSPKASMASSHSVLAKSLMAEPRMTPEQMKRSDI IQNYLKRENS
TAASSTTNGVGNRSPSSSSTPPPSAVONQORWGSSSVITTTCQORQQSVSPHSNGSSSSSSSSSSSSSSS
SSTSSNCSSSSASSCQYFQSPHSTSNGTSAPASSSSGSNSATPLLELQVDIADSAQPLNLSKKSPTPPPS
KLHALVAAANAVQRYPTLSADVTVTASNGGPPSAAASPAPSSSPPASVGSPNPGLSAAVHKVMLEA

>Q76FN2_RAT
MTATLTLETMTSEEEYGPRNCVVCGDRATGYHFHALTCEGCKGFFRRTVSKTIGPICPFAGRCEVSKAQR
RHCPACRLQKCLNVGMRKDMILSAEALALRRARQARRRAQKASLOLSQQQKELIQTLLGAHTRHVGPMFD
QFVQFRPPAYLFSHHRPFQPLAPVLPLLTHFADINTFMVQQIIKFTKDLPLFRSLTMEDQISLLKGAAVE
ILHISLNTTFCLQTONFFCGPLCYKMEDAVHGETVVQNTVCTLWYEVWSNGQEAAQPTISHSRVPVRVEG
VDHPLPONPEKIAAPGARVCAHGCHGSLLS

(2) 127 NR2

>RXRA RAT

MDTKHFLPLDEFSTQVNSSSLSSPTGRGSMAAPSLHPSLGPGLGSPLGSPGQLHSPISTLSSPINGMGPPF
SVISSPMGPHSMSVPTTPTLGFETGSPQLNSPMNPVSSSEDIKPPLGLNGVLKVPAHPSGNMSSEFTKHIC
ATICGDRSSGKHYGVYSCEGCKGFFKRTVRKDLTYTCRDNKDCLIDKRQRNRCQYCRYQKCLAMGMKREAV
QEERQRGKDRNENEVESTSSANEDMPVEKILEAELAVEPKTETYVEANMGLNPSSPNDPVTNICQAADKQ
LFTLVEWAKRIPHFSELPLDDQVILLRAGWNELLIASFSHRSIAVKDGILLATGLHVHRNSAHSAGVGAI
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FDRVLTELVSKMRDMOMDKTELGCLRAIVLEFNPDSKGLSNPAEVEALREKVYASLEAYCKHKYPEQPGRF
AKLLLRLPALRSIGLKCLEHLFFFKLIGDTPIDTFLMEMLEAPHQTT

>RXRA_MOUSE
MDTKHFLPLDFSTQVNSSSLNSPTGRGSMAVPSLHPSLGPGIGSPLGSPGQLHSPISTLSSPINGMGPPF
SVISSPMGPHSMSVPTTPTLGFGTGSPQLNSPMNPVSSTEDIKPPLGLNGVLKVPAHPSGNMASFTKHIC
AICGDRSSGKHYGVYSCEGCKGFFKRTVRKDLTYTCRDNKDCLIDKRQRNRCQYCRYQKCLAMGMKREAV
QEERQRGKDRNENEVESTSSANEDMPVEKILEAELAVEPKTETYVEANMGLNPSSPNDPVTNICQAADKQ
LFTLVEWAKRIPHFSELPLDDQVILLRAGWNELLIASFSHRSIAVKDGILLATGLHVHRNSAHSAGVGAT
FDRVLTELVSKMRDMOMDKTELGCLRAIVLFNPDSKGLSNPAEVEALREKVYASLEAYCKHKYPEQPGRF
AKLLLRLPALRSIGLKCLEHLFFFKLIGDTPIDTFLMEMLEAPHQAT

>RXRA_ HUMAN
MDTKHFLPLDEFSTQVNSSLTSPTGRGSMAAPSLHPSLGPGIGSPGQLHSPISTLSSPINGMGPPEFSVISS
PMGPHSMSVPTTPTLGESTGSPQLSSPMNPVSSSEDIKPPLGLNGVLKVPAHPSGNMASFTKHICAICGD
RSSGKHYGVYSCEGCKGFFKRTVRKDLTYTCRDNKDCLIDKRQRNRCQYCRYQKCLAMGMKREAVQEERQ
RGKDRNENEVESTSSANEDMPVERILEAELAVEPKTETYVEANMGLNPSSPNDPVTNICQAADKQLEFTLV
EWAKRIPHFSELPLDDQVILLRAGWNELLIASFSHRSIAVKDGILLATGLHVHRNSAHSAGVGAIFDRVL
TELVSKMRDMOMDKTELGCLRAIVLENPDSKGLSNPAEVEALREKVYASLEAYCKHKYPEQPGRFAKLLL
RLPALRSIGLKCLEHLFFFKLIGDTPIDTFLMEMLEAPHQMT

>Q5TJF7_ CANFA
MSWAARPPFLPOQRHAAGQCGPVGVRKEMHCGVASRWRRRRPWLDPAAAAAAAAAAGEQQTPEPEPGEAGR
DGMGDSGRDSRSPDSSSPNPLSQGAPPPSPPGLPLPPSSAPTLGGSGAPPPPPMPPPQLGSPFPVISSSM
GSPGLPPPAPPGFSGPVSSPQINSTVSLPGGGSGPPEDVKPPVLGVRGLHCPPPPGGPGAGKRLCAICGD
RSSGKHYGVYSCEGCKGFFKRTIRKDLTYSCRDNKDCTVDKRQRNRCQYCRYQKCLATGMKREAVQEERQ
RGKDKDGDGEGAGGAPEEMPVDRILEAELAVEQKSDQGVEGPGGTGGSGSSPNDPVTINICQAADKQLETL
VEWAKRIPHFSSLPLDDQVILLRAGWNELLIASFSHRSIDVRDGILLATGLHVHRNSAHSAGVGAIFDRV
LTELVSKMRDMRMDKTELGCLRAIILEFNPDAKGLSNPSEVEVLREKVYASLETYCKQKYPEQQGRFAKLL
LRLPALRSIGLKCLEHLFFFKLIGDTPIDTFLMEMLEAPHQLA

>RXRB_MOUSE
MSWATRPPFLPPRHAAGQCGPVGVRKEMHCGVASRWRRRRPWLDPAAAAAAAGEQQALEPEPGEAGRDGM
GDSGRDSRSPDSSSPNPLSQGIRPSSPPGPPLTPSAPPPPMPPPPLGSPFPVISSSMGSPGLPPPAPPGF
SGPVSSPQINSTVSLPGGGSGPPEDVKPPVLGVRGLHCPPPPGGPGAGKRLCAICGDRSSGKHYGVYSCE
GCKGFFKRTIRKDLTYSCRDNKDCTVDKRQRNRCQYCRYQKCLATGMKREAVQEERQRGKDKDGDGDGAG
GAPEEMPVDRILEAELAVEQKSDQGVEGPGATGGGGSSPNDPVTNICQAADKQLFTLVEWAKRI PHFSSL
PLDDQVILLRAGWNELLIASFSHRSIDVRDGILLATGLHVHRNSAHSAGVGAIFDRVLTELVSKMRDMRM
DKTELGCLRAIILFNPDAKGLSNPGEVEILREKVYASLETYCKQKYPEQQGRFAKLLLRLPALRSIGLKC
LEHLFFFKLIGDTPIDTFLMEMLEAPHQLA

>Q6LC96 MOUSE
MAVPSLHPSLGPGIGSPLGSPGQLHSPISTLSSPINGMGPPFSVISSPMGPHSMSVPTTPTLGEGTGSPQ
LNSPMNPVSSTEDIKPPLGLNGVLKVPAHPSGNMASFTKHICAICGDRSSGKHYGVYSCEGCKGFFKRTV
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RKDLTYTCRDNKDCLIDKRQRNRCQYCRYQKCLAMGMKREAVQEERQRGKDRNENEVESTSSANEDMPVE
KILEAELAVEPKTETYVEANMGLNPSSPNDPVTNICQAADKQLFTLVEWAKRIPHFSELPLDDQVILLRA
GWNELLTASFSHRSIAVKDGILLATGLHVHRNSAHSAGVGAIFDRVLTELVSKMRDMOMDKTELGCLRATI
VLENPDSKGLSNPAEVEALREKVYASLEAYCKHKYPEQPGRFAKLLLRLPALRSIGLKCLEHLFFFKLIG
DTPIDTFLMEMLEAPHQAT

>Q6MGB3_RAT
MGDSGRDSRSPDSSSPNPLSQGIPPSSPPGPPHTPSAPPPPMPPPPLGSPFPVISSSMGSPGLPPPAPPG
FSGPVSSPQINSTVSLPGGGSGPPEDVKPPVLGVRGLHCPPPPGGPGAGKRLCAICGDRSSGKHYGVYSC
EGCKGFFKRTIRKDLTYSCRDNKDCTVDKRQRNRCQYCRYQKCLATGMKREAVQEERQRGKDKDGDGDGA
GGAPEEMPVDRILEAELAVEQKSDQGVEGPGGTGGSGSSPNDPVTNICQAADKQLFTLVEWAKRIPHFSS
LPLDDQVILLRAGWNELLIASFSHRSIDVRDGILLATGLHVHRNSAHSAGVGAIFDRVLTELVSKMRDMR
MDKTELGCLRAIILFNPDAKGLSNPGEVEILREKVYASLETYCKQKYPEQQGRFAKLLLRLPALRSIGLK
CLEHLFFFKLIGDTPIDTFLMEMLEAPHQLA

>RXRG_MOUSE
MYGNYSHFMKFPTGFGGSPGHTGSTSMSPSVALPTGKPMDSHPSYTDTPVSAPRTLSAVGTPLNALGSPY
RVITSAMGPPSGALAAPPGINLVAPPSSQLNVVNSVSSSEDIKPLPGLPGIGNMNYPSTSPGSLVKHICA
ICGDRSSGKHYGVYSCEGCKGFFKRTIRKDLIYTCRDNKDCLIDKRQRNRCQYCRYQKCLVMGMKREAVQ
EERQRSRERAESEAECASSSHEDMPVERILEAELAVEPKTESYGDMNVENSTNDPVTNICHAADKQLFTL
VEWAKRIPHFSDLTLEDQVILLRAGWNELLIASFSHRSVSVQDGILLATGLHVHRSSAHSAGVGSIFDRV
LTELVSKMKDMQMDKSELGCLRAIVLFNPDAKGLSNPSEVETLREKVYATLEAYTKQKYPEQPGRFAKLL
LRLPALRSIGLKCLEHLFFFKLIGDTPIDSFLMEMLETPLQIT

>RXRG_HUMAN
MYGNYSHFMKFPAGYGGSPGHTGSTSMSPSAALSTGKPMDSHPSYTDTPVSAPRTLSAVGTPLNALGSPY
RVITSAMGPPSGALAAPPGINLVAPPSSQLNVVNSVSSSEDIKPLPGLPGIGNMNYPSTSPGSLVKHICA
ICGDRSSGKHYGVYSCEGCKGFFKRTIRKDLIYTCRDNKDCLIDKROQRNRCQYCRYQKCLVMGMKREAVQ
EERQRSRERAESEAECATSGHEDMPVERILEAELAVEPKTESYGDMNMENSTNDPVTNICHAADKQLETL
VEWAKRIPHFSDLTLEDQVILLRAGWNELLIASFSHRSVSVQODGILLATGLHVHRSSAHSAGVGSIFDRV
LTELVSKMKDMOMDKSELGCLRAIVLENPDAKGLSNPSEVETLREKVYATLEAYTKQKYPEQPGRFAKLL
LRLPALRSIGLKCLEHLFFFKLIGDTPIDTFLMEMLETPLQIT

>Q5REL6_PONPY
MYGNYSHFMKFPAGYGGSPGHTGSTSMSPSAALSTGKPMDSHPSYTDTPVSAPRTLSAVGTPLNALGSPY
RVITSAMGPPSGALAAPPGINLVAPPSSQLNVVNSVSSSEDIKPLPGLPGIGNMNYPSTSPGSLVKHICA
ICGDRSSGKHYGVYSCEGCKGFFKRTIRKDLIYTCRDNKDCLIDKRQRNRCQYCRYQKCLVMGMKREAVQ
EERQRSRERAESEAECASSGHEDMPVERILEAELAVEPKTESYGDMNMENSTNDPVTNICHAADKQLETL
VEWAKRIPHFSDLTLEDQVILLRAGWNELLIASFSHRSVSVQODGILLATGLHVHRSSAHSAGVGSIFDRV
LTELVSKMKDMOMDKSELGCLRAIVLENPDAKGLSNPSEVETLREKVYATLEAYTKQKYPEQPGRFAKLL
LRLPALRSIGLKCLEHLFFFKLIGDTPIDTFLMEMLETPLQIT

>RXRA_ XENLA
MSSAAMDTKHFLPLGGRTCADTLRCTTSWTAGYDFSSQVNSSSLSSSGLRGSMTAPLLHPSLGNSGLNNS
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LGSPTQLPSPLSSPINGMGPPFSVISPPLGPSMAIPSTPGLGYGTGSPQIHSPMNSVSSTEDIKPPPGIN
GILKVPMHPSGAMASEFTKHICAICGDRSSGKHYGVYSCEGCKGFFKRTVRKDLTYTCRDSKDCMIDKRQR
NRCQYCRYQKCLAMGMKREAVQEERQRGKERNENEVESSNSANEDMPVEKILEAEHAVEPKTETYTEANM
GLAPNSPSDPVTNICQAADKQLFTLVEWAKRIPHFSELPLDDQVILLRAGWNELLIASFSHRSIAVKDGI
LLATGLHVHRNSAHSAGVGAIFDRVLTELVSKMRDMOMDKTELGCLRAIVLENPDSKGLSNPLEVEALRE
KVYASLEAYCKQKYPEQPGRFAKLLLRLPALRSIGLKCLEHLFFFKLIGDTPIDTFLMEMLEAPHQMT

>7UP1_DROME
MCASPSTAPGFFNPRPQSGAELSAFDIGLSRSMGLGVPPHSAWHEPPASLGGHLHAASAGPGTTTGSVAT
GGGGTTPSSVASQQSAVIKQDLSCPSLNQAGSGHHPGIKEDLSSSLPSANGGSAGGHHSGSGSGSGSGVN
PGHGSDMLPLIKGHGODMLTSIKGQPTGCGSTTPSSQANSSHSQSSNSGSQIDSKONIECVVCGDKSSGK
HYGQFTCEGCKSFFKRSVRRNLTYSCRGSRNCPIDQHHRNQCQYCRLKKCLKMGMRREAVQORGRVPPTQP
GLAGMHGQYQIANGDPMGIAGFNGHSYLSSYISLLLRAEPYPTSRYGQCMQPNNIMGIDNICELAARLLF
SAVEWAKNIPFFPELQVTDQVALLRLVWSELFVLNASQCSMPLHVAPLLAAAGLHASPMAADRVVAFMDH
IRIFQEQVEKLKALHVDSAEYSCLKAIVLFTTDACGLSDVTHIESLQEKSQCALEEYCRTQYPNQPTREG
KLLLRLPSLRTVSSQVIEQLFFVRLVGKTPIETLIRDMLLSGNSFSWPYLPSM

>RXRG_CHICK
MYGNYPHFIKFPAGFGNSPVHASSTSVSPSSSLSVGSTVDGHHNYLEAPTNASRALPSPMNT IGSPVNAL
GSPYRVIASSIGSHPVALSSSAPGMNFVTHSPQPNVLNNVSSSEDIKPLPGLPGIGNMNYPSTSPGSLAK
HICAICGDRSSGKHYGVYSCEGCKGFFKRTIRKDLIYTCRDNKDCLIDKRQRNRCQYCRYQKCLAMGMKR
EAVQEERQGSRERSENEAESTSGGSEDMPVERILEAELAVEPKTEAYSDVNTESSTNDPVTNICHAADKQ
LETLVEWAKRIPHFSDLTLEDQVILLRAGWNELLIASFSHRSVSVQDGILLATGLHVHRSSAHSAGVGST
FDRVLTELVSKMKDMOMDKSELGCLRAIVLFNPDAKGLSSPSEVESLREKVYATLEAYTKQKYPEQPGRF
AKLLLRLPALRSIGLKCLEHLFFFKLIGDTPIDTFLMEMLETPLQVT

>RXRB_BRARE
MGDSRDSRSPDSSSVSSPPSGOQRSPPLAPSAAAMTSLPPITSAVNSPISSMGSPFSVISSSLGSPCLPGT
PSVGYGPISSPQINSTVSMSGLHAVSSSDDVKPPFGLKPLSSHSPGPMVSQKRLCAICGDRSSGKHYGVY
SCEGCKGFFKRTVRKDLSYTCRDNKDCLVDKRORNRCQYCRYQKCLAMGMKREVVQDERQRSVQEERQRN
KERDGEVESSSAANEEMPVEKILEAEMAVEQKTELHADGSSGGSSPNDPVTNICQAADKQLFTLVEWAKR
IPHFSELSLDDQVILLRAGWNELLIASFSHRSITVKDGILLATGLHVHRNSAHSAGVGAIFDRESAHNAE
VGAIFDRVLTELVSKMRDMOMDKTELGCLRAIILENPDAKGLSSPSEVELLREKVYASLEAYCKQRYPDQ
QGRFAKLLLRLPALRSIGLKCLEHLFFFKLIGDTPIDTFLMEMLEAPHQLT

>Q6INZ0_ XENLA
MGDSRVCQSPDTSSLSPPLGHSFSDTPPPPSAPLHPSMVGSAMTSSVNSPLGSIGSPEFPVINCSVGSPGI
PGTPSIGYGPVSSPQINSTVNLSGLHHVGSSEDVKPPLGMRSMQOSHPNGGTVSGKRLCAICGDRSSGKHY
GVHSCEGCKGFFKRTIRKDLTYTCRDSKDCIVDKRQRNRCQYCRYQKCLATGMKREAVQEERQRGRERDG
EAELSGAINEEMPVEKILEAELAVEQKSDQOSLEGGGSPSDPVTNICQAADKQLFTLVEWAKRIPHFSELP
LDDQVILLRAGWNELLIASFSHRSISVKDGILLATGLHVHRNSAHSAGVGAIFDRVLTELVSKMRDMRMD
KTELGCLRAIILFNPDAKGLSNPGDVEVLREKVYASLESYCKQKYPDQOGRFAKLLLRLPALRSIGLKCL
EHLFFFKLIGDTPIDTFLMEMLEAPHQLS
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>Q91613 XENLA
MGDSRVCQSPDTSSLSPPLGHSFSDTPPPPSAPLHPSMVGSAMTSSVNSPLGSIGSPFPVINCSVGSPGI
PGTPSIGYGPVSSPQINSTVNLSGLHHVGSSEDVKPPLGMRSMQSHPNGGTVSGKRLCAICGDRSSGKHY
GVHSCEGCKGFFKRTIRKDLTYTCRDSKDCIVDKRQRNRCQYCRYQKCLATGMKREAVQEERQRGRERDG
EAELSGAINEEMPVEKILEAELAVEQKSDQSLEGGGSPSDPVTNICQODADKQLFTLVEWAKRIPHFSELP
ELPLDDQVILLRAGWNELLIASFSHRSISEKDGILLATGLHVHRNSAHSAGVGAIFERVLTELVSKMRDM
RMDKTELGCLRAIILFNPDAKGLSNPGDVEVLREKVYACLESYCKQKYPDQQGRFAKLLLRLPALRSIGL
KCLEHLFFFKLIGDTPIDTFLMEMLEAPHQLS

>RXRA BRARE
MDNNDTYLHLSSSLQVAHGHLSSPPSQPPLSSMVSHHHPSIINGLGSPYSVITSSSLGSPSASMPTTSNM
GYGALNSPQOMNSLNSVSSSEDIKPPPGLAGLGSYPCGSPGSLSKHICAICGDRSSGKHYGVYSCEGCKGF
FKRTIRKDLTYTCRDNKDCQIDKRQRNRCQYCRYQKCLAMGMKREAVQEERQRGRERSDNEVDSSSSFENE
EMPVEKILDAELAVEPKTEAYMESSMSNSTNDPVTNICQAADKQLFTLVEWAKRIPHESDLPLDDQVILL
RAGWNELLIASFSHRSVTVKDGILLATGLHVHRSSAHSAGVGSIFDRVLTELVSKMRDMOMDKTELGCLR
AIVLEFNPDAKGLSNPSEVEALREKVYASLEGYTKHNYPDOPGRFAKLLLRLPALRSIGLKCLEHLFFFKL
IGDTPIDTFLMEMLEAPHQIT

>Q86GV5_BRAFL
MAMAVSTWREPGEDLSSPDKQQQQQPVPAPVPGPGPQOPPPSQPPGQTOQSTPGPQOPGPPTPNOQTPNG
GSMPQQTPTAPTQOPSSQQGQOQSTPTSGGQSQHIECVVCGDKSSGKHYGOFTCEGCKSFFKRSVRRNLTY
SCRGNRTCPIDQHHRNQCQYCRLKKCLKMGMRREAVQRGRIPPTQHPAGAQYALTNGVDPINGHSYLSGY
ISLLLRAEPYPTSRYGTQCMQPNNIMGIDNICELAARLLFSAVEWARNIPYFPELQVTDOVALLRLVWSE
LFVLNASQCSMPLHVAPLLAAAGLHASPMSADRVVAFMDHIRIFQEQVEKLKALHVDSAEYSCLKAIVLE
TSDACGLSDAAHIDSLQEKSQCALEEYVRSQYPNQPTRFGKLLLRLPSLRTVSSSVIEQLFFVRLVGKTP
IETLIRDMLLSGSSFNWPYMSIQ

>COT1 MOUSE
MAMVVSSWRDPQDDVAGGNPGGPNPAAQAARGGGGGAGEQQQAGSGAPHTPQTPGQPGAPATPGTQGDKG
QGPPGSGQOSQQHIECVVCGDKSSGKHYGQFTCEGCKSFFKRSVRRNLTYTCRANRNCPIDQHHRNQCQYC
RLKKCLKVGMRREAVQRGRMPPTQOPNPGQYALTNGDPLNGHCYLSGYISLLLRAEPYPTSRYGSQCMQOPN
NIMGIENICELAARLLFSAVEWARNIPFFPDLQITDQVSLLRLTWSELFVLNAAQCSMPLHVAPLLAAAG
LHASPMSADRVVAFMDHIRIFQEQVEKLKALHVDSAEYSCLKAIVLFTSDACGLSDAAHIESLQEKSQCA
LEEYVRSQYPNQPSRFGKLLLRLPSLRTVSSSVIEQLFFVRLVGKTPIETLIRDMLLSGSSENWPYMSIQ
cs

>COT1 HUMAN
MAMVVSSWRDPQDDVAGGNPGGPNPAAQAARGGGGGAGEQQQQAGSGAPHTPQTPGOPGAPATPGTAGDK
GQGPPGSGQSQQHIECVVCGDKSSGKHYGQFTCEGCKSFFKRSVRRNLTYTCRANRNCPIDQHHRNQCQY
CRLKKCLKVGMRREAVQRGRMPPTQPNPGQYALTNGDPLNGHCYLSGYISLLLRAEPYPTSRYGSQCMQP
NNIMGIENICELAARLLFSAVEWARNIPFFPDLOITDQVSLLRLTWSELFVLNAAQCSMPLHVAPLLAAA
GLHASPMSADRVVAFMDHIRIFQEQVEKLKALHVDSAEYSCLKAIVLFTSDACGLSDAAHIESLQEKSQC
ALEEYVRSQYPNQPSRFGKLLLRLPSLRTVSSSVIEQLFFVRLVGKTPIETLIRDMLLSGSSFNWPYMSI
QCs
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>COT1 BOVIN
MAMVVSSWRDPODDVAGGNPGGPNPAAQAARGGGGGAGEQQQQOAGSGAPHT POTPGQPGAPATPGTAGD
KGOGPPGSGQSQQHIECVVCGDKSSGKHYGQFTCEGCKSFFKRSVRRNLTYTCRANRNCPIDQHHRNQCQ
YCRLKKCLKVGMRREAVQRGRMPPTQPNPGQYALTNGDPLNGHCYLSGYISLLLRAEPYPTSRYGSQCMQ
PNNIMGIENICELAARLLFSAVEWARNIPFFPDLOITDQVSLLRLTWSELFVLNAAQCSMPLEVAPLLAA
AGLHASPMSADRVVAFMDHIRIFQEQVEKLKALHVDSAEYSCLKAIVLFTSDACGLSDAAHIESLQEKSQ
CALEEYVRSQYPNQPSRFGKLLLRLPSLRTVSSSVIEQLFFVRLVGKTPIETLIRDMLLSGSSFNWPYMS
IQCS

>062681 RAT
MAMVVSSWRDPQDDVAGGNPGGPNPAAQAARGGGGGEQQQAGSGAPHTPQTPGQPGAPATPGTAGDKGQG
PPGSGQSQQHIECVVCGDKSSGKHYGQFTCEGCKSFFKRSVRRNLTYTCRANRNCPIDQHHRNQCQYCRL
KKCLKVGMRREAVQRGRMPPTQPNPGQYALTNGDPLNGHCYLSGYISLLLRAEPYPTSRYGSQCMQPNNI
MGIENICELAARLLFSAVEWARNIPFFPDLQITDQVSLLRLTWSELFVLNAAQCSMPLHVAVLAAAGLHA
SPMSADRVVAFMDHIRIFQEQVEKLKALHVDSAEYSCLKAIVLFTSDACGLSDAAHIESLQEKSQCALEE
YVRSQYPNQPSRFGKLLLRLPSLRTVSSSVIEQLFFVRLVGKTPIETLIRDMLLSGSSEFNWPYMSIQCS

>Q6DHP9 BRARE
MDTHDTYLHLHSSPLNSSPSQPPVMSSMVGHPSVISSSRPLPSPMSTLGSSMNGLPSPYSVITPSLSSPS
ISLPSTPSMGENTLNSPOMNSLSMNGNEDIKPPPGLAPLGNMSSYQCTSPGSLSKHICAICGDRSSGKHY
GVYSCEGCKGFFKRTIRKDLTYTCRDIKECLIDKRQRNRCQYCRYQKCLAMGMKREAVQEERQRGKEKSD
TEVETTSRFNEDMPVDKILDAELSVEPKTETYTESSPSNSTNDPVTNICHAADKQLFTLVEWAKRIPHE'S
DLPLDDQVILLRAGWNELLIASFSHRSITVKDGILLGTGLHVHRSSAHSAGVGSIFNRVLTELVSKMKDM
OMDKTELGCLRAIVLENPDAKGLSNSLEVEALREKVYASLETYTKQKYPDQPGRFAKLLLRLPALRSIGL
KCLEHLFFFKLIGDTPIDTFLMEMLEAPHQIT

>COT2_ BOVIN

MAMVVSTWRDPODEVPGSQGSQASQAPPVPGPPPGAPHT PQTPGQGGPASTPAQTAAGGOGGPGGPGSDK
QQOQQHIECVVCGDKSSGKHYGQFTCEGCKSFFKRSVRRNLSYTCRANRNCPIDOHHRNQCQYCRLKKCL
KVGMRREAVQRGRMPPTQPSHGQFALTNGDPLNCHSYLSGYISLLLRAEPYPTSRFGSQCMQPNNIMGIE
NICELAARMLFSAVEWARNIPFFPDLQITDQVALLRLTWSELFVLNAAQCSMPLHVAPLLAAAGLHASPM
SADRVVAFMDHIRIFQEQVEKLKALHVDSAEYSCLKAIVLFTSDACGLSDVAHVESLQEKSQCALEEYVR
SQYPNQPTRFGKLLLRLPSLRTVSSSVIEQLFFVRLVGKTPIETLIRDMLLSGSSFNWPYMATIQ

>COT2_ HUMAN

MAMVVSTWRDPQDEVPGSQGSQASQAPPVPGPPPGAPHT PQTPGQGGPASTPAQTAAGGOGGPGGPGSDK
QQOQQHIECVVCGDKSSGKHYGQFTCEGCKSFFKRSVRRNLSYTCRANRNCPIDOHHRNQCQYCRLKKCL
KVGMRREAVQRGRMPPTQPTHGQFALTNGDPLNCHSYLSGYISLLLRAEPYPTSRFGSQCMQPNNIMGIE
NICELAARMLFSAVEWARNIPFFPDLQITDQVALLRLTWSELFVLNAAQCSMPLHVAPLLAAAGLHASPM
SADRVVAFMDHIRIFQEQVEKLKALHVDSAEYSCLKAIVLFTSDACGLSDVAHVESLQEKSQCALEEYVR
SQYPNQPTRFGKLLLRLPSLRTVSSSVIEQLFFVRLVGKTPIETLIRDMLLSGSSFNWPYMATIQ

>COT2 MOUSE
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MAMVVSTWRDPODEVPGSQGSQASQAPPVPGPPPGAPHTPQTPGOGGPASTPAQTAAGGQGGPGGPGSDK
QOOQQHTIECVVCGDKSSGKHYGQFTCEGCKSEFFKRSVRRNLSYTCRANRNCPIDOHHRNQCQYCRLKKCL
KVGMRREAVQRGRMPPTQPTHGQFALTNGDPLNCHSYLSGYISLLLRAEPYPTSRFGSQCMQOPNNIMGIE
NICELAARMLFSAVEWARNIPFFPDLQITDOQVALLRLTWSELFVLNAAQCSMPLHVAPLLAAAGLHASPM
SADRVVAFMDHIRIFQEQVEKLKALHVDSAEYSCLKAIVLFTSDACGLSDVAHVESLQEKSQCALEEYVR
SQYPNQPTRFGKLLLRLPSLRTVSSSVIEQLFEFVRLVGKTPIETLIRDMLLSGSSENWPYMATQ

>COT2_ RAT

MAMVVSTWRDPODEVPGSQGSQASQAPPVPGPPPGAPHT PQTPGQGGPASTPAQTAAGSQGGPGGPGSDK
QQOQQHIECVVCGDKSSGKHYGQFTCEGCKSFFKRSVRRNLSYTCRANRNCPIDOHHRNQCQYCRLKKCL
KVGMRREAVQRGRMPPTQPTHGQFALTNGDPLNCHSYLSGYISLLLRAEPYPTSRFGSQCMQPNNIMGIE
NICELAARMLFSAVEWARNIPFFPDLQITDQVALLRLTWSELFVLNAAQCSMPLHVAPLLAAAGLHASPM
SADRVVAFMDHIRIFQEQVEKLKALHVDSAEYSCLKAIVLFTSDACGLSDVAHVESLQEKSQCALEEYVR
SQYPNQPTRFGKLLLRLPSLRTVSSSVIEQLFFVRLVGKTPIETLIRDMLLSGSSFNWPYMATIQ

>NR2F1 BRARE
MAMVVSVWRDPQEDVAGGPPSGPNPAAQPAREQQQAASAAPHTPQTPSQPGPPSTPGTAGDKGSQONSGOS
QQOHIECVVCGDKSSGKHYGQFTCEGCKSFFKRSVRRNLTYTCRANRNCPIDQHHRNQCQYCRLKKCLKVG
MRREAVQRGRMPPTQOPNPGQYALTNGDPLNGHCYLSGYISLLLRAEPYPTSRYGSQCMOPNNIMGIENIC
ELAARLLFSAVEWARNIPFFPDLQITDQVSLLRLTWSELFVLNAAQCSMPLHVAPLLAAAGLHASPMSAD
RVVAFMDHIRIFQEQVEKLKALHVDSAEYSCIKAIVLEFTSDACGLSDAAHIESLOEKSQCALEEYVRSQY
PNQPSREFGKLLLRLPSLRTVSSSVIEQLFFVRLVGKTPIETLIRDMLLSGSSENWPYMSTIQ

>Q91430 BRARE
MAMVVWRGSQDDVAETHGTLSSQTQGGLSLPTPQPGQLGLTASQVAPPTPQTPVQGPPNNNNNTQSTPTN
QTTQSQSEKQQPQHIECVVCGDKSSGKHYGQFTCEGCKSFFKRSVRRNLTYTCRANRNCPIDQHHRNQCQ
YCRLKKCLKVGMRREAVQRGRMPPTQPHHGQFALTNGDPLHCHSYLSGYISLLLRAEPYPTSRYGSQCMQ
PNNIMGIENICELAARMLFSAVEWARNIPFFPDLOITDQVALLRLTWSELFVLNAAQCSMPLHVAPLLAA
AGLHASPMSADRVVAFMDHIRIFQEQVEKLKALHVDSAEYSCLKAIVLFTSDACGLSDVAHVESLQEKSQ
CALEEYVRSQYPNQPTRFGKLLLRLPSLRTVSSSVIEQLFFVRLVGKTPIETLIRDMLLSGSSFNWPYMS
IQ

>Q6PHF2 BRARE
MAMVVSVWRDPQEDVAGGPPSGPNPAAQPAREQQQAASAAPHTPQTPSQPGPPSTPGTAGDKGSQONSGQOS
QQHIECVVCGDKSSGKHYGQFTCEGCKSEFFKRSVRRNLTYTCRANRNCPIDQHHRNQCQYCRLKKCLKVG
MRREVQRGRMPPTOPNPGQYALTNGDPLNGHCYLSGYISLLLRAEPYPTSRYGSQCMOPNNIMGIENICE
LAARLLFSAVEWARNIPFFPDLQITDQVSLLRLTWSELFVLNAAQCSMPLHVAPLLAAAGLHASPMSADR
VVAFMDHIRIFQEQVEKLKALHVDSAEYSCIKAIVLFTSDACGLSDAAHIESLQEKSQCALEEYVRSQYP
NQPSRFGKLLLRLPSLRTVSSSVIEQLFFVRLVGKTPIETLIRDMLLSGSSEFNWPYMSIQ

>Q9W745 XENLA

MAMVVSSWRDPQEDVAGGNPGGPNPGVREQQQAPSAAPHTPQTPSQPGPPSTPGAAGDKGQOGSGQSQQQ
HIECVVCGDKSSGKHYGQFTCEGCKSFFKRSVRRNLTYTCRANRNCPIDOHHRNQCQYCRLKKCLKVGMR
REAVQRGRMPPTQPNPGQYALTNGDPLNGHCYLSGYISLLLRAEPYPTSRYGSQCMQPNNIMGIENICEL
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AARLLFSAVEWARNIPEFFPDLQITDQVALLRLTWSELFVLNAAQCSMPLHVAPLLAAAGLHASPMSADRV
VAFMDHIRIFQEQVEKLKALHVDSAEYSCIKAIVLEFTSDACGLSDAAHIESLQEKSQCALEEYVRSQYPN
QPSRFGKLLLRLPSLRTVSSSVIEQLFFVRLVGKTPIETLIRDMLLSGSSENWPYMPIQCS

>091840 XENLA
MVGSAMTSSVNSPLGSIGSPFPVINCSVGSPGIPGTPSIGYGPVSSPQINSTVNLSGLHSVSSSEDVKPP
LGMRSMPSHPNGGAVSGKRLCAICGDRSSGKHYGVYSCEGCKGFFKRT IRKDLTYTCRDSKDC IVDKROR
NRCQYCRYQKCLATGMKREAVQEERQRGKERDGEAELSGAINEEMPVEKILEAELAVEQKSDQSLEGGGS
PSDPVTNICQAADKQLFTLVEWAKRI PHFSELALDDQVILLRAGWNELLIASFSHRSISVKDGILLATGL
HVHRNSAHSAGVGAIFDRVLTELVSKMRDMRMDKTELGCLRAIILFNPDAKGLSNPGDVEVLREKVYASL
ESYCKQKYPDQQGRFAKLLLRLPALRSIGLKCLEHLFFFKLIGDTPIDTFLMEMLEAPHQLS

>Q8T5C6 BIOGL
MDRSEGMDTLENSMPSGMSMGMTMGGHQGHPPPDIKPDISSLTSPTSTHGYYGFGPGGMPSMASSTQPSP
GPQOMHSPGMHSPTSSMGSPPMLCLSPSGPSPSPGLPHSSLHTKHICAICGDRASGKHYGVYSCEGCKGE
FKRTVRKDLTYACRDDKNCMI DKRQRNRCQY CRYMKCLSMGMKREAVQEERQRVKEKGDGEVESTSGANN
DMPVEQILEAELAVDPKIDTYIDAQKDPVTNICQAADKQLFTLVEWAKRI PHFTELPLEDQVILLRAGHN
ELLIAGFSHRSIMAKDGILLATGLHVHRSSAHQAGVGT I FDRVLTELVAKMRDMKMDKTELGCLRAVVLE
NPDAKGLTAVQEVEQLREKVYASLEEYTKSRYPEEPGRFAKLLLRLPALRSIGLKCLEHLFFFKLIGDQP
IDTFLMEMLENPSPAT

>COT2 CHICK

MAMVVGAWRDPQDDVPGAQGTQPAPAPPVQGPPAGT PHTPQTPGPGGPPSTPAQSNAASQQSQGDKOQQQ
QHIECVVCGDKSSGKHYGQFTCEGCKSFFKRSVRRNLSYTCRANRNCPIDQHHRNQCQYCRLKKCLKVGM
RREAVQRGRMPPTQPTHGQFALTNGDPLNCHSYLSGYISLLLRAEPYPTSRFGSQCMOPNNIMGIENICE
LAARMLFSAVEWARNIPFFPDLQITDQVALLRLTWSELFVLNAAQCSMPLHVAPLLAAAGLHASPMSADR
VVAFMDHIRIFQEQVEKLKALHVDSAEYSCLKAIVLFTSDACGLSDVAHVESLOEKSQCALEEYVRSQYP
NQPTRFGKLLLRLPSLRTVSSSVIEQLFFVRLVGKTPIETLIRDMLLSGSSFNWPYMSIQ

>Q6DCH6 XENLA
MAMVVSGWRDPQEDVAGGNPGGPNPGVREQQQAPSAAPHTPQTPSQPGPPSTPGAAGDKTGQSQHIECVV
CGDKSSGKHYGQFTCEGCKSFFKRSVRRNLTYTCRANRNCPIDQHHRNQCQYCRFKKCLKVGMRREVQRG
RMPPTQPNPGQYALTNGDPLNGHCYLSGYISLLLRAEPYPTSRYGSQCMOPNNIMGIENICELAARLLFS
AVEWARNIPFFPDLOITDQVALLRLTWSELFVLNAAQCSMPLHVAPLLAAAGLHASPMSADRVVAFMDHI
RIFQEQVEKLKALHVDSAEYSCLKAIVLFTPDACGLSDAAHIESLQEKSQCALEEYVRSQYPNQPSRFGK
LLLRLPSLRTVSSSVIEQLFFVRLVGKTPIETLIRDMLLSGSSFNWPYMPIQCS

>Q8VCR0O_MOUSE
MPPPPLGSPFPVISSSMGSPGLPPPAPPGFSGPVSSPQINSTVSLPGGGSGPPEDVKPPVLGVRGLHCPP
PPGGPGAGKRLCAICGDRSSGKHYGVYSCEGCKGFFKRTIRKDLTYSCRDNKDCTVDKRQRNRCQYCRYQ
KCLATGMKREAVQEERQRGKDKDGDGDGAGGAPEEMPVDRILEAELAVEQKSDQGVEGPGATGGGGSSPN
DPVTNICQAADKQLFTLVEWAKRI PHFSSLPLDDQVILLRAGWNELLIASFSHRSIDVRDGILLATGLHV
HRNSAHSAGVGAIFDRSLSRVLTELVSKMRDMRMDKTELGCLRATIILFNPDAKGLSNPGEVEILREKVYA
SLETYCKQKYPEQQGRFAKLLLRLPALRSIGLKCLEHLFFFKLIGDTPIDTFLMEMLEAPHQLA
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>Q77ZXI7 XENLA
MAMVVGAWRDPQODDMPGSQTTQAPPGPTGAPHTPQTPGQGVPPTTPAQSNPSSQSSONQGEKQQQQHIEC
VVCGDKSSGKHYGQFTCEGCKSFFKRSVRRNLTYTCRANRNCPIDOHHRNQCQYCRLKKCLKVGMRREAV
QORGRMPPTQPTHGQFALTNGDPLNCHSYLSGYISLLLRAEPYPTSRFGSQCMQPNNIMGIENICELAARM
LESAVEWARNIPFFPDLQITDQVALLRLTWSELFVLNAAQCSMPLHVAPLLAAAGLHASPMSADRVVAFM
DHIRIFQEQVEKLKALHVDSAEYSCLKAIVLFTSDACGLSDVAHVESLOQEKSQCALEEYVRSQYPNQPTR
FGKLLLRLPSLRTVSSSVIEQLFFVRLVGKTPIETLIRDMLLSGSSENWPYMSTIQ

>Q9PS79 9PIPI

MAMVVGAWRDPQDDMPGSQTTQAPPGPTRAPHT PQTPGQGVPPTTPAQSNPSSQSSONQGEKQQQQHIEC
VVCGDKSSGKHYGQFTCEGCKSFFKRSVRRNLTYTCRANRNCPIDQHHERNQCQYCRLKKCLKVGMRREAV
QRGRMPPTQPTHGQFALTNGDPLNCHSYLSGYISLVLRAEPYPTSRFGSQCMOPNNIMGIENICELAARM
LFSAVEWARNIPFFPDLQITDQVALLRLTWSELFVLNAAQCSMPLHVAPLSAAAGLHASPMSADRVVAFM
DHIRIFQEQVEKLKALHVDSAEYSCLKAIVLFTSDACGLSDVAHVESLQEKSQCALEEYVRSQYPNQPTR
FGKLLLRLPSLRTVSSSVIEQLFFVRLVGKTPIETLIRDMLLSGSSFNWPYMSIQ

>Q8UUM6_ ORYLA
MTSLPPISTSGVNSPVSSIGSPFSVISSSLGSPCLPGTPSVGYGPISSPQINSTVSMSGLHTVSSSDDVK
PPLGLKQLSSHSPGPMLSQKRLCSICGDRSSGKHYGVYSCEGCKGFFKRTVRKDLTYTCRDNKDCTVDKR
QRNRCQYCRYQKCLAMGMKREAVQEERQRNKEREGEVESTSAVNEEMPVEK T LEAEMAVEQKTELHSDGG
SGGSSPNDPVTNISQAADKQLFTLVEWAKRI PHFSELPLDDQVILLRWNELLTIASFSHRSTSVKDGILLA
TGLHVHRNSAHSAGVGAIFDRAHNAEVGATFERVLTELVSKMRDMOMDKTELGCLRAT ILFNPDAKGLSN
SSEVELLRERVYASLETYCKHKYPDQQGRFAKLLLRLPALRSIGLKCLEHLFFFKLIGDTPIDTFLMEML
EAPHQLT

>RXRD_BRARE
MNSLPPSTSAVSSPVSSVDSPLSAVSSSIGSPGVPGTPSIGYGPISNSQINSSMSVSRLHAVSSSDDVKP
PFGLKSVSGSGPMLSQKRMCAICGDRSSGKHYGVYSCEGCKGFFKRTVRKDLSYTCRDNKECLVDKRQRN
RCQYCRYQKCLAMGMKREAVQEERQKNKERDGDYECSSSANEEMPVEKILEAETAVEHRTDLHSDATGSP
NDPVTNICQAADKQLFTLVEWAKRVPHESDVPLDDQVILLRAGWNELLIAAFSHRSISVKDEILLATGLH
VPKESTHNLGVEAFFDRESSHSAEVGALFDRVLTELVCKMRDMOMDKTELGCLRAIVLENPDAKGLTSSS
EVELLREKVYASLESYCKQKYPDQQOGRFAKLLLRLPALRSIGLKCLEHLFFFKLIGNTPIDTFLMEMLES
PH

>Q66TQ0 9CAEN
MGHQVEACQVAMHMGVPGMGGMGGPHQPDIKPDISTLNPPSSTHPGFSYPGYGGMPGMPSSTQASPGGPN
MTSPOMHSPTSSLGSPTMMCLSPTGTSSPGMPHSGLSKHICAICGDRASGKHYGVYSCEGCKGFFKRTVR
KDLTYACRDDKNCMIDKRQRNRCQYCRYMKCLAQGMKREAVQEERQRVKEKGDGEVESTSGANSDMPVEQ
ILEAEIAVEPKIDTYIDAQKEPVTNICQAADKQLFTLVDWAKRI PHFVELPLEDQVILLRAGWNELLIGG
FSHRSTQVTDGILLATGLHVHRSSAHQAGVGTIFDRVLTELVAKMREMKMDKTELGCLRAIVLFNPDAKG
LOSVQEVEQLREKVYASLEEYCKQRYPDEPGRFAKLLLRLPALRSIGLKCLEHLFFFKLIGQTPIDTFLM
EMLESPSHPAT
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>Q6V7U7_LOCMI
MEGSERGISLENNLSISSMGPQSPLDMKPDTASLISSGSFSPTGGPNSPGSFTIGHSSLLNNSSSNQAKG
SSSQYPPNHPLSGSKHLCSICGDRASGKHYGVYSCEGCKGFFKRTVRKDLSYACREDKNCIIDKRQRNRC
QYCRYQKCLAMGMKREAVQEERQRTKERDQNEVESTSSLHTDMPVERI LEAEKRVECKAENQVEYESTMN
NICQAANICQATNKQLFQLVEWAKHIPHFTSLPLEDQVLLLRAGWNELLIAAFSHRSVDVKDGIVLATGL
TVHRNSAHQAGVGTIFDRVLTELVAKMREMKMDKTELGCLRSVILFNPEVRGLKSAQEVELLREKVYAAL
EEYTRTTHPDEPGRFAKLLLRLPSLRSIGLKCLEHLFFFRLIGDVPIDTFLMEMLESPSDS

>Q66J63 XENLA
MASIEEIAHQIIEQOMGEISRSHTEVSQTALMDGTTQRIQLVPSESSVSVPORIQIVTDPQTGQKIQIVT
ALDQSGTNKQFIFTNNDGSLPSKVILARQDSSQGKVFLTTPDAAGVNQLFFSTPDVPAQHIQILSDTQSL
DONLNKQFVELCVVCGDKASGRHYGAVTCEGCKGFFKRSIRKNLIYTCRGSKDCVINKHYRNRCQYCRLQ
RCISLGMKQDSVQCERKPIEVSREKSSNCAASTEKIYIRKDLRSPLAATTTFVTESKTSRTTSLLDSSML
VNIQQSGVKNESILLTPNKVEACQGDLSTLANVVTSLANLNKSKDLPQTNTEFSIIESLSNGDSSLSDLA
QODDQSNSEVTRAFDTLAKALNQSENSTQGSSECVGSGSNLLPDVNVE IEGPLLNDVHIAFRLTMPSPMPE
YLNVHYICESASRLLFLSMHWARSIPSFLSLGQENSISLVKACWNELFSLGLAQCCQVMNVETILAAFVN
HLHNSMQHDKLSSDKVKLVMDHIFKLQEFCNSMVKRCVDGYEYAYLKATIALFSPDHPGLENVSHIEKLQE
KAYMEFQDYVTKTYPEDTYRLSRLLLRLPALRLLNAAITEELFFAGLIGNVQIDSIIPYILRMETSDYNS
QIIGLTA

>091720_ XENLA
MAMVVNPWQEDIPGVPGSQMNNPPGLCNQDPGGTPQTPTTPKGGIPGQDPVHSGDKGVPNVDCLVCGDKS
SGKHYGQFTCEGCKSFFKRSVRRNLTYTCRSNRDCPIDQHHRNQCQYCRLKKCLKVGMRREVQRGRMSHP
QTSPGQYTLNNVDPYNGHSYLTGFISLLLRAEPYPTSRYGAQCLOPNNIMGIENICELAARLLEFSAIEWA
KNIPFFPDFQLSDQVSLLRMTWSELFVLNAAQCSMPLHVAPLLARAGLHASPMSADRVVAFMDHIRIFQE
QVEKLKALHVDSAEYSCLKAIALFTPDAVGLSDIGHVESIQEKSQCALEEYVRNQYPNQPTRFGRLLLRL
PSLRIVSAPVIEQLFFVRLVGKTPIETLIRDMLLSGSSENWPYMPMQ

>Q5RCZ5 PONPY
MATIEEIAHQIIEQOMGEIVTEQQTGQKIQIVTALDENTQGKQFILTNHDGSTPSKVILARQDSTPGKVE
LTTPDAAGVNQLFFTTPDLSAQHLQLLTDNSSPDQGPNKVFDLCVVCGDKASGRHYGAVTCEGCKGFFKR
SIRKNLVYSCRGSKDCIINKHHRNRCQYCRLORCIAFGMKQDSVQCERKPIEVSREKSSNCAASTEKIYI
RKDLRSPLTATPTFVTDSESTRSTGLLDSGMFVNIHPSGVKTESTVLMTSDKAESCQGDLSTLASVVTSL
ANLGKTKDLSQNSNEMSMIESLSNDDTSLCEFQEMHTNGDVSRAFDTLAKALNPGESTACQSSVAGMEGS
VHLITGDSSINYTEKEGPLLSDSHVAFRLTMPSPMPEYLNVHYIGESASRLLFLSMHWALSIPSFQALGQ
ENSISLVKAYWNELFTLGLAQCWQVMNVATILATFVNCLHNSLQODKMSTERRKLLMEHIFKLOEFCNSM
VKLCIDGYEYAYLKAIVLFSPDHPGLENMEQIEKFQEKAYVEFQDYITKTYPDDTYRLSRLLLRLPALRL
MNATITEELFFKGLIGNIRIDSVIPHILKMEPGQYSKTSSL

>Q95K90 MACFA
MATIEETAHQITIEQQOMGEIVTEQQTGQKIQIVTALDHNTQGKQFILTNHDGSTPSKVILARQDSTPGKVF
LTPDAAGVNQLFFTTPDLSAQHLQOLLTDNSSPDQGPNKVEDLCVVCGDKASGRHYGAVTCEGCKGFEFFKRS
TIRKNLVYSCRGSKDCIINKHHRNRCQYCRLQRCIAFGMKQDSVQCERKPIEVSREKSSNCAASTEKIYIR
KDLRSPLTATPTFVTDSETTRSTGLLDSGMFVNIHPSGVKTESTVLMTSDKAESCQGDLSTLASVVTSLA
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NLGKTKDLSQNSNEMSMIESLSNDDTSLCEFQEMQTNGDVSRAFDTLAKALNPGESTACQSSVAGMEGSV
HLITGDSSINYTEKEGPLLSDSHVAFRLTMPSPMPEYLNVHYIGESASRLLFLSMHWALSIPSFQALGQE
NSISLVKAYWNELFTLGLAQCWQVMNVATILATEVNCLHNSLQODKMSTERRKLLMEHIFKLOQEFCNSMV
KLCIDGYEYAYLKAIVLFSPDHPGLENMEQIEKFQEKAYVEFQODYITKTYPDDTYRLSRLLLRLPALRLM
NATITEELFFKGLIGNIRIDSVIPHILKMEPADYNSQIIGHSTI

>RXRG_BRARE
MPVPEQKQTVQLSSPMNAVSSSEDIKPPLGLNGVMKVPAHRIGTLSLSLTKHICAICGDRSSGKHYGVYS
CEGCKGFFKRTVRKDLTYTCRDNKDCMIDKRORNRCQYCRYQKCLAMGMKREAVQOEERQRAKERSEAEFG
GCANEDMPVEKILEAELAVEPKTETYVEANLSPSANSPNDPVTNICQAADKQLFTLVEWAKRIPHFSDLP
LDDQVILLRAGWNELLIASFSHRSIAVKDGILLATGLHVHRNSAHTAGVGAIFDRVLTELVSKMRDMQOMD
KTELGCLRAIVLENPDSKGLSNPSEVEALRERVYASLEAYCKHKYPDQPGRFAKLLLRLPALRSTIGLKCL
EHLFFFKLIGDTPIDTFLMEMLEAPHQIT

>Q15625 HUMAN
MATIEEIAHQIIEQOMGEIVTEQQTGQKIQIVTALDENTQGKQFILTNHDGSTPSKVILARQDSTPGKVE
LTTPDAAGVNQLFFTTPDLSAQHLQLLTDNSPDQGPNKVFDLCVVCGDKASGRHYGAVTCEGCKGFFKRS
IRKNLVYSCRGSKDCIINKHHRNRCQYCRLQRCIAFGMKQDSVQCERKPIEVSREKSSNCAASTEKIYIR
KDLRSPLTATPTFVTDSESTRSTGLLDSGMFMNIHPSGVKTESAVLMTSDKAESCQGDLSTLANVVTSLA
NLGKTKDLSQNSNEMSMIESLSNDDTSLCEFQEMQTNGDVSRAFDTLAKALNPGESTACQSSVAGMEGSV
HLITGDSSINYTEKEGPLLSDSHVAFRLTMPSPMPEYLNVHYIGESASRLLFLSMHWALSIPSFQALGQE
NSISLVKAYWNELFTLGLAQCWQVMNVATILATFVNCLHNSLQODKMSTERRKLLMEHIFKLOEFCNSMV
KLCIDGYEYAYLKAIVLFSPDHPSLENMELIEKFQEKAYVEFQDYITKTYPDDTYRLSRLLLRLPALRLM
NATITEELFFKGLIGNIRIDSVIPHILKMEPADYNSQIIGHSI

>Q9VLI7 DROME
MMKHPQDLSVTDDQQLMKVNKVEKMEQELHDPESESHIMHADALASAYPAASQPHSPIGLALSPNGGGLG
LSNSSNQSSENFALCNGNGNAGSAGGGSASSGSNNNNSMESPNNNLSGSGSGTNSSQQOQOLOQQOQOQQSPT
VCAICGDRATGKHYGASSCDGCKGFFRRSVRKNHQYTCREFARNCVVDKDKRNQCRYCRLRKCFKAGMKKE
AVONERDRISCRRTSNDDPDPGNGLSVISLVKAENESRQSKAGAAMEPNINEDLSNKQFASINDVCESMK
QQOLLTLVEWAKQIPAFNELQLDDQVALLRAHAGEHLLLGLSRRSMHLKDVLLLSNNCVITRHCPDPLVSP
NLDISRIGARIIDELVTVMKDVGIDDTEFACIKALVFFDPNAKGLNEPHRIKSLRHQILNNLEDYISDRQ
YESRGRFGEILLILPVLOQSITWOMIEQIQFAKIFGVAHIDSLLOQEMLLGGELADNPLPLSPPNQSNDYQS
PTHTGNMEGGNQVNSSLDSLATSGGPGSHSLDLEVQHIQALIEANSADDSFRAYAASTAAAAAAAVSSSS
SAPASVAPASISPPLNSPKSQHQHQOHATHQQOQESSYLDMPVKHYNGSRSGPLPTQHSPORMHPYQRAV
ASPVEVSSGGGGLGLRNPADITLNEYNRSEGSSAEELLRRTPLKIRAPEMLTAPAGYGTEPCRMTLKQEP
ETGY

>NR2F5 BRARE

MAMVVNQWQENISADPGSQLOMCSQEPGGTPGTPSGSTPGNDALSGDKIPNVDCMVCGDKSSGKHYGQEFET
CEGCKSFFKRSVRRNLSYTCRGNRDCPIDQHHRNQCQYCRLKKCLKVGMRREAVORGRMSNSQSSPGQYL
SNGSDPYNGQPYLSGFISLLLRAEPYPTSRYGAQCMQOSNNLMGIENICELAARLLEFSAVEWAKNIPFEPD
LOLMDQVALLRMSWSELFVLNAAQCSMPLHVAPLLAAAGLHASPMSAERVVAFMDHIRVFQEQVEKLKAL
QVDTAEYSCLKSIVLEFTSDAMGLSDVAHVESIQEKSQCALEEYVRNQYPNQPNRFGRLLLRLPSLRIVSS
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PVIEQLFFVRLVGKTPIETLLRDMLLSGSSYNWPYMPVQRDRPISIHYNENGP

>Q9GSG8_AEDAE
MLKKEKPMLSVAAIIQAQGRWDRTLPLAGLAGFDAALVGHMGPVSPQDMKPDLKPDISLLNGSVGPFSPG
NNCGPASPGAFNQQVAAALOQQQONVNSLNSQQSGGGGGAGGGTPTTPTNMSQQYPPNHPLSGSKHLCST
CGDRASGKHYGVYSCEGCKGFFKRTVRKDLSYACREDKNCTIDKRQRNRCQYCRYQKCLACGMKREAVQE
ERQRSSKFSIKSEEINSTSSVRDVTIERIHEAEQLSEQKSGDNAIPYLRVGSNSMIPPEYKGAVSHLCOM
VNKQIYQLIDFARRVPHFINLPRDDQVMLLRCGWNEMLIAAVAWRSMEY IETERSSDGSRITVRQPQLMC
LGPNFTLHRNSAQQAGVDTLFDRILCELGIKMKRLDVTRAELGVLKAI ILFNPDIRGLKCOKEIDGMREK
IYACLDEHCKQQHPSEDGRFAQLLLRLPALRSISLKCLDHLNFIRLLSDKHLDSFIVEMLDMPI

>USP_MANSE
MSSVAKKDKRTMSVTALINRAWPLTPAPHQOQSMPSSQPSNFLOPLATPSTTPSVELDIQWLNIEPGFMS
PMSPPEMKPDTAMLDGLRDDSTPPPAFKNY PPNHPLSGSKHLCSICGDRASGKHYGVYSCEGCKGFFKRT
VRKDLTYACREDRNCIIDKRQRNRCQYCRYQOKCLACGMKREAVQOEERQRAARGTEDAHPSSSVQELSIER
LLEIESLVADPPEEFQFLRVGPESGVPAKYRAPVSSLCQIGNKQIAALVVWARDI PHFGQLELEDQILLI
KNSWNELLLFAIAWRSMEYLTDERENVDSRSTAPPQLMCLMPGMTLHRNSALOAGVGQIFDRVLSELSLK
MRTLRMDQAEYVALKAIILLNPDVKGLKNKPEVVVLREKMFSCLDEYVRRSRCAEEGRFAALLLRLPALR
SISLKCFEHLYFFHLVADTSIASYIHDALRNHAPSIDTSIL

>Q6PH18 BRARE
MAMVVSAWRDPQEELAAVDDQSAAGREHLOQHRHSPKSAEEKAQIAAQNQQHVECVVCGDKSSGKHYGQEFT
CEGCKSFFKRSVRRNLSYTCRANRNCPVDOQHHRNQCQYCRLKKCLKVGMRREAVOQRGRMPPNQPNPSHYA
LTNGDHLNGQCYLSGYISLLLRAEPYPASRYGNQCMQSGNIMGIENICELAARLLFSAVEWARNIPFEPD
LOITDQVSLLRLTWSELFVLNAAQSSMPLHVAPLLAAAGLHASPMSADRVVAFMDHIRFFQEQVEKLKAL
QVDSAEYSCAKAIVLEFTSDACGLSDIPHIEGLQEKSQCALEEYVRSQYPNQPTRFGKLLLRLPALRMVSS
SVIEQLFFVRLVGKTPIETLIRDMLLSGSSEFNWPYMPIQ

>TR4 HUMAN
MTSPSPRIQIISTDSAVASPOQRIQIVTDQOTGOKIQIVTAVDASGSPKQQFILTSPDGAGTGKVILASPE
TSSAKQLIFTTSDNLVPGRIQIVTDSASVERLLGKTDVQRPQVVEYCVVCGDKASGRHYGAVSCEGCKGF
FKRSVRKNLTYSCRSNQODCIINKHHRNRCQFCRLKKCLEMGMKME SVQSERKPFDVQREKPSNCAASTEK
IYIRKDLRSPLIATPTFVADKDGARQTGLLDPGMLVNIQQPLIREDGTVLLATDSKAETSQGALGTLANV
VTSLANLSESLNNGDTSEIQPEDQSASEITRAFDTLAKALNTTDSSSSPSLADGIDTSGGGSIHVISRDQ
STPITIEVEGPLLSDTHVTFKLTMPSPMPEYLNVHYICESASRLLFLSMHWARSIPAFQALGQDCNTSLVR
ACWNELFTLGLAQCAQVMSLSTILAAIVNHLONSIQEDKLSGDRIKQVMEHIWKLOEFCNSMAKLDIDGY
EYAYLKAIVLFSPDHPGLTSTSQIEKFQEKAQMELODYVQKTYSEDTYRLARILVRLPALRLMSSNITEE
LFFTGLIGNVSIDSIIPYILKMETAEYNGQITGASL

>TR4_ MOUSE

MTSPSPRIQIISTDSAVASPQRIQIVTDOOTGOKIQIVTAVDASGSSKQQFILTSPDGAGTGKVILASPE
TSSAKQLIFTTSDNLVPGRIQIVTDSASVERLLGKADVQRPQVVEYCVVCGDKASGRHYGAVSCEGCKGF
FKRSVRKNLTYSCRSSQDCTINKHHRNRCQFCRLKKCLEMGMKME SVQSERKPFDVQREKPSNCAASTEK
IYIRKDLRSPLIATPTFVADKDGARQTGLLDPGMLVNIQQPLIREDGTVLLAADSKAETSQGALGTLANY
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VTSLANLSESLNNGDASEMQPEDQSASEITRAFDTLAKALNTTDSASPPSLADGIDASGGGSIHVISRDQ
STPITIEVEGPLLSDTHVTFKLTMPSPMPEYLNVHYICESASRLLFLSMHWARSIPAFQALGQDCNTSLVR
ACWNELFTLGLAQCAQVMSLSTILAAIVNHLONSIQEDKLSGDRIKQVMEHIWKLOEFCNSMAKLDIDGY
EYAYLKAIVLFSPDHPGLTGTSQIEKFQEKAQMELODYVQKTYSEDTYRLARILVRLPALRLMSSNITEE
LFFTGLIGNVSIDSIIPYILKMETAEYNGQITGASL

>Q6P0E6_ BRARE
MAMVVSAWRDPQEELAAVDDQSAAGREHLQHRHSPKSAEEKAQIAAQNQQHVECVVCGDKSSGKHYGQFT
CEGCKSFFKRSVRRNLSYTCRANRNCPVDQHHRNQCQYCRLKKCLKVGMRREVQRGRMPPNQPNPSHYAL
TNGDHLNGQCYLSGYISLLLRAEPYPASRYGNQCMQSGNIMGIENICELAARLLFSAVEWARNIPFFPDL
QITDQVSLLRLTWSELFVLNAAQSSMPLHVAPLLAAAGLHASPMSADRVVAFMDHIRFFQEQVEKLKALQ
VDSAEYSCAKAIVLFTSDACGLSDIPHIEGLQEKSQCALEEYVRSQYPNQPTRFGKLLLRLPALRMVSSS
VIEQLFFVRLVGKTPIETLIRDMLLSGSSFNWPYMPIQ

>TR4_RAT
MTSPSPRIQIISTDSAVRSPQRIQIVTDQQOTGOKLOIVTAVDASGSSKQQFILTSPDGAGTGKVILASPE
TSSAKQLIFTTSDNLVPGRIQIVTDSASVERLLGKADVQRPQVVEYCVVCGDKASGRHYGAVSCEGCKGF
FKRSVRKNLTYSCRSSQDCIINKHHRNRCOFCRLKKCLEMGMKME SVQSERKPFDVQREKPSNCAASTEK
IYIRKDLRSPLIATPTFVADKDGSRQTGLLDPGMLVNIQQPLIREDGTVLLATDSKAETSQGALGTLANV
VTSLANLSESLNNGDASEMOPEDQSASEITRAFDTLAKALNTTDSASPPSLADGIDASGGGSIHVISRDQ
STPIIEVEGPLLSDTHVTFKLTMPSPMPEYLNVHYICESASRLLFLSMHWARS I PAFQALGODCNTSLVR
ACWNELFTLGLAQCAQVMSLSTILAAIVNHLONSIQEDKLSGDRIKQVMEH IWKLQEFCNSMAKLDIDGH
EYAYLKAIVLFSPDHPGLTGTSQIEKFQEKAQMELQDYVQKTYSEDTYRLARILVRLPALRLMSSNITEE
LFFTGLIGNVSIDSIIPYILKMETAEYNGQITGASL

>Q9GSG7_AEDAE
MDPSDRGFDAALVGHMGPLSPQDMKPDLKPDISLLNGSVGPFSPGNNCGPASPGAFNQQVAAALOQQQON
VNSLNSQQSGGGGGGGGGTPTTPTNMSQQYPPNHPLSGSKHLCSICGDRASGKHYGVY SCEGCKGFFKRT
VRKDLSYACREDKNCTIDKRQRNRCQYCRYQKCLACGMKREAVQEERQRSSKFSIKSEEINSTSSVRDVT
IERIHEAEQLSEQKSGDNAIPYLRVGSNSMIPPEYKGAVSHLCOMVNKQIYQLIDFARRVPHFINLPRDD
QVMLLRCGWNEMLIAAVAWRSMEY IETERSSDGSRITVRQPQLMCLGPNFTLHRNSAQQAGVDTLFDRIL
CELGIKMKRLDVTRAELGVLKAIILFNPDIRGLKCQKEIDGMREKIYACLDEHCKQQHPSEDGRFAQLLL
RLPALRSISLKCLDHLNFIRLLSDKHLDSFIVEMLDMPI

>Q9U7D9_LOCMI
MEGSERGISLENNLSTSSMGPQSPLDMKPDTASLISSGSFSPTGGPNSPGSFTIGHSSLLNNSSSNQAKG
SSSQYPPNHPLSGSKHLCSICGDRASGKHYGVYSCEGCKGFFKRTVRKDLSYACREDKNCI I DKRQRNRC
QYCRYQKCLAMGMKREAVQEERQRTKERDQNEVESTSSLHTDMPVERT LEAEKRVECKAENQVEYELVEW
AKHIPHFTSLPLEDQVLLLRAGWNELLIAAFSHRSVDVKDGIVLATGLTVHRNSAHQAGVGTIFDRVLTE
LVAKMREMKMDKTELGCLRSVILFNPEVRGLKSAQEVELLREKVYAALEEYTRTTHPDEPGRFAKLLLRL
PSLRSTIGLKCLEHLFFFRLIGDVPIDTFLMEMLESPSDS

>USP_BOMMO
MSSVAKKDKRTMSVTALINRAWPMT PSPQOQQOMVPSTQHSNFLHAMATPSTTPNVELDIQWLNIESGFM
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SPMSPPEMKPDTAMLDGFRDDSTPPPPFKNYPPNHPLSGSKHLCSICGDRASGKHYGVYSCEGCKGFFKR
TVRKDLTYACREDKNCIIDKRQRNRCQYCRYQKCLACGMKREAVQEERQRAARRTEDAHPSSSVQELSIE
RLLELEALVADSAEELQILRVGPESGVPAKYRAPVSSLCQIGNKQIAALIVWARDIPHFGQLEIDDQILL
IKGSWNELLLFATAWRSMEFLNDERENVDSRNTAPPQLICLMPGMTLHRNSALQAGVGQIFDRVLSELSL
KMRSLRMDQAECVALKAIILLNPDVKGLKNKQEVDVLREKMFLCLDEYCRRSRGGEEGRFAALLLRLPAL
RSISLKSFEHLYLFHLVAEGSVSSYIRDALCNHAPPIDTNIM

>Q8VIJ3 MOUSE
MATTEETIAHQTIDQQMGEIVTEQQTGQKIQIVTALDHSTQGKQFILANHEGSTPGKVFLTTPDAAGVNQL
FFTSPDLSAPHLQLLTENSPDQGPNKVFDLCVVCGDKASGRHYGAITCEGCKGFFKRSIRKNLVYSCRGS
KDCVINKHHRNRCQYCRLQRCIAFGMKQDSVQCERKPIEVSREKSSNCAASTEKIY TRKNLRSPLAATPT
FVTDSETARSAGLLDSGMFVNIHPSGIKTEPAMLMAPDKAESCQGDLSTLASVVTSLANLGKTKDLSHCG
GDMPVVQSLRNGDTSFGAFHHDIQTNGDVSRAFDTLAKALTPGESTSCQSSEEGMEGSPHLIAGEPSFVE
KEGPLLSESHVAFRLTMPSPMPEYLNVHY IGESASRLLFLSMHWALSTPSFQALGQENSISLVKAYWNEL
FTLGLAQCWQVMNVATILATFVNCLHSSLQQDKMS PERRKSLMEHI FKLQEFCNSMVKLCIDGHEYAYLK
AIVLFSPDHPGLENMELIERFQEKAYVEFQDYITRTYPDDTYRLSRLLLRLPALRLMNATITEELFFKGL
IGNVRIDSVIPHILKMEPADYNSQIIGHSL

>Q8VIJ4 RAT
MATIEEIAHQIIDQOMGEIVTEQQTGQKIQIVTALDHSTQGKQFILANHEGSTPGKVFLTTPDAAGVNQL
FFASPDLSTPHLQLLTENSPDQGPNKVFDLCVVCGDKASGRHYGAITCEGCKGFFKRSIRKNLVYSCRGS
KDCIINKHHRNRCQYCRLQRCIAFGMKQDSVQCERKPIEVSREKSSNCAASTEKIYIRKDLRSPLAATPT
FVTDSETARSTGLLDSGMFVNIHPSGIKTEPALLMTPDKAESCQGDLGTLASVVTSLANLGKAKDLSHCG
GDLPVVQSLRNGDTSFGAFHODIQTNGDVSRAFDNLAKALTPGENPACQSPGESMEGSTHLIAGEPSCME
REGPLLSDSHVVFRLTMPSPMPEYLNVHY IGESASRLLFLSMHWALSIPSFQALGQENSISLVKAYWNEL
FTLGLAQCWQVMNVATILATFVNCLHENSLOQDKMS PERRKLLMEHI FKLQEFCNSMVKLCIDGHEYAYLK
AIVLFSPDHPGLENMELIEKFQEKAYVEFQDYITRTYPDDTYRLSRLLLRLPALRLMNATITEELFFKGL
IGNVRIDSVIPHILKMEPADYNSQIIGHSL

>HNF4 DROME
MHADALASAYPAASQPHSPIGLALSPNGGGLGLSNSSNQSSENFALCNGNGNAGSAGGGSASSGSNNNNS
MEFSPNNNLSGSGSGTNSSQQOOLOOQOOQQSPTVCAICGDRATGKHYGASSCDGCKGFFRRSVRKNHQYTC
RFARNCVVDKDKRNQCRYCRLRKCFKAGMKKEAVONERDRISCRRTSNDDPDPGNGLSVISLVKAENESR
QSKAGAAMEPNINEDLSNKQFASINDVCESMKQQLLTLVEWAKQIPAFNELQLDDQVALLRAHAGEHLLL
GLSRRSMHLKDVLLLSNNCVITRHCPDPLVSPNLDISRIGARIIDELVTVMKDVGIDDTEFACIKALVEF
DPNAKGLNEPHRIKSLRHQILNNLEDYISDRQYESRGRFGEILLILPVLOSITWOMIEQIQFAKIFGVAH
IDSLLOEMLLGGELADNPLPLSPPNQSNDYQSPTHTGNMEGGNQVNSSLDSLATSGGPGSHSLDLEVQHT
QALIEANSADDSFRAYAASTAAAAAAAVSSSSSAPASVAPASISPPLNSPKSQHOHQOHATHQQQOQESSY
LDMPVKHYNGSRSGPLPTQHSPQRMHPYQRAVASPVEVSSGGGGLGLRNPADITLNEYNRSEGSSAEELL
RRTPLKIRAPEMLTAPAGYGTEPCRMTLKQEPETGY

>062152_ MOUSE
MATIEETIAHQIIDQOOMGEIVTEQQOTGOKMQOQIVTALDHSTQGKQFILANHEGSTPGKVFLTTPDAAGVNQL
FFTSPDLSAPHLQLLTEKSPDQGPNKVEFDLCVVCGDKASGRHYGAITCEGCKGFFKRSIRKNLVYSCRGS
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KDCVMNKHHRNRCQYCRLQRCIAFGMKQDSVQCERKPIEVSREKSSNCAASTEKIYIRKDLRSPLAATPT
FVITDSETARSAGLLDSGMFVNIHPSGIKTEPAMLMAPDKAESCQGDLSTLASVVTSLANLGKAKDLSHCG
GDMPVVQSLRNGDTSSVLEFIMIFKTNGDVSRAFDTLAKALTPGESTSCQSPEEGMEGSPHLIAGEPSFEVE
KEGPLLSESHIAFRLTMPSPMPEYLNAHYIGESASRLLFLSMHWALSIPSFQALGQENSISLVKAYWNEL
FTLGLAQCWQVMNVATILATFVNCLHSSLOQODKMSAERRKSLMEHIFKLOQEFCNSMVKLCIDGHEYAYLK
AIVLFSPDHPGLENMELIERFQEKAYVEFQDYITRTYPDDTYRLSRLLLRLPALRLMNATITEELFFKGL
IGNVRIDSVIPHILKMEPADYNSQIIGHSL

>Q6GL59 XENTR
MAMVSGGWGDPNGDTNGVGKGYPRNSEEEEASPQGGMSDPEQGDEERPGIQVDCVVCGDKSSGKHYGVET
CEGCKSFFKRSVRRNLSYTCRSNRDCQIDQHHRNQCQYCRLKKCFRVGMRKEAVQRGRIPPAHSSASPTS
APGAGEYFNGQPVSELISQLLRAEPYPASRYGSQYAQQGSVMGIDNICELAARLLFSTVEWSRNIPYFPE
LAMADQVSLLRLSWSELFVLSAAQSALPLHMAPLLAAAGFHASPMSADRVVSFMDQIRLFQODOVEKLNRL
QVDSAEYACLKAIALFTSDACGLTDPAHVESLQEKAQVALTEYVRAQYPSQPORFGRLLLRLPALRAVPA
SLISQLFFMRLVGKTPIETLIRDMLLSGSSFNWPYSSGQ

>Q7T0T7_ XENLA
MAMVSGGWGDPNGDTNGVGKGYPRNSEEEEASPQGGMSDPEQGDEERPGIQVDCVVCGDKSSGKHYGVET
CEGCKSFFKRSVRRNLSYTCRSNRDCQIDQHHRNQCQYCRLKKCFRVGMRKEAVQRGRIPPAHSSASPTS
APGAGEYFNGQPVSELISQLLRAEPYPASRYGSQYTQQGSVMGIDNICELAARLLEFSTVEWSRSIPYFPE
LAVADQVSLLRLSWSELFVLSAAQSALPLHMAPLLAAAGFHSSPMSADRVVSFMDQIRLFODQVEKLNRL
QVDSAEYACLKATIALFTSDACGLTDPAHVESLQEKAQVALTEYVRAQYPSQPOQRFGRLLLRLPALRAVPA
SLISQLFFMRLVGKTPIETLIRDMLLSGSSFNWPYSSGQ

>0922G8 MOUSE
MAMVTGGWGDPGGDTNGVDKAGGSYPRATEDDSASPPGATSDAEPGDEERPGLQVDCVVCGDKSSGKHYG
VFTCEGCKSFFKRSIRRNLSYTCRSNRDCQIDQHHRNQCQYCRLKKCFRVGMRKEAVQRGRIPHALPGPA
ACSPPGATGVEPFTGPPVSELIAQLLRAEPYPAAGRFGGGGAVLGIDNVCELAARLLFSTVEWARHAPEF
PELPAADQVALLRLSWSELFVLNAAQAALPLHTAPLLAAAGLHAAPMAAERAVAFMDQVRAFQEQVDKLG
RLOVDAAEYGCLKAIALFTPDACGLSDPAHVESLQEKAQVALTEYVRAQYPSQPOQRFGRLLLRLPALRAV
PASLISQLFFMRLVGKTPIETLIRDMLLSGSTENWPYGSG

>QONFY1 TENMO
MTMESTDRALSLDONLSMGSLGAPHSPLDMKPDASTLGONSPVSFASGHGSLLSFSPQGPPSGGTPNKSC
GSLYPPNHPLSGSKHLCSICGDRASGKHYGVYSCEGCKGFFKRTVRKDLSYACREEKNCIIDKRQRNRCQ
YCRYQKCLNMGMKREAVQEERQRTKDRDTSEVESTSNMOAEMPLDRITIEAEKRIECTPAGGSGGVGEQHD
GVNNICQATNKQLFQLVOQWAKLIPHFTSLPMSDQVLLLRAGWNELLIAAFSHRSIQAQDAIVLATGLTVN
KTSAHAVGVGNIYDRVLSELVNKMKEMKMDKTELGCLRAIILYNPTCRGIKSVQEVEMLREKIYGVLEEY
TRTTHPNEPGRFAKLLLRLPALRSIGLKCSEHLFFFKLIGDVPIDTFLMEMLESPADA

>EAR2 MOUSE

MAMVTGGWGDPGGDTNGVDKAGGSYPRATEDDSASPPGATSDAEPGDEERPGLOVDCVVCGDKSSGKHYG
VFTCEGCKSFFKRTIRRNLSYTCRSNRDCQIDQHHRNQCQYCRLKKCFRVGMRKEAVQRGRI PHALPGPA
ACSPPGATGVEPFTGPPVSELIAQLLRAEPYPAAGRFGGGGAVLGIDNVCELAARLLFSTVEWARHAPFF
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PELPAADQVALLRLSWSELFVLNAAQAALPLHTAPLLAAAGLHAAPMAAERAVAFMDQVRAFQEQVDKLG
RLOVDAAEYGCLKAIALFTPDACGLSDPAHVESLQEKAQVALTEYVRAQYPSQPORFGRLLLRLPALRAV
PASLISKLFFMRLVGKTPIETLIRDMLLSGSTENWPYGSG

>Q6P117 BRARE
MAMVRGGWGDPNGETNGLGDKGYLRGDEDDGSPQGGGSDMEAGEDDKGCVVDCVVCGDKSSGKHYGVETC
EGCKSFFKRSVRRNLNYTCRSNRDCQIDOHHRNQCQYCRLKKCFRVGMRKEAVQRGRIPPSHSSLSPSTT
PVGGNAGGGVSEFYNGQPVSELISQLLRAEPYPNSRYSHQYNQOMOGGGGGGSGMGIDSICELAARLLES
IIEWARNIPYFPELPVSEQVALLRLSWSELFILNAAQSALPLHMAPLLAAAGFHSSPMSAERVVSFMDQV
RVFQDQVEKLTRLQVDSAEYSCLKAIALFSPDACGLTDPAHVESLQEKAQVALTEYERMQYPGQPORFGR
LLLRLPALRAVPASLISQLFFMRLVGKTPIETLIRDMQLSGSSISWPYAPGQ

>EAR2 RAT
MAMVTGGWGGPGGDTNGVDKAGGSYPRATEDDSASPPGATSDAEPGDEERPGLOVDCVVCGDKSSGKHYG
VFTCEGCKSFFKRTIRRNLSYTCRSNRDCQIDQHHRNQCQYCRLKKCFRVGMRKEAVQPGPIPHALPGPA
ACSPPGAAGVEPFAGPPVSELIAQLLRAEPYPAAGRFGGGGAVLGIDNVCELAARLLFSTVEWARHAPFF
PELPAADQVGLLRLSWSELFVLNAAQAPVPLHTAPLLAAAGLHAGPMAAERAVAFMDQVRAFQEQVDKLG
RLOVDAAEYGCLKAIALFTPDACGLSDPAHVESLQEKAQVALTEYVRAQYPSQPQRFGRLLLRLPALRAV
PASLISQLFFMRLVGKTPIETLIRDMLLSGSTFNWPYGSG

>Q5QPB8 HUMAN
MRLSKTLVDMDMADYSAALDPAYTTLEFENVQVLTMGNDTSPSEGTNLNAPNSLGVSALCAICGDRATGK
HYGASSCDGCKGFFRRSVRKNHMY SCREFSRQCVVDKDKRNQCRYCRLKKCFRAGMKKEAVONERDRISTR
RSSYEDSSLPSINALLQAEVLSRQITSPVSGINGDIRAKKIASIADVCESMKEQLLVLVEWAKYIPAFCE
LPLDDQVALLRAHAGEHLLLGATKRSMVEFKDVLLLGNDYIVPRHCPELAEMSRVSIRILDELVLPFQELQ
IDDNEYAYLKATIFFDPDAKGLSDPGKIKRLRSQVQVSLEDYINDRQYDSRGRFGELLLLLPTLQSITWQ
MIEQIQFIKLEFGMAKIDNLLOEMLLGGPCQAQEGRGWSGDSPGDRPHTVSSPLSSLASPLCREFGQVA

>096215 LUCCU
MDNGEQDAGFRLAPMSPQETKPDISLLNENNTSSYSPKPGSPNPFATGLQATNAVAAANANNONQMLQTT
PPOQQQYPPNHPLSGSKHLCSICGDRASGKHYGVYSCEGCKGFFKRTVRKDLTYACREDRNCT I DKRQRN
RCQYCRYQKCLACGMKREAVQEERQRGTRAANARAAGAGGGGGGGGGVSNVVGAGGEDFKPSSSLRDLT T
ERITEAEQKAESLSGDNVLPFLRVGNNSMVQHDYKGAVSHLCOMVNKQLYQMVEYARRT PHFTHLQREDQ
ILLLKAGWNELLIANVAWCSTESLDAEYASPGTVHDGSFGRRSPVRQPQQLFLNONFSYHRNSATKANVY
STFDRILSELSTKMKRLNIDRSELSCLKATILFNPDIRGLKCRADVEVCREKT YACLDEHCRTEHPGDDG
RFAQLLLRLPALRSTSLKCLDHLFFFRLIGERALEELIAEQLEAPIC

>Q6P115 BRARE
MAMVSGGWANPNGSANGLGEKGYLRGEEEGSSPQAGNSDVEGGEEDKACVVDCVVCGDKSSGKHYGVETC
EGCKSFFKRSIRRNLNYTCRSNRECQIDQHHRNQCQYCRLKKCFRVGMRKEAVQRGRIPPSHAGISPASM
VGAGGDVGGGPGMGADFFNGQPVSELISQLLRAEPYPNSRYGAQCGQQLQGANSSMMGIDNICELAARLL
FSTIEWARNIPYFPDLPVSEQVALLRLSWSELFILNAAQSALPLHTAPLLAAAGFHSSPMPADRVVSFMD
QVRVFQDQVDKLTRLOVDSVEYSCLKAIALFSPDACGLSDPAHVESLOEKAQVALTEYERMQYPGQPQRF
GRLLLRLPALRAVPANLISQLFFMRLVGKTPIETLIRDMOLSGSSISWPYVPGQ
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>061449 9ACAR
MAYQEPTRNLNGGGASNGVSSSLLPQPSTYLSGGGYGGTLSVNRAPADGQPTLSNGPSSATAPGGDSREP
ATHPLSGSKHLCSICGDRASGKHYGVYSCEGCKGFFKRTVRKDLTYACREERRCVVDKRQRNRCQYCRYQ
KCLMCGMKREAVQEERQRAKDRNDNEVESTSGGVGVSGGVGGPGSPDMPLERILEAEMRVEQPAPSVLAQ
TAASGRDPVNSMCOAAPPLHELVOWARRIPHFEELPIEDRTALLKAGWNELLTAAFSHRSVAVRDGIVLA
TGLVVQRHSAHGAGVGDIFDRVLAELVAKMRDMKMDKTELGCLRAVVLENPDAKGLRNATRVEALREKVY
AALEEHCRRHHPDOQPGRFGKLLLRLPALRSIGLKCLEHLFFFKLIGDTPIDSFLLNMLEAPADP

>061448 9ACAR
MATQERAPGLNGGTSNGVSSSLPPQPSLPAERLRRALGSITVGRPAAQQRSSGDTATAAAATSHHALSTK
PPLSGSKHLCSICGDRASGKHYGVYSCEGCKGEFFKRTVRKDLSYACREERTCIIDKRQRNRCQYCRYQKC
LACGMKREAVQEERQRTKDRADSEVESTSGGAPPEMPLERILEAELRVESQTGTLSESAQQQODPVSSICQ
AADRQLHQLVOWAKHIPHFEELPLEDRMVLLKAGWNELLIAAFSHRSVDVRDGIVLATGLVVQRHSAHGA
GVGAIFDRVLTELVAKMREMKMDRTELGCLLAVVLENPEAKGLRTCPSGGPEGESVSALEEHCRQQYPDQ
PGRFAKLLLRLPALRSIGLKCLEHLFFFKLIGDTPIDNFLLSMLEAPSDP

>HNF4A MOUSE

MDMADYSAALDPAYTTLEFENVQVLTMGNDTSPSEGANLNS SNSLSVSALCAICGDRATGKHYGASSCDG
CKGFFRRSVRKNHMY SCRFSRQCVVDKDKRNQCRYCRLKKCFRAGMKKEAVONERDRISTRRSSYEDSSL
PSINALLQAEVLSQQITSPISGINGDIRAKKIANITDVCESMKEQLLVLVEWAKYIPAFCELLLDDQVAL
LRAHAGEHLLLGATKRSMVFKDVLLLGNDYIVPRHCPELAEMSRVSIRILDELVLPFQELQIDDNEYACL
KAIIFFDPDAKGLSDPGKIKRLRSQVQVSLEDY INDRQYDSRGRFGELLLLLPTLOSITWOMIEQIQFIK
LFGMAKIDNLLQEMLLGGSASDAPHTHHPLHPHLMQEHMGTNVIVANTMPSHLSNGQMCEWPRPRGQAAT
PETPQPSPPSGSGSESYKLLPGAITTIVKPPSAIPQPTITKQEAT

>HNF4A RAT
MDMADYSAALDPAYTTLEFENVQVLTMGNDTSPSEGANLNSSNSLGVSALCATICGDRATGKHYGASSCDG
CKGFFRRSVRKNHMYSCRESRQCVVDKDKRNQCRYCRLKKCFRAGMKKEAVONERDRISTRRSSYEDSSL
PSINALLQAEVLSQQITSPISGINGDIRAKKIANITDVCESMKEQLLVLVEWAKYIPAFCELLLDDQVAL
LRAHAGEHLLLGATKRSMVFKDVLLLGNDYIVPRHCPELAEMSRVSIRILDELVLPFQELQIDDNEYACL
KAITIFFDPDAKGLSDPGKIKRLRSQVQVSLEDYINDRQYDSRGREFGELLLLLPTLOQSITWOMIEQIQFIK
LFGMAKIDNLLQEMLLGGSASDAPHAHHPLHPHLMOEHMGTNVIVANTMPSHLSNGOMCEWPRPRGQAAT
PETPOPSPPSGSGSESYKLLPGAITTIVKPPSAIPQPTITKQEAT

>Q6PHHS5 BRARE
MRLSKPLVDMEMADYSEALDPAYTTLEFENMQVLAMSTDSSPOESANMNAANHLGAGTLCAICGDRATGK
HYGASSCDGCKGFFRRSVRKNHMY SCRENRQCIVDKDKRNQCRYCRLKKCFRAGMKKEAVONERDRISTR
RSSYEDSSLPSINALIQADVLSRQISSPGPILNGDIRTKKVAAIMDVCESMKQQOLLVLVEWAKYIPAFCD
LPLDDQVALLRAHAGEHLLLGAAKRSMMYKDILLLGNDHIIPRNCPELEVSRVAVRILDELVLPFQDLQI
DDNEYACLKAIVFFDPDAKGLSDPSKIKRMRYQVQVSLEDYINDRQYDSRGRFGELLLLLPTLQSTITWQOM
IEQIQFVKLFGMAKIDNLLQEMLLGGSANEAPHAHHSTLHPHLVQOEHLSNNVIVTANMATPLHNGOMSTPE
TPIPSPPTASGSDHYKMASGVIATVPKQPSSIPQPTITKQEAT
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>Q9JJI9 TAMSI
MDMADYSAALDPAYTTLEFENVQVLAMGNDTSPSEGTNLAAPNSLGVSALCAICGDRATGKHYGASSCDG
CKGFFRRSVRKNHMYSCRFSRQCVVDKDKRNQCRY CRLKKCFRAGMKKEAVQNERDRI STRRSSYEDSSL
PSINALLQAEVLSQQITSPVSGINGDIRAKKIANIADVCESMKEQLLVLVEWAKYIPAFCELLLDDQVAL
LRAHAGEHLLLGATKRSMVFKDVLLLGNDY IVPRHCPELAEMSRVSTRILDELVLPFQELQIDDNEYACL
KATIFFDPDAKGLSDPGKIKRLRSQVQVSLEDY INDRQYDSRGRFGELLLLLPTLQSITWQMIEQIQFIK
LFGMAKIDNLLQEMLLGGSSSDAPHAHHPLHPHLMQEHMGTNVIVANTMPTHLSNGQMSTPETPQPSPPG
GSGSEPYKLLPGAITTIVKPPSAIPQPTITKQEVT

>Q7YRQ5 BOVIN
MDMADYSAALDPAYTTLEFENVQVLTMGNDTSPSEGANLNAPNSLGVSALCATICGDRATGKHYGASSCDG
CKGFFRRSVRKNHMYSCRESRQCVVDKDKRNQCRYCRLKKCFRAGMKKEAVONERDRISTRRSSYEDSSL
PSINALLQAEVLSQQITSPVSGINGDIRAKKIASIADVCESMKEQLLVLVEWAKYIPAFCELPLDDQVAL
LRAHAGEHLLLGATKRSMVFKDVLLLGNDYIVPRHCPELAEMSRVSVRILDELVLPFQELQIDDNEYACL
KAITFFDPDAKGLSDPGKIKRLRSQVQVSLEDYINDRQYDSRGRFGELLLLLPTLOQSITWOMIEQIQFIK
LFGMAKIDNLLQEMLLGGSSSEAPHAHHPLHPHLMPEHMGTNVIVANTMPAHLSNGOMSTPETPQPSPPG
GSGSEPYKLLPGAIATIVKPPSAIPQPTITKQEVI

>HNF4A HUMAN
MDMADYSAALDPAYTTLEFENVQVLTMGNDTSPSEGTNLNAPNSLGVSALCATICGDRATGKHYGASSCDG
CKGFFRRSVRKNHMYSCREFSRQCVVDKDKRNQCRYCRLKKCFRAGMKKEAVONERDRISTRRSSYEDSSL
PSINALLQAEVLSRQITSPVSGINGDIRAKKIASIADVCESMKEQLLVLVEWAKYIPAFCELPLDDQVAL
LRAHAGEHLLLGATKRSMVFKDVLLLGNDYIVPRHCPELAEMSRVSIRILDELVLPFQELQIDDNEYAYL
KAITFFDPDAKGLSDPGKIKRLRSQVQVSLEDYINDRQYDSRGREFGELLLLLPTLOQSITWOMIEQIQFIK
LFGMAKIDNLLQEMLLGGSPSDAPHAHHPLHPHLMOEHMGTNVIVANTMPTHLSNGOMCEWPRPRGQAAT
PETPOPSPPGGSGSEPYKLLPGAVATIVKPLSAIPQPTITKQEVI

>Q5RH32 BRARE
MEGESPRIQLVSADGGLQIVTEQQOLAQKVQIVTAIDQAGAGKQQFILANLDYPNQEKLEFIKQENSPAKVI
LTSSDGSAVNQLLFASPELSGQQIQFVTDGSDQGSMKPPVEYCVVCGDKASGRHYGAVSCEGCKGFFKRS
IRKNLVYTCRGSGECVINKHHRNRCQYCRLORCMALGMKQDSVQCERKPVEVSREKPANCAPSTIEKIYIR
KNLCSPLAAMPTEFVSQKESTRPTSLLDSNMLLNIQQSISKLDNTILIPSSPDONDSSQGDLGTLANVVTS
LGHLNKSREMMDSSTDLSGIDTMSNDDSVMTDIQREESNDVTRAFDTLTKVLKAEESCGEEVADGAVAVR
DDEQTSALLELEGPLLSDMHVPFKLMMPLPMPDFLNLNYICESASRLLFLSMHWARSIPAFQALGSENGI
TLMKACWNELFALGLAQCSHIMNVETILTAIINHLOQTSLDEEKLSPERVKQVMEHIWRMQEFCNSMSRMS
PDAYEYAYLKAVVLEFSPDHSAVDGTLOQIERFQEKAYMELQODYVSKVYPEDTYRLSKLLVRLPALRLMSAA
VITEELFFAGLIGNVQIDSIIPYILKMESTDYNSQPISGVE

>Q7S2G3_FUGRU

MHSISSSEDIKPPFGLRPVPAHSPGLMMSQKRMCVICGDRSSGKHYGVYSCEGCKGFFKRTVRKDLSYTC
RDNKECLVDKRQRNRCQYCRYQKCLAMGMKREAVQEERQRNREREGELEFSVSVNEEMPVEKT LAAETAV
EQKTELHSDGVSAGNSPHDAVSNICQTADKQLFALVEWAKRI PHFSELPLEDQVILLRAGWNELLTASFS
HRSINSKDGVLLASELQRDSANSAGVGATFDRENVQSAEVGAT FDRVLTELVNKMRDMQMDKTELGCLRA
IVLFNPDAKGLSKSSEVELLREKVYASLEAYCKQRYPEQQGRFAKLLLRLPALRSTGLKCLEHLFFFKLI
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GDTPIDTFLMEMLEAPHHLS

>Q8AVK3 XENLA
MRLSKALIDMDMADYTEALDPAYTTLEFENMQVLSIGTDTSTSDVTSLSASNSIGINSLCAICGDRATGK
HYGASSCDGCKGFFRRSVRKNHMY SCREFSRQCVVDKDKRNQCRYCRLKKCFRAGMKKEAVONERDRISTR
RSSYEDSSLPSINVLIQAEVLSQQITSSVGVLNTDIRGKKIACIIDVCDSMKQQOLLVLVEWAKYIPAFCE
LPLDDQVALLRAHAGEHLLLGATKRSMMEFKDILLLGNDRLIPRNCPELEVGRVAVRILDELVLPFQELQI
DDNEYACLKAIIFFDPDAKGLSDPTKIKRMRYQVQVSLEDYINDRQYDSRGRFGDLLLLLPTLQSTITWOM
IEQIQFVKLFGMAKIDNLLQEMLLGGSANEASHTHHHLHPHLVODHLATNVIVANNTLPSQLHNGQOMSTP
ETPOPSPPAGSGAEQYKIVHGTIASINKQPTSIPQSTITKQEAM

>Q5QPB7 HUMAN
MILLPLRLARLRHPLRHHWSTISGGVDSSPQGDTSPSEGTNLNAPNSLGVSALCAICGDRATGKHYGASSC
DGCKGFFRRSVRKNHMYSCRFSRQCVVDKDKRNQCRYCRLKKCFRAGMKKEAVONERDRISTRRSSYEDS
SLPSINALLQAEVLSRQITSPVSGINGDIRAKKIASIADVCESMKEQLLVLVEWAKYIPAFCELPLDDQV
ALLRAHAGEHLLLGATKRSMVFKDVLLLGNDYIVPRHCPELAEMSRVSIRILDELVLPFQELQIDDNEYA
YLKAITIFFDPDAKGLSDPGKIKRLRSQVQVSLEDYINDRQYDSRGRFGELLLLLPTLOSITWOMIEQIQF
IKLFGMAKIDNLLQEMLLGGSPSDAPHAHHPLHPHLMQEHMGTNVIVANTMPTHLSNGOMCEWPRPRGQA
ATPETPQPSPPGGSGSEPYKLLPGAVATIVKPLSAIPQPTITKQEVI

>Q6IVK1l PLOIN
MEPSRESGLNLENSTFMSPMSPPEMKPDTAMLDGLRDDATSPPSFKNYPPNHPLSGSKHLCSICGDRASG
KHYGVYSCEGCKGFFKRTVRKDLSYACREERNCIIDKRQRNRCQYCRYQKCLACGMKREAVQEERQRAAR
GTEDAHPSSSVQVSAEELSIERLLEMEALVADTSEEFQFLRVGPDSNVPPKFRAPVSSLCQIGNKQIAAL
VVWARDIPHFSQLELEDQVTLIKASWNELLLFATAWRSMEYLTDERDNVDGSRTTSPPQLMCLMPGMTLH
RNSALQAGVGQIFDRVLSELALKMRSLPVDQAEYVALKAVILLNPDVKGLNSRQEVEVLREKMYSCLDEY
CRRSRGSEEGRFASLLLRLPALRSISLKSFEHLFFFHLVADGSIPGYIRDALRSHKPPLDASSIM

>Q95WF7_ ACRMI
MAGVPAQSWCTEKTEPLEESAEKNVQQVECAVCGDKSSGKHYGVFTCEGCKSFFKRSVRRNLSYTCRASR
NCPIDQHHRNQCQYCRLRKCMKVGMRREAVORGRIPPTQVPQPSPQHSALNGNDVSNGHSFLSGFISLLL
RAEPYPTTRFQQGMNMPCGIMGIENICELAARLLFSAVEWARNIPFFPDLAVTDQVALLRLVWSELFVLN
AAQCPMPLQVAPLLASAGIHSNHMSPDRMVTFMDNVRIFQEQIEKYRNLHVDAAEFACLKAIVLFTSDAS
GLTDPQYIESLQEKTQCALEEYTRNQYPNQPTRFGKLLLRLPSLRSINSSIVEQLFFVRLVGKTPIDTLL
RDMLLSGTPTSWPYLPCS

>Q6LDB2_ 9MURI
MNYPSTSPGSLVKHICAICGDRSSGKHYGVYSCEGCKGFFKRTIRKDLIYTCRDNKDCLIDKRQRNRCQY
CRYQKCLVMGMKREAVQEERQRSRERAESEAECASSSHEDMPVERILEAELAVEPKTESYGDMNVENSTN
DPVTNICHAADKQLFTLVEWAKRIPHEFSDLTLEDQVILLRAGWNELLIASFSHRSVSVODGILLATGLHV
HRSSAHSAGVGSIFDRVLTELVSKMKDMOMDKSELGCLRAIVLENPDAKGLSNPSEVETLREKVYATLEA
YTKOKYPEQPGRFAKLLLRLPALRSIGLKCLEHLFFFKLIGDTPIDSFLMEMLETPLQIT

>Q8AXB6_ BRARE
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MEMADYSEALDPAYTTLEFENMQVLAMSTDSSPQESANMNAANHLGAGTLCAICGDRATGKHYGASSCDG
CKGFFRRSVRKNHMYSCRENRQCIVDKDKRNQCRYCRLKKCFRAGMKKEAVONERDRISTRRSSYEDSSL
PSINALIQADVLSRQISSPGPILNGDIRTKKVAAIMDVCESMKQQLLVLVEWAKYIPAFCDLPLDDQVAL
LRAHAGEHLLLGAAKRSMMYKDILLLGNDHIIPRNCPELEVSRVAVRILDELVLPFQDLQIDDNEYACLK
AIVFFDPDAKGLSDPSKIKRMRYQVQVSLEDYINDRQYDSRGRFGELLLLLPTLOSITWOMIEQIQFVKL
FGMAKIDNLLOQEMLLGGSANEAPHAHHSLHPHLVQEHLSNNVIVTANMATPLHNGOMSTPETPIPSPPTA
SGSDHYKMASGVIATVPKQPSSIPQPTITKQEAT

>Q8I1M8 9NEOP
MEPSREPGLNLEGSFMSPMSPPEMKPDTAMLDVLRDDATSPPSFKNYPPNHPLSGSKHLCSICGDRASGK
HYGVYSCEGCKGFFKRTVRKDLTYACREERNCIIDKRQRNRCQYCRYQOKCLACGMKREAVQEERQRAARG
TEDPLPSSSVQELSIERLLEMESLVADTSEECQFLRVGPESNVPPKFRAPVSSLCQIGNKQIAALVVIWAR
DIPHFSQLEMDDQVLLIKGAWNELLLFAIAWRSMEFLNDERENMDGSRTTSPPQLMCLMPGMTLHRNSAL
QAGVGQIFDRVLSELSLKMRHLRMDQAEYVALKAIILLNPDIKGLGNRQEVEVLREKMYSCLDEYCRRVR
VSEEGRFASLLLRLPALRSISLKSFEHLFFFHLVADSSIAGYIRDLLRHHAPPIDASALM

>HNF4A XENLA
MDMADYTEALDPAYTTLEFENMQVLSIGTDTSTSDVTSLSASNSIGINSLCATICGDRATGKHYGASSCDG
CKGFFRRSVRKNHMYSCRESRQCVVDKDKRNQCRYCRLKKCFRAGMKKEAVONERDRISTRRSSYEDSSL
PSINVLIQAEVLSQQITSSVGVLNTDIRGKKIACIIDVCDSMKQQLLVLVEWAKYIPAFCELPLDDQVAL
LRAHAGEHLLLGATKRSMMFKDILLLGNDRLIPRNCPELEVGRVAVRILDELVLPFQELQIDDNEYACLK
ATITIFFDPDAKGLSDPTKIKRMRYQVQVSLEDYINDRQYDSRGRFGELLLLLPTLOSITWOMIEQIQFVKL
FGMAKIDNLLOEMLLGGSANEASHTHHHLHPHLVQDHLATNVIVANNTLPSQLHNGOMSTPETPQPSPPA
GSGAEQYKIVHGTIASINKQPTSIPQSTITKQEAM

>Q8JID3_CHICK
MATIEELAHQTTEQQMGEITHSQGAVTQTLMDGAAQRIQIVPSDSGLSLPQRIQILTDNSSNEQALNKVE
DLCVVCGDKASGRHYGAVTCEGCKGFFKRSIRKNLVYSCRGTKDCVINKHHRNRCQYCRLORCIAFGMKQ
DSVQCERKPTIEVSREKSSNCAASTEKIYIRKDLRSPLAATPTFVTDNETARSTGLLESGMFVNIQSGIKS
EPTVLMTPDKVEACQGDLSTLANVVTSLANLSKSKDLSQSGTELSMIESLSNGDGSLPELQQEEQGSSDV
TRAFDTLAKALNPGESAACQNSESAEANVQLGAEETSMNIVETSMNIVEIEGPLLSDAHVAFRLTMPSPM
PEYLNVHYICETASRLLFLSMHWARSIPSFQALGQDNSISLVKACWNELFTLGLAQCSQVMNVATILAAF
VNHLHDSLQQDKLPTDRGKLVMEHI FKLOEFCNSMVKLCLDGYEYAYLKATVLLSPDHPGLENVVQIEKF
QEKAYMEFQDYVTKAYPDDTYRLSRLLLRLPALRLMSAATTEELFFAGLIGNVQIDSIIPYILRMETADY
NTQIIGHAV

>Q6B4V6_ HUMAN
MVSVNAPLGAPVESSYDTSPSEGTNLNAPNSLGVSALCAICGDRATGKHYGASSCDGCKGFFRRSVRKNH
MYSCRFSRQCVVDKDKRNQCRYCRLKKCFRAGMKKEAVONERDRISTRRSSYEDSSLPSINALLQAEVLS
ROITSPVSGINGDIRAKKIASIADVCESMKEQLLVLVEWAKYIPAFCELPLDDQVALLRAHAGEHLLLGA
TKRSMVEFKDVLLLGNDYIVPRHCPELAEMSRVSIRILDELVLPFQELQIDDNEYAYLKAIIFFDPDAKGL
SDPGKIKRLRSQVQVSLEDYINDRQYDSRGRFGELLLLLPTLOSITWOMIEQIQFIKLEFGMAKIDNLLQE
MLLGGSPSDAPHAHHPLHPHLMQEHMGTNVIVANTMPTHLSNGOMCEWPRPRGQAATPETPQPSPPGGSG
SEPYKLLPGAVATIVKPLSAIPQPTITKQEVI
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>Q6B4V7_ HUMAN
MVSVNAPLGAPVESSYDTSPSEGTNLNAPNSLGVSALCAICGDRATGKHYGASSCDGCKGFFRRSVRKNH
MYSCRFSRQCVVDKDKRNQCRYCRLKKCFRAGMKKEAVONERDRISTRRSSYEDSSLPSINALLQAEVLS
ROITSPVSGINGDIRAKKIASIADVCESMKEQLLVLVEWAKYIPAFCELPLDDQVALLRAHAGEHLLLGA
TKRSMVEFKDVLLLGNDYIVPRHCPELAEMSRVSIRILDELVLPFQELQIDDNEYAYLKAIIFFDPDAKGL
SDPGKIKRLRSQVQVSLEDYINDRQYDSRGRFGELLLLLPTLOSITWOMIEQIQFIKLEFGMAKIDNLLQE
MLLGGSPSDAPHAHHPLHPHLMQEHMGTNVIVANTMPTHLSNGOMSTPETPQPSPPGGSGSEPYKLLPGA
VATIVKPLSAIPQPTITKQEVI

>Q6B4V5 HUMAN
MVSVNAPLGAPVESSYDTSPSEGTNLNAPNSLGVSALCAICGDRATGKHYGASSCDGCKGFFRRSVRKNH
MYSCRFSRQCVVDKDKRNQCRYCRLKKCFRAGMKKEAVONERDRISTRRSSYEDSSLPSINALLQAEVLS
ROITSPVSGINGDIRAKKIASIADVCESMKEQLLVLVEWAKYIPAFCELPLDDQVALLRAHAGEHLLLGA
TKRSMVEFKDVLLLGNDYIVPRHCPELAEMSRVSIRILDELVLPFQELQIDDNEYAYLKAIIFFDPDAKGL
SDPGKIKRLRSQVQVSLEDYINDRQYDSRGRFGELLLLLPTLOSITWOMIEQIQFIKLEFGMAKIDNLLQE
MLLGGPCQAQEGRGWSGDSPGDRPHTVSSPLSSLASPLCRFGQVA

>HNF4B_ XENLA
MDMPDYTETLDSSYTMLEFDSIRVLPSNTEIITVETASPGLLNNGINSFCAICGDRATGKHYGASSCDGC
KGFFRRSVRKNHVYACRFSRQCIVDKDKRNQCRYCRLRKCFRAGMKKEAVONERDRISMRRSSYEDNGSL
SINVLTQAEAMVHQYSPVSPVHSSDISMKKVASISDVCESMKOQLLLLVEWAKYIPAFCELPLDDQVALL
RAHAGAHLLLGVAKRSLPYKDFLLLGNDFIMPMHCPELEIARVPCRILDELVKPLREIQIDDNEYVCLKA
ITFFDPDCKGLSDQTKVKNMRFQVQOVNLEDYINDRQFDSRGRFSDILLLLPPLOSITWOMIEQVQFAKLE
GVARIDSLLOQELLLGGTTMDGGQYINSGHSSLNLDLLPGPTVHSHNLHSVIHTVSSLSPETSPPTNSTSE
DYKMNTATVSSIPLMORTVIAKKEIL

>077100_AEDAE
MDINQNNHDANDSLSPTHTSESRFTPEQSVDSNKNYTLDNCQSSANNLCTICSDRATGKHYGAASCDGCK
GFFRRTVRKNHSYTCREFSRQCVVDKDKRNQCRYCRLRKCFKAGMKKEAVONERDRISCRRPSMEDIDTSN
GLSVKFLLLAENRSRHFGAALDDAYDGDGDLSNKRFASINDVCDSMKQQLLILVEWAKSIPAFAELQLDD
QVALLRAHAGEHLLLGLSRRSMHLEEMLLLGNNCIITKQSPDSKMAPNLDISRIGARIIDELVSAIKDIK
LDDSELACIKALVFFDPTVRGLNQPOKIKALRHQVLNNLEDYVSDKQYDSRGRFGEILLLLPVLQOSITWQ
MIQOIELAKMEFGVAHIDSLLOEMLLGGETIENTAPPTPPLNSFPNSSNSPPHMMSCDTTQRPSNAMEISR
SNPTTTSSNCDAIDSESIDGANDMMAPAITIEDISNYNIPQTTNSFQRDENVONYIHPSNDDVYSNQYISP
ASSGMHPVHASANRHQOTNVLLPVNQLSREDYLKLERELKREPEANGY

>Q7YRQ4 BOVIN

MQILYNSNDSSVPETTSMNTADNGVNCLCAICGDRATGKHYGASSCDGCKGFFRRSIRKSHVYSCRFSRQ
CVVDKDKRNQCRYCRLRKCFRAGMKKEAVONERDRISTRRSTEFDGSNIPSINTLAQAEVRSRQISVSSPC
ASADINVKKIASIGDVCESMKQQLLVLVEWAKYIPAFCELPLDDQVALLRAHAGEHLLLGATKRSMMYKD
ILLLGNNYVIHRNSCEVEISRVANRVLDELVRPFQEIQIDDNEYACLKAIVFFDPDAKGLSDPVKIKNMR
FOVOLSLEDYINDRQYDSRGRFGELLLLLPTLOSITWOMIEQIQFVKLFGMVKIDNLLOQEMLLGGASTEP
NHLHHPMHPHLSQDPLTGQTILLGSMSTLVHTDQISTPETPLPSPPQGSGQEPYKIAANQASVISHQOSLS

70



KOKQL

>TR2_HUMAN
MATIEEIAHQITEQOMGEIVTEQQOTGOKIQIVTALDHNTQGKQFILTNHDGSTPSKVILARQDSTPGKVFE
LTTPDAAGVNQLFFTTPDLSAQHLOQLLTDNSPDQGPNKVEFDLCVVCGDKASGRHYGAVTCEGCKGFFKRS
IRKNLVYSCRGSKDCIINKHHRNRCQYCRLORCIAFGMKQODSVQOCERKPIEVSREKSSNCAASTEKIYIR
KDLRSPLTATPTEFVTDSESTRSTGLLDSGMFMNIHPSGVKTESAVLMTSDKAESCQGDLSTLANVVTSLA
NLGKTKDLSQNSNEMSMIESLSNDDTSLCEFQEMQOTNGDVSRAFDTLAKALNPGESTACQSSVAGMEGSV
HLITGDSSINYTEKEGPLLSDSHVAFRLTMPSPMPEYLNVHYIGESASRLLFLSMHWALSIPSFQALGQE
NSISLVKAYWNELFTLGLAQCWQVMNVATILATEVNCLHNSLQODAKVIAALIHFTRRAITDL

>Q15626 HUMAN
MATIEEIAHQIIEQOMGEIVTEQQTGQKIQIVTALDENTQGKQFILTNHDGSTPSKVILARQDSTPGKVE
LTTPDAAGVNQLFFTTPDLSAQHLQLLTDNSPDQGPNKVFDLCVVCGDKASGRHYGAVTCEGCKGFFKRS
IRKNLVYSCRGSKDCIINKHHRNRCQYCRLQRCIAFGMKQDSVQCERKPIEVSREKSSNCAASTEKIYIR
KDLRSPLTATPTFVTDSESTRSTGLLDSGMFMNIHPSGVKTESAVLMTSDKAESCQGDLSTLANVVTSLA
NLGKTKDLSQNSNEMSMIESLSNDDTSLCEFQEMQTNGDVSRAFDTLAKALNPGESTACQSSVAGMEGSV
HLITGDSSINYTEKEGPLLSDSHVAFRLTMPSPMPEYLNVHYIGESASRLLFLSMHWALSIPSFQALGQE
NSISLVKAYWNELFTLGLAQCWQVMNVATILATFVNCLHNSLQQAEG

>NR2E3 HUMAN
METRPTALMSSTVAAAAPAAGAASRKESPGRWGLGEDPTGVSPSLQCRVCGDSSSGKHYGIYACNGCSGF
FKRSVRRRLIYRCQVGAGMCPVDKAHRNQCQACRLKKCLOAGMNQDAVONERQPRSTAQVHLDSMESNTE
SRPESLVAPPAPAGRSPRGPTPMSAARALGHHFMASLITAETCAKLEPEDADENIDVTSNDPEFPSSPYS
SSSPCGLDSIHETSARLLFMAVKWAKNLPVFSSLPFRDQVILLEEAWSELFLLGAIQWSLPLDSCPLLAP
PEASAAGGAQGRLTLASMETRVLOQETISRFRALAVDPTEFACMKALVLFKPETRGLKDPEHVEALQDQSQ
VMLSQHSKAHHPSQPVRFGKLLLLLPSLRFITAERIELLFFRKTIGNTPMEKLLCDMFKN

>Q6DEHO_BRARE
MSKPAGSTSGCLDILNVKSSRILDIPCKVCGDRSSGKHYGVYACDGCSGFFKRSIRRNRTYVCKSGTQGG
CPVDKTHRNQCRACRLKKCLEVNMNKDAVQHERGPRTSTIRKQVALYFRGHKEVNGSSTHEPSTSIPGPP
FFTTVTQLEPHNLELNTVTSTPERQAIVGLAQPTPKYPHEVSGTPMYLYEVATESVCESAARLLEMSIKW
AKSVPAFSTLPLPDOQLILLEDAWRELEFVLGIAQWAIPVDSSTLLAVSGMNTENTDSQRLNKIISEIQALQ
EVVTRFRQLRLDATEFACLKCIVTFKAVPTHSGSELRSFRNASATAALODEAQLTLNSYIHTRYPTQPCR
FGKLLLLLPALRSVGPSTIEEVFFKKTIGNVPITRLLSDMYKSSDI

>046175_BOMMO
MGLRDSDSDMQLETSSSEASAASSTTISQHCAICGDRATGKHYGASSCDGCKGFFRRSVRKNHLYTCRE'S
RNCVVDKDKRNQCRYCRLRKCFKAGMKKEAVONERDRINCRRPSYEEPTQANGLSVVSLLNAELLSRKVI
DETVNVSDAEINNRKLAKINDVCDSIKQQLLILVEWAKYIPAFTVLHLDDQVALLRAHAGEHLLLGCARR
SLHLKDILLLGNNCIITKHNIDGRMDIDISMIGMRVMDEIVKPLREIDIDDTEFACLKAIVFFDPNAKGL
SQOPOKIKQLRYQIQINLEDYISDRQYDGRGRFGELLLCLPPLOSITWOMIEQIQFAKLFGVAHVDSLLQOE
MLLGGATTEAVLEEPSPEPAAASPSPPLVPLVPLVPQLPOLPGNDSAFLEPMPFKQEPNT
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>NR2E1 ORYLA
MSKPTGSTSGCLDILNVKSSRILDIPCKVCGDRSSGKHYGVYACDGCSGFFKRSIRRNRIYLCKSGSQGG
CPVDKTHRNQCRACRLKKCLEVNMNKDAVOQHERGPRTSTIRKQVALYFRGHKEVNGSSTHEFPGSSLPGPP
FFTTVTQLEPHNLEMSSVATTPERQAIVGLAQPTPKYPHEVSGTPMYLYEVATESVCESAARLLEMSIKW
AKSVPAFSTLPLSDQLILLEDAWRELEFVLGIAQWAIPVDSTTLLAVSGLNSENMEAQRMNKIMAETIQALQ
EVVTRFROMRLDATEFACLKCIVTFKAVPTQGSAELRAFRNASATAALODEAQLTLNSYIHTRYPTQPCR
FGKLLLLLPALRSVSPSTIEEVFFKKNIGNVPITRLLSDMYKSSDI

>Q8JHW6_FUGRU
MSKAAGSTSGCLDILNVKSSRILDIPCKVCGDRSSGKHYGVYACDGCSGFFKRSIRRNRTYVCKSGSQGG
CPVDKTHRNQCRACRLKKCLEVNMNKDAVOQHERGPRTSTIRKQVALYFRGHKEVNGSAAHFPGSSLPGPP
FFTTVAQLEPHNLDLSTVASTPERQTIVGLAQPTPKYPHEVSGTPMYLYEVATESVCESAARLLEMSIKW
AKSVPAFSTLPLSDQLILLEDAWRELEFVLGIAQWAIPVDPTTLLAVSGMNTENTESQRMTKIMSEIQALQ
EVVTRFROMRLDATEFACLKCIVTFKAVPTQGNAEIRSFRNASATAALODEAQLTLNSYIHTRYPTQPCR
FGKLLLLLPSLHSISPSTIEEVFFKKTIGNVPITRLLSDMYKSSDI

>Q9Y1J4 SCHMA

MNFSETAAHQSECSIVVSQLSTKKLTTPVLCCISSNSNNIPIISQQSPNNNNNNNNNNNVVFKTDNTKQH
IIDONILTKTATTTSIVQPSELCHIQPILISSPVKNNNNNTHNLGTGSYIDSNCLSNQSNNDKSHSITPS
SPLLTNCNSPSTTLQSSTVCCLLRPSGRSTSTSSGSSCGSSCSGTGGGVSVSSGQYICSICSDRASGKHY
GVFSCEGCKGFFKRTVRKELTYICRDSQECQIDKRLRNRCQYCRYQKCLRAGMRREAVQEERQQQQOLOSE
VORSPTPPEQNCDLSVNSMIMSDTKITNAMNHSCLAEKQE IMLKTTNCTSSSSPHLLSNCSDSSINYFYS
ASNEKSQQPSINDNFNLTVNDAATYPPQELSLIGNKDSNNVTLPLADIHALKLPTTTSAAIPPPPDALEF
IRTAESTISSRRKQWLSAFNKQQCHAEIAKCFODSMENLKWLENNFEKCTTNHLPLFDLVIWSSKLPYIC
QLSCGVHLDLLKSACMQLIIVNLVYWLANDHKPRSLSTSNSTSKLPDTTPTINSTDISNITDDPPENSIS
DISKDCTIQMKKINKSVPLDEKMDYYYSNFPEFHLLNNLTKPMDNNNNDSISSKPTNINDNSVDDDMIRK
RNTNVYKLIYNLAIKLRMLNLDPVELGCLKLILLLNPDSMTCLNNIRSLIELLRDQVYAGLKYYCNQVWP
NAPHGRMGRLLLKLSNFQSVAARIEKLICSNELNNLLNNLESIFSYLSKKKVDHSNYISTTTTTTTTMSS
TTTSTSNSIHLEFS

>NR2E1_MOUSE
MSKPAGSTSRILDIPCKVCGDRSSGKHYGVYACDGCSGFFKRSIRRNRTYVCKSGNQGGCPVDKTHRNQC
RACRLKKCLEVNMNKDAVOHERGPRTSTIRKQVALYFRGHKEDNGAAAHFPSTALPAPAFFTAVTQLEPH
GLELAAVSATPERQTLVSLAQPTPKYPHEVNGTPMYLYEVATESVCESAARLLFMS IKWAKSVPAFSTLS
LODQLMLLEDAWRELFVLGIAQWAIPVDANTLLAVSGMNTDNTDSQKLNKIISEIQALQEVVARFRQLRL
DATEFACLKCIVTFKAVPTHSGSELRSFRNAAAIAALQDEAQLTLNSYIHTRYPTQPCRFGKLLLLLPAL
RSISPSTIEEVFFKKTIGNVPITRLLSDMYKSSDI

>HNFAG_MOUSE

MNTTDSGVNCLCAICGDRATGKHYGASSCDGCKGFFRRSIRKSHVYSCRFSRQCVVDKDKRNQCRYCRLR
KCFRAGMKKEAVONERDRISTRRSTYEGSNIPSINTLAQAEVRSCQISVPSPSSSTDINIKKIASISDVC
ESMKQQLLVLVEWAKYIPAFCELPLDDQVALLRAHAGEHLLLGATKRSMMYKDILLLGNHYVIHRNSCEV
EVSRVANRVLDELVRPFQEIQIDDNEYACLKAIVFFDPDAKGLSDPVKIKNMRFQVQISLEDYINDRQYD
SRGRFGELLLLLPTLQOSITWQMIEQIQFVKLFGMVKIDNLLQEMLLGGAANDGSHLHHPMHPHLSQDPLT
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GQTILLGPMSTLVHTDQIATPETPLPSPPOGSGQEPYKITANQASVISHQSLSKQOKQL

>Q772V9 HUMAN
MNTTDNGVNCLCAICGDRATGKHYGASSCDGCKGFFRRSIRKSHVYSCRFSRQCVVDKDKRNQCRYCRLR
KCFRAGMKKEAVONERDRISTRRSTFDGSNIPSINTLAQAEVRSRQISVSSPGSSTDINVKKIASIGDVC
ESMKQOLLVLVEWAKYIPAFCELPLDDQVALLRAHAGEHLLLGATKRSMMYKDILLLGNNYVIHRNSCEV
EISRVANRVLDELVRPFQEIQIDDNEYACLKAIVEFFDPDAKGLSDPVKIKNMRFQVQIGLEDYINDRQYD
SRGRFGELLLLLPTLQSITWOMIEQIQFVKLFGMVKIDNLLQEMLLGGASNDGSHLHHPMHPHLSQDPLT
GQTILLGPMSTLVHADQISTPETPLPSPPOGSGQEQYKIAANQASVISHQHLSKQKQL

>NR2E1_CHICK
MSKPAGSTSRILDIPCKVCGDRSSGKHYGVYACDGCSGFFKRSIRRNRTYVCKSGNQGGCPVDKTHRNQC
RACRLKKCLEVNMNKDAVQHERGPRTSTIRKQVALYFRGHKEESSGAPHFPATALPAPAFFTAVSQLEPH
GLELAAVAGTPERQALVGLAQPTPKYPHEVNGTPMYLYEVATESVCESAARLLFMS IKWAKSVPAFSTLS
LODQLMLLEDAWRELFVLGIAQWAIPVDANTLLAVSGMNGDNTDSQKLNKIISEIQALQEVVARFRQLRL
DATEFACLKCIVTFKAVPTHSGSELRSFRNAAAIAALQDEAQLTLNSYIHTRYPTQPCRFGKLLLLLPAL
RSISPSTIEEVFFKKTIGNVPITRLLSDMYKSSDI

>NR2E1 HUMAN
MSKPAGSTSRILDIPCKVCGDRSSGKHYGVYACDGCSGFFKRSIRRNRTYVCKSGNQGGCPVDKTHRNQC
RACRLKKCLEVNMNKDAVQHERGPRTSTIRKQVALYFRGHKEENGAAAHFPSAALPAPAFFTAVTQLEPH
GLELAAVSTTPERQTLVSLAQPTPKYPHEVNGTPMYLYEVATESVCESAARLLFMSIKWAKSVPAFSTLS
LODQLMLLEDAWRELEVLGIAQWAIPVDANTLLAVSGMNGDNTDSQKLNKIISEIQALQEVVARFRQLRL
DATEFACLKCIVTFKAVPTHSGSELRSFRNAAATAALQDEAQLTLNSYIHTRYPTOQPCRFGKLLLLLPAL
RSISPSTIEEVFFKKTIGNVPITRLLSDMYKSSDI

>HNF4G_HUMAN
MNTTDNGVNCLCAICGDRATGKHYGASTCDGCKGFFRRSIRKSHIYSCRFSRQCVVDKDKRNQCRYCRLR
KCFRAGMKKEAVONERDRISTRRSTFDGSNIPSINTLAQAEVRSRQISVSSPGSSTDINVKKIASIGDVC
ESMKQOLLVLVEWAKYIPAFCELPLDDQVALLRAHAGEHLLLGATKRSMIYKDILLLGNNYVIHRNSCEV
EISRVANRVLDELVRPFQEIQIDDNEYACLKAIVEFFDPDAKGLSDPVKIKNMRFQVQIGLEDYINDRQYD
SRGRFGELLLLLPTLQSITWOMIEQIQFVKLFGMVKIDNLLQEMLLGGASNDGSHLHHPMHPHLSQDPLT
GQTILLGPMSTLVHADQISTPETPLPSPPOGSGQEQYKIAANQASVISHQHLSKQKQL

>Q8MX79 BRAFL
MMSPNSVLFTPGSGDTKPQELCVVCGDKASGRHYGATISCEGCKGFFKRSIRKNLGYVCRSSKECPINKHH
RNRCQYCRLQOKCLSVGMRSESVQCERKPLDPTARERPPNCATSTEKIYIRKDLRSPLAATPTEFVTEREPK
SGGLFDAGMLANIQQGDSNAPILLAVDPTKSDGKEGDGNTDLSTLANVVTTLASMSKNKEGQAQONGGEG
DAAISGDGTVMEVQTSTDISKAFDNLTKALNTSQTGEQGITSDGSQGMEGTSDODQTTVIELEGPLLTDA
HTAFKLTTPSPMPEFLNVHYICESASRLLFLTMHWARSIPAFQALGQECHTGLVRVCWSELFTLGLSQCS
AVMSLPTILTAIVNHLQSSVQADKLSADRVKVVMEHIWKLQEFINKMAALTVDPTEYAYMKAIVLESTDH
PGLLNPRQIEKFQEKAHEELKEYEAQAHPDDTERFAKLLLRLPALRLLSPSIMEELFFAGLIGNVQIDST
IPYILRMETADYNSQIGGTSQ
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>Q90WV5 CHICK
MAASPAGSVVSAGLEDSPSGLSPAPGKALSPVLLCKVCGDTSSGKHYGIYACNGCSGFFKRSVRRKLIYR
CQAGTGLCPVDKAHRNQCQACRLKKCLOAGMNKDAVQNERQPRSTAQVRLDS IELDAELPPEHVAATRDV
PPVPCPAPRGHGATAATAAVPRTPTPPTNHRFMASLMTAETCAKLEPEDVDETVDVTGGEPERAGGEYQV
APYPAAGPENVYETSARLLFMAVKWAKNLPVFSNLPFRDQVILLEEAWSELFLLCATQWSMPLESCPLLA
VPEPSPGKLLPAAVDVRALQETLGRFKALAVDPTEFACMKAVVLFKPETRGLKDPEQVENLQODQSQVMLG
QHNRSHYPGQPVRFGKLLLLLPALRFLSSERVELLFFRRTIGNTPMEKLLCDMEFKN

>NR2E1 XENLA
MSNPTGSTSRILDIPCKVCGDRSSGKHYGVYACDGCSGFFKRSIRRNRSYVCKSGNQGGCPVDKTHRNQC
RACRLKKCLEVNMNKDAVQHERGPRTSTIRKQVALYFRGHKEVNGSTQHFSSTALPTPTFFTTVRQLEAH
NLELAAISTVPERQTLVGLAQPTPKYPHEVNGAPLYLYEFATESVCESAARLLFMSIKWAKSVPAFSTLS
LODQLMLLEDAWRELEVLGIAQWAIPVDASTLLAVSGMNNENTESPKLNKIISEIQALODVVSRFRQLRL
DATEFACLKCIVTFKAGVSTHSGSELRNFRNAAAISALQDEAQLTLNSYIHTRYPTQPCRFGKLLLLLPA
LRSINPSTIEEVFFKKTIGNVPITRVLSDMYKSSDI

>Q9VP28 DROME
MDGVKVETFIKSEENRAMPLIGGGSASGGTPLPGGGVGMGAGASATLSVELCLVCGDRASGRHYGAISCE
GCKGFFKRSIRKQLGYQCRGAMNCEVTKHHRNRCQFCRLOKCLASGMRTVQHERKPIVDRKEGI IAAAGS
SSTSGGGNGSSTYLSGKSGYQQOGRGKGHSVKAESAATPPVHSAPATAFNLNENI FPMGLNFAELTQTLMF
ATQOQ00Q0QQHQQSGSYSPDIPKADPEDDEDDSMDNSSTLCLOLLANSASNNNSQHLNFNAGEVPTALP
TTSTMGLIQSSLDMRVIHKGLOILQPIQNQLERNGNLSVKPECDSEAEDSGTEDAVDAELEHMELDFECG
GNRSGGSDFAINEAVFEQDLLTDVQCAFHVQPPTLVHSYLNIHYVCETGSRIIFLTIHTLRKVPVFEQLE
AHTQVKLLRGVWPALMATALAQCQGQLSVPTIIGQFIQSTRQLADIDKIEPLKISKMANLTRTLHDFVQE
LQSLDVTDMEFGLLRLILLFNPTLLOQRKERSLRGYVRRVQLYALSSLRRQGGIGGGEERFNVLVARLLP
LSSLDAEAMEELFFANLVGQMQMDALIPFILMTSNTSGL

>HR78 DROME
MDGVKVETFIKSEENRAMPLIGGGSASGGTPLPGGGVGMGAGASATLSVELCLVCGDRASGRHYGAISCE
GCKGFFKRSIRKQLGYQCRGAMNCEVTKHHRNRCQFCRLOKCLASGMRSDSVOHERKPIVDRKEGI IAAA
GGSSTSGGGNGSSTYLSGKSGYQQOGRGKGHSVKAESAATPPVHSAPATAFNLNENI FPMGLNFAELTQTL
MFATQQOQ00Q0QQHOQSGSYSPDIPKADPEDDEDDSMDNSSTLCLOLLANSASNNNSQHLNFNAGEAPTA
LPTTSTMGLIQSSLDMRVIHKGLOILQPIQNQLERNGNLSVKPECDSEAEDSGTEDAVDAELEHMELDFE
CGGNRSGGSDFAINEAVFEQDLLTDVQCAFHVQPPTLVHSYLNIHYVCETGSRIIFLTIHTLRKVPVFEQ
LEAHTQVKLLRGVWPALMATIALAQCQGQLSVPTIIGOFIQSTRQLADIDKIEPLKISKMANLTRTLHDFV
QELQSLDVTDMEFGLLRLILLFNPTLLQORKERSLRGYVRRVQLYALSSLRROGGIGGGEERFNVLVARL
LPLSSLDAEAMEELFFANLVGQMOMDALIPFILMTSNTSGL

>TLL DROVI

MQSSEGSPDMMDQKYNSVRLSPAASSRILYHVPCKVCRDHSSGKHYGIYACDGCAGFFKRSIRRSRQYVC
KSQKQGLCVVDKTHRNQCRACRLRKCFEVGMNKDAVOQHERGPRNSTLRRHMAMYKDAMMGAAEMPQIPPE
ILMNTAALTGFPGLPMPMPGVQRSHHHAALSAAFQPPPSAAVLDLSVPRVPHHPVHQGHHGFEFSPTAAYM
NALATRALPPTPPLMAAEHIKETAAEHLFKNVNWIKSVRAFTELPMPDOQLLLLEESWKEFFILAMAQYLM
PMNFAQLLFVYESENANREIVTIVAREVHAFQAVPNRLCHLNIDSTEYECLRAISLFRKSPPAASSTEDL
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ANSSILTGSGSPNSSASAESRGLLESSKVAAMHNDARNALHNYISRTHPNQPLRFOTLLGVVTLMHKVSS
FTIEELFFRKTIGDITIVRLISDMYSQRKI

>Q9VML1 DROME
MGTAGDRLLDIPCKVCGDRSSGKHYGIYSCDGCSGFFKRSIHRNRIYTCKATGDLKGRCPVDKTHRNQCR
ACRLAKCFQSAMNKDAVQHERGPRKPKLHPQLHHHHHHAAAAAAAAHHAAAAHHHHHHHHHAHAAAAHHA
AVAAAAASGLHHHHHAMPVSLVTNVSASENYTQHISTHPPAPAAPPSGFHLTASGAQQGPAPPAGHLHHG
GAGHQHATAFHHPGHGHALPAPHGGVVSNPGGNSSAISGSGPGSTLPFPSHLLHHNLIAEAASKLPGITA
TAVAAVVSSTSTPYASAAQTSSPSSNNHNYSSPSPSNSIQSISSIGSRSGGGEEGLSLGSESPRVNVETE
TPSPSNSPPLSAGSISPAPTLTTSSGSPOQHROMSRHSLSEATTPPSHASTMICASNNNNNNNNNNNNGEH
KQOSSYTSGSPTPTTPTPPPPRSGVGSTCNTASSSSGFLELLLSPDKCQELIQYQVQHNTLLFPQQOLLDSR
LLSWEMLQETTARLLEMAVRWVKCLMPFQTLSKNDQHLLLOESWKELFLLNLAQWTIPLDLTPILESPLI
RERVLODEATQTEMKTIQEILCRFROQITPDGSEVGCMKAIALFAPETAGLCDVQPVEMLODQAQCILSDH
VRLRYPROATRFGRLLLLLPSLRTIRAATIEALFFKETIGNVPIARLLRDMYTMEPAQVDK

>Q5U7E0_MUSDO

MQTTEGSPDIMDQKYNSVRLSPAASSRILYHVPCKVCRDHSSGKHYGI YACDGCAGFFKRSTRRSRQYVC
KSQKQGLCVVDKTHRNQCRACRLRKCFEVGMNKDAVQHERGPRNSTLRRHMAMYKDAMMGGSEMPQT PAE
ILMNTAALTGFPGLPMPIPGSHHMHPSLAGAFPAPPSVLDLSVPRVPQHPMHQAHPGFFAPTAAYMNALA
ATRVLPPTPPLMAAEHTKETAAEHLFKNINWIKNVPSFGELPLPDQLOLLEDSWKEFF I LAMAQYLMPMN
FTQLLFVYESENPNRDVTGLVTREVHAFQDVLNQLCHLNIDSHEYELTRALTLFRRPGSDDLANSSLSTS
NGSPNSSTSAESRGLIESTKIAALHDESRNALTGYTARLHPGQPMRFQSTMSVLTOMHKVSSFATEELFF
RKTIGDITIVRLIGDMYSQRKI

>Q86PK5 CAEEL
MTLEEKEEVSTSTSQSPQSSSFENVFCAICGDRATGKHYGAMSCDGCKGFFRRT IRKRHSYVCRFGEKCQ
VDKAKRNSCRKCRFDVCLRKGMRRDAVQTERDRIRPANPLSNGSNGGIVPDDPLLDTLIRAEASTRGLRT
TVITKTAEARKQATTNDVTDSMNQQLTLMVEWAKVLEGFQRVDNITQVALLRHFSAQHLVMCAAFRSTHL
SDAVWLTNETCLHKDSPKIPDMNRVAERI IDQVTNPMRSLHMNEIEY IALKAIAFFDPLAKGITSESYSD
VEEMRQRILESFERHVRYVSPYKDMPLRFANLLLLLPPMLAISRDLVEDVQLAKLFGLASIDNLMLELML
PNEGKNTTDKTSPPIMCHQ

>Q61WY2 CAEBR

MTPVDKEEPATSSTSQSPNSFENVFCAICGDKATGKHYGALSCDGCKGFFRRTIRKHHSYVCRFGEKCQV
DKAKRNSCRKCRFDVCIRKGMKRDAVQTERDRIRPLNVFLNGKLTEDPLLETLQRAEQATRGLRTTVITK
TSEARKQATTVDVTDSMNQQLRLMVEWAKMLEGF IRVDCITQAALLRHFSAQHLVMCAAFRSTHLSDAVW
LTNETCLHKDSPKIPDMNRVAERI IDQVTTPMRQLHMSEIEY IALKAITFFDPLAKGISSESHGDVEDMR
QKILEAFERHVRFSSPHKDMPLRFANLLLLLPPMLAISRDLVEDVQLAKLFGLASIDDLMLELMLPNEKS
VGSDKGESPLTGQQ

>Q8IVZ9 HUMAN

MCPVDKAHRNQCQACRLKKCLQAGMNQODAVONERQPRSTAQVHLDSMESNTESRPESLVAPPAPAGRSPR
GPTPMSAARALGHHFMASLITAETCAKLEPEDADENIDVTSNDPEFPSSPYSSSSPCGLDSIHETSARLL
FMAVKWAKNLPVFSSLPFRDQVILLEEAWSELFLLGAIQWSLPLDSCPLLAPPEASAAGGAQGRLTLASM
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ETRVLQETISRFRALAVDPTEFACMKALVLFKPETRGLKDPEHVEALQDQSQVMLSQHSKAHHPSQPVREF
GKLLLLLPSLRFITAERIELLFFRKTIGNTPMEKLLCDMFKN

>Q688B5 CAEEL
MIFFQNFDHTKLKIPKNQFLSKFQLFPTHFPFFDSKTVLFSEEMTLEEKEEVSTSTSQSPQSSSFENVEC
AICGDRATGKHYGAMSCDGCKAKRNSCRKCRFDVCLRKGMRRDAVQTERDRIRPANPLSNGSNGGIVPDD
PLLDTLIRAEASTRGLRTTVITKTAEARKQATTNDVTDSMNQQOLTLMVEWAKVLEGFQRVDNITQVALLR
HFSAQHLVMCAAFRSIHLSDAVWLTNETCLHKDSPKIPDMNRVAERI IDQVTNPMRSLHMNEIEY IALKA
IAFFDPLAKGITSESYSDVEEMRQRILESFERHVRYVSPYKDMPLRFANLLLLLPPMLAISRDLVEDVQL
AKLFGLASIDNLMLELMLPNEGKNTTDKTSPPIMCHQ

>077101_AEDAE
MDINQONTVONERDRISCRRPSMEDIDTSNGLSVKFLLLAENRSRHFGAALDDAYDGDGDLSNKREFASIND
VCDSMKQQOLLILVEWAKSIPAFAELQLDDQVALLRAHAGEHLLLGLSRRSMHLEEMLLLGNNCIITKQSP
DSKMAPNLDISRIGARIIDELVSAIKDIKLDDSELACIKALVFFDPTVRGLNQPQKIKALRHQVLNNLED
YVSDKQYDSRGRFGEILLLLPVLOQSITWOMIQQIELAKMFGVAHIDSLLOQEMLLGGETIENTAPPTPPLN
SFPNSSNSPPHMMSCDTTQRPSNAMEISRSNPTTTSSNCDAIDSESIDGANDMMAPAITIEDISNYNIPQT
TNSFQRDENVONYIHPSNDDVYSNQYISPASSGMHPVHASANRHQOTNVLLPVNQLSREDYLKLERELKR
EPEANGY

>Q86PK4_CAEEL

MTLEEKEEVSTSTSQSPQSSSFENVECAICGDRATGKHY GAMSCDGCKAKRNSCRKCRFDVCLRKGMRRD
AVQTERDRIRPANPLSNGSNGGIVPDDPLLDTLIRAEASTRGLRTTVITKTAEARKQATTNDVTDSMNQQ
LTLMVEWAKVLEGFQRVDNITQVALLRHFSAQHLVMCAAFRSITHLSDAVWLTNETCLHKDSPKIPDMNRV
AERIIDQVTNPMRSLHMNEIEYIALKAIAFFDPLAKGITSESYSDVEEMRQRILESFERHVRYVSPYKDM
PLRFANLLLLLPPMLAISRDLVEDVQLAKLFGLASIDNLMLELMLPNEGKNTTDKTSPPIMCHQ

(3) 148 NR3
>GCR_SAISC
MDSKESLTPGKEENPSSVLTQERGNVMDFCKILRGGATLKVSVSSTSLAAASQSDSKQQORLLVDEFPKGSV
SNAQQPDLSKAVSLSMGLYMGETETKVMGNDLGFPQQGQISLSSGETDLOQLLEESIANLNRSTSVPENPK
SSASSSVSAAPKEKEFPKTHSDVSSEQONLKGQTGTNGGNVKLYTADQSTFDILQDLEFSSGSPGKETNQ
SPWKSDLLIDENCLLSPLAGEEDSFLLEGNSNEDCKPLILPDTKPKIKDNGDLVLSSSSNVTLPQVKTEK
EDFIELCTPGVIKQEKLSTVYCQASFPGANIIGNKMSAISIHGVSTSGGOMYHYDMNTASLSQQQODQKPI
FNVIPPIPVGSENWNRCQGSGDDNLTSLGTLNFPGRTVEFSNGYSSPSMRPDVSSPPSSSSTATTGPPPKL
CLVCSDEASGCHYGVLTCGSCKVFFKRAVEGQHNYLCAGRNDCIIDKIRRKNCPACRYRKCLQAGMNLEA
RKTKKKIIKGIQQATTGVSQETSENPANKTIVPATLPQLTPTLVSLLEVIEPEVLYAGYDSTVPDSTWRI
MTTLNMLGGRQVIAAVKWAKAIPGFRNLHLDDOMTLLQYSWMFLMAFALGWRSYRQASSNLLCFAPDLII
NEQRMTLPCMYDQCKHMLYVSSELHRLQVSYEEYLCMKTLLLLSSVPKDGLKSQELFDEIRMTYIKELGK
AIVKREGNSSONWOREFYQLTKLLDSMHEVVENLLNYCFQTFLDKTMSIEFPEMLAEI ITNQLPKYSNGNI
KKLLFHQK

>GCR_HUMAN
MDSKESLTPGREENPSSVLAQERGDVMDFYKTLRGGATVKVSASSPSLAVASQSDSKQRRLLVDFPKGSV
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SNAQQPDLSKAVSLSMGLYMGETETKVMGNDLGFPQOGQISLSSGETDLKLLEESTANLNRSTSVPENPK
SSASTAVSAAPTEKEFPKTHSDVSSEQQHLKGQTGTNGGNVKLYTTDQSTEFDILODLEFSSGSPGKETNE
SPWRSDLLIDENCLLSPLAGEDDSFLLEGNSNEDCKPLILPDTKPKIKDNGDLVLSSPSNVTLPQVKTEK
EDFIELCTPGVIKQEKLGTVYCQASFPGANIIGNKMSAISVHGVSTSGGOMYHYDMNTASLSQQODOKPI
FNVIPPIPVGSENWNRCQGSGDDNLTSLGTLNEFPGRTVEFSNGYSSPSMRPDVSSPPSSSSTATTGPPPKL
CLVCSDEASGCHYGVLTCGSCKVFFKRAVEGOHNYLCAGRNDCIIDKIRRKNCPACRYRKCLQAGMNLEA
RKTKKKIKGIQQATTGVSQETSENPGNKTIVPATLPQLTPTLVSLLEVIEPEVLYAGYDSSVPDSTWRIM
TTLNMLGGRQVIAAVKWAKAIPGFRNLHLDDOMTLLQYSWMFLMAFALGWRSYRQSSANLLCFAPDLIIN
EQRMTLPCMYDQCKHMLYVSSELHRLQVSYEEYLCMKTLLLLSSVPKDGLKSQELFDEIRMTYIKELGKA
IVKREGNSSONWORFYQLTKLLDSMHEVVENLLNYCFQTFLDKTMSIEFPEMLAEITITNQIPKYSNGNIK
KLLFHQOK

>GCR_SAIBB
MDSKESLTPGKEENPSSVLTQERGNVMDFCKILRGGATLKVSVSSTSLAAASQSDSKQORLLVDFPKGSV
SNAQQPDLSKAVSLSMGLYMGETETKVMGNDLGFPQQGQISLSSGETDLQLLEESIANLNRSTSVPENPK
SSASSSVSAAPKEKEFPKTHSDVSSEQONLKGQTGSNGGNVKLYTADQSTFDILODLEFSSGSPGKETNQ
SPWKSDLLIDENCLLSPLAGEEDSFLLEGNSNEDCKPLILPDTKPKIKDNGDLVLSSSSNVTLPQVKTEK
EDFIELCTPGVIKQEKLSTVYCQASFPGANIIGNKMSAISIHGVSTSGGOMYHYDMNTASLSQQOQDQKPT
FNVIPPIPVGSENWNRCQGSGDDNLTSLGTLNFPGRTVFSNGYSSPSMRPDVSSPPSSSSTATTGPPPKL
CLVCSDEASGCHYGVLTCGSCKVFFKRAVEGQHNYLCAGRNDCIIDKIRRKNCPACRYRKCLQAGMNLEA
RKTKKKIKGIQQATTGVSQETSENPANKTIVPATLPQLTPTLVSLLEVIEPEVLYAGYDSTVPDSTWRIM
TTLNMLGGRQVIAAVKWAKAI PGFRNLHLDDOMTLLQY SWMFLMAFALGWRSYRQASSNLLCFAPDLIIN
EQRMTLPCMYDQCKHMLYVSSELHRLOVSYEEYLCMKTLLLLSSVPKDGLKSQELFDEIRMTY IKELGKA
IVKREGNSSQNWQRFYQLTKLLDSMHEVVENLLNYCFQTFLDKTMS IEFPEMLAET I TNQLPKYSNGNIK
KLLFHQK

>GCR_AOTNA
MDSKESLTPGKEENPSSVLTQERGNVMDFSKILRGGATLKVSVSSTSLAAASQSDSKQORLLVDFPKGSV
SNAQQPDLSKAVSLSMGLYMGETETKVMGNDLGFPQQGQISLSSGETDLOLLEESIANLNRSTSVPENPK
SSASSSVSAAPKEKEFPKTHSDVSSEQONLKGQTGTNGGNVKLYTADQSTFDILODLEFSSGSPGKETNQ
SPWRSDLLIDENCLLSPLAGEEDSFLLEGNSNEDCKPLILPDTKPKIKDNGDLVLSSSSNVTLPQVKTEK
EDFIELCTPGVIKQEKLSTVYCQASFPGANVIGNKMSAISIHGVSTSGGOMYHYDMNTASLSQQQDQKPT
FNVIPPIPVGSENWNRCQGSGDDNLTSLGTLNFPGRTVFSNGYSSPSMRPDVSSPPSSSSTATTGPPPKL
CLVCSDEASGCHYGVLTCGSCKVFFKRAVEGQHNYLCAGRNDCIIDKIRRKNCPACRYRKCLQAGMNLEA
RKTKKKIKGIQQATTGVSQETSENPANKTIVPATLPQLTPTLVSLLEVIEPEVLYAGYDSTVPDSTWRIM
TTLNMLGGRQVIAAVKWAKAI PGFRNLHLDDOMTLLQY SWMFLMAFALGWRSYRQASSNLLCFAPDLIIN
EQRMTLPCMYDQCKHMLYVSSELHRLOVSYEEYLCMKTLLLLSSVPKDGLKSQELFDEIRMTY IKELGKA
IVKREGNSSQNWQRFYQLTKLLDSMHEVVENLLNYCFQTFLDKTMS IEFPEMLAET I TNQLPKYSNGNIK
KLLFHQK

>Q6NOA4 HUMAN

MDSKESLTPGREENPSSVLAQERGDVMDEFYKTLRGGATVKVSASSPSLAVASQSDSKQRRLLVDEPKGSV
SNAQQPDLSKAVSLSMGLYMGETETKVMGNDLGFPQOGQISLSSGETDLKLLEESTANLNRSTSVPENPK
SSASTAVSAAPTEKEFPKTHSDVSSEQQHLKGOQTGTNGGNVKLYTTDQSTEFDILODLEFSSGSPGKETNE
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SPWRSDLLIDENCLLSPLAGEDDSFLLEGNSNEDCKPLILPDTKPKIKDNGDLVLSSPSNVTLPQVKTEK
EDFIELCTPGVIKQEKLGTVYCQASFPGANIIGNKMSAISVHGVSTSGGOMYHYDMNTASLSQQODQOKPI
FNVIPPIPVGSENWNRCQGSGDDNLTSLGTLNEFPGRTVEFSNGYSSPSMGPDVSSPPSSSSTATTGPPPKL
CLVCSDEASGCHYGVLTCGSCKVFFKRAVEGQOHNYLCAGRNDCIIDKIRRKNCPACRYRKCLQAGMNLEA
RKTKKKIKGIQQATTGVSQETSENPGNKTIVPATLPQLTPTLVSLLEVIEPEVLYAGYDSSVPDSTWRIM
TTLNMLGGRQVIAAVKWAKAIPGFRNLHLDDOMTLLQYSWMFLMAFALGWRSYRQSSANLLCFAPDLIIN
EQRMTLPCMYDQCKHMLYVSSELHRLQVSYEEYLCMKTLLLLSSVPKDGLKSQELFDEIRMTYIKELGKA
IVKREGNSSONWORFYQLTKLLDSMHEVVENLLNYCFQTFLDKTMSIEFPEMLAEITITNQIPKYSNGNIK
KLLFHQOK

>GCR_SAGOE
MDSKESLTPGKEENPSSVLTQERGNVMDFCKILRGGATLKVSVSSTSLAAASQSDSKQQRLLVDFPKGSV
SNAQQPDLSKAVSLSMGLYMGETETKVMGNDLGFPQQGQISLSSGETDLQLLEESIANLNRSTSVPENPK
SSASSSVSAAPKEKEFPKTHSDVSSEQONLKGQTGTNGGNAKLCTADQSTFDILODLEFSSGSPGKETNQ
SPWRSDLLIDENCLLSPLAGEEDSFLLEGNSNEDCKPLILPDTKPKIKDNGDLVLSSSSNVTLPQVKTEK
EDFIELCTPGVIKQEKLSTVYCQASFPGANIIGNKMSAISIHGVSTSGGOMYHYDMNTASLSQQQDQKPI
FNVIPPIPVGSENWNRCQGSGDDNLTSLGTLNFPGRTVFSNGYSSPSMRPDVSSPPSSSSTATTGPPPKL
CLVCSDEASGCHYGVLTCGSCKVFFKRAVEGQHNYLCAGRNDCIIDKIRRKNCPACRYRKCLQAGMNLEA
RKTKKKIKGIQQATTGVSQETSENPANKTIVPATLPQLTPTLVSLLEVIEPEVLYAGYDSTVPDSTWRIM
TTLNMLGGRQVIAAVKWAKAIPGFRNLHLDDOMTLLQYSWMFLMAFALGWRSYRQASSNLLCFAPDLIIN
EQRMTLPCMYDQCKHMLYVSSELHRLQVSYEEYLCMKTLLLLSSVPKDGLKSQELFDEIRMTYIKELGKA
IVKREGNSSQNWQRFYQLTKLLDSMHEVVENLLNYCFQTFLDKTMSIEFPEMLAEIITNQLPKYSNGNIR
KLLFHQK

>Q6XLJ0_CALJA
MDSKESLTPGKEENPSSVLTQERGNVMDFCKILRGGATLKVSVSSTSLAAASQSDPKQQRLLVDFPKGSV
SNVQQPDLSKAVSLSMGLYMGETETKVMGNDLGFPQQGQISLSSGETDLQLLEES IANLNRSTSVPENPK
SSASSSVSAAPKEKEFPKTHSDVSSEQQONLKGQTGTNGGNVKLYTADQSTFDILQDLEFSSGSPGKERNQ
SPWRSDLLIDENCLLSPLAGEEDSFLLEGNSNEDCKPLILPDTKPKIKDNGDLVLSSSSNVTLPQVKTEK
EDFIELCTPGVIKQEKLSTVYCQASFPGANIIGNKMSAISIHGVSTSGGOMYHYDMNTASLSQQQDQKPT
FNVIPPIPVGSENWNRCQGSGDDNLTSLGTLNFPGRTVFSNGYSSPSMRPDVSSPPSSSSTATTGPPPKL
CLVCSDEASGCHYGVLTCGSCKVFFKRAVEGQHNYLCAGRNDCIIDKIRRKNCPACRYRKCLOAGMNLEA
RKTKKKIKGIQQATTGVSQETSENPANKTIVPATLPQLTPTLVSLLEVIEPEVLYAGYDSTVPDSTWRIM
TTLNMLGGRQVIAAVKWAKAI PGFRNLHLDDOMTLLQY SWMFLMAFALGWRS YRQASSNLLCFAPDLIIN
EQRMTLPCMYDQCKHMLYVSSELHRLQVSYEEYLCMKTLLLLSSVPKDGLKSQELFDEIRMTY IKELGKA
IVKREGNSSQNWQRFYQLTKLLDSMHEVVENLLNYCFQTFLDKTMS IEFPEMLAEI ITNQLPKYSNGNIK
KLLFHOK

>Q5R7M7_PONPY

MDSKESLTPGREENPSSVLAQERGNVMDFYKTLRGGATVKVSASSPSLAVASQSDSKQRRLLVDFPKGSV
SNAQQPDLSKAVSLSMGLYMGETETKVMGNDLGFPQQGQISLSSGETDLKLLEES IANLNRSTSVPENPK
SSASTAVSAAPTEKEFPKTHSDISSEQQHLKGQTGTNGGNVKLYTTDQOSTFDILQDLEFSSGSPGKETNE
SPWRSDLLIDENCLLSPLAGEDDSFLLEGNSNEDCKPLILPDTKPKIKDNGDLVLSSPSNVTLPQVKTEK
EDFIELCTPGVIKQEKLGTVYCQAGFPGANIIGNKMSAISVHGVSTSGGOMYHYDMNTASLSQQQDQKPT
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FNVIPPIPVGSENWNRCQGSGDDNLTSLGTLNEFPGRTVEFSNGYSSPSMRPDVSSPPSSSSTATTGPPPKL
CLVCSDEASGCHYGVLTCGSCKVFFKRAVEGRQHNYLCAGRNDCIIDKIRRKNCPACRYRKCLQAGMNLE
ARKTKKKIKGIQQATTGVSQETPENPANKTIVPATLPQLTPTLVSLLEVIEPEVLYAGYDSSVPDSTWRI
MTTLNMLGGRQVIAAVKWAKAIPGFRNLHLDDOMTLLQYSWMEFLMAFALGWRSYROSSANLLCSAPDLIT
NEQRMTLPCMYDQCKHMLYVSSELHRLOVSYEEYLCMKTLLLLSSVPKDGLKSQELFDEIRMTYIKELGK
ATIVKREGNSSONWORFYQLTKLLDSMHEVVENLLNYCFQTFLDKTMSIEFPEMLAETIITNQIPKYSNGNI
KKLLFHQK

>Q5R9P5 PONPY
MDSKESLTPGREENPSSVLAQERGNVMDFYKTLRGGATVKVSASSPSLAVASQSDSKQRRLLVDFPKGSV
SNAQQPDLSKAVSLSMGLYMGETETKVMGNDLGFPQQGQISLSSGETDLKLLEES IANLNRSTSVPENPK
SSASTAVSAAPTEKEFPKTHSDISSEQQHLKGQTGTNGGNVKLYTTDQOSTFDILQDLEFSSGSPGKETNE
SPWRSDLLIDENCLLSPLAGEDDSFLLEGNSNEDCKPLILPDTKPKIKDNGDLVLSSPSNVTLPQVKTEK
EDFIELCTPGVIKQEKLGTVYCQAGFPGANIIGNKMSAISVHGVSTSGGOMYHYDMNTASLSQQQDQKPT
FNVIPPIPVGSENWNRCQGSGDDNLTSLGTLNFPGRTVFSNGYSSPSMRPDVSSPPSSSSTATTGPPPEL
CLVCSDEASGCHYGVLTCGSCKVFFKRAVEGQHNYLCAGRNDCIIDKIRRKNCPACRYRKCLOAGMNLEA
RKTKKKMKGIQQATTGVSQETPENPANKT IVPATLPQLTPTLVSLLEVIEPEVLYAGYDSSVPDSTWRIM
TTLNMLGGRQVIAAVKWAKAI PGFRNLHLDDOMTLLQY SWMFLMAFALGWRS YRQSSANLLCFAPDLIIN
EQRMTLPCMYDQCKHMLYVSSELHRLQVSYEEYLCMKTLLLLSSVPKDGLKSQELFDEIRMTY IKELGKA
IVKREGNSSQNWQRFYQLTKLLDSMHEVVENLLNYCFQTFLDKTMSIEFPEMLAEI ITNQIPKYSNGNIK
KLLFHOK

>ANDR_PANTR
MEVQLGLGRVYPRPPSKTYRGAFQONLFQSVREVIQNPGPRHPEAASAAPPGASLLLOOOQOQOQQQ0QQ00
QOO0QO0QQETSPROQOOOOGEDGSPQAHRRGPTGYLVLDEEQOPSQPQSAPECHPERGCVPEPGAAVAASK
GLPQQLPAPPDEDDSAAPSTLSLLGPTFPGLSSCSADLKDILSEASTMOLLOQQOOQEAVSEGSSSGRARE
ASGAPTSSKDNYLGGTSTISDSAKELCKAVSVSMGLGVEALEHLSPGEQLRGDCMYAPLLGVPPAVRPTP
CAPLAECKGSLLDDSAGKSTEDTAEYSPFKGGYTKGLEGESLGCSGSAAAGSSGTLELPSTLSLYKSGAL
DEAAAYQSRDYYNFPLALAGPPPPPPPPHPHARIKLENPLDYGSAWAAAAAQCRYGDLASLHGAGAAGPG
SGSPSAAASSSWHTLFTAEEGQLYGPCGGGGGGGGGGGGGGGGGEAGAVAPYGYTRPPQGLAGQEGDFTA
PDVWYPGGMVSRVPYPSPTCVKSEMGPWMDSYSGPYGDMRLETARDHVLPIDYYFPPOKTCLICGDEASG
CHYGALTCGSCKVFFKRAAEGKQKYLCASRNDCTIDKFRRKNCPSCRLRKCYEAGMTLGARKLKKLGNLK
LOEEGEASSTTSPTEETTQKLTVSHIEGYECQPIFLNVLEATIEPGVVCAGHDNNQPDSFAALLSSLNELG
ERQLVHVVKWAKALPGFRNLHVDDOMAVIQYSWMGLMVEFAMGWRSFTNVNSRMLYFAPDLVENEYRMHKS
RMYSQCVRMRHLSQEFGWLQITPQEFLCMKALLLEFSIIPVDGLKNQKFFDELRMNY IKELDRITACKRKN
PTSCSRRFYQLTKLLDSVQPIARELHQFTFDLLIKSHMVSVDFPEMMAETIISVQVPKILSGKVKPIYFHT
Q

>ANDR_ PAPHA

MEVQLGLGRVYPRPPSKTYRGAFQONLFQSVREVIQNPGPRHPEAASAAPPGASLOOQOOOQOQOQETSPROQ
QOOQOGEDGSPOQAHRRGPTGYLVLDEEQQPSQPOSAPECHPERGCVPEPGAAVAAGKGLPQOLPAPPDEDD
SAAPSTLSLLGPTFPGLSSCSADLKDILSEASTMQLLOQOQQEAVSEGSSSGRAREASGAPTSSKDNYLG
GTSTISDSAKELCKAVSVSMGLGVEALEHLSPGEQLRGDCMYAPVLGVPPAVRPTPCAPLAECKGSLLDD
SAGKSTEDTAEYSPFKGGYTKGLEGESLGCSGSAAAGSSGTLELPSTLSLYKSGALDEAAAYQSRDYYNF
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PLALAGPPPPPPPPHPHARIKLENPLDYGSAWAAAAAQCRYGELASLHGAGAAGPGSGSPSAAASSSWHT
LFTAEEGQLYGPCGGGGGGGGGGGGGAGEAGAVAPYGYTRPPOGLAGQEGDFTAPDVWYPGGMVSRVPYP
SPTCVKSEMGPWMDSYSGPYGDMRLETARDHVLPIDYYFPPOQKTCLICGDEASGCHYGALTCGSCKVEFK
RAAEGKQKYLCASRNDCTIDKFRRKNCPSCRLRKCYEAGMTLGARKLKKLGNLKLQEEGEASSTTSPTEE
TAQKLTVSHIEGYECQPIFLNVLEAIEPGVVCAGHDNNQPDSFAALLSSLNELGERQLVHVVKWAKALPG
FRNLHVDDOMAVIQYSWMGLMVFAMGWRSEFTNVNSRMLYFAPDLVENEYRMHKSRMY SQCVRMRHLSQEF
GWLQITPQEFLCMKALLLEFSIIPVDGLKNQKFFDELRMNYIKELDRITACKRKNPTSCSRREFYQLTKLLD
SVQPIARELHQFTFDLLIKSHMVSVDFPEMMAETIISVQVPKILSGKVKPIYFHTQ

>ANDR_ MACFA
MEVQLGLGRVYPRPPSKTYRGAFQONLFQSVREVIQNPGPRHPEAASAAPPGASLOOQOOQOQOETSPRQOOQ
QOOQOGEDGSPQAHRRGPTGYLVLDEEQQPSQPOSAPECHPERGCVPEPGAAVAAGKGLPQOLPAPPDEDD
SAAPSTLSLLGPTFPGLSSCSTDLKDILSEASTMQLLOQOQQEAVSEGSSSGRAREASGAPTSSKDNYLG
GTSTISDSAKELCKAVSVSMGLGVEALEHLSPGEQLRGDCMYAPVLGVPPAVRPTPCAPLAECKGSLLDD
SAGKSTEDTAEYSPFKGGYTKGLEGESLGCSGSAAAGSSGTLELPSTLSLYKSGALDEAAAYQSRDYYNF
PLALAGPPPPPPPPHPHARIKLENPLDYGSAWAAAAAQCRYGDLASLHGAGAAGPGSGSPSAAASSSWHT
LFTAEEGQLYGPCGGGGGGGGGGGGGAGEAGAVAPYGYTRPPOGLAGQEGDFTAPDVWYPGGMVSRVPYP
SPTCVKSEMGPWMDSYSGPYGDMRLETARDHVLPIDYYFPPOKTCLICGDEASGCHYGALTCGSCKVFEFK
RAAEGKQKYLCASRNDCTIDKFRRKNCPSCRLRKCYEAGMTLGARKLKKLGNLKLQEEGEASSTTSPTEE
TAQKLTVSHIEGYECQPIFLNVLEAIEPGVVCAGHDNNQPDSFAALLSSLNELGERQLVHVVKWAKALPG
FRNLHVDDOMAVIQYSWMGLMVFAMGWRSEFTNVNSRMLYFAPDLVENEYRMHKSRMY SQCVRMRHLSQEF
GWLQITPQEFLCMKALLLEFSIIPVDGLKNQKFFDELRMNYIKELDRITACKRKNPTSCSRREFYQLTKLLD
SVQPIARELHQFTFDLLIKSHMVSVDFPEMMAETIISVQVPKILSGKVKPIYFHTQ

>ANDR_MACMU
MEVQLGLGRVYPRPPSKTYRGAFQNLFQSVREVIQNPGPRHPEAASAAPPGASLQQOQOQQQETSPRQQQ
QQOQGEDGSPOAHRRGPTGYLVLDEEQQPSQPQSAPECHPERGCVPEPGAAVAAGKGLPQQLPAPPDEDD
SAAPSTLSLLGPTFPGLSSCSADLKDILSEASTMOLLOQQQQEAVSEGSSSGRAREASGAPTSSKDNYLE
GTSTISDSAKELCKAVSVSMGLGVEALEHLSPGEQLRGDCMYAPVLGVPPAVRPTPCAPLAECKGSLLDD
SAGKSTEDTAEYSPFKGGYTKGLEGESLGCSGSAAAGSSGTLELPSTLSLYKSGALDEAAAYQSRDYYNF
PLALAGPPPPPPPPHPHARIKLENPLDYGSAWAAAAAQCRYGDLASLHGAGAAGPGSGSPSAAASSSWHT
LFTAEEGQLYGPCGGGGGGGGGGGGGAGEAGAVAPYGY TRPPQGLAGQEGDFTAPDVIWY PGGMVSRVPYP
SPTCVKSEMGPWMDSYSGPYGDMRLETARDHVLPIDYYFPPQKTCLICGDEASGCHYGALTCGSCKVFFK
RAAEGKQKYLCASRNDCTIDKFRRKNCPSCRLRKCYEAGMTLGARKLKKLGNLKLQEEGEASSTTSPTEE
TAQKLTVSHIEGYECQPIFLNVLEAIEPGVVCAGHDNNQPDSFAALLSSLNELGERQLVHVVKWAKALPG
FRNLHVDDQMAVIQYSWMGLMVFAMGWRSFTNVNSRMLYFAPDLVFNEYRMHKSRMY SQCVRMRHLSQEF
GWLQITPQEFLCMKALLLFSIIPVDGLKNQKFFDELRMNYIKELDRI IACKRKNPTSCSRRFYQLTKLLD
SVQPIARELHQFTFDLLIKSHMVSVDFPEMMAEIISVQVPKILSGKVKPIYFHTQ

>Q9UN21 HUMAN

MEVQLGLGRVYPRPPSKTYRGAFQNLFQSVREVIQNPGPRHPEAASAAPPGASLLLLQOQQ0Q0000000
QQOETSPRQOOQQQGEDGSPOAHRRGPTGYLVLDEEQQPSQPQSALECHPERGCVPEPGAAVAASKGLPQ
QLPAPPDEDDSAAPSTLSLLGPTFPGLSSCSADLKDILSEASTMOLLOQQQQEAVSEGSSSGRAREASGA
PTSSKDNYLGGTSTISDNAKELCKAVSVSMGLGVEALEHLSPGEQLRGDCMYAPLLGVPPAVRPTPCAPL
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AECKGSLLDDSAGKSTEDTAEYSPFKGGYTKGLEGESLGCSGSAAAGSSGTLELPSTLSLYKSGALDEAA
AYQSRDYYNFPLALAGPPPPPPPPHPHARIKLENPLDYGSAWAAAAAQCRYGDLASLHGAGAAGPGSGSP
SAAASSSWHTLFTAEEGQLYGPCGGGGGGGGGGGGGGGGEAGAVAPYGYTRPPOQGLAGQESDFTAPDVIWY
PGGMVSRVPYPSPTCVKSEMGPWMDSYSGPYGDMRLETARDHVLPIDYYFPPOQKTCLICGDEASGCHYGA
LTCGSCKVFFKRAAEGKQKYLCASRNDCTIDKFRRKNCPSCRLRKCYEAGMTLGARKLKKLGNLKLQEEG
EASSTTSPTEETTQKLTVSHIEGYECQPIFLNVLEAIEPGVVCAGHDNNQPDSFAALLSSLNELGERQLV
HVVKWAKALPGLRNLHVDDQOMAVIQYSWMGLMVFAMGWRSEFTNVNSRMLYFAPDLVENEYRMHKSRMYSQ
CVRMRHLSQEFGWLQITPQEFLCMKAMLLEFSIIPVDGLKNQKFFDELRMNYIKELDRITACKRKNPTSCS
RREYQLTKLLDSVHPIARELHQFTFDLLIKSHMVSVDFPEMMAETIISVQVPKILSGKVKPIYFHTQ

>Q554M0_PIG

MDPKESLTPPSREEIPSSVLGRERAHVMDFYKSLRGGTPVKVSAASPSLAAVSQPDSKQORLAVDFPKGS
GSNAQQPDLSKAVSLSMGLYMGETETKVMGSDLGFPOQGQISLSSGETDFRLLEESIANLSRSTSVPENP
KSSASAAGPAAPAEKAFPKTHSDGAPEQPNVKGQTGTNGGNVKLFTTDQSTFDIWRKKLQDLELPSGSPG
KETSESPWSSDLLIDENCLLSPLAGEEDPFLLEGSSTEDCKPLVLPDTKPKVKDNGELILPSPNSVPLPQ
VKTEKEDFIELCTPGVIKQEKLGPAYCQOASFSGANIIGGKMSAISVHGVSTSGGQLYHYDMNTAASLSKQ
QEQKPLFNVIPPIPVGSENWNRCOGSGDDNLTSLGTLNFSGRSVFSNGYSSPGMRPDVSSPPSSSSAATG
PPPKLCLVCSDEASGCHYGVLTCGSCKVFFKRAVEGQHNYLCAGRNDCIIDKIRRKNCPACRYRKCLQAG
MNLEARKTKKKIKGIQQATTGVSQETSENSANKTIVPATLPQLTPTLVSLLEVIEPEVLYAGYDSSIPDS
TWRIMTALNMLGGRQVIAAVKWAKAI PGFRNLHLDDQMTLLQY SWMFLMVFALGWRS YRQSSASLLCFAP
DLVINEQRMALPCMYDQCRHMLYVSSELQRLOVSYEEYLCMKTLLLLSSVPKDGLKSQELFDEIRMTYIK
ELGKAIVKREGNSSQNWQRFYQLTKLLDSMHDVVENLLNYCFQTFLDKTMSIEFPEMLAEI ITNQLPKYS
SGNIKKLLFHQK

>GCR_MOUSE
MDSKESLAPPGRDEVPSSLLGRGRGSVMDLYKTLRGGATVKVSASSPSVAAASQADSKQQRILLDFSKGS
ASNAQQQQQOQQQOPQPDLSKAVSLSMGLYMGETETKVMGNDLGY POQGQOLGLSSGETDFRLLEESTANLNR
STSRPENPKSSTPAAGCATPTEKEFPQTHSDPSSEQONRKSQPGTNGGSVKLYTTDQSTFDILQDLEFSA
GSPGKETNESPWRSDLLIDENLLSPLAGEDDPFLLEGDVNEDCKPLILPDTKPKIQDTGDTILSSPSSVA
LPQVKTEKDDFIELCTPGVIKQEKLGPVYCQASFSGTNT IGNKMSAT SVHGVSTSGGOMYHYDMNTASLS
QQQDOKPVFNVIPPIPVGSENWNRCQGSGEDNLTSLGAMNFAGRSVFSNGYSSPGMRPDVSSPPSSSSTA
TGPPPKLCLVCSDEASVCHYGVLTCGSCKVFFKRAVEGQHNYLCAGRNDCI IDKIRRKNCPACRYRKCLQ
AGMNLEARKTKKKIKGIQQATAGVSQDTSENANKTIVPAALPQLTPTLVSLLEVIEPEVLYAGYDSSVPD
SAWRIMTTLNMLGGRQVIAAVKWAKATPGFRNLHLDDQMTLLQY SWMFLMAFALGWRSYRQASGNLLCFA
PDLIINEQRMTLPCMYDQCKHMLFISTELQRLQVSYEEYLCMKTLLLLSSVPKEGLKSQELFDETRMTY T
KELGKATVKREGNSSQNWQRFYQLTKLLDSMHDVVENLLSYCFQTFLDKSMS IEFPEMLAET ITNQT PKY
SNGNTKKLLFHQK

>ANDR_EULFC

MEVQLGLGRVYPRPPSKTYRGAFQONLFQSVREVIQNPGPRHPEAASAAPPGARLOQOQOETSPPQOOQQOQ
GEDGSPQAQSRGPTGYLALDEEQQPSQQOSALECHPESGCVPEPGAAAAASKGLOQQPPAPSDEDDSAVP
STLSLLGPTFPGLSSCSADLKDILSEAGTMQLLOQQOQOQEAVSEGSSSGRAREAAGAPTSSKDSYLGGTST
ISDSAKELCKAVSVSMGLGVETLEHLSPGEQLRGDCMYAPLLGGPPAVRPTPCAPLAECKGSLLDDSADK
GTEEPAEYTPFKGSYTQGLEGESLGCSGSSEAGSSGTLELPSTLSLYKSGALEEAASYQSRDYYNFPLAL
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AGPPPPPLPPHPHARIKLENPLDYGSSWAAAAAQCRFGDLASLHGGGATGPGSGSPSAAAASSWHTLETA
EEGQLYGPCGGGGGGTSEAGAVTPYGYSRPPOGLAGQEGDFPAPDVWYPSGVVSRVPYPSPSCVKSEMGP
WMESYSGPYGDVRLETARDHVLPIDYYFPPOKTCLICGDEASGCHYGALTCGSCKVEFFKRAAEGKQKYLC
ASRNDCTIDKFRRKNCPSCRLRKCYEAGMTLGARKLKKLGNLKLOQEEGEASSATSPTEESSQKLTVSHIE
GYECQPIFLNVLEAIEPGVVCAGHDNNQPDSFAALLSSLNELGERQLVHVVKWAKALPGFRNLHVDDQMA
VIQYSWMGLMVFAMGWRSFTNVNSRMLYFAPDLVENEYRMHKSRMYSQCVRMRHLSQEFGWLQITPQEFL
CMKALLLFSIIPVDGLKNQKFFDELRMNYIKELDRITACKRKNPTSCSRREYQLTKLLDSVQPIARELHQ
FTFDLLIKSHMVSVDFPEMMAEITISVQVPKILSGKVKPIYFHTQ

>GCR_TUPGB
MDSKESLTSPSEEIPSSVHGQERGNVMDFYKTRRGGATVKVEMPSPSLGGSSQSDSKQORLLVDFPKGSV
SNVQQPDLSKAVSLSMGLYMGETETKVMGNDLGFPQQGQITLSSGETNLQLLEESIANLNRSTSVPEHPK
ISASVAVSAALLKKELPETPSDVSSEQONLKGQTGTNGGNVKLCTADQSTFDILODLEFSSASPGRETNE
SPWRSDLLLDENCLLSPLAVEDDPFLSEGNLKEDCKPLILPDTKPKIKDNGDLILSSPKNVPLPQVKTEK
EDFIELCTPGVIKQEKLGPVYCQANFSGANIIGNKMSAISVHGVSTSGGOMYHYDMNTATLSQQQDQKPT
FNVIPPIPVSSENWNRCQGSGDENLTSLGTLNFSGRSVFSNGYSSPGMRPDVSSPPSNSLSAVGPPPKFC
LVCSDEASGCHYGVLTCGSCKVFFKRAVEGOHNYLCAGRNDCI IDKIRRKNCPACRYRKCLOAGMNLEAR
KTKKKIKGIQQTTTGISQETPENSANKTIVPATLPQLTPTPVSLLEVIEPEVLYAGYDSSLPDTTWRIMS
ALNMLGGRQVIAAVKWAKATI PGFRNLHLDDQMTLLQY SWMFLMAFALGWRSYKQASANLLCFAPDLI INE
QRMSLPFMYDQCKHMLFVSSELQRLQVSYEEYLCMKTLLLLSSVPKEGLKSQELFDEIRMTY IKELGKAT
VKREGNSSQNWQRFYQLTKLLDSMHDVVENLLNYCFQTFLDKTMRIEFPEMLAEI ITNQIPKYSSGNIKK
LLFHQK

>ANDR_PIG
MEVQLGLGRVYPRPPSKTFRGAFQNLFQSVREVIQNPGPRHPEAASAAPPGARLQQQOQLOQQOETSPRRQQ
Q00QQPSEDGSPQVQSRGPTGYLALDEKQQPSQQQSAPECHPESGCTPEPGAASAASKGLOQQPPAPPDE
DDSAAPSTLSLLGPTFPGLSSCSTDLKDILSEAGTMOLLOQQOQQOQQQEAVSEGNSSGRAREATGAPIS
SKDSYLGGSSTISDSAKELCKAVSVSMGLGVEALEHLSPGEQLRGDCMYAPLLTGPPSVRPTPCAPLAEC
KGSLLDDGPGKSNEETAEYSPFKAGYTKGLDSESLGCSSGGEAGGSGTLELPSALSLYKSGALDDVAAYP
SRDYYNFPLALAGPPPPPPPPHPHARIKLENPLDYGSAWAAAAAQCRYGDLASLHGGGAPGPGSGSPSAT
SSSSWHTLFTAEESQLYGPCGGGGGGSAGEAGAVAPYGYTRPPQGLAGQEGDLAIPDIWYPGGVVSRVPY
PSPSCVKSEMGPWMESYSGPYGDMRLEPTRDHVLPIDYYFPPOKTCLICGDEASGCHYGALTCGSCKVFEF
KRAAEGKQKYLCASRNDCTIDKFRRKNCPSCRLRKCYEAGMTLGARKLKKLGNLKLQEEGEASSATSPTE
EPAQKLTVSHIEGYECQPIFLNVLEAIEPGVVCAGHDNNQPDSFAALLSSLNELGERQLVHVVKWAKALP
GFRNLHVDDQMAVIQYSWMGLMVFAMGWRSFTNVNSRMLYFAPDLVFNEYRMHKSRMY SQCVRMRHLSQE
FGWLQITPQEFLCMKALLLFSIIPVDGLKNQKFFDELRMNY IKELDRI IVMQEKNPTSCSRRFYQLTKLL
DSVQPIARELHQFTFDLLIKSHMVSVDFPEMMAEI ISVQVPKILSGKVKPIYFHTQ

>GCR_CAVPO
MDLKESVTSSKEVPSSVLGSERRNVIDFYKTVRGGATVKVSASSPSLAAAAQSDSKQRRLLVDFPKGSGS
NAQQOPDLSKAVSLSMGLYMGETETKVMGNDLGFPQQGQISLPSGETDFRLLEESIANLSRSTSVPENPKN
SASAVSGTPTEEFPKTQSDLSSEQENLKSQAGTNGGNVKEFPPDOSTFDILKDLEFSSGSPGKERSESPWR
PDLLMDESCLLSPLAGEDDPFLLEGNSNEDCKPLILPDTKPKIKDNGDGILSSSNSVPQPQVKIGKEDET
ELCTPGVIKQEKLGPVYCQASFSGANIIGNKMSAISVHGVSTSGGOMYHYDMNTASLSQQODQKPIFNVI
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PPIPVGSENWNRCQOGSGEDNLTSLGTVNFPGRSVFSNGYSSPGLRPDVSSPPSSSSTTTGPPPKLCLVCS
DELSGCHYGVLTCGSCKVFFKRAVEGOHNYLCAGRNDCIIDKIRRENCPACRYRKCLQAGMNLQARKTKK
KIKGIQQATTGVSONTSENPNKTIVPATLPQLTPTLVSLLEVIEPEVIHSGYDSTSPDSTWRIMTTLNML
GGRQVIAAVKWAKAIPGFKNLHLDDOMTLLQYSWMFLMAFALGWRSYKQSNGSLLCFAPDLIINEQRMSL
PWMYDQCRYMLYVSSELKRLQVSYEEYLCMKTLLLLSSVPKEGLKSQELFDEIRMTY IKELGKAIVKREG
NSSONWOQRFYQLTKLLDSLHEIVGNLLNICFKTFLDKTMNIEFPEMLAEIITNQLPKYSNGDIKKLLEFHQ
K

>PRGR_HUMAN
MTELKAKGPRAPHVAGGPPSPEVGSPLLCRPAAGPFPGSQTSDTLPEVSAIPISLDGLLFPRPCQGQDPS
DEKTODQQOSLSDVEGAYSRAEATRGAGGSSSSPPEKDSGLLDSVLDTLLAPSGPGQSQPSPPACEVTSSW
CLFGPELPEDPPAAPATQRVLSPLMSRSGCKVGDSSGTAAAHKVLPRGLSPARQLLLPASESPHWSGAPV
KPSPQAAAVEVEEEDGSESEESAGPLLKGKPRALGGAAAGGGAAAVPPGAAAGGVALVPKEDSREFSAPRV
ALVEQDAPMAPGRSPLATTVMDFIHVPILPLNHALLAARTRQLLEDESYDGGAGAASAFAPPRSSPCASS
TPVAVGDFPDCAYPPDAEPKDDAYPLYSDFQPPALKIKEEEEGAEASARSPRSYLVAGANPAAFPDFPLG
PPPPLPPRATPSRPGEAAVTAAPASASVSSASSSGSTLECILYKAEGAPPQOQGPFAPPPCKAPGASGCLL
PRDGLPSTSASAAAAGAAPALYPALGLNGLPQLGYQAAVLKEGLPQVYPPYLNYLRPDSEASQSPQYSFE
SLPOKICLICGDEASGCHYGVLTCGSCKVFFKRAMEGQHNYLCAGRNDCIVDKIRRKNCPACRLRKCCQA
GMVLGGRKFKKEFNKVRVVRALDAVALPQPLGVPNESQALSQRFTEFSPGODIQLIPPLINLLMSIEPDVIY
AGHDNTKPDTSSSLLTSLNQLGERQLLSVVKWSKSLPGFRNLHIDDQITLIQYSWMSLMVEFGLGWRSYKH
VSGOMLYFAPDLILNEQRMKESSFYSLCLTMWQIPQEFVKLOQVSQEEFLCMKVLLLLNTIPLEGLRSQTQ
FEEMRSSYIRELIKAIGLRQKGVVSSSQREFYQLTKLLDNLHDLVKQLHLYCLNTFIQSRALSVEFPEMMS
EVIAAQLPKILAGMVKPLLFHKK

>ANDR_CANFA
MEVQLGLGRVYPRPPSKTYRGAFQONLFQSVREVIQNPGPRHPEAVSAAPPGAHLOOQOOOQOQQQQETSPRQ
Q000QOGDDGSPOAQSRGPTGYLALDEEQQOPSQQORSASKGHPESACVPEPGVTSATGKGLOQQQPAPPDE
NDSAAPSTLSLLGPTFPGLSSCSTDLKDILSEAGTMOLLOOQOROQOQOOOOOQQOOQOQOQOQQEVVSEGSS
SGRAREAAGASTSSKDSYLGGSSTISDSAKELCKAVSVSMGLGVEALEHLSPGEQLRGDCMYAPLLGGPP
AVRPCAPLAECKGSLLDDGPGKGTEETAEYSPFKAGYAKGLDGDSLGCSSSSEAGGSGTLEMPSTLSLYK
SGALDEAAAYQSRDYYNFPLSLGGPPPHPPPPHPHTRIKLENPLDYGSAWAAAAAQCRYGDLASLHGAGA
AGPSSGSPSATTSSSWHTLFTAEEGQLYGPCGGSGGGSAGDGGSVAPYGYTRPPQGLAGQEGDFPPPDVIW
YPGGVVSRVPFPSPSCVKSEMGSWMESYSGPYGDMRLETARDHVLPIDYYFPPOKTCLICGDEASGCHYG
ALTCGSCKVFFKRAAEGKQKYLCASRNDCTIDKFRRKNCPSCRLRKCYEAGMTLGARKLKKLGNLKLQEE
GEASNVTSPTEEPTQKLTVSHIEGYECQPIFLNVLEAIEPGVVCAGHDNNQPDSFAALLSSLNELGERQL
VHVVKWAKALPGFRNLHVDDQOMAVIQYSWMGLMVFAMGWRSFTNVNSRMLYFAPDLVENEYRMHKSRMY S
QCVRMRHLSQEFGWLQITPQEFLCMKALLLFSIIPVDGLKNQKFEFDELRMNY IKELDRIIACKRKNPTSC
SRREYQLTKLLDSVQPIARELHQFTFDLLIKSHMVSVDFPEMMAEITISVQVPKILSGKVKPIYFHTQ

>ANDR_CROCR

MEVQLGLGRVYPRPPSKTYRGAFQNLFQSVREVIQNPGPRHPEATSAAPPGARLQQOHQHQQQHOHETSP
RROQQQQPEDGSPQRPSRGPTSYLALDEEQQPSQHQSAKGHPESGCVPEPVAMSRTGKGLEQQQPAPPDE
DDSAAPSTLSLLGPTFPGLSSCSTDLKDILSEAGTMOLLORQROROQORQOQ00Q0QQ0Q000Q0QQQEVY
SEGGSSGRAREAAGAPTSSKDSYLGGSSTISDSAKELCKAVSVSMGLGVEALEHLSPGEQLRGDCMYAPL
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LGGPPPVCPCAPLTECKGSVLDDGPSKGTEETAEYSPFKTGYAKGLDGDSLGCSGSSQAGGSGTLEIPST
LSLYKSGTLDEAAAYQSRDYYNFQLSLAGPPPPPPSPHPHARIKLENPLDYGSAWAAAAAQCRYGDLASL
HGGGAAGPGSGSPSATASSSWHTLFTAEEGQLYGPCGGSGGGGTGESVSVTPYGYTRPOQOGLTGQEGDFEP
PPDVWYPGGVVSRMPYPSASCVKSEMGPWMESYSGPYGDMRLETTRDHVLPIDYYFPPOKTCLICGDEAS
GCHYGALTCGSCKVFFKRAAEGKQKYLCASRNDCTIDKFRRKNCPPCRLRKCYEAGMTLGARRLKKLGNL
KLOEEGEASSTTSPTEETTQKLTVSHIEGYECQPIFLNVLEATIEPGVVCAGHDNNQPDSFAALLSSLNEL
GERQLVHVVKWAKALPGFRNLHVDDOMAVIQYSWMGLMVFAMGWRSFTNVNSRMLYFAPDLVENEYRMHK
SRMYSQCVRMRHLSQEFGWLQITPQEFLCMKALLLEFSIIPVDGLKNQKEFFDELRMNY IKDLDRITACKRK
NPTSCSRRFYQLTKLLDSVQPIARELHQFTFDLLIKSHMVSVDFPEMMAETIISVQVPKILSGKVKPIYFH
TQ

>GCR_RABIT
MDSKESLSPPGREEVPSSVLRPAERGNVMDLYKTLRGGAPVRVPASSPSLAPAAQPDSKQQRLAVDFPKG
SASNAQQPDLSRAVSLSMGLYMGETETKVMGSDLAFPQQGQTSLSSGETDFRLLEESTASLNRSASGADN
PRSTAPAAGSAAPTEGFPKTHSDLASERQNPKGQTGGSAGSAKLHPTDQSTFDILODLEFSGSPSKDRSE
SPWRSDLLMDENCLLSPLAGEDDPFLLEGNSSEDCKPLILPDTKPKIKDNGDLILSNSNNVPLPQVKTEK
EDFIELCTPGVIKQEKLGPVYCQASFSGANIIGNKISAISVHGVSTSGGOMYHYDMNAQOQEQKPLENVI
PPIPVGSENWNRCQGSGDDNLTSLGTMNFPGRSVFSNGYSSPGMRPDVSSPPSNSTTAAGPPPKLCLVCS
DEASGCHYGVLTCGSCKVFFKRAVKGQHNYLCAGRNDC T IDKIRRKNCPACRYRKCLQAGMNLEARKTKK
KIKGIQQTSTGVSQETSENPSNRTVVPAALPQLTPTLVSLLEVIEPEVLYAGYDSSVPDSTWRIMT TLNM
LGGRQVIAAVKWAKAIPGFRNLHLDDOMTLLQYSWMFLMAFALGWRS YKQSSGNMLCFAPDLVINEQRMT
LPYMYDQCKHMLFVSSELKRLQVSYEEYLCMKTLLLLSTVPKEGLKSQELFDEIRMTY IKELGKAIVKRE
GNSSQNWQORFYQLTKLLDSMHEVVENLLHYCFQTFLDKTMS IEFPEMLAET ITNQI PKYSNGNIKKLLFH
QK

>ANDR_RAT
MEVQLGLGRVYPRPPSKTYRGAFONLFQSVREATIQNPGPRHPEAASTIAPPGACLQOROETSPRRRRRQOH
PEDGSPQAHIRGTTGYLALEEEQQOPSQOQQSASEGHPESGCLPEPGAATAPGKGLPQQPPAPPDQDDSAAP
STLSLLGPTFPGLSSCSADIKDILSEAGTMQOLLOQOOQQOQQ00Q00Q00QQ0QQEVISEGSSSVRAREA
TGAPSSSKDSYLGGNSTISDSAKELCKAVSVSMGLGVEALEHLSPGEQLRGDCMYASLLGGPPAVRPTPC
APLAECKGLSLDEGPGKGTEETAEYSSFKGGYAKGLEGESLGCSGSSEAGSSGTLEIPSSLSLYKSGAVD
EAAAYQONRDYYNFPLALSGPPHPPPPTHPHARIKLENPSDYGSAWAAAAAQCRYGDLASLHGGSVAGPST
GSPPATASSSWHTLFTAEEGQLYGPGGGGGSSSPSDAGPVAPYGYTRPPQGLASQEGDFSASEVWYPGGV
VNRVPYPSPSCVKSEMGPWMENYSGPYGDMRLDSTRDHVLPIDYYFPPOQKTCLICGDEASGCHYGALTCG
SCKVFFKRAAEGKQKYLCASRNDCTIDKFRRKNCPSCRLRKCYEAGMTLGARKLKKLGNLKLQEEGENSS
AGSPTEDPSQKMTVSHIEGYECQPIFLNVLEAIEPGVVCAGHDNNQPDSFAALLSSLNELGERQLVHVVK
WAKALPGFRNLHVDDOMAVIQYSWMGLMVFAMGWRSEFTNVNSRMLYFAPDLVENEYRMHKSRMY SQCVRM
RHLSQEFGWLQITPQEFLCMKALLLFSIIPVDGLKNQKFFDELRMNYIKELDRITACKRKNPTSCSRREY
QLTKLLDSVQPIARELHQFTFDLLIKSHMVSVDFPEMMAEIISVQVPKILSGKVKPIYFHTQ

>ANDR_MOUSE

MEVQLGLGRVYPRPPSKTYRGAFQNLFQSVREAIQNPGPRHPEAANIAPPGACLQQRQETSPRRRRRQQH
TEDGSPQAHIRGPTGYLALEEEQQPSQQQAASEGHPESSCLPEPGAATAPGKGLPQQPPAPPDODDSAAP
STLSLLGPTFPGLSSCSADIKDILNEAGTMQLLQOQQOQOOHOQQHQOHQQQQEVISEGSSARAREATGA
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PSSSKDSYLGGNSTISDSAKELCKAVSVSMGLGVEALEHLSPGEQLRGDCMYASLLGGPPAVRPTPCAPL
PECKGLPLDEGPGKSTEETAEYSSFKGGYAKGLEGESLGCSGSSEAGSSGTLEIPSSLSLYKSGALDEAA
AYQONRDYYNFPLALSGPPHPPPPTHPHARIKLENPLDYGSAWAAAAAQCRYGDLGSLHGGSVAGPSTGSP
PATTSSSWHTLFTAEEGQLYGPGGGGGSSSPSDAGPVAPYGYTRPPQOGLTSQESDYSASEVWYPGGVVNR
VPYPSPNCVKSEMGPWMENYSGPYGDMRLDSTRDHVLPIDYYFPPOKTCLICGDEASGCHYGALTCGSCK
VFFKRAAEGKQKYLCASRNDCTIDKFRRKNCPSCRLRKCYEAGMTLGARKLKKLGNLKLOEEGENSNAGS
PTEDPSQKMTVSHIEGYECQPIFLNVLEAIEPGVVCAGHDNNQPDSFAALLSSLNELGERQLVHVVKWAK
ALPGFRNLHVDDOMAVIQYSWMGLMVFAMGWRSFTNVNSRMLYFAPDLVENEYRMHKSRMYSQCVRMRHL
SQEFGWLOITPQEFLCMKALLLEFSIIPVDGLKNQKEFFDELRMNY IKELDRITACKRKNPTSCSRREFYQLT
KLLDSVQPIARELHQFTFDLLIKSHMVSVDFPEMMAEITISVQVPKILSGKVKPIYFHTQ

>PRGR_RABIT
MTELKAKEPRAPHVAGGAPSPTEVGSQLLGRPDPGPFQGSQTSEASSVVSAIPISLDGLLEPRPCQGONP
PDGKTQDPPSLSDVEGAFPGVEAPEGAGDSSSRPPEKDSGLLDSVLDTLLAPSGPGQSHASPATCEAISP
WCLFGPDLPEDPRAAPATKGVLAPLMSRPEDKAGDSSGTAAAHKVLPRGLSPSRQLLLPSSGSPHWPAVK
PSPOPAAVQVDEEDSSESEGTVGPLLKGQPRALGGTAAGGGAAPVASGAAAGGVALVPKEDSRFSAPRVS
LAEQDAPVAPGRSPLATSVVDFIHVPILPLNHAFLATRTRQLLEGESYDGGAAAASPEVPQRGSPSASST
PVAGGDFPDCTYPPDAEPKDDAFPLYGDFQPPALKIKEEEEAAEAAARSPRTYLVAGANPAAFPDFQLAA
PPPPSLPPRVPSSRPGEAAVAASPGSASVSSSSSSGSTLECILYKAEGAPPQOGPFAPLPCKPPGAGACL
LPRDGLPSTSASGAAAGAAPALYPTLGLNGLPQLGYQAAVLKEGLPQVYTPYLNYLRPDSEASQSPQYSF
ESLPQKICLICGDEASGCHYGVLTCGSCKVFFKRAMEGOHNYLCAGRNDCIVDKIRRKNCPACRLRKCCQ
AGMVLGGRKFKKFNKVRVMRALDAVALPQPVGIPNESQRITFSPSQEIQLIPPLINLLMSIEPDVIYAGH
DNTKPDTSSSLLTSLNQLGERQLLSVVKWSKSLPGFRNLHIDDQITLIQYSWMSLMVEFGLGWRSYKHVSG
OMLYFAPDLILNEQRMKESSFYSLCLTMWQIPQEFVKLOVSQEEFLCMKVLLLLNTIPLEGLRSQSQFEE
MRSSYIRELIKAIGLROQKGVVSSSQREFYQLTKLLDNLHDLVKQLHLYCLNTFIQSRALSVEFPEMMSEVI
AAQLPKILAGMVKPLLFHKK

>MCR_SAISC
METKGYHSLPEGLDMERRWGQVSQAVEHSSLGSTERTDENNYMEIVNVSCVSGAIPNNSTQGSSKEKHEL
LPCLQODNNRPGILTSDIKTELESKELSATVAESMGLYMDSVRDADYYEQONQQORSMSPAKIYQONVEQLV
KFYKENGHRPSTLSCVNRPLRSFMSDSVSSVNGGVMRAIVKSPIMCHEKSPSVCSPLNMTSSVCSPAGIN
SVSSTTASFGSFPVHSPITQGTPLTCSPNVENRGSRSHSPAHASNVGSPLSSPLSSMKSSISSPPSHCSV
KSPVSSPNNVTPRSSVSSPANINNSRCSVSSPSNTNNRSTLSSPAASTVGSICSPVNNAFSYTASGTSAG
SSTSRDVVPSPDTQEKGAQEVPFPKTEEVESAISNGVTGQLNIVQYIKPEPDGAFSSSCLGGNSKINSDS
PFSVPIKQESTKHSCSGTSFKGNPTVNPFPFMDGSYFSEFMDDKDYYSLSGILGPPVPGEFDGTCEGSGEPV
GIKQEPDDGSYYPEASIPSSAIVGVNSGGOSFHYRIGAQGTISLSRSARDQSFQHLSSFPPVNTLVESWK
SHGDLSSRRSDGYPVLEYIPENVSSSTLRSVSTGSSRPSKICLVCGDEASGCHYGVVTCGSCKVEFKRAV
EGOHNYLCAGRNDCIIDKIRRKNCPACRLOKCLOQAGMNLGARRSKKLGKLKGIHEEQPQQQOPPPPPPPPQ
SPEEGTTYIAPAKEPSVNTALVPQLSAISRALTPSPAMVLENIEPEVVYAGYDNSKPDTAENLLSTLNRL
AGKOMIQVVKWAKVLPGFKNLPLEDQITLIQYSWMCLSSFALSWRSYKHTNSQFLYFAPDLVENEEKMHQ
SAMYELCQGMHQISLQFIRLOLTFEEYTIMKVLLLLSTVPKDGLKSQAAFEEMRTNY IKELRKMVTKCPN
NSGQOSWORFYQLTKLLDSMHDLVNDLLEFCEFYTFRESQALKVEFPAMLVEIISDQLPKVESGNAKPLYFH
RK
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>Q6XLI9 CALJA
METKGYHSLPEGLDMERRWGQVSQAVEHSSLGSTERTDENNYMEIVNVSCVSGAIPNNSTQGSSKEKHEL
LPCLQODNNRPGVLTSDIKTELESKELSATVAESMGLYMDSVRDADYYEQQONQQORSMSPAKIYQNVEQLV
KFYKENGHRPSTLSCVNRPLRSFMSDSGSSVNGGVMRAIVRSPIMCHEKSPSVCSPLNMTSSVCSPAGIN
SESSTTASFGSFPVHSPITQGTPLTCSPNVENRGSRSHSPAHASNVGSPLSSPLSSMKSSISSPPSHCSV
KSPVSSPNNVTLRSSVSSPANINNSRCSVSSPSNTNNRSTLSSPAASTVGSICSPVNNAFSYTASGTSAG
SSTSRDVVPSPDTQEKGAQEVPFPKTEEVESAISNGVTGQLNIVQYIKPEPDGAFSSSCLGGNSKINSDS
PFSVPIKQESTKHSCSGTSFKGNPTVNPFPFMDGSYFSEFMDDKDYYSLSGILGPPVPGEFDGNCEGSGEPV
GIKQEPDDGSYYPEASIPSSAIVGVNSGGOSFHYRIGAQGTISLSRSARDQSFQHLSSFPPVNTLVESWK
SHGDLSSRRSDGYPVLEYIPENVSSSTLRSVSTGSSRPSKICLVCGDEASGCHYGVVTCGSCKVEFKRAV
EGOHNYLCAGRNDCIIDKIRRKNCPACRLOKCLQAGMNLGARKSKKLGKLKGIHEEQPQQQQOPPPPPPPP
QOSPEEGTTYIAPAKEPSVNTALVPQLSTISRALTPSPAMVLENIEPEVVYAGYDNSKPDTAENLLSTLNR
LAGKOMIQVVKWAKVLPGFKNLPLEDQITLIQYSWMCLSSFALSWRSYKHTNSQFLYFAPDLVENEEKMH
QOSAMYELCQGMHQISLOFIRLOLTFEEYTIMKVLLLLSTVPKDGLKSQAAFEEMRTNY IKELRKMVTKCP
NNSGOSWORFYQLTKLLDSMHDLVNDLLEFCFYTFRESQALKVEFPAMLVEIISDQLPKVESGNAKPLYF
HRK

>MCR_HUMAN
METKGYHSLPEGLDMERRWGQVSQAVERSSLGPTERTDENNYMEIVNVSCVSGAIPNNSTQGSSKEKQEL
LPCLQODNNRPGILTSDIKTELESKELSATVAESMGLYMDSVRDADYSYEQONQOGSMSPAKIYQONVEQL
VKFYKGNGHRPSTLSCVNTPLRSFMSDSGSSVNGGVMRAIVKSPIMCHEKSPSVCSPLNMTSSVCSPAGI
NSVSSTTASFGSFPVHSPITQGTPLTCSPNAENRGSRSHSPAHASNVGSPLSSPLSSMKSSISSPPSHCS
VKSPVSSPNNVTLRSSVSSPANINNSRCSVSSPSNTNNRSTLSSPAASTVGSICSPVNNAFSYTASGTSA
GSSTLRDVVPSPDTQEKGAQEVPFPKTEEVESAISNGVTGQLNIVQYIKPEPDGAFSSSCLGGNSKINSD
SSEFSVPIKQESTKHSCSGTSFKGNPTVNPFPFMDGSYFSFMDDKDYYSLSGILGPPVPGEFDGNCEGSGEP
VGIKQEPDDGSYYPEASIPSSAIVGVNSGGOSFHYRIGAQGTISLSRSARDQSFQHLSSFPPVNTLVESW
KSHGDLSSRRSDGYPVLEYIPENVSSSTLRSVSTGSSRPSKICLVCGDEASGCHYGVVTCGSCKVFFKRA
VEGQHNYLCAGRNDCIIDKIRRKNCPACRLOKCLQAGMNLGARKSKKLGKLKGIHEEQPQQQQPPPPPPP
POSPEEGTTYIAPAKEPSVNTALVPQLSTISRALTPSPVMVLENIEPEIVYAGYDSSKPDTAENLLSTLN
RLAGKOMIQVVKWAKVLPGFKNLPLEDQITLIQYSWMCLSSFALSWRSYKHTNSQFLYFAPDLVENEEKM
HOSAMYELCQGMHQISLOFVRLOLTFEEYTIMKVLLLLSTIPKDGLKSQAAFEEMRTNY IKELRKMVTKC
PNNSGQSWORFYQLTKLLDSMHDLVSDLLEFCEFYTFRESHALKVEFPAMLVEIISDQLPKVESGNAKPLY
FHRK

>MCR_RAT

METKGYHSLPEGLDMERRWSQVSQTLERSSLGPAERTTENNYME IVNVSCVSGAIPNNSTQGSSKEKHEL
LPYIQQDNSRSGILPSDIKTELESKELSATVAESMGLYMDSVRDAEYTYDQONQQOGSLSPTKIYQNMEQL
VKFYKENGHRSSTLSAMSRPLRSFMPDSAASMNGGALRAIVKSPIICHEKSSSVSSPLNMASSVCSPVGI
NSMSSSTTSFGSFPVHSPITQGTSLTCSPSVENRGSRSHSPTHASNVGSPLSSPLSSMKSPISSPPSHCS
VKSPVSSPNNVPLRSSVSSPANLNNSRCSVSSPSNNTNNRSTLSSPTASTVGSIGSPISNAFSYATSGAS
AGAGAIQDVVPSPDTHEKGAHDVPFPKTEEVEKAISNGVTGPLNIVQYIKSEPDGAFSSSCLGGNSKISP
SSPFSVPIKQESSKHSCSGASFKGNPTVNPFPFMDGSYFSFMDDKDYYSLSGILGPPVPGFDGSCEDSAF
PVGIKQEPDDGSYYPEASIPSSAIVGVNSGGQSFHYRIGAQGTISLSRSPRDQSFQHLSSFPPVNTLVES
WKPHGDLSSRRSDGYPVLEYIPENVSSSTLRSVSTGSSRPSKICLVCGDEASGCHYGVVTCGSCKVEFKR
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AVEGQHNYLCAGRNDCIIDKIRRKNCPACRLOKCLQAGMNLGARKSKKLGKLKGLHEEQPQQPPPPPPQOS
PEEGTTYIAPTKEPSVNSALVPQLTSITHALTPSPAMILENIEPETVYAGYDNSKPDTAESLLSTLNRLA
AKOMIQVVKWAKVLPGFKNLPLEDQITLIQYSWMCLSSFALSWRSYKHTNSQLLYFAPDLVENEEKMHQOS
AMYELCQGMRQISLOFVRLOLTFEEYSIMKVLLLLSTVPKDGLKSQAAFEEMRTNYIKELRKMVTKCPNS
SGOSWORFYQLTKLLDSMHDLVSDLLEFCFYTFRESQALKVEFPAMLVEIITDQLPKVESGNAKPLYFHR
K

>MCR_MOUSE
METKGYHSLPEGLDMERRWSQVSQTLERSSLGPAERTNENSYMEIVNVSCVSGATPNNSTQGS SKEKHEL
LPCLOQDNSRSGILPSDIKTELESKELSATVAESMGLYMDSVRDAEYTYDQONQQOGSLSPAKIYONMEQL
VKFYKENGHRSSTLSAISRPLRSFMPDSGTSMNGGALRAIVKSPIICHEKSPSVCSPLNMPSSVCSPAGI
NSMSSSTASFGSFPVHSPITQGTSLTCSPSVENRGSRSHSPVHASNVGSPLSSPLSSMKSPISSPPSHCS
VKSPVSSPNNVPLRSSVSSPANLNNSRCSVSSPSNTNNRSTLSSPTASTVGSIGSPISNAFSYTTSGASA
GAGAIQDMVPSPDTHEKGAHDVPFPKTEEVEKATSNGVTGQLNIVQY IKPEPDGAFSSSCLGGNNKINPS
SPFSVPIKQESSKHSCSGASFKGNPTVNPFPFMDGSYFSFMDDKDYYSLSGILGPPVPGFDSSCEGSAFP
GGIKQEPDDGSYFPETSIPSSAIIGVNSGGQSFHYRIGAQGTISLSRSPRDQSFQHLSSFPPVNALVESW
KPHGDLSSRRSDGYPVLEYIPENVSSSTLRSVSTGSSRPSKICLVCGDEASGCHYGVVTCGSCKVFFKRA
VEHNYLCAGRNDCI I DKIRRKNCPACRLOKCLQAGMNLGARKSKKLGKLKGLHEEQPQQPPPPPPQSPEE
GTTYIAPTKEPSVNSALVPQLASITRALTPSPSMILENIEPEIVYAGYDNSKPDTAESLLSTLNRLAGKQ
MIQVVKWAKVLPGFKNLPLEDQITLIQYSWMCLSSFALSWRSYKHTNSQFLYFAPDLVFNEEKMHQSAMY
ELCQGMRQISLQFVRLQLTFEEYSIMKVLLLLSTVPKDGLKSQAAFEEMRTNY IKELRKMVTKCPNSSGQ
SWQRFYQLTKLLDSMHDLVNDLLEFCFYTFRESQALKVEFPAMLVETISDQLPKVESGNAKPLYFHRK

>PRGR_RAT
MTELQAKDPRTLHTSGAAPSPTHVGSPLLARLDPDPFQGSQHSDASSVVSPIPISLDRLLFSRSCQAQEL
PDEKTONQQSLSDVEGAFSGVEASRRRSRNPRAPEKDSRLLDSVLDTLLAPSGPEQSQTSPPACEAITSW
CLFGPELPEDPRSVPATKGLLSPLMSRPESKAGDSSGTGAGQKVLPKAVSPPRQLLLPTSGSAHWPGAGV
KPSQQPATVEVEEDGGLETEGSAGPLLKSKPRALEGMCSGGGVTANAPGAAPGGVTLVPKEDSRFSAPRV
SLEQDAPVAPGRSPLATTVVDFIHVPILPLNHALLAARTRQLLEGDSYDGGAAAQVPFAPPRGSPSAPSP
PVPCGDFPDCTYPPEGDPKEDGFPVYGEFQPPGLKIKEEEEGTEAASRSPRPYLLAGASAATFPDFPLPP
RPPRAPPSRPGEAAVAAPSAAVSPVSSSGSALECILYKAEGAPPTQGSFAPLPCKPPAASSCLLPRDSLP
AAPTSSAAPAIYPPLGLNGLPQLGYQAAVLKDSLPQVYPPYLNYLRPDSEASQSPQYGFDSLPQKICLIC
GDEASGCHYGVLTCGSCKVFFKRAMEGQHNYLCAGRNDCIVDKIRRKNCPACRLRKCCQAGMVLGGRKFK
KFNKVRVMRALDGVALPQSVAFPNESQTLGQRITFSPNQEIQLVPPLINLLMSIEPDVVYAGHDNTKPDT
SSSLLTSLNQLGERQLLSVVKWSKSLPGFRNLHIDDQITLIQYSWMSLMVFGLGWRS YKHVSGOMLYFAP
DLILNEQRMKELSFYSLCLTMWQIPQEFVKLQVTHEEFLCMKVLLLLNTIPLEGLRSQSQFEEMRSSYIR
ELIKAIGLRQKGVVPSSQRFYQLTKLLDSLHDLVKQLHLYCLNTFIQSRALAVEFPEMMSEVIAAQLPKI
LAGMVKPLLFHKK

>PRGR_MOUSE

MTELQAKDPQVLHTSGASPSPPHIGSPLLARLDSGPFQGSQHSDVSSVVSPIPISLDGLLFPRSCRGPEL
PDGKTGDQQSLSDVEGAFSGVEATHREGGRNSRPPEKDSRLLDSVLDSLLTPSGPEQSHASPPACEAITS
WCLFGPELPEDPRSVPATKGLLSPLMSRPEIKVGDQSGTGRGQKVLPKGLSPPROLLLPTSGSAHWPGAG
VKPSPQPAAGEVEEDSGLETEGSASPLLKSKPRALEGTGQGGGVAANAPSAAPGGVTLVPKEDSRFSAPR
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VSLEQDSPIAPGRSPLATTVVDFIHVPILPLNHALLAARTRQLLEGESYDGGATAGPFCPPRSPSAPSTP
VPRGDFPDCTYPLEGDPKEDVFPLYGDFQTPGLKIKEEEEGADAAVRSPRPYLSAGASSSTEPDFPLAPA
POAAPSSRPGEAAVAGGPSSAAVSPASSSGSALECILYKAEAPPTQGSFAPLPCKPPAAASCLLPRDSLP
AAPGTAAAPATIYQPLGLNGLPQLGYQAAVLKDSLPQVYPPYLNYLRPDSEASQSPOYGEFDSLPQKICLIC
GDEASGCHYGVLTCGSCKVFFKRAMEGOQHNYLCAGRNDCIVDKIRRKNCPACRLRKCCQAGMVLGGRKFEFK
KEFNKVRVMRTLDGVALPQSVGLPNESQALSQRITEFSPNQEIQLVPPLINLLMSIEPDVIYAGHDNTKPDT
SSSLLTSLNQLGERQLLSVVKWSKSLPGFRNLHIDDQITLIQYSWMSLMVFGLGWRSYKHVSGQOMLYFAP
DLILNEQRMKELSFYSLCLTMWQIPQEFVKLQVTHEEFLCMKVLLLLNTIPLEGLRSQSQFEEMRSSYIR
ELTIKAIGLRQKGVVPTSQRFYQLTKLLDSLHDLVKQLHLYCLNTFIQSRTLAVEFPEMMSEVIAAQLPKI
LAGMVKPLLFHKK

>MCR_TUPGB

METKGYHSRPEGLDMERRWGQVSQPVDRPSLGPAERTEENNYME IVNVSCVSGAIPNNSTQGSSKEKQEL
LPCLQOQDNTQSGILTSEIKTELEPKELSATVAESMGLYMDSVREADYAFEQHAQQGSLSPAKIYQONVEQL
MKFYKENGHRSSTLSNVSRPSRSFLPDPGSAVNGGVMRAMVKSPILCHEKSPSVCSPLNMTSSVCSPAGI
NSVSSTTVRFGSFPVHSPITQGTPLTCSPTVDNRGSRSHSPAHASNVGSPLSSPLSSMKSPISSPPSHCS
VKSPVSSPNNVTLRSCVSSPANINNSRCSVSSPSKANNRSTLSSPAASTVGSICSPNAFSYPASGASVGS
SATRDVIPSPDTHEKGAHEVPFPKTEEVENAISNGVTGQLNIVQYIKPEPDGAFSSSCLGGNSKIHSDSP
FSSVPIKQESTKHSCSGASFKGNPTVNPFPFMDGSYFSFMDDKDYYSLSGILGPPVPGFEGNCEGTGFPM
GIKQEPDYGIYYPEASIPSSAIVGVNSGGQSFHYRIGAQGTISLSRSARDQSFQHLSSFPPVNTLVESWK
SHGDLSARKIDGYPVLEYIPENVSSSTLRSVSTGSSRPSKICLVCGDGASGCHYGVVTCGSCKVEFKRAV
EGQHNYLCAGRNDCIIDKIRRKNCPACRLOKCLQAGMNLGARKSKKLGKLKGLHEEQPQQPPPPQSPEEG
TTYIAPAKEPSVNTALVPQLSSISRALTPSPVMVLENIEPEIVYAGYDSSKPDTAENLLSTLNRLAGKQM
IQVVKWAKVLPGFKNLPLEDQITLIQYSRMCLSSFALSWRSYKHTNSQFFYFAPDLVFNEEKMHQSAMYE
LCOGMHQISLQFVRLOFTFEEYTFMEVLLLLSTIPKDGLKSQAAFEEMRANY IKELRKMVTKCPNNSGQS
WOGFYQLTKFLDSMHDLVSDLLEFCFYTFRELQALKVEFPAMLVEI I SDQLPKVESGNAKPLYFHRK

>Q13771_ HUMAN
MOLLQQQOQQEAVSEGSSSGRAREASGAPTSSKDNYLGGTSTISDNAKELCKAVSVSMGLGVEALEHLSPG
EQLRGDCMYAPLLGVPPAVRPTPCAPLAECKGSLLDDSAGKSTEDTAEYSPFKGGYTKGLEGESLGCSGS
AAAGSSGTLELPSTLSLYKSGALDEAAAYQSRDYYNFPLALAGPPPPPPPPHPHARIKLENLLDYGSAWA
AAAAQCRYGDLASLHGAGAAGPGSGSPSAAASSSWHTLFTAEEGQLYGPCGGGGGGGGGGGGGGGGEAGA
VAPYGYTRPPQGLAGQESDFTAPDVIWYPGGMVSRVPYPSPTCVKSEMGPWMDSYSGPYGDMRLETARDHV
LPIDYYFPPQKTCLICGDEASGCHYGALTCGSCKVFFKRAAEGKQKYLCASRNDCTIDKFRRKNCPSCRL
RKCYEAGMTLGARKLKKLGNLKLOEEGEASSTTSPTEETTQKLTVSHIEGYECQPIFLNVLEAIEPGVVC
AGHDNNQPDSFAALLSSLNELGERQLVHVVKWAKALPGLRNLHVDDQMAVIQYSWMGLMVEFAMGWRSFTN
VNSRMLYFAPDLVFNEYRMHKSRMYSQCVRMRHLSQEFGWLQITPQEFLCMKAMLIFFFFLLLFSIIPVD
GLKNQKFFDELRMNYIKELDRIIACKRKNPTSCSRRFYQLTKLLDSVQPIARELHQFTFDLLIKSHMVSV
DFPEMMAEIISVQVPKILSGKVKPIYFHTQ

>Q6DDL0_XENLA

MDPKDLLKPSSGSPAVRGSPHYNDKPGNVIEFFGNYRGGVSVSVSASCPTSTASQSNTROQOHFQKQLTA
TGDSTNGLNNNVPQOPDLSKAVSLSMGLYMGESDTKVMSSDIAFPSQEQIGISTGETDFSLLEESTANLQA
KSLAPDKLIEISEDPGGFKCDISAQPRPSMGOGGSNGSSSTNLFPKDQCTFDLLRDLGISPDSPLDGKSN
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PWLDPLFDEQEAFNLLSPLGTGDPFFMKSEVLSEGSKPLSLEDGTQRLGDHAKDMLLPSADLPISQVKTE
KEDYIELCTPGVVKQEKFGPVYCVGNEFSGSGLFGNKSSAISVHGVSTSGGOMYHYDLNTATISQQDVKPV
FNLGSPGTSIAEGWNRCHGSGNDTAASPGNVNEPNRSVEFSNGYSSPGIRSDASPSPSTSSTSTGPPPKLC
LVCSDEASGCHYGVLTCGSCKVFFKRAVEGQHNYLCAGRNDCIIDKIRRKNCPACRYRKCLOAGMNLEAR
KTKKKIKGIQQSTTATARESPETSMTRTLVPASVAQLTPTLISLLEVIEPEVLYSGYDSSIPDTTRRLMS
SLNMLGGRQVVSAVRWAKAIPGFRNLHLDDOMTLLQYSWMFLMVFALGWRSYKQTNGSILYFAPDLVITE
DRMHLPEFMQERCQEMLKIAGEMSSLQISYDEYLCMKVLLLMCTIPKEGLKSHALFEEIRMTYIKELGKAT
VKREGNSSONWORFYQLTKLLDSMHEVAENLLAFCFLSFLDKSMSIEFPDMLSEITISNQIPKYSSGNLKK
LLFHQOK

>GCR_XENLA
MDPKDLLKPSSGSPAVRGSPHYNDKPGNVIEFFGNYRGGVSVSVSASCPTSTASQSNTROQQHFOKQLTA
TGDSTNGLNNNVPQPDLSKAVSLSMGLYMGESDTKVMSSDIAFPSQEQIGISTGETDFSLLEESIANLQA
KSLAPDKLIEISEDPGGFKCDISAQPRPSMGOGGSNGSSSTNLFPKDOCTFDLLRDLGISPDSPLDGKSN
PWLDPLFDEQEAFNLLSPLGTGDPFFMKSEVLSEGSKTLSLEDGTQRLGDHAKDMLLPSADRPISQVKTE
KEDYIELCTPGVVNEEKFGPVYCVGNFSGSGLFGNKSSAISVHGVSTSGGOMYHYDLNTATISQQDVKPV
FNLGSPGTSIAEGWNRCHGSGNDTAASPGNVNFPNRSVFSNGYSSPGIRSDASPSPSTSSTSTGPPPKLC
LVCSDEASGCHYGVLTCGSCKVFFKRAVEGQHNYLCAGRNDCIIDKIRRKNCPACRYRKCLQAGMNLEAR
KTKKKIKGIQQSTTATARESPETSMTRTLVPASVAQLTPTLISLLEVIEPEVLYSGYDSSIPDTTRRLMS
SLNMLGGRQVVSAVRWAKAIPGFRNLHLDDQMTLLQYSWMFLMVFALGWRSYKQTNGSILYFAPDLVITE
DRMHLPFMQERCQEMLKIAGEMSSLQISYDEYLCMKVLLLMCTIPKEGLKSHALFEEIRMTYIKELGKAT
VKREGNSSQNWORFYQLTKLLDSMHEVAENLLAFCFLSFLDKSMSIEFPDMLSEIISNQIPKYSSGNLKK
LLFHOK

>066J29 XENLA

METKGYKNFQEGVNMERQWGQVPRDFSSPNSRQQTPENTYMEIVNVNCDSDSFPQONNAKADSKEKQDLLP
CLOQDSSKPSLLTQELKPELESKELSAAVAESMGLYMDSVRDSDYPYDQONQOGTNGSGTIFQSMNPFYK
QTTQGTFPADCQTRSLRSAIESDKSMNGKLKSNTVKSPLSYSEKNLSVGSPSVMALPVCSPTGISSTSCS
TTFGNFTVHSPVNQVTPKSCSPHTDNRCSIAHSPAGTVESPLSSPVSSMRSPISSPPSHASLKSPVSSPN
NITVRPSVSSPGNINTRSSLSSPSNANNRSTISSPAASSMGSSICSPASSTLGFLPGVMPTDGGTASDGI
ISAETKDKGAQQIMFPKVEEMGNEIADSTVSLVKFIKPDPDAIFSSTCFGDTVSSDPAFSIPIKQESCKN
TCSSALFKGSQSANPFPFMDGSYFAFMDDKDYYSLSGILGPPVSSFGDGFEGNGFSNQSLNVAIKQETED
SSFYPENNMPSSAIVGVNSCGQSFHYRIGAQGTISLSRPLNRDQSFQONLSSFPPMSSLVESWKTQSELAQ
NTLSSRRNDGFPVPGYIPENMSSTTLRSMSTGPSRPSKVCLVCGDEASGCHYGVVTCGSCKVFFKRAVEG
QHSYLCAGRNDCIIDKIRRKNCPACRLQKCLOAGMNLGARKSKKLGKLKGVHEEHPQOPLOQTPTASPKE
DTTLTSSSKEPSANSNSLVPLISAVSPAITLSAAVILENIEPEIVYAGYDNTQPDTAENLLSSLNQLAGK
QMVQVVKWAKVIPGFRNLPLEDQITLIQYSWMCLSSFALSWRSYKHASSQFLYFAPDLIFNEERMRQSAM
YDLCQGMQOQISLEFSRLQLTFEEYTLMKVLLLLSTVPKDGLKCQAAFEEMRVNY IKELRKVLLKSPHNSG
QSWQRYFQLTKLLDSMQDLVGDLLEFCFYTFRESQALKVEFPAMLVEIISDQLPKVESGIAKPLYFHRK

>Q8NG42_ HUMAN

MTELKAKGPRAPHVAGGPPSPEVGSPLLCRPAAGPFPGSQTSDTLPEVSAIPISLDGLLFPRPCOGQDPS
DEKTQDQQSLSDVEGAYSRAEATRGAGGSSSSPPEKDSGLLDSVLDTLLAPSGPGQSQPSPPACEVTSSW
CLFGPELPEDPPAAPATQRVLSPLMSRSGCKVGDSSGTAAAHKVLPRGLSPARQLLLPASESPHWSGAPV
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KPSPQAAAVEVEEEDGSESEESAGPLLKGKPRALGGAAAGGGAAAVPPGAAAGGVALVPKEDSREFSAPRV
ALVEQDAPMAPGRSPLATTVMDFIHVPILPLNHALLAARTRQLLEDESYDGGAGAASAFAPPRSSPCASS
TPVAVGDFPDCAYPPDAEPKDDAYPLYSDFQPPALKIKEEEEGAEASARSPRSYLVAGANPAAFPDFPLG
PPPPLPPRATPSRPGEAAVTAAPASASVSSASSSGSTLECILYKAEGAPPQQGPFAPPPCKAPGASGCLL
PRDGLPSTSASAAAAGAAPALYPALGLNGLPQLGYQAAVLKEGLPQVYPPYLNYLRPDSEASQSPQYSFE
SLPOKICLICGDEASGCHYGVLTCGSCKVFFKRAMEGQHNYLCAGRNDCIVDKIRRKNCPACRLRKCCQA
GMVLGGRKFKKEFNKVRVVRALDAVALPQPVGVPNESQALSQRFTEFSPGODIQLIPPLINLLMSIEPDVIY
AGHDNTKPDTSSSLLTSLNQLGERQLLSVVKWSKSLPGFRNLHIDDQITLIQYSWMSLMVEFGLGWRSYKH
VSGOMLYFAPDLILNESHRSLSSFKLAKKSSSV

>GCR_PAROL
MDQGGLKRNCNRDDSLTFGETAVGVGSDTGDTAGSLLOPAAMHLPSPSSLPQLTVAPNGGAGTKDQGEFG
GLFESPRGQCEGSEMKEGKI IRLOKRKHHLDIGMFNMEDNLSLLNQNISDLNRTSTSVISTSDTSVLGKL
PLPNLFPQHIKQEGGFSLEKELGTYGGHTGGGPCDLDGNSGHLIEDTE IWQDLDLPNSLPEISDFELDSE
VAHLDNILHDSSGGCGPDGSLLKETKVLVGNGGNCTDVNGTDQOHPLQHHQHQOQQHRHLLOHQOHQLHH
QHOQPPSLLSSVMIKEEKDHDNSFIHIRTPGVVKQEKQENGSFCQSQCLOSSMSSLHGGGPMSSTMGAGA
VPGYHYKASPSSTVGLQODQKPFGIFSNLPAVAESWTRGGRFGEPSGIQRGNDGLPSAAMSPFSVSFSSSS
PRTGENSSSAVPGLSKPSGPTHKICLVCSDEASGCHYGVVTCGSCKVFFKRAVEGWRARQNTDGQHNYLC
AGRNDCIIDKIRRKNCPACRFRKCLQAGMNLEARKNKKLIKMKVHRPTGSAEPISNMPVPVIPRMPQLVP
TMLSVLKAIEPEIIYSGYDSTLPDTSTRLMTTLNRLGGQQVISAVKWAKSLPGFRNLHLDDOMTLLOCSW
LFLMSFSLGWRSYEQCNGNMLCFAPDLVINKERMKLPFMTDOCEQMLKICNEFVRLQVSYDEYLCMKVLL
LLSTVPKDGLKSQAVFDEIRMTYIKELGKAIVKREENASONWORFYQLTKLLDSMOEMVEGLLOICFYTF
VNKTLSVEFPEMLAEIITNQIPKFKDGSVKPLLFHOK

>Q8JJ91 HAPBU
MDQGGLKRNGNRDDGLTFAEIEGTGDTPGSLFQTAMHLPGSPPPATVAPNRQGGTNGQGELGGLFESHQH
HVLGEGTDMKEGKMIRMOKQQQQQQQODIGIFGMGDSLPLFNQCISDTPTSVINTSDTSVLGNLPLPDLF
SHPIKTESILSLDKDLGTYSGHTGTGPCDLDGNSGRLIEDTEIWQDLDLPSSLPEISAFELDSEVAHLDN
ILQESTGGGCPVGGLPKEIKPLMGNGENCTSVNGTKQQHHALHPHQQQQQHHQL ITHHQQHQPQHHQPOAL
LSTIIIKEEKDPDESFIQICTPGVIKQEKQDNGFCQPQCLQSGISSLHGGGPRPMSSPVSVGAVPGYHYT
ANLSSTMDIQDQOKPFDMYSNMPLMGDGWARGKRYGETSGIQSSDDGPTPVASLAPFSVGFSGSSPREGET
SSSVVPAQSKTSGQTHKICLVCSDEASGCHYGVVTCGSCKVEFFKRAVEGQHNYLCAGRNDCIIDKIRRKN
CPACRFRKCLOAGMNLEARKNKKLIKMKVHRAGASEPTISNMPVPVVPRSMPOLVPTMLSILKAIEPEIT
YSGYDSTLPDTSSRLMSTLNRLGGQQVVSAVKWAKSLPGFRNLHLDDOMTLLOCSWLFLMSFSLGWRSYE
QCNGSMLCFAPDLVINKDRMKLPFMTDQCEQMLKICNEFVRLQVSYEEYLCMKVLLLLSTVPKDGLKSQA
VFDEIRMTYIKELGKAIVKREENPSQONWQRFYQLTKLLDSMQEMVEGLLQICFYTFVNKTLSVEFPEMLA
EIISNQIPKFKDGNVKALLFHQK

>Q8JJ90 HAPBU

MDQGGLKRNGNRDDGLTFAEIEGTGDTPGSLFQTAMHLPGSPPPATVAPNRQGGTNGQGELGGLFESHQH
HVLGEGTDMKEGKMIRMQOKQQQQQQQODIGIFGMGDSLPLENQCISDTPTSVINTSDTSVLGNLPLPDLF
SHPIKTESILSLDKDLGTYSGHTGTGPCDLDGNSGRLIEDTEIWQDLDLPSSLPEISAFELDSEVAHLDN
ILOESTGGGCPVGGLPKEIKPLMGNGENCTSVNGTKQQHHALHPHQQQQQHHQLTHHQOHQPOHHQPQAL
LSTIIIKEEKDPDESFIQICTPGVIKQEKQDNGFCQPQCLQSGISSLHGGGPRPMSSPVSVGAVPGYHYT
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ANLSSTMDIQDQKPEFDMYSNMPLMGDGWARGKRYGETSGIQSSDDGPTPVASLAPEFSVGFSGSSPREGET
SSSVVPAQSKTSGQOTHKICLVCSDEASGCHYGVVTCGSCKVFFKRAVEGWRARONTDGOQHNYLCAGRNDC
IIDKIRRKNCPACRFRKCLQAGMNLEARKNKKLIKMKVHRAGASEPTISNMPVPVVPRSMPQLVPTMLST
LKATIEPEITIYSGYDSTLPDTSSRLMSTLNRLGGQQVVSAVKWAKSLPGFRNLHLDDOMTLLQCSWLEFLMS
FSLGWRSYEQCNGSMLCFAPDLVINKDRMKLPEMTDQCEQMLKICNEFVRLOQVSYEEYLCMKVLLLLSTV
PKDGLKSQAVEFDEIRMTYIKELGKAIVKREENPSONWOREFYQLTKLLDSMQEMVEGLLOQICEFYTEVNKTL
SVEFPEMLAETIISNQIPKFKDGNVKALLFHQK

>Q5WP01_ ONCMY
METKRYPSFFEGSTDTEKNRWSHVPSSAMDYCCSGAEEADSLNLNSNSDVLMDIVNVSCSPSSNTADSKE
SNNNNEEKKKPEQQPTLKLTQONQHQPFVLPLFNSSLHGRKPEMMDSKELSKTVAESMGLYMNAAREATDF
GGFGQQGGHCSPGKMY PAGVCGRPCLEDSQCAASTGSPKLMSPSTGFLKQPSSTPGDCCSSGTPSGSAVL
GLSLSCSPQAPSSISSPGGSNNLVSSTTSPTCFGGPFTCTTISNPVNOHNAAGPALAHNHVHRRNSATCS
PAGSSTVGSPPLTSPLNVMRSPISSPOSMSSVRSPPSCSTSTNMRSSSVSSPTGSTNNMRASSSISSPTS
GGPMAMSSSPRNPSGGGGGFAVSSPASELGLVQONDSNS PEGRRDOQDFKEFEF PKVESVDGEMFNVGLDH
MGMVKFIKNEPDTDYRSMCLGNGSNNTKCNQATGCPGNGSPFITQIKSEPNKDGGGCMNPQCYTEQQQQH
SMGLFQSGPSEITYLSLRDNIDEYSLSGILGPPGTEMNGSYEAGVFPHNLLSKVKQENNDGSYYQENNNN
VVPTSAIVGVNSGGHSFHYQIGAQGTMSFSRHDPRDHGTNPLLNLISPVTALME SWKSRPGMSQGPRGEG
YPGHGCMPDSMSSASLRHPSSTAKVCLVCGDEASGCHYGVVTCGSCKVFFKRAVEGQHNYLCAGRNDCI I
DKIRRKNCPACRVRKCLQAGMNLGARKSKKLGKLKGVNEDSTPTKEGGQTCPGSGGGYLSSGEKELSTSP
TNALVPHGPGGGLVTPYLPPSICSVLELIEPEVVFAGYDNTQPDTTDHLLSSLNQLAGKQMIRVVKWAKV
PPGFRGLPIEDQITLIQYSWMCLSSFSLSWRSYKHTNGQMLYFAPDLVFNEDRMQQOSAMYDLCLGMRQVS
QEFVRLQLTYQEFLSMKVLLLLSTVPKEGLKNQAAFEEMRVNY IKELRRSVGKATNNSGQTWQRFFQLTK
LLDAMHDLVGNLLDFCFYTFRESQALKVEFPEMLVEIISDQIPKVESGNTHTLYFHKK

>Q9I8F5 9TELE

MEACESPEAVFHGSYQSLFONVRVKRANNESLDISSSKKCGFLOETASREMRLSKLSPRRGILRSPEKEC
ESTISVIQLAASRIHFLKSSTESKSDSSLSSSGSGLADATESSDSRAGFLRGAESGQKGYGAAEVHKHEL
GSGRDASVASCSRACSSGITISETARELCKAVSVSLGLAMESSELGEVGPHHAPPLTTESSSDEMYMPLL
DCSVSEPGAGAKDREYALAMGORDRGLELRGRDKVLGMFKSSDLVQLAGDVTTSQYSNASKSHLTSALQE
VHEFASMSGDIANPSSEGTAASDMDATHAASCQFEQLLPASMAHFVHPEFENGPSQSFAKPSAMSGEFTE
NYANQYNVKIKAEMMPRDLNGTWAYPHRYADDSNGQYGPPKQRTTYATDHETPFISNPYEYGQSGSLVPR
ERPPPEQWYPVGMLGRPPYPNVPCVKNEVGEWLDVTSLTDGRFDAGRSDIFPMEFFLPPQRTCLICSDEA
SGCHYGALTCGSCKVFFKRAAEGKQKYLCASRNDCTIDKLRRKNCPSCRLRRCFEAGMTLGARKLRKIGQ
VKGPDEVGSVQGPSESAQCLSPKPCLTFHSQLIFLNILEAIEPEVVNAGHDHAQPDSAAALLTSLNELGE
RQLVKVVKWAKGLPGFRNLHVDDOMTVIQHTWMGVMVFALGWRS YKNANARMLYFAPDLVFNDRRMHISS
MYEHCIQMKHLSQEFVLLQVTQEEFLCMKALLLFSIIPVEGLKSQKYFDELRLTYINELDRLINYGRKSN
CAMRFQQLTRMMDSLOPIVQKLHQFTFDLFVOARSLPTKVSFPEMIAEI ISVQOVPKILAGLSKPILFHK

>Q8UWB7_ORENI

MSQTTRELFCAKIWPEDRKSYTGDVVSAASMAQKTEESRVYFTKTPAGSSAASLAESENANLYGHIIPLA
CDMEKRCCQTAAAPQEELSAECRVGDSRSFSACATISETARELCKAVSVSLGLAMESGDTSETHVSLPQC
AANDQMSAEYLFGVEAVPANCPGAPASLSEYRCPERDERPPHDHKQQVKMLKSSEPAAAFHHLSSTATSV
NAQNFTLCEADDITPKEIDHLDIACAASCPYAPAAPEPLAQFGPAAAQRPCRAYNPVEEAGDVGDAGRIG
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PWGFRONGTASKSNLREVHLQGRYGSPGLITAFGDKYNSQFWGSROCMNLQSSGANSAFICNPYDGTVMR
REQWYPGGMLRTPYPNSNYMKGEVGEWLDVTYNDTRFESSREHMEFPMEFFFPPOQRTCLICSDEASGCHYG
ALTCGSCKVFFKRAAEGKQKYLCASKNDCTIDKLRRKNCPSCRLKKCFEAGMTLGARKLKKIGQQKSPKE
DHGAQDPVEVIPNVSPKTGVQLNSHLVFLNILESIEPEVVNAGHDCGQPDSADTLLTSLNELGERQLVKV
VKWAKGLPGFRNLHVDDOMTIIQQSWMGVMVFALGWKSYKNASGRILYFAPDLVENEHRMHVSTMYEHCT
RMRHLSQEFEMLOITQEEFHCMKALLLEFSIIPVEGLKSQKYFDELRLTYINELDRLINFQTTTNTSQREY
QLTRLMDSLOMTVKKLHQFTFDLEVQAQSLHTKVSFPEMIGEIISVHVPKILTGLAKPILEHK

>093245 ONCMY
MEIPVGLGGVCDSPNIVFRGPFONVFHNVKATLPSNTTVTETLDEFSSSYSFMONKHPWEMRQTNRQSPRK
EISSGTARNSDIEVKEDDSISEFSRTLESDARRIHFAKSSTGNKTGEFSSVNELDYPNANGYGSGRPGPLAC
NTKQQCCQPAVPHHGVELSPNSYARVANSCSNSACTTISETARELCNAVSVSLGLTMDLNEMNDLGPNYA
PSSANDQSQGNYLFQVPLLNCSGAEENVSITEYKCPSERNARPLOQSDTRVKMFKSSPANDLTEEVATMEH
LSSRHPSTGEQEFRLNEKSDDPTSKETENSLSTRARSASCHFDPLLPAHLAHFSQTDPDRISSHVIPAHV
CETGETMEDKYADYLQOQQYSVKIKYEAISNEPAGTSWGSQYNGYNDNDNTQYGPRQGMNPYSAGPDSGFI
CNPYEYERGGGLVRRERPTSEQWYPGGMLGRMPYPNSPYLKNEVGDWLDVSYTDARFEGGRDHMFPMEFF
FPPOQRTCLICADEASGCHYGALTCGSCKVFFKRAAEGKQKYLCASRNDCTIDKLRRKNCPSCRLRKCFEA
GMTLGARKLKKIGQLKSPEEDLPTQGPTDAIQCVSPQSGLTFHSQLVFLNILESIEPEVVNAGHDHCQPD
SAAVLLTSLNELGERQLVKVVKWAKGMPGFRNLHVDDOMTVIQHSWMGVMVFGLGWRSYKNVNARMLYFA
PDLVEFNDHRMHISSMFEHCIRMRHLSQQFVLLOQVTQEEFLCMKALLLFSIIPVDGLKSQKYFDELRLTYI
NELDRVINYGRKSNCSQRFYQLTRLMDSLQPIVRKLOQFTFDLFIQAQSLPTKVSFPEMIAEIISVHVPK
ILAGLAKPILFHK

>Q8QFV7_ HAPBU
MSQTSRQLFCAKIWPEDRKSYTGNVVTAASMAQKTEESRVYFTKTPTGSSAGSLAESENANLYGSGNIIP
LACDMEKRCCQTAAAPQEELSSECRVGDIRSEFSACATISETARELCKAVSVSLGLTMESGDTSEAHVSLP
PCAANDQMSAEYLFGVEAVPANCPGAPASLSDYRCPERDERPPHDHKQQOVKMFKSSEPAAAFHHLTSTAT
SVNAQNFTLCLADDITPKEIDHLDLACAASCPYAPAAPEPLAQFGPAAAQRPCGAYNSVEEAGDVVDAVE
NRSTGFQAERYGVKVKSEGSASAGASWVSRPNYSFGDKYNSQFWGSROQCMNVQSSGANPPFICNPYDGTV
MRREQWYPGGMLRTPYPNSNYMKGEVGEWLDVTYNDTRFESSREHMFPMEFFFPPORTCLICSDEASGCH
YGALTCGSCKVFFKRAAEGKQKYLCASKNDCTIDKLRRKNCPSCRLKKCFEAGMTLGARKLKKIGQQKSP
EEEHGAQDPVDPHVSPKSGVQLNSHLVFLNILESIEPEVVNAGHDYGQPDSAATLLTSLNELGERQLVKV
VKWAKGLPGFRNLHVDDOMTIIQQSWMGVMVCALGWRSYKNAGGRMLYFAPDLVENEHRMHVSTMYEHCT
RMRHLSQEFEMLOITQEEFLCMKALLLEFSIIPVEGLKSQKYFDELRLTYINELDRLINFQTTTNTSQREY
QLTRLMDSLOMTVKKLHQFTFDLEFVQAQSLHTKVSFPEMIGEIISVHVPKILAGLAKPILEHK

>093497 PAGMA
MSQTSGQLSCTKIWSRGEKVKTGDAVSAPSMAQNTEESPLRVSRNSTGNGAGRMREADNADPNTYESGHM
IPLVCDMEKHCCQTAAAPQEELFNADCRVGDSRSFSACATISETARELCKAVSVSLGLAMESNDPSDMDA
ALSQCAANDQLRGEYLFGVGAAPLSCPGAQAAVSEYKCPEERPLHGHKQQQQLMDMFKSSETGAHLQHLT
STRTPVDEHNFTLCKAEDLTPEETAHQDSVRAAACPYAQSALPGNMAHFGSPAPERPWQLYKPPDEAGDF
GEVMESREVTSGYQPEQYSVKIKCEDTESAGALWGGNYTENDRYNSQCWGPRQCMNAHSTGANSALCHPY
ERSVARPEHWYPGGMLRSPYPNSSYVKSEVGEWLDVPYSDPRFDSSSEHMFPMEFFFPAQRMCLICSDEA
SGCHYGALTCGSCKVFFKRAAEGKQKYLCASKNDCTIDKLRRKNCPSCRLRKCFEAGMTLGARKLKKIGQ
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HKNSDEDHPLQEPAEVMPNISPKSGLSENSQVVFLNVLESIEPEVVNAGHDYGQPDSAATLLTSLNELGE
ROLVKVVKWAKGLPGEFRNLHVDDOMTVIQHSWMGVMVEFGLGWRSYKNVNGRMLYFAPDLVENEHRMHIST
MYEHCIRMRHLSQEFLLLQITQEEFLCMKALLLFSITIPVEGLKSQKYFDELRLTYINELDRLINYRMNTN
CSORFYQLTRLLDSLOMTVKKLHQFTFDLFVQAQSLPTKVSFPEMIGEIISVHVPKILAGLAKPILFHE

>ANDR_RANCA
MEVHIGLGGVYKQPPGKMIRGAFENLFLSVREALQGERRSAASLDTSSPISACVHPHPTWNEPSTWTEVR
GTPWREPQGAQPDPPPCSPRSQAPQFTLSSCTTELKEILGEQGGMPEEGNSESASKEGYPESISDSAKET
CKAVSVSLGLSMEALEHLSAAGEWQRGDCMFAGPPHHTMGAQTCQVAEEDKSDTSFSQYREGAFRRAGQS
TYSAGKAPEDGSSLPTEDKEQPCTDMALSEPGSLRSRGMEVMPSLTLYKPTAFMEDASAYPGRDYYSFQOM
ALAPHGRIKVESPIEFAGSAWGGPSRYSEFPGEFSHCGPSANWHSLEFEEGQATASYTDSSLYSYPRSHVPA
GPDGEFSAEAWYPATAMLGRVHMAVPMRPRMTHGWTATLGIRRRLGWTGVESTEFYPIDYYFPPQKPCLSC
EDEASGCHYEALTCGSCKVFFKRAAEGNQKYLCASRNDCTIDKFRRKNCPSCRLRKCYEAGMTLGARKLK
KLGNLKAQEELEGSPGQSEGREMPPNMSIPQLEGYSCQPIFLNVLEAIEPMVVCSGHDNNQPDSFALLLS
SLNELGERQLVHVVKWAKALPGFRNLHVNDOMTVIQYSWMGLMIFAMGWRSFKNVNSRMLYFAPDLVENE
YRMHKSRMYSQCVRMRHLSQEFGWLOVTPEEFLCDEGPSALSIIPVEGLKDOKCEFDELRMNY IKELDRVI
SCKRNNPASSSPRFFNLPKLLGSVQPIDVNLVQFTFGLFGKAQMVSVDEFPEMMSETIISVQVPKILSGRVK
PLYFHSS

>Q66VR6_MICUN

MSQTNRELSCNT IWPEGEKVKTSDAVRAPSMAQNTEESRGY FTKNSTGNGAGKADSITYRSGHIHPPVCD
MEKQCCQTAAAPQEELLNAECRVGDSRSFSACATISETARELCKAVSVSLGLTMESNDTSDMDPALTQCA
SNGHTRGGDYLFGVGVVPPNCPGAQGAVTDRDDRPMRGQKQLVEMFKSSETVAAAASARLQHPGSTRTSA
DEQNFTLCKVDDITSEEIDHLDTARAASCHYAQSAPSNLAHFSHAERPCRVYKPPDEERDFGETMENKFG
GYQPEQYGVKVKSEDESESLWGTNYTFNDKYNSQLWGTRQCMNAHNAGANTTFICTPYERSMVRPEQWY P
GGMLRPTYPNSNYVKTEVGEWLDVAYNDTRFEAGREHMFPMEFFFPPORMCLICSDEASGCHYGALTCGS
CKVFFKRAAEGKQKYLCASKNDCTIDKLRRKNCPSCRLRKCFEAGMTLRARKLKKIGQQKNPEEDHSVQD
PSEVMONISPKSGLNFNSQTVFLNILESIEPEVVNAGHDYGQPDSAATLLTSLNELGERQLVKVVKWAKG
LPGFRNLHVDDQMTVIQHSWMGVMVFALGWRSYKNVNGRMLYFAPDLVFNEHRMHI STMYEHC IRMRHLS
QEFQLLQITQEEFLCMKALLLFSIIPVEGLKSQKYFDELRLTYINELDRLVNYRMTTNCSQRFYQLTRLL
DSLOMTVKKLHQFTFDLFVQAQSLPTKVSFPEMIGEI ISVHVPKILAGLAKPILFHE

>Q60I32 GAMAF
MSQTSRQLSCSSVWSGVKKIKAGDAVRALGMAQKTEENPDGFTKSCAGNARFDESDNNARSCGSGCVNPP
ARDMEARCCQTAAAPQEELLNADTRSFSACATISETARELCRAVSVSLGLTMESSDMSDVDAALPPCAAN
DQISGEYFFGVDAAAVSCPDAQTQITYRCPDREERPVHGOKPAVKMYKSSETPAHFHHLASSRTSVNAQN
FTPCEAEDTDHLNAARTVSCPYAPDHLVQYAHTSTAAAANERPCRAAYNPQEGVRDFVEAPESDSGGYQP
DQYSVKIKSEGNDGWGSFWGGGYTFNKRYNTQFWGSRQCMNAHESGPNAAFICNPYEGSVVRPEQWYPGG
MLRTPYPNSGDMKSQVGEWLDVVYNDTRFEAGREHMFPMEFFFPPQRTCLICSDEASGCHYGALTCGSCK
VFFKRAAEGKQKYLCASKNDCTIDKLRRKNCPSCRLKKCFEAGMTLGARKLKKIGQOKNPEEEHPGQEAP
EVPHNMSPKSGPSLNSQMVFLNILESIEPEVVNAGHDCGQPDSAAGLLTSLNELGERQLVKVVKWAKGLP
GFRNLHVDDQMTVIQQSWMGVMVFALVWRS YKNVNGRMLYFAPDLVFNEHRMQTISTMYEHCMRMRHLSQE
FVLLQITQEEFLCMKALLLFSIIPVEGLKSQKYFDELRLTYIKELDRLINYQMTTNCPQRFYQLTRLLDS
LOMTVKKLHQFTFDLFVQAQSLHTKVSFPEMIGEI ISVHVPKILAGLAKPILFHK
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>Q9PWG5 ANGJIA
MSQTNGQIFSKGQFHGTSRNLDTELQEADSANFPMOPEAEARRIHFTKSSDSKGDSSILEPDNAQENAYG
PFLSDLHDCCTDQKSSLPTAPRNRREINPHSDACVSNSCSESACTTISETARELCKAVSVSLGLNMDSNE
MNEPGHNLASSLGSDLRKNFMFEVPFLGSSGTQESVPRAEYKCARLHDGQLLONDELSGMFKTTHVQGLT
NEVAPSHLSSSYSNWDTQETRLNAETETSASKEQASCMTMDAARSGFCQFDOLLPTTLAQYSQIDPLSMG
RSNFRSQFFYKTLALANEAVEHAEGRYVDSSIQYSPKIKTENLQONQSGGSWDHQYRYNENWHSQYGPSRH
GLHPYCTETNNQFVVEPFDYQRGGGLLPRDRSASESWFPGGMLSKMPSTNLPCLKTEVADWLEVPCSDRM
LLEGGREHVFPMEFFFPPQRTCLICADEASGCHYGALTCGSCKVFFKRAAEGKQRYLCASRNDCTIDKLR
RKNCPSCRLKKCFEAGMTLGARKLKKIGQLKPPDELPTQAPTDAIQCISPKPGLSFPTQSVFLNILESIE
PEVVNAGHDYGQTDSAATLLTSLNELGERQLFKVVKWAKGLPGFRNMHVDDQMTVIQHAWMGVMVEALGW
RSYKNVNARMLYFAPDLVFNDRRMRVSSMYEHCIRMRHEMSQEFVLLOVTHQEFLCMKALLLFSIIPVEGL
KNOKYFDDLRNTYINELDRLINCSRKTNCSQRFIQLTRLMDSLQPIVKKLHQFTFDLFVQAQSLHTKVNFE
PEMIAEIISVHVPRILAGMAKPILFHN

>Q6IVJ3 DICLA

MDKGGVKKITYRRDDHLSKLVYTESPEEGGLLKVAPHSAMS TASATSVNLPSSPLMOPGOVPNGLSNSPL
PEELTSVTATVGSLLEDHESRGLTRDOKLOQQLLOTQTSTTFGRQTLRENLPHLEASIADITSMDSLIGG
SDPNFFPMKTEDFSMDEGDQEPIDLDHAFEHIGKDVDVHQKLFSDNALDLLQDFELTGSPSDFYVGDDAF
LSSLADDSLLGDVSSERDIKPAVVESMNGCGAVSVSLNGNNMTSPDQSCSSISTTASLTPTTTLSALVKK
EKDAGFIQLCTSGVIKQEKSSAGQSYCQMSGTSSTDMPNSNPISICGVSTSGGQGYRFGVNPTSNEAQQH
KDOKLVSSIYLPVTTISGPWNRSQGVGDNSAMHGASEAFSSSYPISFASSTSRQEGVIAPSSAQTKSGTH
KICLVCSDEASGCHYGVFTCGSCKVFFKRAVKGOHNYLCAGRNDCIIDKIRRKNCPACRFRKCLMAGMNL
EARKTKKLNRLKGAQPSNPPEMTTPPPIEARSLVPKCMPQLVPTMLSLLKAIEPDTIYAGYDSTLPDTST
RLMTTLNRLGGRQVISAVKWAKSLPGFRNLHLDDQMTLLOCSWLFLMSFGLGWRSYQQCNGSMLCFAPDL
VINEERMKLPYMADQCEQMLKISSEFVRLQVSHDEYLCMKVLLLLSTVPKDGLKSQAVFEDIRMSYIKEL
GKAIVKREENSSQONWORFYHIPLLDYWGRSGGLNIINIRVGAIFSTSHLKSYTKDWYSITVSLHSLLKPL
QGTKCSYRT

>Q8NG44 HUMAN
MTELKAKGPRAPHVAGGPPSPEVGSPLLCRPAAGPFPGSQTSDTLPEVSAIPISLDGLLFPRPCOGQDPS
DEKTQDQQSLSDVEGAYSRAEATRGAGGSSSSPPEKDSGLLDSVLDTLLAPSGPGQSQPSPPACEVTSSW
CLFGPELPEDPPAAPATQRVLSPLMSRSGCKVGDSSGTAAAHKVLPRGLSPARQLLLPASESPHWSGAPV
KPSPQAAAVEVEEEDGSESEESAGPLLKGKPRALGGAAAGGGAAAVPPGAAAGGVALVPKEDSRFSAPRV
ALVEQDAPMAPGRSPLATTVMDFIHVPILPLNHALLAARTRQLLEDESYDGGAGAASAFAPPRSSPCASS
TPVAVGDFPDCAYPPDAEPKDDAYPLYSDFQPPALKIKEEEEGAEASARSPRSYLVAGANPAAFPDFPLG
PPPPLPPRATPSRPGEAAVTAAPASASVSSASSSGSTLECILYKAEGAPPOQGPFAPPPCKAPGASGCLL
PRDGLPSTSASAAAAGAAPALYPALGLNGLPQLGYQAAVLKEGLPQVYPPYLNYLRPDSEASQSPQYSFE
SLPQKICLICGDEASGCHYGVLTCGSCKVFFKRAMEGRKFKKFNKVRVVRALDAVALPQPVGVPNESQAL
SQRFTFSPGQDIQLIPPLINLLMSIEPDVIYAGHDNTKPDTSSSLLTSLNOQLGERQLLSVVKWSKSLPGF
RNLHIDDQITLIQYSWMSLMVFGLGWRSYKHVSGQMLYFAPDLILNESHRSLSSFKLAKKSSSV

>080121_ GASAC
MENPCCQTAAAPQEELLNADCRVGDSRSFSACATISETARELCKAVSVSLGLTMEPNDASDLDVAFPPCA
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ASEQTRGEYLEFMNVNCPGGAYKYPDRDDRPLHGOKQLVEMFKSSETAARLQHVGTPTRASAHERNFAPCE
ADEVTSEEIEHLDAAHASSCEYAPAAPGNFAHFGRSAAPRACRIYEHPDSAADFGGATENKEFGGYQPAQY
GVKVKCEDGESAGAPWAGVYTPNEKYDAQCWGSRQCMNAHGTDTNPAFACNPHERSVVRPEQWYPGGMLR
PSYPNSNYVKTEVGEWLDVTYNDTRFEAGREHMFPMEFFFPPORMCLICSDEASGCHYGALTCGSCKVEF
KRAAEGKQKYLCASKNDCTIDKLRRKNCPSCRLKKCFEAGMTLGARKLKKIGQQKIPEEEPPLKDPLEVI
ONFSPKSGLNEFNTOMVFLNILESIEPEVVNAGHDYGQPDSAASLLTSLNELGERQLVKVVKWAKGLPGFR
NLHVDDOMTVIQHSWMGVMVFALGWRSYKNVNGRMLYFAPDLVENEHRMOMSTMYEHCIRMRHLSQEFLL
LOISQEEFLCMKALLLFSILPVEGLKSQKYFDELRLTYINELDRLISYRMAANCPQREFYQLTRLLDSLOM
TVKKLHQFTFDLEVQAQSLPTKVSFPEMIGEIISVHVPKMLAGLAKPILFHE

>Q8NG45 HUMAN
MTELKAKGPRAPHVAGGPPSPEVGSPLLCRPAAGPFPGSQTSDTLPEVSAIPISLDGLLFPRPCOGQDPS
DEKTQDQQSLSDVEGAYSRAEATRGAGGSSSSPPEKDSGLLDSVLDTLLAPSGPGQSQPSPPACEVTSSW
CLFGPELPEDPPAAPATQRVLSPLMSRSGCKVGDSSGTAAAHKVLPRGLSPARQLLLPASESPHWSGAPV
KPSPQAAAVEVEEEDGSESEESAGPLLKGKPRALGGAAAGGGAAAVPPGAAAGGVALVPKEDSRFSAPRV
ALVEQDAPMAPGRSPLATTVMDFIHVPILPLNHALLAARTRQLLEDESYDGGAGAASAFAPPRSSPCASS
TPVAVGDFPDCAYPPDAEPKDDAYPLYSDFQPPALKIKEEEEGAEASARSPRSYLVAGANPAAFPDFPLG
PPPPLPPRATPSRPGEAAVTAAPASASVSSASSSGSTLECILYKAEGAPPOQGPFAPPPCKAPGASGCLL
PRDGLPSTSASAAAAGAAPALYPALGLNGLPQLGYQAAVLKEGLPQVYPPYLNYLRPDSEASQSPQYSFE
SLPQKICLICGDEASGCHYGVLTCGSCKVFFKRAMEGQOHNYLCAGRNDCIVDKIRRKNCPACRLRKCCQA
GMVLGGFRNLHIDDQITLIQYSWMSLMVFGLGWRSYKHVSGQOMLYFAPDLILNDSFGRATKSNPV

>Q8NG43 HUMAN
MTELKAKGPRAPHVAGGPPSPEVGSPLLCRPAAGPFPGSQTSDTLPEVSAIPISLDGLLFPRPCOGQDPS
DEKTQDQQSLSDVEGAYSRAEATRGAGGSSSSPPEKDSGLLDSVLDTLLAPSGPGQSQPSPPACEVTSSW
CLFGPELPEDPPAAPATQRVLSPLMSRSGCKVGDSSGTAAAHKVLPRGLSPARQLLLPASESPHWSGAPV
KPSPQAAAVEVEEEDGSESEESAGPLLKGKPRALGGAAAGGGAAAVPPGAAAGGVALVPKEDSRFSAPRV
ALVEQDAPMAPGRSPLATTVMDFIHVPILPLNHALLAARTRQLLEDESYDGGAGAASAFAPPRSSPCASS
TPVAVGDFPDCAYPPDAEPKDDAYPLYSDFQPPALKIKEEEEGAEASARSPRSYLVAGANPAAFPDFPLG
PPPPLPPRATPSRPGEAAVTAAPASASVSSASSSGSTLECILYKAEGAPPOQGPFAPPPCKAPGASGCLL
PRDGLPSTSASAAAAGAAPALYPALGLNGLPQLGYQAAVLKEGLPQVYPPYLNYLRPDSEASQSPQYSFE
SLPQKICLICGDEASGCHYGVLTCGSCKVFFKRAMEGQOHNYLCAGRNDCIVDKIRRKNCPACRLRKCCQA
GMVLGGFRNLHIDDQITLIQYSWMSLMVFGLGWRSYKHVSGQMLYFAPDLILNEQSIVTS

>ESR1_PIG
MTMTLHTKASGMALLHQIQANELEPLNRPQLKIPLERPLGEVYVDSSKPAVYNYPEGAAYDFNAAAAASA
PVYGQSGLAYGPGSEAAAFGANGLGGFQPLNSVSPSPLVLLHPPPQLSPFLHPHGQQVPYYLENEPSGYA
VREAGPPAFYRPNSDNRRQGGRERLASTSDKGSMAMESAKETRYCAVCNDYASGYHYGVWSCEGCKAFFK
RSIQGHNDYMCPATNQCT I DKNRRKSCQACRLRKCYEVGMMKGGIRKDRRGGRMLKHKRQRDDGEGRNEA
VPPGDMRSANLWPSPLLIKHTKKNSPVLSLTADQMISALLEAEPPIIYSEYDPTRPLSEASMMGLLTNLA
DRELVHMINWAKRVPGFLDLSLHEDQVHLLECAWLEILMIGLVWRSMEHPGKLLFAPNLLLDRNQGKCVEG
MVEIFDMLLATSSRFRMMNLQGEEFVCLKSIILLNSGVYTFLSSTLKSLEEKDHIHRVLDKITDTLIHLM
AKAGLTLQQQHRRLAQLLLILSHFRHMSNKGMEHLYNMKCKNVVPLYDLLLEMLDAHRLHAPTNLGGPPP
EDMSQSQLATSGSTPSHSLQMYYITGEAENFPTTI
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>Q9DDZ4 MICSA
MCKRQSPAQSKQPCGTVLRPRIGPAFTELETLSPQHPSPPLRAPLSDMYPEESRGSGGGATVDFLEGTYD
YVAPTPVPTPLYSHSGYYSAPLDAQGPPSDGSLOSLGSGPTSPLVFVPSSPRLSPFMHPPSHHYLETTST
PVYRSSVLSSQQPVPREDQCATSDESYCVGESGAGAGGFEMAKEMRFCAVCSDYASGYHYGVWSCEGCKA
FFKRSIQGHNDYMCPATNQCTIDRNRRKSCQACRLRKCYEVGMMKGGVRKDRGRVLRRDKRRAGTNDRDK
ASKDLEYRTVPPQDRRKHSSSSAGGGGGKSSVTGMSPDQVLLLLQGAEPPMLCSRQKLSRPYTEVTIMTL
LTSMADKELVHMITWAKKLPGFLOLSLHDQVQLLESSWLEVLMIGLIWRSIHCPGKLIFAQDLILDRNEG
DCVEGFVEIFDMLLATASRFRMLKLKPEEFVCLKAIILLNSGAFSFCTGTMEPLENSVEVHNMLDTITDA
LIHHISQSGCSAQQQSRROAQLLLLLSHIRHMSNKGMEHLYSMKCKNKVPLYDLLLEMLDAHRIHRPDRP
AQFWSQADGEPPFITVNNCNSSSNGGVSSSVGSSSGPRVSHESPSRGPTGPGVLQYGGSRSDCTHIL

>ESR1_BOVIN
MTMTLHTKASGMALLHQIQANELEPLNRPQLKIPLERPLGEVYMDSSKPAVYNYPEGAAYDFNAAAPASA
PVYGQSGLPYGPGSEAAAFGANGLGAFPPLNSVSPSPLVLLHPPPQPLSPFLHPHGQQVPYYLENESSGY
AVREAGPPAYYRPNSDNRRQGGRERLASTSDKGSMAMESAKETRYCAVCNDYASGYHYGVWSCEGCKAFF
KRSIQGHNDYMCPATNQCTIDKNRRKSCOACRLRKCYEVGMMKGGIRKDRRGGRMLKHKRQRDDGEGRNE
AVPSGDMRAANLWPSPIMIKHTKKNSPVLSLTADQMISALLEAEPPIIYSEYDPTRPFSEASMMGLLTNL
ADRELVHMINWAKRVPGFVDLALHDQVHLLECAWLEILMIGLVWRSMEHPGKLLFAPNLLLDRNQGKCVE
GMVEIFDMLLATSSRFRMMNLQGEEFVCLKSIILLNSGVYTFLSSTLRSLEEKDHIHRVLDKITDTLIHL
MAKAGLTLQQQHRRLAQLLLILSHFRHMSNKGMEHLYSMKCKNVVPLYDLLLEMLDAHRLHAPANFGSAP
PEDVNQSQLAPTGCTSSHSLQTYYITGEAENFPSTV

>ESR1_HUMAN
MTMTLHTKASGMALLHQIQGNELEPLNRPQLKIPLERPLGEVYLDSSKPAVYNYPEGAAYEFNAAAAANA
QVYGQTGLPYGPGSEAAAFGSNGLGGFPPLNSVSPSPLMLLHPPPQLSPFLOPHGQQVPYYLENEPSGYT
VREAGPPAFYRPNSDNRRQGGRERLASTNDKGSMAMESAKETRYCAVCNDYASGYHYGVWSCEGCKAFFK
RSIQGHNDYMCPATNQCTIDKNRRKSCQACRLRKCYEVGMMKGGIRKDRRGGRMLKHKRQRDDGEGRGEV
GSAGDMRAANLWPSPLMIKRSKKNSLALSLTADOQMVSALLDAEPPILYSEYDPTRPFSEASMMGLLTNLA
DRELVHMINWAKRVPGEVDLTLHDQVHLLECAWLEILMIGLVWRSMEHPGKLLFAPNLLLDRNQGKCVEG
MVEIFDMLLATSSRFRMMNLQGEEFVCLKSIILLNSGVYTFLSSTLKSLEEKDHIHRVLDKITDTLIHLM
AKAGLTLOQOHORLAQLLLILSHIRHMSNKGMEHLYSMKCKNVVPLYDLLLEMLDAHRLHAPTSRGGASV
EETDQSHLATAGSTSSHSLOKYYITGEAEGFPATV

>ESR1_MOUSE
MTMTLHTKASGMALLHQIQGNELEPLNRPQLKMPMERALGEVYVDNSKPTVENYPEGAAYEFNAAAAAAA
AASAPVYGQSGIAYGPGSEAAAFSANSLGAFPQLNSVSPSPLMLLHPPPQLSPFLHPHGQQVPYYLENEP
SAYAVRDTGPPAFYRSNSDNRRONGRERLSSSNEKGNMIMESAKETRYCAVCNDYASGYHYGVWSCEGCK
AFFKRSIQGHNDYMCPATNQCTIDKNRRKSCQACRLRKCYEVGMMKGGIRKDRRGGRMLKHKRQRDDLEG
RNEMGASGDMRAANLWPSPLVIKHTKKNSPALSLTADQMVSALLDAEPPMIYSEYDPSRPEFSEASMMGLL
TNLADRELVHMINWAKRVPGFGDLNLHDQVHLLECAWLEILMIGLVWRSMEHPGKLLFAPNLLLDRNQGK
CVEGMVEIFDMLLATSSREFRMMNLOQGEEFVCLKSIILLNSGVYTFLSSTLKSLEEKDHIHRVLDKITDTL
THLMAKAGLTLQQOQHRRLAQLLLILSHIRHMSNKGMEHLYNMKCKNVVPLYDLLLEMLDAHRLHAPASRM
GVPPEEPSQTQLATTSSTSAHSLQTYYIPPEAEGEPNTI
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>Q752I0 FUNHE
MYKGONPVQSKEAFGPALRPRLSPASSELETLSPPRLPPSPRASLGDMYPEESRGSGGVAAVDFLEGTYD
YATPTPAPTPLYSHSTTGYYSAPLDAQGPPSDGSLHSLGSGPTSPLVEVPTSPRLSLEFMHAPSQHYLETA
STPVYRSSHQPASREDQCDTRDEACSVGELGAGAGAGAAAGGFEMAKETRFCAVCSDYASGYHYGVWSCE
GCKAFFKRSIQGHNDYMCPATNQCTIDRNRRKSCQACRLRKCYEVGMMKGGVRKERGRVLRRDKRRTATIS
DREKAVKGLEPKTSPHODKRKRGSALGGDRSSVASLPSEQVLLLFQGAEPPILCSRQKLSRPYTEVTMMT
LLTSMADKELVHMIAWAKKLPGFLOQLALHDQVLLLESSWLEVLMIGLIWRSTIHCPGKLIFAQDLILDRNE
GDCVEGMTEIFDMLLATASRFRMLKLKPEEFVCLKAIILLNSGAFSFCTGTMEPLHDSVAVONMLDTITD
ALTHHISQOSGEFSVQOOQARRQAQLLLLLSHIRHMSNKGMEHLYSMKCKNKVPLYDLLLEMLDAHRHHPVKP
SODGKSPPSTSSFGAGCEGGSSSAGSSSGPRGSGDNLMRIPSAPGVLQYGGSRSDCAQVL

>ESR1_HORSE
MTMTLHTKASGMALLHQIQGNELETLNLPQFKIPLERPLGEVYVESSKPPVYDYPEGAAYDFNAAAAASA
SVYGQSGLAYGPGSEAAAFGANGLGGFPPLNSVSPSQLMLLHPPPOLSPYLHPPGQQVPYYLENEPSGYS
VCEAGPQAFYRPNADNRRQGGRERLASSGDKGSMAMESAKETRYCAVCNDYASGYHYGVIWSCEGCKAFFK
RSIQGHNDYMCPATNQCT I DKNRRKSCQACRLRKCYEVGMMKGGIRKDRRGGRMLKHKRQRDDGEGRNEA
GPSGDRRPANFWPSPLLIKHTKKISPVLSLTAEQMISALLDAEPPVLYSEYDATRPFNEASMMGLLTNLA
DRELVHMINWAKRVPGFVDLSLHEDQVHLLECAWLEILMIGLVWRSMEHPGKLLFAPNLLLDRNQGKCVEG
MVEIFDMLLATSSRLRMMNLQGEEFVCLKSIILLNSGVYTFLSSTLKSLEEKDHIHRVLDKMTDTLIHLM
AKAGLTLQQHRRLAQLLLILSHIRHMSNKGMEHLYSMKCKNVVPLYDLLLEMLDAHRLHAPANHGGAPME
ETNQSQLATTGSTSPHSMQTYYITGEAEGFPNTI

>ESR2_ONCMY
MHQQSPVDDVTALNSSALTMSEYPEGESPLOLODVDSSRVGGHILSPIFNSSSPSLPVESHPVCIQSPYT
DLGHDFTTLPFYSPALLGYGTSPLSECSSVRQSLSPTLFWPPHSQVSSLALHQQOHTRLOQNHPTGGTWTE
LTPHDHSEEEYRKPLVKRVADAEETSTSLRGKADMHYCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHN
DYICPATNQCTIDKNRRKSCQACRLRKCYEVGMMKCGLRRDRGSYQQRGAQQKRLARFSGRMRTSGPRSQ
EMKSVPCPLSGNEVVNMALTPEELIARIMDAEPPEIYLMKDMKKPFTEANVMMSLTNLADKELVHMISWA
KKVPGFVELSLFDQVHLLECCWLEVLMLGLMWRSVNHPGKLIFSPDLSLSRDEGSCVQGFVEIFDMLLAA
TSRFRELKLQREEYVCLKAMILLNSNMCLSSSEGGEELQRRSKLLCLLDSVTDALVWAISKTGLSFQQRS
TRLAHLLMLLSHIRHLSNKGMDHLHCMKMKKMVPLYDLLLEMLDAHIMHGSRLSHSGPAPKESTGVQEAT
LSVLKNDL

>ESR1_MESAU
MTMTLHTKASGMALLHQIQGNELEPLSRPQLKMPLERALSEVYVDSSKPAMFNYPEGAAYEFNAATAPAP
VYGQTGIAYGSGSEATAFGSNSLGLFPQLNSVSPSPLMLLHPPPPQLSPFLHPHGQQVPYYLENEPSAYA
VRDSGPPAFYRSNSDNRRQSGRERLSSSSEKGSMAMESVKETRYCAVCNDYASGYHYGVWSCEGCKAFFK
RSIQGHNDYMCPATNQCT I DKNRRKSCQACRLRKCYEVGMMKGGIRKDRRGGRMLKHKRQRDDLEGRNDM
GPSGDMRATNLWPSPLVIKHTKKNSPALSLTADQMVSALLDAEPPLIYSEYDPSRPFSEASMMGLLTNLA
DRELVHMINWAKRVPGFGDLNLHDQVHLLECAWLEILMIGLIWRSMEHPGKLLFAPNLLLDRNQGKCVEG
MVEIFDMLLATSARFRMMDLQGEEFVCLKSIILLNSGVYTFLSSTLKSLEEKDHIHRVLDKITDTLIHLM
AKAGLTLQQQHRRLAQLLLILSHIRHMSNKGMEHLYNMKCKNVVPFYDLLLEMLDAHRLHTPVSRMGVSP
EEPSQSQLTTTNSTSSHSLQTYYIPSEAESFPNTI
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>ESR1_ORYLA
MSKRQSSVQIRQLFGPALRSRISPASSELETLSPPRLSPRDPLGDMYPEESRGSGGVAAVDFLEGTYDYA
APNPATTPLYSQSSTGYYSAPLETNGPPSEGSLQSLGSGPTSPLVFVPSSPRLSPFMHPPSHHYLETTST
PVYRSSHQGASREDQCGSREDTCSLGELGAGAGAGGFEMAKDTRFCAVCSDYASGYHYGVWSCEGCKAFF
KRSIQGHNDYMCPATNQCTIDRNRRKSCOACRLRKCYEVGMMKGGVRKDRIRI LRRDKRRTGVGDGDKVV
KGOEHKTVHYDGRKRSSTGGGGGGGGGRLSVTSIPPEQVLLLLQGAEPPILCSROKLSRPYTEVTMMTLL
TSMADKELVHMIAWAKKLPGFLQLSLHDQVLLLESSWLEVLMIGLIWRSIHCPGKLIFAQDLILDRNEGD
CVEGMTEIFDMLLATASRFRVLKLKPEEFVCLKAIILLNSGAFSFCTGTMEPLENSAAVQSMLDTITDAL
IHYISQSGYLAQEQARRQAQLLLLLSHIRHMSNKGMEHLYSMKCKNKVPLYDLLLEMLDAHRLHHPVRAP
QSLSQVDRDPPSTSSGGGGIAPGSISASRGRIESPSRGPFAPSVLQYGGSRPDCTPALQD

>Q765N7 ALLMI
MTMTLHTKTSGVTLLHQIQGTELETLSRPQLKIPLDRSLSEMYVESNKTGIFNYPEGTTYDFATAAPVYS
STSLSYAPTSESYGSSSLGGFHSLNNVPPSPVVFLOTAPQLSPFIHHHSQQVPYYLENDQSGFGMREAAP
STEFYRPGADSRRQSGRERMSSTSEKTSLSMESTKETRYCAVCNDYASGYHYGVWSCEGCKAFFKRSIQGH
NDYMCPATNQCTIDKNRRKSCQACRLRKCYEVGMMKGGIRKDRRGGRMLKQKROREEQDARNGETATAEM
RTPTLWTSPLVIKHTKKNSPALSLTAEQMVSALLEAEPPIVYSEYDPNRPEFNEASMMTLLTNLADRELVH
MINWAKRVPGEFVDLTLHDQVHLLECAWLEILMIGLVWRSVEHPGKLLFAPNLLLDRNQGKCVEGMVEIFED
MLLATAARFRMMNLQGEEFVCLKSIILLNSGVYTFLSSTLKSLEEKDYIHRVLDKITDTLIHLMAKSGLS
LOOQHRRLAQLLLILSHIRHMSNKGMEHLYNMKCKNVVPLYDLLLEMLDAHRLHAPAARNAAQVEEETRL
TTASASSHSLOSEFYINNREDENLONTT

>Q8AYHO COTJA
MTMTLHTKASGVTLLHQIQGTELETLSRPQLKIPLERSLSDMYVESNKTGVEFNYPEGATYDFGTTAPVYG
STTLSYAPTSESFGSSSLAGFHSLNNVPPSPVVFLQTAPQLSPFIHHHSQQVPYYLENEQGSFGMRETAP
PAFYRPSSDNRRHSIRERMSSASEKGSLSMESTKETRYCAVCNDYASGYHYGVWSCEGCKAFFKRSIQGH
NDYMCPATNQCTIDKNRRKSCQACRLRKCYEVGMMKGGTRKDRRGGRMMKQKRQREEQE SRNGEASSTEL
RAPTLWTSPLVVKHNKKNS PALSLTAEQMVSALLEAEPPIVYSEYDPNRPFNEASMMTLLTNLADRELVH
MINWAKRVPGFVDLTLHDQVHLLECAWLEILMIGLVWRSMEHPGKLLFAPNLLLDRNQGKCVEGMVEIFD
MLLATAARFRMMNLQGEEFVCLKSIILLNSGVYTFLSSTLKSLEERDY THRVLDKITDTLIHFMAKSGLS
LQQOHRRLAQLLLILSHIRHMSNKGMEHLYNMKCKNVVPLYDLLLEMLDAHRLHAPAARSAAPMEEENRS
QLTTAPASSHSLQSFYINSKEEESMONTI

>ESR1_CHICK

MTMTLHTKASGVTLLEQIQGTELETLSRPQLKIPLERSLSDMYVESNKTGVENYPEGATYDFGTTAPVYG
STTLSYAPTSESFGSSSLAGFHSLNNVPPSPVVFLQTAPQLSPFIHHHSQQVPYYLENEQGSFGMREAAP
PAFYRPSSDNRRHSIRERMSSTNEKGSLSMESTKETRYCAVCNDYASGYHYGVWSCEGCKAFFKRSIQGH
NDYMCPATNQCT IDKNRRKSCQACRLRKCYEVGMMKGGIRKDRRGGEMMKQKRQREEQDSRNGEASSTEL
RAPTLWTSPLVVKHNKKNSPALSLTAEQMVSALLEAEPPIVYSEYDPNRPFNEASMMTLLTNLADRELVH
MINWAKRVPGFVDLTLHDQVHLLECAWLEILMIGLVWRSMEHPGKLLFAPNLLLDRNQGKCVEGMVEIFD
MLLATAARFRMMNLOGEEFVCLKSIILLNSGVYTFLSSTLKSLEERDY IHRVLDKITDTLIHLMAKSGLS
LOOQHRRLAQLLLILSHIREMSNKGMEHLYNMKCKNVVPLYDLLLEMLDAHRLHAPAARSAAPMEEENRN
QLTTAPASSHSLOSFYINSKEEESMONTI
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>Q8UWBO_CAICR
MTMTLHTKTSGVTLLHQIQGTELETLSRPQLKIPLDRSLSEMYVENNKTGIFNYPEGTTYDFATAAPVYS
STSLSYAPTSESYGSSSLGGFHSLNNVPPSPVVFLQTAPQLSPFVHHHSQQVPYYLENDQSGFGMREAAS
STFYRPSADSRHQSGRERMSSTSEKASLSMESTKETRYCAVCNDYASGYHYGVWSCEGCKAFFKRSIQGH
NDYMCPATNQCTIDKNRRKSCQACRLRKCYEVGMMKGGIRKDRRGGRMLKQKRQREEQDARNGETATAEM
RTPTLWTSPLVIKHTKKNSPALSLTAEQMVSALLEAEPPIVYSEYDPNRPFNEASMMTLLTNLADRELVH
MINWAKRVPGFVDLTLHDQVHLLECAWLEILMIGLVWRSMEHPGKLLFAPNLLLDRNQGKCVEGMVEIFD
MLLATAARFRMMNLQGEEFVCLKSIILLNSGVYTFLSSTLKSLEEKDY THRVLDKITDTLIHLMAKSGLS
LQQOHRRLAQLLLILSHIRHMSNKGMEHLYNMKCKNVVPLYDLLLEMLDAHRLHAPAARNAAQVEEETRL
TTASASSHSLQOSFYINNREDENLQNTI

>Q6W5G7_XENLA
MTMPLPNKTTGVTFLHQIQSSELETLTRPPLKISLERPLGEMYVENNRTGIFNYPEGTTYDFAAAAAPVY
SSASLSYAASSETFGSSSLTGLHTLNNVPPSPVVFLQTPQLSPFIHHHGQQVPYYLESEQGTFAVREAAP
PTFYRSSSDNRRQSGRERMSSANDKGPPSMESTKETRYCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGH
NDYMCPATNQCT I DKNRRKSCQACRLRKCYEVGMMKGGIRKDRRGGRMLKHKRQKEEQEQKNDVDPSEIR
TASIWVNPSVKSMKLSPVLSLTAEQLISALMEAEPPIVYSEHDSTKPLSEASMMTLLTNLADKELVHMIN
WAKRVPGFVDLTLHDQVHLLECAWLEILMVGLIWRSVEHPGKLSFAPNLLLDRNQGRCVEGLVEIFDMLV
TTATRFRMMRLRGEEFICLKSIILLNSGVYTFLSSTLESLEDTDLIHIILDKIIDTLVHFMAKSGLSLOQ
QORRLAQLLLILSHIRHMSNKGMEHLYSMKCKNVVPLYDLLLEMLDAHRIHTPKDKTTTQEEDSRSPPTT
TVNGASPCLQPYYTNTEEVSLQOSTV

>ESR1_POEGU
MTLHTKTSGVTLLHQIQGTELETLSRPOQLKIPLERSLSDMYVETNKTGVENYPEGATYDFGTTAPVYSST
TLSYAPTSESFGSSSLAGFHSLNSVPPSPVVFLQTAPHWSPFIHHHSQQOVPYYLENDQGSEFGMREAAPPA
FYRPNSDNRRHSIRERMSSANEKGSLSMESTKETRYCAVCNDYASGYHYGVWSCEGCKAFFKRSIQGHND
YMCPATNQCTIDKNRRKSCQACRLRKCYEVGMMKGGIRKDRRGGRVMKQKROQREEQDSRNGEASSTELRA
PTLWASPLVVKHNKKNSPALSLTAEQMVSALLEAEPPLVYSEYDPNRPEFNEASMMTLLTNLADRELVHMI
NWAKRVPGFVDLTLHDQVHLLECAWLEILMIGLVWRSMEHPGKLLFAPNLLLDRNQGKCVEGMVEIFDML
LATAARFRMMNLQGEEFVCLKSIILLNSGVYTFLSSTLKSLEEKDYIHRVLDKITDTLIHLMAKSGLSLQ
QOHRRLAQLLLILSHIRHMSNKGMEHLYNMKCKNVVPLYDLLLEMLDAHRLHAPAARSAAPMEEENRSQL
TTASASSHSLOSEFYINSKEEENMONTL

>Q90WS8_ BRARE
MSEYPEGDSPLLQLOEVDSGRVGGHILSPIFNSSSPSLPVENHPICIPSPYTDLGHDFSTLPFYSPALLG
YSTSPLSDCSSVRQSLSPTLFWPPHSHVSSLTLOQQSRLOQNHATSGTWTEHT PHDHVEEENSKPLVKRV
ADTEETSVSLRGKADMHYCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDY ICPATNQCT I DKNRRKS
CQACRLRKCYEVGMMKCGLRRDRSSYQQRGAQQKRLVRFSGRMRMTGPRSQEIKSIPRPLSGNEVVRISL
SPEELISRIMEAEPPEIYLMKDMKKPFTEANVMMSLTNLADKELVHMISWAKKI PGFVELSLFDQVHLLE
CCWLEVLMLGLMWRSVNHPGKLIFSPDLSLSRDESSCVQGLVEIFDMLLAATSRFRELKLOREEYVCLKA
MILLNSNMCLGSSEGGEDLQSRSKLLCLLDSVTDALVWAISKTGLSFQORSTRLAHLLMLLSHIRHVSNK
GMDHLHCMKMKKMVPLYDLLLEMLDAHIMHSSRLSHSGPRAPAAHKDNKSVQEAFPCSSQHGP
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>ESR1_XENLA
MTMPLPNKTTGVTFLHQIQSSELETLTRPPLKISLERPLGEMYVENNRTGIFNYPEGTTYDFAAAAAPVY
SSASLSYAASSETFGSSSLTGLHTLNNVPPSPVVFLAKLPQLSPFIHHHGQQVPYYLESEQGTFAVREAA
PPTEFYRSSSDNRROSGRERMSSANDKGPPSMESTKETRYCAVCSDYASGYHYGVWSCEGCKAFFKRSIQG
HNDYMCPATNQCTIDKNRRKSCQACRLRKCYEVGMMKGGIRKDRRGGRLLKHKROKEEQEQKNDVDPSE I
RTASIWVNPSVKSMKLSPVLSLTAEQLISALMEAEAPIVYSEHDSTKPLSEASMMTLLTNLADRELVHMI
NWAKRVPGFVDLTLHDQVHLLECAWLEILMVGLIWRSVEHPGKLSFAPNLLLDRNQGRCVEGLVEIFDML
VITATRFRMMRLRGEEFICLKSIILLNSGVYTFLSSTLESLEDTDLIHITILDKIIDTLVHFMAKSGLSLQ
QOORRLAQLLLILSHIRHMSNKGMEHLYSMKCKNVVPLYDLLLEMLDAHRIHTPKDKTTTQEEDSRSPPT
TTVNGASPCLOPYYTNTEEVSLQSTV

>ESRB1 CARAU
MTALNSYAFAMSEYAEGDSSLLQLQEVDSSRMGGHVLSPTEFNSSSPSLPVESHPICIPSPYTDLGHDETT
LPFYSPSLLGYGTSPLSDCPSVRQSLSPTLFWPPHSHVSSLALHQQQTRLOPNHPTGGTWAELTPHDHGE
EENCKPLSKRVAVAEETSTSLRGKADMHYCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYICPATN
QCTIDKNRRKSCQACRLRKCYEVGMMKCGLRRDRSSYQQORGAQONRLTRFSGRMRTSGPRSQEIKTVQRP
LSGNKVVTMALSPEELIARIMDAEPPEIYLMKDVKKPFTEANVMMSLTNLADKELVHMISWAKKIPGEVE
IGLFDQVHLLECCWLEVLMLGLMWRSVNHPGKLVFSPDLSLSRDEGSCVQGFAEIFDMLLAATSRFRELK
LOREEYACLKAMILLNSNMCLSSAEGGEELQSRSKLLCLLDSVTDALVWAISKTGLSFQQORSTRLAHLLM
LLSHIRHVSNKGMDHLHSMKMKKMVPLYDLLLEMLDAHIMHGSRLSHSGPQADPVPKESNCVQETFTCTS
QHGGTLRP

>Q77ZU32_ BRARE
MSEYPEGDSPLLOQLQEVDSGRVGGHILSPIFNSSSPSLPVENHPICIPSPYTDLGHDFSTLPFYSPALLG
YSTSPLSDCSSVRQSLSPTLFWPPHSHVSSLTLOQOSRLOONHATSGTWTEHTPHDHVEEENSKPLVKRV
ADTEETSVSLRGKADMHYCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYICPATNQCTIDKNRRKS
CQACRLRKCYEVGMMKCGLRRDRSSYQQORGAQQKRLVRFSGRMRMTGPRSQEIKSIPRPLSGNEVVRISL
SPEELISRIMEAEPPEIYLMKDMKKPFTEANVMMSLTNLADKELVHMISWAKKIPGFVELSLFDQVHLLE
CCWLEVLMLGLMWRSVNHPGKLIFSPDLCLSRDESSCVQGLVEIFDMLLAATSRFRELKLOREEYVCLKA
MILLNSNMCLGSSEGGEDLQSRSKLLCLLDSVTDALVWAISKTGLSFQORSTRLAHLLMLLSHIRHVSNK
GMDHLHCMKMKKMVPLYDLLLEMLDAHIMHSSRLSHSGPRAPAAHKDNKSVQEAFPCSSQHGP

>Q8AV62 BRARE
MSEYPEGDSPLLOQLQEVDSGRVGGHILSPIFNSSSPSLPVENHPICIPSPYTDLGHDFSTLPFYSPALLG
YSTSPLSDCSSVRQSLSPTLFWPPHSHVSSLTLOQOSRLOONHATSGTWTEHTPHDHVEEENSKPLVKPV
AETEETSVSLRGKADMHYCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYICPATNQCTIDKNRRKS
CQACRLRKCYEVGMMKCGLRRDRSSYQQORGAQQKRLVRFSGRMRMTGPRSQEIKSIPRPLSGNEGARISL
SPEELISRIMEAEPPEIYLMKDMKKPFTEANVMMSLTNLADKELVHMISWAKKIPGFVELSLFDQVHLLE
CCWLEVLMLGLMWRSVNHPGKLIFSPDLCLSRDESSCVQGLVEIFDMLLAATSRFRELKLOREEYVCLKA
MILLNSNMCLGSSEGGEDLQSRSKLLCLLDSVTDALVWAISKTGLSFQORSTRLAHLLMLLSHIRHVSNK
GMDHLHCMKMKKMAPLYDLLLEMLDAHIMHSSRLSHSGPRAPAAHKDNKSVQEAFPCSSQHGP

>Q60GT9_GAMAF
MAFRSRLPDRDETANSLRMTERDRMETIDAYACPTLELSRAVSVSLGLDPLSSPLGGLNQCPSSAFGDCE
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PAAAGGNSSCGAPELGTPGSASSEGSRLARADSSLGVDEFGEVCHGLRQVSCVDQFEFSSGDMDGAQSVTRG
SVISREFVCKDSSMFMNSIAEVPTTPQVTEVGSLKPYSPYSAEANLYRETQGVWCATERAYGERSEPHRSA
YDGHSFLCKYCGQTSEFGPRQECDCVWYRRGERGGKGGAPVSTVQAFGQVESYPDAIPQGQSAFSTIKTEP
SVWVHCTDRGFRHEDFFPGVFLSDRRVCQVCGDDASGCHYGAVTCGSCKVFFKRAAAGKQONHLCASRNDC
TIDKLRRKNCASCRLKRCFMSGMSLKGRRLKGAGQTRGGEEEQQPGAWGHGEREGKHNVVLEPGNAAARA
OGPQLLGIPPTMRSCLSLLTILQOSIEPAVVNAGHDPAQPDSPASLLTSLNELGERQLVTVVRWAKAIPGF
RDLHVDDOMSVIQLSWMGVMVFALGWRSYTLTNCSMLYFAPDLVENDQRMQVSSMYEHCVRMKLLAQRFEFC
KLEVTEEEFLCMKALVLFSIMPVEGLRSQRCEFDELRTSYIKELDRLASHHGETTRTQRLFQLTQLLDYLQ
SVVRKLHQFTYDLFIQAQSLOMRVNFPEMISEIVSVHVPKILSGMVKPILFHNTA

>Q8UWA9 CNEUN
MTMTLHTKTSGVALLHQIQGSELEPLNRPQLKIPLERPTSEMYVDSNKTGVEFNYPEGATYDFSTAAPVYS
SASLSYASTNESFGSGNLGGLHSLNNVPPSPVVFLQTAPQLSPFIHHHNQQVPYYLENEPSSSAMREAFP
TAFYRPGSENRHHGGRASNSEKGSLSMESTKETRYCAVCNDYASGYHYGVWSCEGCKAFFKRSIQGHNDY
MCPATNQCT I DKNRRKSCQACRLRKCYEVGMMKGG I RKDRRGGRMLKHKRQRDELDGRNAVAVTEARNTT
LWPSPLMIKHSKKNSPALSLTAEQMVSALLDAEPPIVYSEYDPSSPFSEASVMTLLTNLADRELVAMITH
AKRVPGFVDLALHDQVHLLECAWLEILMIGLIWRSLEHPGKLLFAPNLLLDRSQGMCVEGFVEIFDMLLA
TSSRFRMMNIQGEEFVCLKSIILLNSGIYTFLSSTLRSLEEKEHTHRVLDKITDTLTHLMAKSGLSLQQQ
HRRLAQLLLMLSHIRHMSNKGMEHLYNMKCKNVVPLYDLLLEMLDAHRLHERRT PTSEQAMNQLTNASTS
VHSLPPCYVNKREEENEQEAV

>ESR2_STUVU
MSLCTSSHKDFSQLLPLQDIGCNKTEIKNSPAGVISPAPYSCNQSTLTAEHSPVYIPSSYMESRHEYSTM
AFCSPAMVNYNIASNFGDPEAVAARQTSSPGALWSAPGHLSPLSLHCQSSLLYAEQPKSLWCEARPMEPY
LPGSRETLKRKTNGNDCTSPIANNPGSKKDAHFCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYIC
PATNQCT I DKNRRKSCQACRLRKCYEVGMMKCGSRRERCGYRILRSHRGAEERVHCLGRARRY SEAATRYV
KEILLSTVSPEQFVLTLLEAEPPHVLVSRPSKPFTEASMMMS LTKLADKELVHMIGWAKKI PGFIDLSLY
DQVRLLESCWMEVLMIGLMWRS I DHPGKLIFAPDLVLDRDEGKCVEGILEI FDMLLAMTSRFRELKLQHK
EYLCVKAMILLNSSMFPLSAEEPESNRKLHHLLNVVTEALVWVIAKSGI PSQQQTTRLANLLMLLSHVRH
ASNKGMEHLLSMKCKNVVPVYDLLLEMLNAHTLRGQRKPLATHPEFGPLEQMEPGESLRKGEPQ

>ESR2_MOUSE
MEIKNSPSSLTSPASYNCSQSILPLEHGPIYIPSSYVESRHEYSAMTFYSPAVMNYSVPSSTGNLEGGPV
ROTASPNVLWPTSGHLSPLATHCQSSLLYAEPQKSPWCEARSLEHTLPVNRETLKRKLGGSGCASPVTSP
SAKRDAHFCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYICPATNQCTIDKNRRKSCQACRLRKCY
EVGMVKCGSRRERCGYRIVRRQRSASEQVHCLNKAKRTSGHTPRVKELLLNSLSPEQLVLTLLEAEPPNV
LVSRPSMPFTEASMMMSLTKLADKELVHMIGWAKKIPGFVELSLLDQVRLLESCWMEVLMVGLMWRSIDH
PGKLIFAPDLVLDRDEGKCVEGILEIFGMLLATTARFRELKLOHKEYLCVKAMILLNSSMYPLATASQEA
ESSRKLTHLLNAVTDALVWVISKSGISSQQQSVRLANLLMLLSHVRHISNKGMEHLLSMKCKNVVPVYDL
LLEMLNAHTLRGYKSSISGSECCSTEDSKSKEGSQONLQSQ

>ESR2_RAT
MEIKNSPSSLSSPASYNCSQSILPLEHGPIYIPSSYVDNRHEYSAMTFYSPAVMNYSVPGSTSNLDGGPV
RLSTSPNVLWPTSGHLSPLATHCQSSLLYAEPQKSPWCEARSLEHTLPVNRETLKRKLSGSSCASPVTSP
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NAKRDAHFCPVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYICPATNQCTIDKNRRKSCQACRLRKCY
EVGMVKCGSRRERCGYRIVRRQRSSSEQVHCLSKAKRNGGHAPRVKELLLSTLSPEQLVLTLLEAEPPNV
LVSRPSMPFTEASMMMSLTKLADKELVHMIGWAKKIPGFVELSLLDQVRLLESCWMEVLMVGLMWRSIDH
PGKLIFAPDLVLDRDEGKCVEGILEIFDMLLATTSRFRELKLOHKEYLCVKAMILLNSSMYPLASANQEA
ESSRKLTHLLNAVTDALVWVIAKSGISSQQOQSVRLANLLMLLSHVRHISNKGMEHLLSMKCKNVVPVYDL
LLEMLNAHTLRGYKSSISGSECSSTEDSKNKESSQONLQSQ

>Q8JJB9 CYPCA

MSVYPEGDSPLLOLQEVDSSRVGGHVLSPAFNSSSPSLPVESHPICIPSPYTDLSHDFTTLPFYSPALLG
YGAAPLSDCPSVRQSLSPSLFWPPHNHVSSVVLHQQQTRLQONHPTGGSWAELT PHDHSEEENCKPLAKR
VADAEETSASLRGKADMHYCAVCSDYASGYHYGVWSCEGCKAFFKRSTQGHNDY ICPATNQCT I DKNRRK
SCQACRLRKCYEVGMMKCGLRRDRGSYQQRGARQKRLARFSGRMRTCGPRSQEIKSVPRPLGGNKVVSIA
LSPEELIARIMDAEPPEIYLMNDVKKPFTEANIMMSLTNLADKELVHEMI SWAKKI PGFVELSLFDQVHLL
ECCWLEVLMLGLMWRSVNHPGKLIFSPDLSLSRDEGSCVQGFVEIFDMLLAATSRFRELKLQREEYACLK
AMILLNSNMCLSSAEGGEELQSRSKLLCLLDSVTDALVWAISKTGLSFQQORSTRLAHLLMLLSHIRHVSN
KGMDHLHCMKMKKMVPLYDLLLEMLDAHIMHS SRLSHSGPRAAPAPKESKGVQEALTRTSQSGGTLAGP

>ESR2_ HUMAN
MDIKNSPSSLNSPSSYNCSQSILPLEHGSIYIPSSYVDSHHEYPAMTFYSPAVMNYSIPSNVTNLEGGPG
ROTTSPNVLWPTPGHLSPLVVHRQLSHLYAEPQKSPWCEARSLEHTLPVNRETLKRKVSGNRCASPVTGP
GSKRDAHFCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYICPATNQCTIDKNRRKSCQACRLRKCY
EVGMVKCGSRRERCGYRLVRRQRSADEQLHCAGKAKRSGGHAPRVRELLLDALSPEQLVLTLLEAEPPHV
LISRPSAPFTEASMMMSLTKLADKELVHMISWAKKIPGFVELSLEDQVRLLESCWMEVLMMGLMWRSIDH
PGKLIFAPDLVLDRDEGKCVEGILEIFDMLLATTSRFRELKLOHKEYLCVKAMILLNSSMYPLVTATQDA
DSSRKLAHLLNAVTDALVWVIAKSGISSQOQSMRLANLLMLLSHVRHASNKGMEHLLNMKCKNVVPVYDL
LLEMLNAHVLRGCKSSITGSECSPAEDSKSKEGSQONPQSQ

>ESR1_ONCMY
MLVRQSHTQISKPLGAPLRSRTTLESHVISPPKLSPQQPTTPNSNMYPEETRGGGGAAAFNYLDGGYDYT
APAQGPAPLYYSTTPQDAHGPPSDGSMOSLGSSPTGPLVFVSSSPQLSPQLSPFLHPPSHHGLPSQSYYL
ETSSTPLYRSSVVTNQLSASEEKLCIASDRQQSYSAAGSGVRVFEMANETRYCAVCSDFASGYHYGVWSC
EGCKAFFKRSIQGHNDYMCPATNQCTMDRNRRKSCQACRLRKCYEVGMVKGGLRKDRGGRVLRKDKRYCG
PAGDREKPYGDLEHRTAPPQDGGRNSSSSLNGGGGWRGPRITMPPEQVLFLLOGAEPPALCSROKVARPY
TEVTMMTLLTSMADKELVHMIAWAKKVPGFQELSLEDQVQLLESSWLEVLMIGLIWRSIHCPGKLIFAQD
LILDRSEGDCVEGMAEIFDMLLATVSRFRMLKLKPEEFVCLKAIILLNSGAFSFCSNSVESLHNSSAVES
MLDNITDALIHHISHSGASVQQQOPRRQAQLLLLLSHIRHMSNKGMEHLYSIKCKNKVPLYDLLLEMLDGH
RLOSPGKVAQAGEQTEGPSTTTTTSTGSSIGPMRGSODTHIRSPGSGVLOYGSPSSDOMPIP

>Q8UWB8_ORENI

MSFHSFLEETNSLTMNEGDRLDTTTYACPAYELSKAVSVSLGLDSVSSPPNNMNQSSSSAFAECDSGTVA
DSSRGVPELRRAGNMNSDGSMFVLGDSSLREDDFGEVCQGIQQVSCMDLFGSGEMDSAQTVTRGSVISRY
VCRESNVFMNPTPELPAPPQVPGVVPLKPPSSYCASSDLYRDLPPEMWCANERAY SDRSQPQPQRGESGE
HNFLCKYCNCGQAPRGNRQECRCIWYGRGDQGGKGGMRATAQGYGQMSSYPSATPQOGONTFSTIKSGPSV
WMNCTDRSLRREDFFPGVYLSERRVCQVCGDGASGCHYGAVTCGSCKVFFKRAAAGKQONHLCASRNDCTI
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DKLRRKNCASCRLKRCEFMSGMSLKGRRLKGAGQARNGEEEQQPASWGQGEKEERAAKKDVVLE SGNAGVR
AQGAASQALGAAIPPPLHSCLSLLSILOQAIEPAVVNAGHDPAQPDSPMSLLTSLNKLGERQLVTVVRWAK
ATIPGFRDLHVDDOMSVIQLSWMGVMVFALGWRSYTLTNSSMLYFAPDLIFNDQRMOASSMYEHCVRMKLL
SOQRLCMLKVTQEEFLCMKALVLLSIMPEQGPKSQHCFDKLRTSYIKELDRLASHRGETTRTQRLEFQLTQL
LDHLQSVVRKLHQFTYDLFIQAQSMHVSFPEMISEIVSIHVPKILSGMVKPILEFHNVA

>Q985SM7_ BRARE
MSEYPEGDSPLLQLOEVDSGRVGGHILSPIFNSSSPSLPVENHPICIPSPYTDLGTTSALCPFTVPLCWG
TSTSPLSDCSSVRQSLSPTLFWPPHSHVSSLTLQOQSRLOQONHATSGTWTEHTPHDHVEEENSKPLVKRV
ADTEETSVSLRGKADMHYCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDY ICPATNQCT I DKNRRKS
CQACRLRKCYEVGMMKCGLRRDRSSYQQRGAQQKRLVRFSGRMRMTGPRSQEIKSIPRPLSGNEVVRISL
SPEELISRIMEAEPPEIYLMKDMKKPFTEANVMMSLTNLADKELVHMISWAKKIPGFVELSLFDQVHLLE
CCWLEVLMLGLMWRSVNHPGKLIFSPDLCLSRDESSCVQGLVEIFDMLLAATSRFRELKLOREEYVCLKA
MILLNSNMCLGSSEGGEDLQSRSKLLCVLDSVTDALVWAISKTGLSFQORSTRLAHLLMLLSHIRHVSNK
GMDHQHCMKMKKMVPLYDLLLEMLDAHIMHSSRLSHSGPRAPAAHKDDKSVQEAFPCSSQHGP

>ESR2_BOVIN
MDVKNSPSSLNSPVSYNCGQSILPLEPGPIYLPSSYVESRHEYSAVTFYSPAVMNYSIPNNSEDGPGRQT
TSPNVLWPTPGHLSPLAIHCQPSVLYAEPQKSPWRETRSLEHTLPVNRETLKRKASGSSCASPATSPSSK
RDAHFCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDY ICPATNQCTIDKNRRKSCQACRLRKCYEVG
MVKCGSRRERCGYRIVRRQRNSDEQLHCLSKTKRNGGPMTRVKELLLSALSPEQLVLTLLEAEPPHVLIS
RPSTPFTEASMMMSLTKLADKELVHMI SWAKKIPGFVELSLYDQVRLLESCWLEVLMVGLMWRS IDHPGK
LIFAPDLILDRDEGKCVEGILEIFDMLLATTSRFRELKLOHKEYLCVKAMILLNSSMYPSATAPQEADSG
RKLTHLLNAVTDALVWVIAKSGMSSQQQSMRLANLLMLLSHVRHASNKGMEHLLNMKCKNVVPVYDLLLE
MLNAHTLRGNKSLVTGSERNLVEDSESKEGSQKPQAQ

>Q5PR29 BRARE
MSSSPGPAPVLDSSKADRGASPALLPRLYASPLGMDNQTVCIPSPYVEACQDYSPPHGGEFNHGALTLYS
PVSSAVLGFHRPPVSESLVPLSPTILWPPHSLHYPPPLAYSETRSHSAWEEAKTHTLSQSSSVLSHTKLL
GOOLEGDNGLNPSASIVGKGDTHFCAVCHDYASGYHYGVWSCEGCKAFFKRSIQGHNDYICPATNQCTID
KSRRKSCQACRLRKCYEVGMMKCGVRRERCSYRGARHRRNPQIRDSSGGVVGLRGQSQQHLEFPLSPSQH
LFPSGGRAEGRGLNYSPEQLVSCILEAEPPQIYLREPVKKPYTEASMMMSLTSLADKELVLMISWAKKIP
GFVELTLSDQVHLLECCWLDILMLGLMWRSVDHPGKLIFTPDLKLNREEGNCVEGIMEIFDMLLATTSREF
RELKLOQREEYVCLKAMILLNSNNCSSLPQTPEDVESRGKVLNLLDSVTDALVWIISRTGLSSQQQSIRLA
HLLMLLSHIRHLSNKGIEHLSNMKRKNVVLLYDLLLEMLDANTSQSSRMLEDRQOSPENLHTSRPQPDLK
DSDOQETPHSPRAEETVNKTLHSSLLREDMDTN

>Q6XSH2 MICSA

MASSPGLDADPLPLLQLQEVDSSKASQRPSSPGLLPAVYSPPLGMDSHTVCIPSPYTDSSHEYNHSHGPL
TFYSPSVLSYARPPITDSPSSLCPPLSPSAFWPSHSHPNMPSLTLRCPQPLVYNEPSPHAHWPEPKAHST
NPSSSILGCNKPLGKRLEEGVEGVNSSLCSSAVGKADMHFCAVCHDYASGYHYGVWSCEGCKAFFKRSIQ
GHNDYICPATNQCTIDKNRRKSCOACRLRKCYEVGMMKCGVRRERCSYRGARHRRGGLQPRDPTGRGLVR
MGLGSRAQRHLHLEAPLAPLTSLPQANHVHPSAMSPEEFISRIMEAEPPEIYLMEDMKKPFTEASMMMSL
TNLADKELVLMISWAKKIPGFVDLSLADQIHLLKCCWLEILMLGLMWRSVDYPGKLIFSPDFKLNREEGQ
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CVEGFMEIFDMLLAATSRFRELKLOQREEYVCLKAMILLNSNLCTSSPQTAEELESRNKLLRLLDSVIDAL
VWAISKLGLSTQOOTLRLGHLTMLLSHIRHVSNKGMDHLSTMKRKNVVLVYDLLLEMLDANTSSSGSQPS
SSPSSDTYSDQHQYPQPPSHLOQPDSDOTGADHTTVPPHEPAEAPILDGHLQTLTLHSSPPFQSLVVAHID
SNDYTHQEQWSLDTADAGPPVEPTDYIVSDRVVMETALLG

>ESR2_PIG
MDIKNSPSNLNSPVSYNCSQSVLPLEPGPIYIPSSYVESCHEYSAMTFYSPAVVNYSISSNSEVGPGRQA
TSPNVLWPTPGHLSPLATHCQPSLLYAEPQKSPWCDTRSLEHTLPVNRETLKRKASGSSCASPVTSPSSK
RDAHFCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYICPATNQCTIDKNRRKSCQACRLRKCYEVG
MVKCGSRRERCGYRIVRKQRNSEGHLHCLSRAKKNGDHTTRVKELLLSTLSPEQLVLTLLEAEPPHVLVS
RPSTPFTEASMMMSLTKLADKELVHMI SWAKKIPGFMELSLYDQVRLLESCWLEVLMVGLMWRS I DHPGK
LIFAPDLVLDRDEGKCVEGILEIFDMLLATTSRFRELKLOHKEYLCVKAMILLNSSMYPSAAAQEAESSR
KLTHLLNAVTDALVWVIARSGISSQQQSVRLANLLMLLSHVRHASNKGTEHLLNMKCKNVVPVYDLLLEM
LNAHTLRGNKSLVTGSERSRMEESESKEGSQKPQAQ

>ESR2_SHEEP
MDVKNSPSSLNSPVSYNCGQSILPLEPGPIYLPSSYVESRHEYSAVTFYSPAVMNYSIPNNSEDGPGRQT
TSPNVLWPTPGHLSPLATHCQSSLLYAEPQKSPWCETRSLEHTFPVNRETLKRKASGSSCASPVSSPSSK
RDAHFCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYICPATNQCTIDKNRRKSCQACRLRKCYEVG
MVKCGSRRERCGYRIVRRQRNSDEQLHCLSKTKRNGAPMTRVKELLLSALSPEQLVLTLLEAEPPHVLMS
RPSAPFTEASMMMSLTKLADKELVHMI SWAKKIPGFVELSLYDQVRLLESCWLEVLMVGLMWRS I DHPGK
LIFAPDLVLDRDEGKCVEGILEIFDMLLATTSRFRELKLOHKEYLCVKAMILLNSSMYPSATASQEADSG
RKLTHLLNAVTDALVWVIAKSGMSSQQQSMRLANLLMLLSHVRHASNKGMEHLLNMKCKNVVPVYDLLLE
MLNAHTLRSNKPLVTRSERNLAEDSESKEGSQKPQAQ

>Q8QHK9 PAROL
MAAASAEKDQPLLQLQEVDSSRVRSCVLSPILSTSSPGLSLDGSQPICIPSPYTELGHDFATIPFYGPTI
FSYAAPSIPDCPSVHQSLSPSLFWPSHGHMGPPMTLHRSQGRSQQGQPIQSPWGELTPRDGVLANSKGVR
RRSQESEDGVVSSGGKSDLHYCAVCHDYASGYHYGVWSCEGCKAFFKRSIQGHNDY ICPATNQCTIDKNR
RKSCQACRLRKCYEVGMTKCGMRKDHGSYRNPKTRRLTRLSSQGRASGPKALTGPVVALMNELQPPALTP
EQLIERIMEAEPPVIYLMKDMSGPLTEANVMMSLTHLADKELVHMITWAKKIPGFVELGLLDQVHLLECC
WLEVLMMGLMWRSVDHPGKLIFSPDLSLSREEGSCVQGFSEIFDMLIAATSRVRELKLQREEYVCLKAMI
LLNSNMCLSSSEGSEELHSRSKLLLLLDAVTDALVWAIAKTGLTFRQQOYTRLAHLLMLLSHIRHVSNKGM
DHLHCMKMKNMVPLYDLLLEMLDAHIMHSSRLPHHASPQPEFTDQGEVPARPGSSGNGSSNTWTPSTSGD
GGEPQ

>Q985SM8_ BRARE

MSSSPGPAPVLDSSKADRGASPALLPRLYASPLGMDNQTVCIPSPYVEACQDYSPPHGGEFNHGALTLYS
PVSSAVLGFHRPPVSESLVPLSPTILWPPHSLHCPPPLAYSETRSHSAWEEAKTHTLSQSSSVLSHTKLL
GQOLEGDNGLNPSASIVGKGDTHFCAVCHDYASGYHYGVWSCEGCKAFFKRSIQGHNDYICPATNQCTID
KSRRKSCQACRLRKCYEVDMMKCGVRRERCSYRGARHRRNPQIRDSSGGVVGLRGOSQQHLEFPLSPSQH
LFPSGGRAEGRGLNYSPEQLVSCILEAEPPQIYLREPVKKPYTEASMMMSLTSLADKELVLMI SWAKKIP
GFVELTLSDQVHLLECCWLDILMLGLMWRSVDHPGKLIFTPDLKLNREEGNCVEGIMEIFDMLLATTSRF
RELKLQREEYVCLKAMILLNSNNCSSLPQTPEDVESRGKVLNLLDSVTDALVWIISRTGLSSQQQSIRLA
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HLLMLLSHIRHLSNKGIEHLSNMKRKNVVLLYDLLLEMLDANTSQSSRMLEDRQOSPENLHTSRPQPDLK
DSDOQETPHSPRAEETLNKTLHSSLLREDMDTN

>ESR2_ANGJA
MAGSPGNELPLLQLOEVDSSKVGESGGSSGLLPTMYNGALPALSMESHAVCIPSPYTDSSHDYAALTFYS
PPILSHGGPAVPESPAARQSLSPSLFWPAHGHHGHVSPLALHFQQPLVYREPAHSPWAEPKPLEHGQAQT
SKLAGKRMAESEEGTSSVGGCFAGKGDMHFCAVCHDYASGYHYGVWSCEGCKAFFKRSIQGHNGY ICPAT
NQCTIDKNRRKSCQACRLRKCYEVGMMKCGVRRERCTYRGARHRRMPHIRELAGTGGGARTQRRGEGVVP
QTOEAQSSALTPEQLINRIIEAEPPEIYLMKELKKPFTEDSMMMSLTNLADKELVLMI SWAKKIPGFVEL
DLSDQVHLLECCWLEVLMLGLMWRSVDHPGKLIFSPDLKLNRDEGSCVEGILEIFDMVLAATSRFRELKL
QREEYVCLKAIILLNPNLCTTSSENREELESRNKLLHMLDSVTDALVWTIAKKGLTFQQQSARLAHLLML
LAHIRHLSNKGMEHLSNMKRKNVVPLYDLLLEMLDANTMHSSRMSASYSSQPSPWSQAAQSQPGPPPSCS
GECPCPPKESSTI

>Q90WS9 BRARE
MSSSPGPAPVLDSSKADRGASPALLPRLYASPLGMDNQTVCIPSPYVEACQDYSPPHGGEFNHGALTLYS
PVSSAVLGFHRPPVSESLVPLSPTILWPPHSLHCPPPLAYSETRSHSAWEEAKTHTLSQSSSVLSHTKLL
GQOLEGDNGLNPSASIVGKGDTHFCAVCHDYASGYHYGVWSCEGCKAFFKRSIQGHNDYICPATNQCTID
KSRRKSCOACRLRKCYEVGMMKCGVRRERCSYRGARHRRNPQIRDSSGGVVGLRGOSQQHLEFPLSPSQH
LFPSGGRAEGRALNYSPEQLVSCILEAEPPQIYLREPVKKPYTEASMMMSLTSLADKELVLMI SWAKKIP
GFVELTLSDQVHLLECCWLDILMLGLMWRSVDHPGKLIFTPDLKLNREEGNCVEGIMEIFDMLLATTSRF
RELKLQREEYVCLKAMILLNSNNCSSLPQTPEDVESRGKVLNLLDSVTDALVWIISRTGLSSQQQSIRLA
HLLMLLSHIRHLSNKGIEHLSNMKRKNVVLLYDLLLEMLDANASQSSRMLEDRQQSPENLHTSRPOPDLK
DSDQETPHSPRAEEMVNKTLHSSLLREDMDTN

>ESR2_CALJA
MDIKNSPSSLNSPSSYNFGOSILPLEHGPIYIPSSYVESHHEYPAMTFYSPAVMNYSIPSSVTNLEEGPG
RQITSPNMLWSTPGHLSPLAVHHOLSHLYAEPQKSPWCEARSLEHTLPVSRETLKRKVSGNHCASPVTGP
SSKRDAHFCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYICPATNQCTIDKNRRKSCQACRLRKCY
EVGMVKCGSRRERCGYRLVRRQGNAEEQLHCAGKAKRSGGHVPRVRELLLSALSPEQLVLTLLEAEPPHV
LISRPSVPFTEASMMMSLTKLADEELVEMISWAKKIPGFVELSLLDQVRLLESCWLEVLMVGLMWRSIDH
PGKLIFAPNLILDRDEGKCVEGILEVFDMLLATTSRFRELKLOHKEYLCVKAMVLLNSQYDPLVTATQDA
ESSQKLAHLLNAVTDALVWVIAKSGFSSQQQSVRLANLLMLLSHIRHASNKGMEHLLSMKCKNVVPVYDL
LLEMMNAHVVRGCKSSITGSECSPAEDSKSTEGSQNPQSP

>ESR1_PAGMA

MYPEDSRGSGGVATVDFLEGTYDYAAPTPAPTPLYSHSTPGYYSAPLDAHGPPSDGSLQSLGSGPNSPLV
FVPSSPRLSPFMHPPTHHYLETTSTPVYRSSVPSSQQSVSREDQCGTSDDSYSVGESGAGALAAGFEIAK
EMRFCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYMCPATNQCT IDRNRRKSCQACRLRKCYEVGM
MKGGMRKDRGRVLRRDKQRTGTSDRDKASKGLEHRTAPPQDRRKHISSSAGGGGGKSSMISMPPDQVLLL
LQGAEPPMLCSRQKLNRPYTEVTMMTLLTSMADKELVHMIAWAKKLPGFLQLSLHDQVQLLESSWLEVLM
IGLIWRSIHCPGKLIFAQDLILDRSEGDCVEGMAEIFDMLLATASRFRMLKLKPEEFVCLKATIILLNSGA
FSFCTGTMEPLHDGAAVQNMLDTITDALIHHINQSGCSAQQQSRROAQLLLLLSHIRHMSNKGMEHLY SM
KCKNKVPLYDLLLEMLDAHRIHRADRPAETWSQADREPPFTSRNSSGGGGGGGGGSSSAGSTSGPRVSHE
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SPTSPGVLQYGGSRSECTHIL

>Q6HIMS SPAAU
MAASPGLDSRSLLQLQOEVDSSKPSERPSSPRQLPAAYSPPLGMDSHTVCIPSPYADSSHEYNHGHGPLNF
YSQSVLSYARQPVTDSPSYLCPSISPSAFWPSHNHPSMPSLTLOCPQPHVYNEPSPHAPWLEPKAHAVTT
SSAVISCNKLPGKRSDERGEGANSSSCSSAVEKADMHFCAVCHDYASGYHYGVWSCEGCKAFFKRSIQGH
NDYICPATNQCTIDKNRRKSCQACRLRKCYEVGMMKCGVRRERCSYRGARHRRGGLOARDPTGRGLVRVG
LGSRGQRHLHLEAPLTPLPQAKRVHHSAMS PEEFISRIMEAEPPETYLMEDMNKPFTESSMMMSLTNLAD
KELVLMISWAKKIPGFVELSLADQTHLLKCCWLEILMLGLMWRSVDHPGKLIFSPDFKLNREEGQCVEGT
MEIFDMLLAATSRFRELKLQREEYVCLKAMILLNSYLCTNSPETAEELESRNKLLRLLDSVIDALVWATS
KLGLTTQQQTLRLGHLTMLLSHIRHVSNKGMDHLSTMKRKNVVLVYDLLLEMLDANTTTSGSQASSSPTS
ETFPDQHQYPQAPSHLQPGSDQAAADHTAVPPRGPAEAPTLDGHLQALTLQSSPHFQSLEMTHMDSNQY I
HPEQWSLETRDAALSVDGSVDYMSPDPSVMDTDLVNGL

>0804Q6_ ACASC
MYPEDSRVSGGVATVDFLEGTYDYAAPTPAPTPLYSHSTPGYYSAPLDAHGPPSDGSLQSLGSGPNSPLV
FVPSSPRLSPFMHPPTHHYLETTSTPIYRSSVPSSQHSASREDQCGTSDDSYSVGESGAGAGAAGFEMAK
EMRFCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYMCPATNQCTIDRNRRKSCQACRLRKCYEVGM
MKGGVRKDRGRVLRRDKRRTGTSDRDKASKGLEHRTAPPQDRRKHISSSAAGGGGKSSVISMPPDQVLLL
LOGAEPPMLCSRQKVNRPYTEVTVMTLLTSMADKELVHMIAWAKKLPGFLQLSLHDQVQLLESSWLEVLM
IGLIWRSIHCPGKFIFAQDFILDRSEGDCVEGMAEIFDMLLATASRFRMLKLKPEEFVCLKAIVLLNSGA
FSFCTGTMEPLHDGAAVONMLDTITDALTHHINQSGCTAQQQOSRROQAQLLLLLSHIRHMSNKGMEHLYSM
KCKNKVPLYDLLLEMLDAHRVHRPDRPHETWSQADREPPFTSRNNRGSGGGGGSSSAGSTSGTRVSLENP
TGPGVLQYGRSAPSAPHPMKPTE

>Q6HIM4_SPAAU
MAASPELDSRSLLQLQEVDSSKPSERPSSPRQLPAAYSPPLGMDSHTVCIPSPYADSSHEYNHGHGPLNF
YSQSVLSYARQPVTDSPSYLCPSISPSAFWPSHNHPSMPSLTLQCPQPHVYNEPSPHAPWLEPKAHAVTT
SSAVISCNKLPGKRSDERGEGANSSSCSSAVEKADMHFCAVCHDYASGYHYGVWSCEGCKAFFKRSIQGH
NDYICPATNQCTIDKNRRKSCQACRLRKCYEVGMMKCGVRRERCSYRGARHRRGGLOARDPTGRGLVRVG
LGSRGQRHLHLEAPLTPLPQAKRVHHSAMSPEEFISRIMEAEPPEIYLMEDMNKPFTESSMMMSLTNLAD
KELVLMISWAKKIPGFVELSLADQIHLLKCCWLEILMLGLMWRSVDHPGKLIFSPDFKLNREEGQCVEGI
MEIFDMLLAATSRFRELKLOREEYVCLKAMILLNSYLCTNSPETAEELESRNKLLRLLDSVIDALVWAIS
KLGLTTQQQTLRLGHLTMLLSHIRHVSNKGMDHLSTMKRKNVVLVYDLLLEMLDANTTTSGSQASSSPTS
ETFPDQHQYPQAPSHLQPGSDQAAADHTAVPPRGPAEAPI LDGHLQALTLQSSPHFQSLEMTHMDSNQY I
HPEQWSLETRDAALSVDGSVDYMSPDPTVMDTDLVNGL

>Q7T3U5 9TELE

MSSSPGPASASVSPALDSGKADRGDSPTFLPHLYTSPLGMDSQTICIPSPYLEACQDYSPSHGGEFNHGA
LTLYSPVSTSVIGYPHPPVSESLVPLSPTIFWPSHTTHTALSLHCPPQVAYSETHSHTAWKDARTHTLNQ
SSSVLTHAKLLAQQVEGDDGLNPSPGIVGNGDTHFCAVCHDYASGYHYGVWSCEGCKAFFKRSIQGHNDY
MCPATNQCT I DKSRRKSCQACRLRKCYEMGMMKCGVRRERCSYRGARHRRNPQIRDSSGGALGVRGCSQH
HLEIPLNPTHHLFPSGGRAEGCGLSFSPEQLVNCILEAEPPQICLREPVKKPYTEASMMMSLTSLADKEL
VLMISWAKKIPGFVELTLSDQVHLLECCWLDILMLGLMWRSVDHPGKLIFSPDLKLNRDEWNCVEGIMEI
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FDMLLATTSRFRELKLOREEYVCLKAMILLNSNNCSSLSQSPEDVESRGKVLRLLDSVTDALVWSISRTG
LSSQQOSIRLAHLLMLLSHIRHLSNKGIEHLSSMKRKNVVLLYDLLLEMLDANTSQSSRMLVAHTEASLT
TDLHTSRPQPAPRESDQETQRSPOAEETLHSSIHREDMDTD

>ESRB2 CARAU
MSSSTGPAPASASPVQANRGNSPNILPLLYTSQLGMDSQTICIPSPYVEACQDYSPPHGGEISHGALTLY
SPVSSPVLGYTHPPVSESLVPLNSAIFWPPHPTHSTPSLHCPSPLAYRETHAHTTWEDAKTHINQSSSVL
THAKLLGQQLDGDDGLNPSPGILGKGDTHFCAVCHDYASGYHYGVWSCEGCKAFFKRSIQGHNDYICPAT
NQCTIDKSRRKSCQACRLRKCYEVGMMKCGVRRERCSYRGGRHRRNPPIRDSSGGAIGVRGHSQPHLEFP
LSPTHPLFPLGDRAEGCGONLSPEQLVNCILEAEPPQIYLREPIKKPYTEASMMMSLTNLADKELVLMIS
WAKKIPGFVELTLSDQVHLLECCWLDILMLGLMWRSVDHPGKLIFSPDLKLNRDEGTCVEGIMEIFDMLL
ATTSRFRELKLOQREEYVCLKAMILLNSSNCSRLPQTPEDVESRGKVLRLLDSVTDALVWTISRTGLSSHQ
QOSIRLAHLLMLLSHIRHLSNKGIEHLSTMKRKNVVLLYDLLLEMLDANTSQSSRMLAAHTKASLRMDTQQ
TTEILHTSKQOPALKESNQDTRHSPQAEGTVDKTLHRVDKTLHRVDVDTD

>ESR1_SPAAU
MYPEDSRVSGGVATVDFLEGTYDYAAPTPAPTPLYSHSTPGYYSAPLDAHGPPSDGSLQSLGSGPNSPLV
FVPSSPHLSPFMQPANHHYLETTSTPIYSVPSSQHSVSREDQCGTSDDSYSVGESGAGAGAAGFEMAKEM
RFCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYMCPATNQCTIDRNRRKSCQACRLRKCYEVGMMK
GGVRKDRGRVLRRDKRRTGTSDRDKASKGLEHRTAPPQDRRKHISSSAGGGGGKSSVISMPPDQVLLLLR
GAEPPMLCSRQKVNRPYTEVTVMTLLTSMADKELVEMIAWAKKLPGFLQLSLHDQVQLLESSWLEVLMIG
LIWRSIHCPGKLIFAQDLILDRSEGDCVEGMAEIFDMLLATASRFRMLKLKPEEFVCLKAI ILLNSGAFS
FCTGTMEPLHDSAAVONMLDTITDALIHHINQSGCSAQQQSRRQAQLLLLLSHIRHMSNKGMEHLY SMKC
KNKVPLYDLLLEMLDAHRVHRPDRPAETWSQADREPLFTSRNSSSSSGGGGGGSSSAGSTSGPQVNLESP
TGPGVLQLRVHPHPMKPTE

>Q8UW75 ORYLA
MGTTLDSEKHQPLLOLQEVDSSRAGSCVLSPNLSSSSPGLSHETSQPICIPAPYADLSHDFTSLPFYNPT
IFSYASPSMSECPSVHQSLSASLFWQSHGHVGPTIPLHRSQARAQHGQPIQSPWDGVLTTSKGVRRRSQE
SEEAVVSSGGKSELHYCAVCHDYASGYHYGVWSCEGCKAFFKRSIQGHTDYICPATNQCTIDKNRRKSCQ
ACRLRKCYEVGMTKCGVRKERSSYRSAPARRAGRLTSQGRMNGPKVSSGPKESSGNEQSSLHLTPEQLIA
RMMEAEPPDIYLMKDTKKPLTEAVVMMSLTNLADKELVHMITWAKKI PGFVELSLLDQVHLLECCWLEVL
MMGLMWRSVGHPGKLIFSPDLSLSREEGSCVQGFVEIFDMLIAATSRVRELNLOREEYVCLKAMILLNSN
MCLSSSEGGGELHSRSKLLCLLDAVTDALVWAIGKSGLNFRQQYTRLAHLLMLLSHIRHVSNKGMDHLHC
MKMKNMVPLYDLLLEMLDAHIMHSSRLPRQPPPQODAADPTETSAQGORSCCDVSKAWTTSSAGTAEEPQK
SD

>ESR3_MICUN

MAVASSPEKDQPLLOLOKVDSSRVGGQVLSPTLSSSLETSQPICITSPYTDLGHDFPTIPFYSPTIFSYA
GPSISDCTSVHQSLNPSLFWPSRGHMGSPIPLHHSQHGQPIQSPWVEISPLDNVLKTKQDGASLPLAVVP
VRHKSARRRSQESEEAVVTSGGKTDLHYCAVCHDYASGYHYGVWSCEGCKAFFKRSIQRDNEYICPATNE
CTIDKNRRKSCQACRLRKCYEVGMTKCGMRKERGNYRSPOMRRMTRLTSQGRTDSSSVLTGSAVVSLNAP
QPSALTSEQLIERLMEAEPPEIYLMKDMKKPLTEAKVMMSLTNLADKELVHMI TWAKKIPGFVELGLLDQ
VHLLECCWLEVLMVGLMWRSVDHPGKLVFSPDLSLSREEGSCVQGFAEIFDMLLAATSRVRELKLQREEY
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VCLKAMILLNSNMCLSSSESSSKLLRLLDAVTDALVSAIGKTVLSFRQQYTRLAHLLMLLSHIRHVSNKG
MDHLHCMKMKNMVPLYDLLLEMLDAHIMHSSRLPRRSPEQEPEDQADAPAPPHSSGSGPSYTWTPSSSEG
AGEPQ

>Q7T2K7_9LABR
MASSPGLDTDPLPLLRLQEVDSSKASERPSSPGLLPAVYSPROGMDSHTVYIPSPYTDNNQEYNHGSGSV
SFYSPSVLSYARPSATDSPSSLCGPLSPSAFWPPHSOPNLPSLTLRCPQPLGYNESGLHAPWLESKPHNTI
SSSSSIIGCNKPLGKRSEEGVNGVNPSLCSSVVGKADMHEFCAVCHDYASGYHYGVWSCEGCKAFFKRSTIQ
GHNDYICPATNQCTIDKNRRKSCQACRLRKCYEVGMMKCGVRRERCSYRGTRHRRGGLQPRDPTGRGLVR
VGLGSRAQRHLHLEGPLTPVTPLPOMSHVHHAAMSPEEFIMRIMEAEPPEIYLMEEQKKPFTEASMMMSL
TNLADKELVLMISWAKKIPGFVELCLADQIHLLKCCWLEILMLGLMWRSVDHPGKLIFSPDFKLNREEGQ
CVEGIMEIFDMLLAATSRFRELKLOQREEYVCLKAMILLNSNLCSSSPOQTEEELESRNKLLRLLDSVIDAL
VWAISKLGLSTQOOTLRLGHLTMLLSHIRHVSNKGMDHLSTMKRKNVVLVYDLLLEMLDANTSSSGSSQS
SSSPNSDSYSDLHQYPOHPSHLQPHQTTADHNNMPAHRQAEGOILEEELHTLPLOSSPPFHSQMATHMDR
NEYVHPQOHWSMDAEDAGPSVGSYMTSDRGVMEGALEVAGL

>Q6XSH1 MICSA
MAGACSIEKDQPLLOLOKVDSSRVGSRVVSPILNSPLETSQPICITSPYTDHSHDFTTIPFYNPTIFSYA
SPGISDRPSVHQSLSPSLFWPSHGHVGSPIPLHHSQPRPQOYRQOPIQNPWAELSPLESTLTTSKSVRRRSQ
ESQESVVSSGGKADLHYCAVCQDYASGYHYGVWSCEGCKAFFKRSIQRHNDY ICPATNQCT IDKNRRKSC
QACRLRKCNEVGMTKFGIRKERGNCRNPOMRRVTRLSTQGRTNRPAVLTGPAAGSLIVPHSPALTPEQLT
ERIMDAEPPEIDLMKDMRRPLTEANVMMSLTNLADKELVHMISWAKKIPGFVELGLLDQVHLLECCWLEV
LMVGLMWRSVDHPGKLIFSRDLSLSREEGSCVQGFAEIFDMLIAATSRVRELKLQREEYVCLKAMILLNS
NMCLSSSEGSEELQSRSKLLRLLDAVTDALVWAIAKTGLTFRQQYTRLAHLLMLLSHIRHVSNKGMDHLH
CMKMKNMVPLYDLLLEMLDAHIMHSSRLSHQPTQQDAEDQREAPARPHSSGSCPSNTWTPGGGEPQ

>Q9DEV4 XENLA
MDSHEAVTSILPILPPDLNLDNMPILPLNPAYLAARARQILGMEEGGQRSSPDTSQTSVPETNLQPNVKQ
ISYENPEIQPDPRIKKDSSIVSLYKVAAKESTLCODYGSSPRNPSTPDTDPSLDFILYKNEDYDCFKISH
GNTNEDSGCILPSTSAQTIYQPLSLNGHQYVTFQPTPMKETYLPQIQLPYVTYIRSDGDPERGIPFSFEM
LPOKICLICGDEASGCHYGVLTCGSCKVEFFKRAIEGHONYLCAGRNDCIVDKIRRKNCPSCRLRKCCQAG
MVLGGRKFKKFGRIKTGREIDTVVLQSPPTLSLECQQILIRRISNSSAQEIQFTPELLOQILOSIEPEVVY
AGYDTTQPETPSALLSSLNQLCERQLVCVVKWSKSLPGFRNLHIDDQITLLQYSWMSLMVFALGWRSYQH
VSGOMLYFAPDLILNEQRMKDSSEFYTLCLSMWQLPQEFMKLOVTHEEFLCMKALLLLNTIPLEGLKSQTN
FDEMRSNYIRELAKAISLRHKGVIASSQREFYQLTKLMDSMHELVKQLHLYCLNTFLOQSRSLSVEFPEMMS
EVISAQLPKILAGMVKPLVFHKK

>ESR2_ORENI

MMAAASSPEKLLQLOEVDSSRAGSRILSPILGSSSPGLSHETSQPICIRSPYTDLGHDFTTIPFYSPTIF
SYGGPSISECSSVHQSLSASLFWPSHGRVGTPITLHCPQGRSQQGQSAQTPWDSVITTSKSVRRRSQESE
ESMVSSGGKADLHYCAVCHDYASGYHYGVWSCEGCKAFFKRSIQGHNDY ICPATNQCT IDKNRRKSCQAC
RLRKCYEVGMTKCGIRKERGNYRNSQARRLTRLSSQGKTAEPKGI TGPAEGSLNKPEKPALTPEQLIERT
LEAEPPEIYLVKDAKRPLTEASVMMLLTNLADKELVHMISWAKKIPGFVELSLVDQVHLLECCWLEVLMI
GLMWRSVDHPGKLIFCPDLSLSREEGSCVQGFVEIFDMLIAATTRVRELKLQREEYVCLKAMILLNSNMC
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LSSSDCSEDLQSRSKLLRLLDAMTDALVLAIGKTGLTFRQQYTRLAHLLMLLSHIRHVSNKGMDHLHCMK
MKNIVPLYDLLLEMLDAHIMHSSCLPHQPPQODSKDQSEVPAPLHSSAGGPSNTWTPSSARAGGESQ

>ESR2_SPAAU

MAVACSPEKDQSLLOLOKVDSSRVILSPVLSSPMETNQPICIPSPYTDRGHDFPTIPFYSATNEFSYANPP
AISDRPSVHQTLSPSLFWPSHGHVGTTLPLHHLQARPQHGOAVQSPWVELSPLDNVLTSSKSARRRSQEN
EEGEVSSGGKADLHFCAVCHDYASGYHYGVWSCEGCKAFFKRSIQRHNDY ICPATNQCTIDKNRRKSCOA
CRLHKCYNVGMTKCGMRKERGNFRDPOMRRVTRLSSQGRTSGPSVLNGPAVGPLNTPOPPALTSKQLIER
IMEAEPPEIYLMKDMRRPLTEANIMMSLTNLADKELVHMITWAKKIPGFLELGLLDQVHLLECCWLEVLM
IGLMWRSVDHPGKLIFSPDLSLSREEGSCVQGFLEIFDMLIAATSRVRELKLQREEYVCLKAMILLNSNM
CLSSSEGSEELQSRSKLLRLLDAVTDALVWAIAKTGLTFRQQYTRLAHLLMLLSHIRHVSNKGMDHLHGM
KMKNMVPLYDLLLEMLDAHIMHSSRLPRRSPQQETVEQCDAPARPHSPGTSGPTNTWTPSCTGGRGEPQ

>Q7T2K8 9LABR

MYPEESRGSGGVGTVDFLEGTYDYTAPTPAPTLYSLSTQGYYSAALDTHGQPSDSSIQSLGSGPSSPLVFEF
VPSSPRLSPFMHLPSHHYLETSSTPVYRSSVSSSQQSISREEHCGTSDESYSMGESGAGAAAGCFEMAKE
MRYCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYMCPATNQCTIDRNRRKSCQACRLRKCYEVGMM
KGGVRKDRGRVLRRDKRRTGTSDKDNGSKDREQRTVPPQGRRKHGS SVGGGKSPVISMPPDQVLLLLQGA
EPPILCSRQKLSRPYTEVTMMTLLTSMTDRELVHMIAWAKKLPGFLQLTLHDQVQLLESSWLEVLMIGLI
WRSIHCPGKLIFAQDLILDRSEGDCVEGMAEIFDMLLATTSRFRMLKLKPEEFVCLKAIILLNSGAFSFEC
TGTMEPLHDNEAVONMLDIITDALIHHISQSGCSAHQQSRROAQLLLLLSHIRHMSNKGMEHLY SMKCKN
KVPLYDLLLEMLDAHRLHRPDRPAESWYQTDREPAYSSSATTTNDNSSSSPAGSRASQESPNRPPTGHSV
LOFGGSRSDCTHIL

>Q6TGB3 HAPBU
MYPEESRGSGGVATVDFLEGSYDYAAPTPAPTPLYSHSTTGCYSAPLDAHGPPSDGSLQSLGSGTTSPLV
FVPSSPRLSPFMHPPSHHYLETTSTPVYRSSHQPVPRDDQCGTRDEAYGLGELGAGAGGFEMTKETRFCA
VCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYMCPATNQCTIDKNRRKSCOACRLRKCYEVGMMKGGMR
KDRGRVLRREKRRAYDRDKPAKDLPHTKAPPHDGRKHATSSSSTSGGGGRSSLNSIPPDQVLLLLOGAEP
PTLCSRQKMNQPYTEVTMMTLLTSMADKELVHMIAWAKKLPGFLQLSLHDQVLLLESSWLEVLMIGLIWR
SIHCPGKLIFAQDLILDRTEGTCVEGMAEIFDMLLATASRFRMLKLKPEEFVCLKAIILLNSGAFSFCTG
TMEPLHDSAAVQHMLDTITDALIFHISQLGCSAQHQSRROAQLLLLLSHIRHMSNKGMEHLY SMKCKNKV
PLYDLLLEMLDAQRIHRPVKPSQSWSQGDRDSPNTSSSGGGGSDDEGTSSAGSSSGPQGNHESPRCENLS
RAPTGPGVLQYRGSHSDCTPIL

>08000Q2_ ZOAVI
MYPEESRGSGGVTTVDFLEGTYDYAAPTPAPTPLYSHSTPGFYSAPLDSHRPPSDGSLQSLGSGPTSPIV
FVPSSPRLSPFLHPPSHHYLETTSTHVYSVPSSQQSVSREDQCGTSDESYSLVESGAGAGAGGFEMAKET
RFCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYMCPATNQCTIDRNRRKSCQACRLRKCYEVGMMK
GGVRKDRGHVLRRDKRRSDLSDRDKASKDLEHRTVPSQDRRKRSSISSACVGGKSMLTSMPPDQVLLLLQ
CAEPPILCSRQKLSRPYTEVTMMTLLTSMADKELVHMIAWAKKLPGFLQLGLHDQVQLLESSWLEVLMIG
LIWRSIHCPGKLIFAQDLILDRNEGDCVEGMAEIFDMLLATTSRFRLLKLKPEEFVCLKAIILLNSGAFS
FCTATMEPLHDTAAVQHMLDTITDTLIHHIGQSGCSVQQQOSRROQAQLLLLLSHIRHMSNKGMEHLYSMKC
KNKVPLYDLLLEMLDAHRLHRPDKPGE SWEPADGETLCTTSDNISSGGSGSGPRVSHDSPSRAPTVLQYG
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GSISDCTHIL

>ESR1_ORENI
MYPEESRGSGGVATVDFLEGTYDYAAPTPAPTPLYSHSTTGCYSAPLDAHGPLSDGSLQSLGSGPTSPLV
FVPSSPRLSPFMHPPSHHYLETTSTPVYRSSHQPVPREDQCGTRDEAYSVGELGAGAGGFEMTKDTRFCA
VCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYMCPATNQCTIDKNRRKSCOACRLRKCYEVGMMKGGMR
KDRGRVLRREKRRACDRDKPAKDLPHTRASPODGRKRAMSSSSTSGGGGRSSLNNMPPDQVLLLLOGAEP
PILSSRQKMSRPYTEVTIMTLLTSMADKELVHMITWAKKLPGFLQLSLHDQVLLLESSWLEVLMIGLIWR
SIQCPGKLIFAQDLILDRNEGTCVEGMAEIFDMLLATASRFRVLKLKPEEFVCLKAIILLNSGAFSFCTG
TMEPLHDSAAVQHMLDTITDALIFHISHLGCSAQQQSRROAQLLLLLSHIRHMSNKGMEHLY SMKCKNKV
PLYDLLLEMLDAHRIHRPVKPFQSWSQGDRDSPTASSTSSSGGGGGDDEGASSAGSSSGPQGSHESPRRE
NLSRAPTGPGVLQYRGSHSDCTRIP

>0804Q7 ACASC
MAVACSPEKDQSLLQLOKVDSSRVILSPVLSSPMETNQPICIPSPYTDRGHDFPAIPFYSPTNEFSYANPP
SISDRPSVHQTLSSSLEWPSHGHVGTTLPLHHLQARPQHGQOPVQSPWVELSPLDNVLTSSKSARRRSQES
EEGEVSSGGKADLHFCAVCHDYASGYHYGVWSCEGCKAFFKRSIQRHNDYICPATNQCTIDKNRRKSCQA
CRLHKCYNVGMTKCGMRKERGNFRNPOMRRVTRLSSQGRTNGPAVGPLIAPQPPALTSKQLIERIIEAEP
PEIYLMKDVRRPLTEANIMMSLTNLADKELVHMITWAKKIPGFLELGLLDQVHLLECCWLEVLMIGLMWR
SVDHPGKLIFSPDLSLSREEGSCVQGFLEIFDMLIAATSRVRELKLOQREEYVCLKAMILLNSNMCLSSSE
GSEELQSRSKLLHLLDAVTDALVWATIAKTGLTFRQQYTRLAHLLMLLSHIRHVSNKGMDHLHGMKMKNMV
PLYDLLLEMLDAHIMHSSRLPRRSPQOETGDQCDGPARPHSPGPSGPSNTWTPSSTGGRGEPQ

>Q8QHLO_PAROL
MYPEESRGSGGAATVDFLEGTYDYAAPTPAQTPLYSHSTSGYYSAPLDAHGPPSDGSRHSLGSGPTSPHV
YVPSSPRLSPFMHPPSHHYLETTATSVYRSSQQPVTREDHCGPRDESFSVGETGAAAGAEGFEMAKETRF
CAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYMCPATNQCTIDRNRRKSCQACRLRKCYEVGMMKGG
VRKDRSHVLRRDKRRAGTNDRDKASKDODHKTVPLODGRKSSSSTAGGKSSVTAMLPDQVLVLLOGAEPP
ILCSRQKLNQPYTEVTMMTLLTSMADRELVHMIAWAKKLPGFLQLSLHDQVQLLESSWLEVLMIGLIWRS
IHCPGKLIFAQDLILDRNEGNCVEGMAEIFDMLLATASRFRMLKLKSEEFFCLKAIILLNSGSFSFCTGT
MEPLHNTAAVQDMLETITDALIHHISQSGCPVOQQWRRQAQLLLLLSHIRHMSNKGMEHLY SMKCKNKVP
LYDLLLEMLDAHCLHRPARPAQSWLOADREPSAAGNNNNNSSSIIISGGGSSSASSGHRGSQESPSRATT
GPSVLQHGGSRPDCTHIL

>ESR1_ICTPU
MSEEQARAEAPAGARQRRRSELEGYSVSLASLKLSPMYPEEEQRTTGGISSTAHYLDGTENYTTNPDATN
SSVDYYSVAPEPQEENLQPLPNGSSSPPVFVPSSPQLSPFLGHPPAGOHTAQQVPYYLEPSGTSIYRSSV
LASAGSRVELCSAPGRQDVYTAVGASGPSGASGPSGAIGLVKEIRYCSVCSDYASGYHYGVWSCEGCKAF
FKRSIQGHNDYVCPATNQCTIDRNRRKSCOACRLRKCYEVGMMKGGFRKERGGRI IKHNRRPSGLKERER
GYSKAQSGSDVREALPQDGQSSSGIGGGVADVVCMSPEQVLLLLLRAEPPTLCSRQKHSRPYSELTIMSL
LTNMADRELVHMIAWAKKVPGFQDLSLHDQVQLLESSWLEILMIGLIWRSIYTPGKLIFAQDLILDKSEG
ECVEGMAEIFDMLLATVARFRTLKLKSEEFVCLKAIILLNSGAFSFCSSPVEPLRDGFMVQCMMDNITDA
LIYYISQSGISVOLQSRROAQLLLLLSHIRHMSYKGMEHLYSMKCKNKVPLYDLLLEMLDAHRLRPLGKV
PRIWADRVSSSPTTTATTPTTNTTTTTTTTTHHPSNGSTCPADLPSNPPGPGQSPSP

110



>Q6W5G9_XENTR
MLFFCLFIIMLSIPVASVFIAAAAAPVYSSASLSYAASSETFGSSSLTGLHTLNNVPPSPVVFLOTPOLS
PFIHHHGQQVPYYLESEQGTFAVREAAPPTFYRSSSDNRRQSGRERMT SANDKGPPSMESTKETRYCAVC
SDYASGYHYGVWSCEGCKAFFKRSIQGHNDYMCPATNQCT I DKNRRKSCQACRLRKCYEVGMMKGGIRKD
RRGGRMLKHKRQKEEQEQKNDVTPSEIRTTSIWVNPSVKSMKLSPVLSLTAEQLISALMEAEPPIVYSEH
DSTKPLSEASMMTLLTNLADKELVHMINWAKRVPGFVDLTLHDQVHLLECAWLEILMVGLIWRSVEHPGK
LSFAPNLLLDRNQGRCVEGLVEIFDMLVTTATRFRMMRLRGEEFICLKSIILLNSGVYTFLSSTLESLED
TDLIHIILDKIIDTLVHFMAKSGLSLOQQORRLAQLLLILSHIRHMSNKGMEHLYSMKCKNVVPLYDLLL
EMLDAHRMHT PKDKATAQEEDSRSPLTTTANGASPCLQPFYTSTEEVSLOSTV

>ESR1_OREAU
MYPEESRGSGGVATVDFLEGLMTMTAPTPAPTPLYSHSTTGCYSAPLDAHGPLSDGSLQSLGSGPTSPLV
FVPSSPRLSPFMHPPSHHYLETTSTPVYRSSHQPVPREDQCGTRDEAYSVGELGAGAGGFEITKNTRFCA
VCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYMCPATNQCTIDKNRRKSCOACRLRKCYEVGMMKGGMR
KDRGRVLRREKHGPAQRQTSONLPTHKASPQDGRKRAMSSSSTSGPGGRSSLNNMPPDQVLLLLQGAEPP
ILCSRQKMSRPYTEVTIMTLLTSMADKELVHMI TWAKKLPGFLQLSLHDQVLLLESSWLEVLMIGLIWRS
IQCPGKLIFEEDLILDRNEGTCVEGMAEIFDMLLATVRFRVLKLKPEEFVCLKAIILLNSGAFSFCTGTM
EPLHDSVAVQHMLDTITDALIFHISHFGCSAQQQSRRQAQLLLLLSHIRHMSNKGMEHLY SMKCKNKVPL
YDLLLEMLDAHRIHRPVKPSQSWSQGDRDSPTASSTSSRGGGGGDDEGASSAGSSSGPQGSHESPRRENL
SRAPKGPGVLQYRGSHSDCTRIP

>Q69F36 CARAU
MYPKEEHSVGGISSSVNYLDGSYEFPNPTQTYGTSSPAEPASVGYYPAPPDPHVPPVEEHLQSLGSPRIF
APSSPQLSPYLSHPGGHPSTHQASYYLDTPSSSLYRSSVVSSQQAGGGLCEELCSASDRQEMYSGSRGTG
GFDSEKETRFCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYVCPATNQCTIDRNRRKSCQACRLRK
CYEVGMVKGGIRKDRGGRAIRRERRRSGNEDLIKSYSEQSSHSGSRTAPPQDKRKKSSGGGVSALCLPPD
QVLLLLLEAEPPAVCSRQKHSRPFTEITMMSLLTNMADKELVHMIAWAKKVPGFQDLSLHDQVQLLESSW
LEVLMIGLIWRSIHSPGKLIFAQDLILDRSEGECVEGMTEIFDMLLATVARFRSLKLKLEEFVCLKAIIL
LNSGAFSFCSSSVEPLMDSEFMVQCMLDNITDALIYCISKSGATPQLQSRRQAQLLLLLSHIRHMSNKGME
HLYRMKCKNRVPLYDLLLEMLDAQQFHSSRKVQRPWSQSEKDSWSTPTAGSSSPSRGPGAMQPNTARVQT
PDLCPVQQLKNVKTVNQSVLANRFEGGTEVSLCALSENTLDSRRPI

>Q95MF0_MACAR
MDIKNSPSSLNSPSSYNCSQSILPLEHGSIYIPSSYVESHHEYPAMTFYSPAVMNYSIPSNVTNLEGGPG
ROTASPNVLWPTPGHLSPLAVHRQLSHLYAEPQKSPWCEARSLEHTLPVNRETLKRKVSGNRCTSPVTSP
SSKRDAHFCAVCSDFASGYHYGVWSCEGCKAFFKRSIQGHNDY ICPATNQCT I DKNRRKSCQACRLRKCY
EVGMVKCGSRRERCGYRLVRRQRSADEQVHCASKAKRSGSHTPLVRELLLDALSPEQLVLTLLEAEPPHV
LISRPSAPFTEASMMMSLTKLADKELVHMISWAKKI PGFVELSLFDQVRLLESCWMEVLMVGLMWRS I DH
PGKLIFAPDLVLDRDEGKCVEGILEIFDMLLATTSRFRELKLQHKEYLCVKAMILLNSNMYPLVTATQDA
DSSRKLAHLLNAVTDALVWVIAKSGISSQQQSMRLANLLMLLSHVRHARAEKASHSLTSFGMEDGDTLLP
EATDGSVTF

>ESR1_BRARE

111



MYPKEEHSAGGISSSVNYLDGAYEYPNPTQTFGTSSPAEPASVGYYPAPPDPHEEHLOQTLGGGSSSPLMF
APSSPQLSPYLSHHGGHHTTPHQVSYYLDSSSSTVYRSSVVSSQQAAVGLCEELCSATDRQELYTGSRAA
GGEFDSGKETRFCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYVCPATNQCTIDRNRRKSCQACRLR
KCYEVGMMKGGIRKDRGGRSVRRERRRSSNEDRDKSSSDQCSRAGVRTTGPODKRKKRSGGVVSTLCMSP
DOVLLLLLGAEPPAVCSRQKHSRPYTEITMMSLLTNMADKELVHMIAWAKKVPGFODLSLHDQVQLLESS
WLEVLMIGLIWRSIHSPGKLIFAQDLILDRSEGECVEGMAEIFDMLLATVARFRSLKLKLEEFVCLKAIT
LINSGAFSFCSSPVEPLMDNFMVQCMLDNITDALIYCISKSGASLOLOSRROAQLLLLLSHIRHMSNKGM
EHLYRMKCKNRVPLYDLLLEMLDAQRFQSSGKVQRVWSQSEKNPPSTPTTSSSSSNNSPRGGAAAIQSNG
ACHSHSPDP

>Q5XXP1 9TELE

MYPKEEHSAEGISSSVNYLDGAYEYPDPTQTYGTTSPAEPLSVGYFLAPTDHHAPPVEEHMQTEFSGESSS
PLMFAPTSPQLSPYLSHHGGHHSTHQVSYYLDTSSSTVYRSSVVSSQQAGVGLCEVLCSATDRQEMYTGS
RAAGGFDSEKETRFCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYVCPATNQCTIDRNRRKSCQAC
RLRKCYEVGMMKGGIRKDRGGRAIRRERRKSDNEDRDKSYSEQSSRVGLRTPQDKRKKSSAEVVSALCMP
PDQVLVLLLGAEPPAVCSROKHSPPYTEITMMSLLTNMADKELVHMIAWAKKVPGFQDLSLHDQVQLLES
SWLEVLMIGLIWRSIHSPGKLIFAQDLILDRNEGECVEGMAEIFDMLLATVARLRSLKLKLEEFVCLKAT
ILLNSGAFSFCSSPVEPLMDSFMVQCMLDNITDALIYGISKSGASLOLOSRRQAQLLLLLSHIRHMSNKG
MEHLYHMKCKNRVPLYDLLLEMLDAQRFQSPGEVQRLGAQSEKDPPSTPPTRGPGATQPNTGCLSQSPDP

>ESR2_ICTPU
MSSSLSPTLQTVNGMDQODEPLPLFPSHYPTALGVDRGTVCIPSPYADNGHAEMSFCGPSAPENPATIAPPL
SPSLFWSSHNPHAMPALPLHCPPALPYSEPHIHTAWVDTKPHTSGRHSSFLSRPKLFGKRPEDGDGDEAL
DDDDPSSSSSGAVVKRDMHFCVVCHDYASGYHYGVWSCEGCKAFFKRSIQGHNDY ICPATNQCT I DKNRR
KSCQACRLRKCYEMGMMKCGARRERCGYRASRRTAPMRDGSARPVGVRGOSQRLPHTPLHVSLSIPVSRA
SAESGFSGLSPEQLVYCILEAEPPQIYLKQQMKKPYTESTVMMSLTQLADKELVLMI SWAKKIPGFVELS
LAHQVQLLECCWLEVLMLGLMWRSIDHPGKLIFSLDLKLNRDEGNCVEGIMEIFDMLLAGS SRFRELKLQ
KEEYVCLKALILLNSSMYMTSSACEKDLESRTKLLRLLDAVTDALVWAISRTGLSTQOQSARLAHLLMLL
SHIRHLSNKGMEHLSSMKRKNVVLLYDLLLEMLDANMAQSRHVSTSVCTDPVTPATSPNTPLPPQLHSPV
AHHVTQVNESQCSQE

>Q90WV1 CARAU
MYPKEEHSTGGISSSLNYLDGAYDFSNLSETFGTSSPTEPASFGYYPAPPDPHAPPAEEHLONLGTGPGS
PLMFAPSSPQLSPYLNHHGGHHSTHQVSYYLDSPSSTVYRSSVVCSQQAGVGLCEELCSAADRQELFSGS
RAAGGFDSEKETRFCAVCSDYASGYHYGVWSCEGCKAFFKRS IQGHNDYVCPATNQCT IDRNRRKSCQAC
RLRKCYEVGMMKGGIRKERGGRAIRRDRRRSGNEDRVKSYSEQSNRTGLRTAPPODRRKSSSTGVVSTLC
MPPDQVLVLLLGAEPPAVCSRQKHSRPYTEITMMSLLTNMADKELVHMIAWAKKVPGFQDLSLHDKVQLL
ESTWLEVLMIGLIWRSIHSPGKLIFAQDLILDRNEGECVEGMAEIFDMLLATVTRFRSLKLKLEEFVCLK
ALILLNSGAFSFCSSPVEPLMDSFMVQCMLDNITDAFIYGISKSGASLOLOSRRQAQLLLLLSHIRHMSN
KGMEHLYRMKCKNRVPLYDLLLEMLDAQRFHSSGKVORLWAQSEKDPPSTPTTSSRGPGTMLPNIACHEQ
SPDP

>Q95ME9 CALJA
MDIKNSPSSLNSPSSYNFGQSILPLEHGPIYIPSSYVESHHEYPAMTFYSPAVMNYSIPSSVTNLEEGPG
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ROITSPNMLWSTPGHLSPLAVHHQLSHLYAEPQKSPWCEARSLEHTLPVSRETLKRKVSGNHCASPVTGP
SSKRDAHFCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYICPATNQCTIDKNRRKSCQACRLRKCY
EVGMVKCGSRRERCGYRLVRRQGNAEEQLHCAGKAKRSGGHVPRVRELLLSALSPEQLVLTLLEAEPPHV
LISRPSVPFTEASMMMSLTKLADEELVHMISWAKKIPGFVELSLLDQVRLLESCWLEVLMVGLMWRSIDH
PGKLIFAPNLILDRDEGKCVEGILEVFDMLLATTSRFRELKLOHKEYLCVKAMVLLNSQYDPLVTATQDA
ESSQKLAHLLNAVTDALVWVIAKSGEFSSQQOQSVRLANLLMLLSHIRHARAEKASHSLTSFGMEDGD

>091786 MOUSE

MTFYSPAVMNYSVPSSTGNLEGGPVRQTASPNVLWPTSGHLSPLATHCQSSLLYAEPQKSPWCEARSLEH
TLPVNRETLKRKLGGSGCASPVTSPSAKRDAHFCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDYIC
PATNQCT I DKNRRKSCQACRLRKCYEVGMVKCGSRRERCGYRIVRRQRSASEQVHCLNKAKRTSGHT PRV
KELLLNSLSPEQLVLTLLEAEPPNVLVSRPSMPFTEASMMMS LTKLADKELVHMIGWAKKI PGFVELSLL
DQVRLLESCWMEVLMVGLMWRS I DHPGKLIFAPDLVLDRSSEDPHWHVAQTKSAVPRDEGKCVEGILEIF
GMLLATTARFRELKLQHKEYLCVKAMILLNSSMYPLATASQEAESSRKLTHLLNAVTDALVWVISKSGIS
SQQQSVRLANLLMLLSHVRHI SNKGMEHLLSMKCKNVVPVYDLLLEMLNAHTLRGYKSSISGSECCSTED
SKSKEGSQNLQSQ

>ESR2_CHICK
MAFCSPAMLNYNIASNFGDSESASVRQTSSPSVLWSAPGHLSPLTLHCQSSLLYAEQPKSPWCEVRPLDP
VLPVTRETLKRKTNGSDCTSPIASNPGSKRDAHFCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDY I
CPATNQCTIDKNRRKSCQACRLRKCYEVGMMKCGSRRERCGYRILRRHRNSEDCMGKTKKYNEAATRVKE
ILLSTVSPEQFVLTLLEAEPPNVLVSRPSKPFTEASMMMSLTKLADKELVHMIGWAKKIPGFIDLSLYDQ
VRLLESCWMEVLMIGLMWRSIDHPGKLIFAPDLVLDRDEGKCVEGILEIFDMLLAMTSRFRELKLQHKEY
LCVKAMILLNSSMFPLSPEEPESNRKLHHLLNVVTDALVWVIAKSGIPSQQQTTRLANLLMLLSHVRHAS
NKGMEHLLSMKCKNVVPVYDLLLEMLNAHTLRGORKSPVTHPEFEQVSHFQV

>ESR2_COTJA
MAFCSPAMMNYNIASNFGDSESASVRQTSSPSLLWSAPGHLSPLTLHCOLSLLYAEQPKSPWCEARPLEP
VLPVSRETLKRKTNGSDCTSPIASNPGSKRDAHFCAVCSDYASGYHYGVWSCEGCKAFFKRSIQGHNDY I
CPATNQCTIDKNRRKSCQACRLRKCYEVGMMKCGSRRERCGYRILRRHRNSEDCMGKTKKYNEAATRVKE
ILLSTVSPEQFVLTLLEAEPPNVLVSRPSKPFTEASMMMSLTKLADKELVHMIGWAKKIPGFIDLSLYDQ
VRLLESCWLEVLMIGLMWRSIDHPGKLIFAPDLVLDRDEGKCVEGILEIFDMLLAMTSRFRELKLQHKEY
LCVKAMILLNSSMFPLSAEEPESNRKLHHLLNVVTDALVWVIAKSGIPSQQQTTRLANLLMLLSHVRHAS
NKGMEHLLSMKCKNVVPVYDLLLEMLNAHTLRGORKS PVTHPDFEQVSHFQV

>ERR3 HUMAN
MDSVELCLPESFSLHYEEELLCRMSNKDRHIDSSCSSFIKTEPSSPASLTDSVNHHSPGGSSDASGSYSS
TMNGHONGLDSPPLYPSAPILGGSGPVRKLYDDCSSTIVEDPQTKCEYMLNSMPKRLCLVCGDIASGYHY
GVASCEACKAFFKRTIQGNIEYSCPATNECEITKRRRKSCQACREMKCLKVGMLKEGVRLDRVRGGRQKY
KRRIDAENSPYLNPQLVQPAKKPYNKIVSHLLVAEPEKIYAMPDPTVPDSDIKALTTLCDLADRELVVII
GWAKHIPGFSTLSLADOMSLLOSAWMEILILGVVYRSLSFEDELVYADDYIMDEDQSKLAGLLDLNNATIL
QLVKKYKSMKLEKEEFVTLKATIALANSDSMHIEDVEAVOKLODVLHEALODYEAGQHMEDPRRAGKMLMT
LPLLRQTSTKAVQHFYNIKLEGKVPMHKLFLEMLEAKV
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>ERR3 MOUSE
MDSVELCLPESFSLHYEEELLCRMSNKDRHIDSSCSSFIKTEPSSPASLTDSVNHHSPGGSSDASGSYSS
TMNGHONGLDSPPLYPSAPILGGSGPVRKLYDDCSSTIVEDPQTKCEYMLNSMPKRLCLVCGDIASGYHY
GVASCEACKAFFKRTIQGNIEYSCPATNECEITKRRRKSCQACREMKCLKVGMLKEGVRLDRVRGGRQKY
KRRIDAENSPYLNPQLVQPAKKPYNKIVSHLLVAEPEKIYAMPDPTVPDSDIKALTTLCDLADRELVVII
GWAKHIPGFSTLSLADOMSLLOSAWMEILILGVVYRSLSFEDELVYADDYIMDEDQSKLAGLLDLNNATIL
QLVKKYKSMKLEKEEFVTLKAIALANSDSMHIEDVEAVQKLODVLHEALQDYEAGQHMEDPRRAGKMLMT
LPLLRQTSTKAVQHFYNIKLEGKVPMHKLFLEMLEAKV

>ERR1_MOUSE
DAARRGGAAGGGGPRSPRRSGPLGPHACPPALPEPKVTSTMSSQVVGIEPLY IKAEPASPDSPKGSSETE
TEPPVTLASGPAPARCLPGHKEEEDGEGAGSGEQGSGKLVLSSLPKRLCLVCGDVASGYHYGVASCEACK
AFFKRTIQGSIEYSCPASNECEITKRRRKACQACRFTKCLRVGMLKEGVRLDRVRGGRQKYKRRPEVDPL
PFPGPFPAGPLAVAGGPRKTAPVNALVSHLLVVEPEKLYAMPDPASPDGHLPAVATLCDLFDREIVVTIS
WAKSIPGFSSLSLSDOMSVLOSVWMEVLVLGVAQRSLPLQODELAFAEDLVLDEEGARAAGLGDLGAALLQ
LVRRLQALRLEREEYVLLKALALANSDSVHIEDAEAVEQLREALHEALLEYEAGRAGPGGGAERRRAGRL
PCTLPLLRQTAGKVLAHFYGVKLEGKVPMHKLFLEMLEAMMD

>Q5UKY7_CHICK
MSSKDRHIDSSCSSYIKTEPSSPASLTDSINHHSPGGSSDASGSYSSTMNGHONGLDSPPLYPSATGLGG
NGPVRKRYDDCSSTIAEDSQTKCEYMLNSMPKRLCLVCGDIASGYHYGVASCEACKAFFKRTIQGNIEYS
CPATNECEITKRRRKSCQACRFMKCLKVGMLKEGVRLDRVRGGROKYKRRIDAENSPYLNPQLVQPAKKP
YNKIVSHLLVAEPEKIYAMPDPTVPDSDIKALTTLCDLADRELVVIIGWAKHIPGFSTLSLADQMSLLOS
AWMEILILGVVYRSLSFEDELVYAEDYIMDEDQSKLAGLLDLNNAILQLVKKYKSMKLEKEEFVTLKAIA
LANSDSMHIEDVEAVQKLODVLHEALQDYEAGQHMEDPRRAGKMLMTLPLLROTSTKAVQHFYNIKLEGK
VPMHKLFLEMLEAKV

>ERR3_PONPY
MSNKDRHIDSSCSSFIKTEPSSPASLTDSVNHHSPGGSSDASGSYSSTMNGHONGLDSPPLYPSAPILGG
SGPVRKLYDDCSSTIVEDPQTKCEYMLNSMPKRLCLVCGDIASGYHYGVASCEACKAFFKRTIQGNIEYS
CPATNECEITKRRRKSCQACRFMKCLKVGMLKEGVRLDRVRGGROKYKRRIDAENSPYLNPQLVQPAKKP
YNKIVSHLLVAEPEKIYAMPDPTVPDSDIKALTTLCDLADRELVVIIGWAKHIPGFSTLSLADQMSLLOS
AWMEILILGVVYRSLSFEDELVYADDYIMDEDQSKLAGLLDLNNAILQLVKKYKSMKLEKEEFVTLKAIA
LANSDSMHIEDVEAVQKLODVLHEALQDYEAGQHMEDPRRAGKMLMTLPLLROTSTKAVQHFYNIKLEGK
VPMHKLFSEMLEAKV

>Q6W5G5 XENLA

MSSANDKGPPSMESTKETRYCAVCSDYASGYHYGVWSCEGCKAFFKRS IQGHNDYMCPATNQCTIDKNRR
KSCQACRLRKCYEVGMMKGGIRKDRRGGRMLKHKRQKEEQEQKNDVDPSEIRTAS IWVNPSVKSMKLSPV
LSLTAEQLISALMEAEPPIVYSEHDSTKPLSEASMMTLLTNLADKELVHEMINWAKRVPGFVDLTLHDQVH
LLECAWLEILMVGLIWRSVEHPGKLSFAPNLLLDRNQGRCVEGLVEIFDMLVTTATRFRMMRLRGEEFIC
LKSIILLNSGVYTFLSSTLESLEDTDLIHIILDKIIDTLVHFMAKSGLSLQQQOQRRLAQLLLILSHIRHM
SNKGMEHLYSMKCKNVVPLYDLLLEMLDAHRIHTPKDKTTTQEEDSRSPPTTTVNGASPCLQPYYTNTEE
VSLOSTV
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>Q6W5G6_XENLA

MSSANDKGPPSMESTKETRFCAVCSDYASGYHYGVWSCEGCKAFFKRS IQGHNDYMCPATNQCTIDKNRR
KSCQACRLRKCYEVGMMKGGIRKDRRGGRMLKHKQQKEEPEQKNDVNPSEIRTAS IWVNPSVKSMKLSPV
LSLTAEQLISALMEAEPPIVYSEHDSTKPLSEASMMTLLTNLADKELVHEMINWAKRVPGFVDLTLHDQVH
LLECAWLEILMVGLIWRSVEHPEKLSFAPNLLLDRNQGRCVEGLVEIFDMLVTTATRFRMMRLHGEEFIC
LKSIILLNSGVYTFLSSTLESLEDTDLIHIILDKIIDTLVHFMAKSGLSLQQQOQRRLAQLLLILSHIRHM
SNKGMEHLYSMKCKNVVPLYDLLLEMLDAHRIHTPKDKTTTQEEESRSPLSTTVNGASPCLQPFYKNTEE
VSLOSTV

>ERR2_RAT
MSSEDRHLGSSCGSFIKTEPSSPSSGIDALSHHSPSGSSDASGGFGMALGTHANGLDSPPMFAGAGLGGN
PCRKSYEDCTSGIMEDSAIKCEYMLNAIPKRLCLVCGDIASGYHYGVASCEACKAFFKRTIQGNIEYSCP
ATNECEITKRRRKSCQACRFMKCLKVGMLKEGVRLDRVRGGRQKYKRRLDSENSPYLSLQISPPAKKPLT
KIVSYLLVAEPDKLYAMPPDDVPEGDIKALTTLCDLADRELVFLISWAKHIPGFSNLTLGDQOMSLLQSAW
MEILILGIVYRSLPYDDKLAYAEDYIMDEEHSRLVGLLELYRAILQLVRRYKKLKVEKEEFVMLKALALA
NSDSMY IENLEAVQKLQDLLHEALQDYELSQRHEEPRRAGKLLLTLPLLRQTAAKAVOHFYSVKLOGKVP
MHKLFLEMLEAKV

>Q6Q6F4 BRARE
MSNKDRHIESSCPSYIKTEPSSPASLTDSVNHHSPGGSSDASGSYSSTMNGHONGLDSPTLYGPTGALGP
SGTGAKRYEDCSSTITEDSQIKCEYMLNSMPKRLCLVCGDIASGYHYGVASCEACKAFFKRTIQGNIEYS
CPATNECEITKRRRKSCQACRFMKCLTVGMMREGVRLDRVRGGROKYKRRIDAENSPYLNPQLALPPKKP
YNKIVSHLLVAEPEKIYAMPDPTVPDSDIKALTTLCDLADRELVVNIGWAKHIPGFSTLSLADQMSLLOS
AWMEILILRVVYRSLSFEDKLVYAEDY IMDEDQSKLAGLLDLNNAILQLVKKYKSMKLEKEEFVTLKAIA
LANSDSMHIEDVEAVQKLODVLHEALQODYEAGQHVEDPRRAGKLLMTLPLLROTSTKAVQHFYSIKQDGK
VPMHKLFLELLEAKV

>Q8C7A6_MOUSE

MSSEDRHLGSSCGSFIKTEPSSPSSGIDALSHHSPSGSSDASGGFGIALSTHANGLDS PPMFAGAGLGGN
PCRKSYEDCTSGIMEDSATKCEYMLNATPKRLCLVCGDIASGYHYGVASCEACKAFFKRTIQGNIEYNCP
ATNECEITKRRRKSCQACRFMKCLKVGMLKEGVRLDRVRGGRQKYKRRLDSENSPYLNLPTSPPAKKPLT
KIVSNLLGVEQDKLYAMPPNDIPEGDIKALTTLCELADRELVFLINWAKHI PGFPSLTLGDQMSLLOSAW
METLILGIVYRSLPYDDKLAYAEDY IMDEEHSRLVGLLDLYRATLQLVRRYKKLKVEKEEFMI LKALALA
NSDSMYTENLEAVQKLODLLHEALQDYELSQRHEEPRRAGKLLLTLPLLRQTAAKAVQHFY SVKLQGKVP
MHKLFLEMLEAKV

>ERR2_MOUSE

MSSEDRHLGSSCGSFIKTEPSSPSSGIDALSHHSPSGSSDASGGFGIALSTHANGLDSPPMFAGAGLGGN
PCRKSYEDCTSGIMEDSAIKCEYMLNAIPKRLCLVCGDIASGYHYGVASCEACKAFFKRTIQGNIEYNCP
ATNECEITKRRRKSCQACRFMKCLKVGMLKEGVRLDRVRGGRQKYKRRLDSENSPYLNLPISPPAKKPLT
KIVSNLLGVEQDKLYAMPPNDIPEGDIKALTTLCELADRELVFLINWAKHIPGFPSLTLGDQOMSLLQSAW
MEILILGIVYRSLPYDDKLAYAEDYIMDEEHSRLVGLLDLYRAILQLVRRYKKLKVEKEEFMILKALALA
NSDSMY IENLEAVQKLQDLLHEALQDYELSQRHEEPRRAGKLLWTLPLLRQTAAKAVOHFYSVKLOGKVP
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MHKLFLEMLEAKV

>Q8CCV5_MOUSE

MSSEDRHLGSSCGSFIKTEPSSPSSGIDALSHHSPSGSSDASGGFGIALSTHANGLDS PPMFAGAGLGGN
PCRKSYEDCTSGIMEDSATKCEYMLNATPKRLCLVCGDIASGYHYGVASCEACKAFFKRTIQGNIEYNCP
ATNECEITKRRRKSCQACRFMKCLKVGMLKEGVRLDRVRGGRQKYKRRLDSENSPYLNLPTSPPAKKPLT
KIVSNLLGVEQDKLYAMPPNDIPEGDIKALTTLCELADRGLVFLINWAKHI PGFPSLTLGDQMSLLOSAW
MEILILGIVYRSLPYDDKLAYAEDY IMDEEHSRLVGLLDLYRATLQLVRRYKKLKVEKEEFMI LKALALA
NSDSMYTENLEAVQKLODLLHEALQDYELSQRHEEPRRAGKLLLTLPLLRQTAAKAVQHFY SVKLQGKVP
MHKLFLEMLEAKV

>Q6Q6F6_ BRARE

MSSRERRSDLY IKAEPSSPEGGGGGGGGRTSPGGASSDSSQSGGGGSRGEGAGRY SPPLYTPALRCHFKE
EGADGAEEGSTGSGGGRCKYALSTLPKRLCLVCGDVASGYHYGVASCEACKAFFKRTIQGNIEYSCPASN
ECEITKRRRKACQACRFTKCLKVGMLKEGVRLDRVRGGRQOKYKRRPEVENATYQSAPIPLRKEGEKGSSS
IIVSHLLVAEPEKLFAMPDPLOPDTAQRTLTTLCDLADRELVVIIGWAKHIPGFLSLSLADOMSVLOSVW
LEVLVLGVAYRSLGCEDEVVFAEDFVLDEEMSRVAGLTELNAAI SQLARRFRALOLDREEFVMLKAIALT
NSDSVYIEDMEAVQKLRDLLHQALLELEVQRRPDDPORAGRLLLTLPLLRQTAGRALTTFYSIKTRGGVP
MHKLFLEMLEAMMDSP

>Q6QMY5 CANFA
MSSQVVGIEPLYIKAEPASPDSPKGSSETETEPPVALAPGPAPTRCLPGHKEEEDGEGAGPGEQGGGKLY
LSSLPKRLCLVCGDVASGYHYGVASCEACKAFFKRTIQGSIEYSCPASNECEITKRRRKACQACRFTKCL
RVGMLKEGVRLDRVRGGRQKYKRRPEVDPLPFPGSFPAGPLAVAGGPRKTAPVNALVSHLLVVEPEKLYA
MPDPAGPDGHLPAVATLCDLFDREIVVTISWAKSIPGFSSLSLSDOMSVLOSVWMEVLVLGVAQRSLPLQ
DELAFAEDLVLDEEGARAAGLGELGAVLLQLVRRLQALRLEREEYVLLKALALANSDSVHIEDAEAVEQL
REALHEALLEYEAGRAGPGGGAERRRAGRLLLTLPLLRQTAGKVLAHFYGVKLEGKVPMHKLFLEMLEAM
MD

>Q9VSE9 DROME
MSDGVSILHIKQEVDTPSASCFSPSSKSTATQSGTNGLKSSPSVSPERQLCSSTTSLSCDLHNVSLSNDG
DSLKGSGTSGGNGGGGGGGTSGGNATNASAGAGSGSVRDELRRLCLVCGDVASGFHYGVASCEACKAFFK
RTIQGNIEYTCPANNECEINKRRRKACQACRFQKCLLMGMLKEGVRLDRVRGGRQKYRRNPVSNSYQTMQ
LLYQSNTTSLCDVKILEVLNSYEPDALSVQTPPPQVHTTSITNDEASSSSGSIKLESSVVTPNGTCIFON
NNNNDPNEILSVLSDIYDKELVSVIGWAKQIPGFIDLPLNDOMKLLOVSWAEILTLQLTFRSLPFNGKLC
FATDVWMDEHLAKECGYTEFYYHCVQIAQRMERISPRREEYYLLKALLLANCDILLDDQSSLRAFRDTIL
NSLNDVVYLLRHSSAVSHQQOLLLLLPSLROADDILRRFWRGIARDEVITMKKLFLEMLEPLAR

>Q6AX97 XENLA

MSSRDRRPDLCIKAEPGTPESIGRRSPSGSSDSSGHGPDPPGPRCCRDEEQDDVSGRGKYVLNSIPKRLC
LVCGDVASGYHYGVASCEACKAFFKRTIQGNIEYSCPASNECEITKRRRKACQACRFTKCLRVGMLKEGV
RLDRVRGGROQKYKRRPDGDILQYSSGGQAQQASATVVKKQTPVNAVVSHLLVAEPDKLFAMPDPALPDGD
LKYMSTLCDLADREIVIIISWAKNIPGFSSLSLSDOMSLLOSVWMEVLLLGVVFRSLPYEDEVVFAEDEV
LDEESSRSGRLTDLCSCVLHLVRKYRTLRVEKEEYVMLKALTLTNSDSVHIEDPDAVLRLRDALQEALSE
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YESGRHPEEPCRDGKLLLTLPLLRQTAGRVLOHFHALREEGAVPMHKLFLEMLEAMMD

(4) 23 NR4

>NR4A1 HUMAN
MPCIQAQYGTPAPSPGPRDHLASDPLTPEFIKPTMDLASPEAAPAAPTALPSFSTEFMDGYTGEFDTFLYQ
LPGTVQPCSSASSSASSTSSSSATSPASASFKFEDFQVYGCYPGPLSGPVDEALSSSGSDYYGSPCSAPS
PSTPSFQPPQLSPWDGSFGHFSPSQTYEGLRAWTEQLPKASGPPQPPAFFSFSPPTGPSPSLAQSPLKLFE
PSQATHQLGEGESYSMPTAFPGLAPTSPHLEGSGILDTPVTSTKARSGAPGGSEGRCAVCGDNASCQHYG
VRTCEGCKGFFKRTVQKNAKYICLANKDCPVDKRRRNRCQFCRFQKCLAVGMVKEVVRTDSLKGRRGRLP
SKPKQPPDASPANLLTSLVRAHLDSGPSTAKLDYSKFQELVLPHFGKEDAGDVQQFYDLLSGSLEVIRKW
AEKIPGFAELSPADODLLLESAFLELFILRLAYRSKPGEGKLIFCSGLVLHRLQCARGEFGDWIDSILAEF'S
RSLHSLLVDVPAFACLSALVLITDRHGLOEPRRVEELONRIASCLKEHVAAVAGEPQPASCLSRLLGKLP
ELRTLCTQGLOQRIFYLKLEDLVPPPPIIDKIFMDTLPF

>Q6IBU8 HUMAN
MPCIQAQYGTPAPSPGPRDHLASDPLTPEFIKPTMDLASPEAAPAAPTALPSFSTEFMDGYTGEFDTFLYQ
LPGTVQPCSSASSSASSTSSSSATSPASASFKFEDFQVYGCYPGPLSGPVDEALSSSGSDYYGSPCSAPS
PSTPSFQPPQLSPWDGSFGHFSPSQTYEGLRAWTEQLPKASGPPQPPAFFSFSPPTGPSPSLAQSPLKLFE
PSQATHQLGEGESYSMPTAFPGLAPTSPHLEGSGILDTPVTSTKARSGAPGGSEGRCAVCGDNASCQHYG
VRTCEGCKGFFKRTVQKNAKYICLANKDCPVDKRRRNRCQFCRFQKCLAVGMVKEVVRTDSLKGRRGRLP
SKPKQPPDAFPANLLTSLVRAHLDSGPSTAKLDYSKFQELVLPHFGKEDAGDVQQFYDLLSGSLEVIRKW
AEKIPGFAELSPADODLLLESAFLELFILRLAYRSKPGEGKLIFCSGLVLHRLQCARGEFGDWIDSILAEF'S
RSLHSLLVDVPAFACLSALVLITDRHGLOEPRRVEELONRIASCLKEHVAAVAGEPQPASCLSRLLGKLP
ELRTLCTQGLOQRIFYLKLEDLVPPPPIIDKIFMDTLPF

>Q8N3V2_ HUMAN
MPCIQAQYGTPAPSPGPRDHLASDPLTPEFIKPTMDLASPEAAPAAPTALPSFSTEFMDGYTGEFDTFLYQ
LPGTVQPCSSASSSASSTSSSSATSPASASFKFEDFQVYGCYPGPRSGPVDEALSSSGSDYYGSPCSAPS
PSTPSFQPPQLSPWDGSFGHSSPSQTYEGLRAWTEQLPKASGPPQPPAFFSFSPPTGPSPSLAQSPLKLFE
PSQATHQLGEGESYSMPTAFPGLAPTSPHLEGSGILDTPVTSTKARSGAPGGSEGRCAVCGDNASCQHYG
VRTCEGCKGFFKRTVQKNAKYICLANKDCPVDKRRRNRCQFCRFQKCLAVGMVKEVVRTDSLKGRRGRLP
SKPKQPPDASPANLLTSLVRAHLDSGPSTAKLDYSKFQELVLPHFGKEDAGDVQQFYDLLSGSLEVIRKW
AEKIPGFAELSPADODLLLESAFLELFILRLAYRSKPGEGKLIFCSGLVLHRLQCARGEFGDWIDSILAEF'S
RSLHSLLVDVPAFACLSALVLITDRHGLOEPRRVEELONRIASCLKEHVAAVAGEPQPASCLSRLLGKLP
ELRTLCTQGLOQRIFYLKLEDLVPPPPIIDKIFMDTLPF

>Q5RBB0_PONPY

MPCIQAQYGTPAPSPGPRDHLASDPLTPEFIKPTMDLASPEAAPAAPTALPSFSTEFMDGYTGEFDTFLYQ
LPGTVQPCSSASSSASSTSSSSATSPASASFKFEDFQVYGCYPGPLSGPVDEALSSSGSDYYGSPCSAPS
PSTPSFQPPQLSPWDGSFGHFSPSQTYEGLRAWTEQLPKASGPPQPPAFFSFSPPTGPSPSLAQSPLKLFE
PSQATHQLGEGESYSMPTAFPGLASTSPHLEGSGILDAPVTSTKARSGAPGGSEGRCAVCGDNASCQHYG
VRTCEGCKGFFKRTVQKNAKYICLANKDCPVDKRRRNRCQFCRFQKCLAVGMVKEVVRTDSLRGRRGRLP
SKPKQPPDASPANLLTSLVRAHLDSGPSTAKLDYSKFQELVLPRFGKEDAGDVQQFYDLLSGSLEVIRKW
AEKIPGFAELSPADODLLLESAFLELFILRLAYRSKPGEGKLIFCSGLVLHRLQCARGEFGDWIDSILAEF'S
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RSLHSLVVDVPAFACLSALVLITDRHGLOEPRRVEELONRIASCLKEHVAAVAGEPQPASCLSRLLGKLP
ELRTLCTQGLOQRIFYLKLEDLVPPPPIIDKIFMDTLPF

>NR4A1 CANFA
MPCIQAQYGTPAPSPGPRDHLASDPLTPELSKPTMDLASPEAAPTAPTALPSFSTEFMDGYTGEFDTFLYQ
LPGTAQPCSSASSSASSTSSSSATSPASASFKFEDFQVYGCYPGPLSGPLDETLSSSGSDYYGSPCSAPS
PSTPSFQPPQLSPWDGSFGPFSPSQTYEGLRAWTEQLPKASGHPQPPAFFSFSPPTGPSPSLAQSPLKLFE
PSQATCQLGERESYSISTAFPGLAPTSPHLDGPGMLDAPVPSAKARSGAPSGSEGRCAVCGDNASCQHYG
VRTCEGCKGFFKRTVQKNAKYICLANKDCPVDKRRRNRCQFCRFQKCLAVGMVKEVVRTDSLKGRRGRLP
SKPKQPPDASPANLLTSLVRAHLDSGPSTAKLDYSKFQELVLPHFGKEDAGDVQQFYDLLSGSLEVIRKW
AEKIPGFAELSPGDODLLLESAFLELFILRLAYRSKPAEGKLIFCSGLVLHRLQCARGEFGDWIDSILAEF'S
RSLHGLVVDVPAFACLSALVLITDRHGLOEPRRVEELONRIASCLKEHVSAVAGEPQPASCLSRLLGKLP
ELRTLCTQGLOQRIFYLKLEDLVPPPPIVDKIFMDTLPF

>NR4A1l MOUSE
MPCIQAQYGTPATSPGPRDHLTGDPLALEFGKPTMDLASPETAPAAPATLPSFSTFMDGYTGEFDTFLYQ
LPGTTQPCSSACSSASSTSSSSSSATSPASASFKFEDFQVYGCYPGTLSGPLDETLSSSGSEYYGSPCSA
PSPSTPNFQPSQLSPWDGSFGHFSPSQTYEGLWAWTEQLPKASSGPPPPPTFFSFSPPTGPSPSLAQSSL
KLFPPPATHQLGEGESYSMPAAFPGLAPTSPNRDTSGILDAPVTSTKSRSGASGGSEGRCAVCGDNASCQ
HYGVRTCEGCKGFFKRTVQKSAKY ICLANKDC PVDKRRRNRCQFCRFQOKCLAVGMVKEVVRTDSLKGRRG
RLPSKPKQPPDASPTNLLTSLIRAHLDSGPSTAKLDYSKFQELVLPRFGKEDAGDVQQFYDLLSGSLDVI
RKWAEKIPGFIELCPGDQDLLLESAFLELFILRLAYRSKPGEGKLIFCSGLVLHQLQCARGFGDWIDNIL
AFSRSLHSLGVDVPAFACLSALVLITDRHGLQDPRRVEELONRIASCLKEHMATVAGDPQPASCLSRLLG
KLPELRTLCTQGLQRIFCLKLEDLVPPPPIVDKIFMDTLSF

>NR4A2_ MOUSE
MPCVQAQYGSSPQGASPASQSYSYHSSGEYSSDFLTPEFVKFSMDLTNTEITATTSLPSFSTFMDNYSTG
YDVKPPCLYQMPLSGQQSSIKVEDIQMHNYQQHSHLPPQSEEMMPHSGSVYYKPSSPPTPSTPSFQVQHS
PMWDDPGSLHENFHONYVATTHMIEQRKTPVSRLSLFSFKQSPPGTPVSSCOMRFDGPLHVPMNPEPAGSH
HVVDGQTFAVPNPIRKPASMGFPGLQIGHASQLLDTQVPSPPSRGSPSNEGLCAVCGDNAACQHYGVRTC
EGCKGFFKRTVQKNAKYVCLANKNCPVDKRRRNRCQYCRFQKCLAVGMVKEVVRTDSLKGRRGRLPSKPK
SPODPSPPSPPVSLISALVRAHVDSNPAMTSLDYSRFQANPDYQMSGDDTQHIQQFYDLLTGSMEI IRGW
AEKIPGFADLPKADQDLLFESAFLELFVLRLAYRSNPVEGKLIFCNGVVLHRLQCVRGFGEWIDSIVEFS
SNLONMNIDISAFSCIAALAMVTERHGLKEPKRVEELONKIVNCLKDHVTFNNGGLNRPNYLSKLLGKLP
ELRTLCTQGLORIFYLKLEDLVPPPAIIDKLFLDTLPF

>NR4A2 HUMAN

MPCVQAQYGSSPQOGASPASQSYSYHSSGEYSSDFLTPEFVKEFSMDLTNTEITATTSLPSEFSTFMDNYSTG
YDVKPPCLYQMPLSGQQSSIKVEDIQOMHNYQQOHSHLPPOSEEMMPHSGSVYYKPSSPPTPTTPGEFQVQHS
PMWDDPGSLHNFHONYVATTHMIEQRKTPVSRLSLESFKQSPPGTPVSSCQOMRFDGPLHVPMNPEPAGSH
HVVDGQTFAVPNPIRKPASMGFPGLOIGHASQLLDTQVPSPPSRGSPSNEGLCAVCGDNAACQHYGVRTC
EGCKGFFKRTVQKNAKYVCLANKNCPVDKRRRNRCQYCRFQKCLAVGMVKEVVRTDSLKGRRGRLPSKPK
SPQEPSPPSPPVSLISALVRAHVDSNPAMTSLDYSRFQANPDYQOMSGDDTQHIQQFYDLLTGSMEI IRGW
AEKIPGFADLPKADODLLFESAFLELFVLRLAYRSNPVEGKLIFCNGVVLHRLOQCVRGFGEWIDSIVEEFES
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SNLONMNIDISAFSCIAALAMVTERHGLKEPKRVEELONKIVNCLKDHVTEFNNGGLNRPNYLSKLLGKLP
ELRTLCTQGLOQRIFYLKLEDLVPPPATIIDKLFLDTLPF

>NR4A2 RAT
MPCVQAQYGSSPQGASPASQSYSYHSSGEYSSDFLTPEFVKFSMDLTNTEITATTSLPSFSTFMDNYSTG
YDVKPPCLYQMPLSGQQSSIKVEDIQMHNYQQHSHLPPQSEEMMPHSGSVYYKPSSPPTPSTPGFQVQHS
PMWDDPGSLHENFHONYVATTHMIEQRKTPVSRLSLFSFKQSRPGTPVSSCOMRFDGPLHVPMNPEPAGSH
HVVDGQTFAVPNPIRKPASMGFPGLQIGHASQLLDTQVPSPPSRGSPSNEGLCAVCGDNAACQHYGVRTC
EGCKGFFKRTVQKNAKYVCLANKNCPVDKRRRNRCQYCRFQKCLAVGMVKEVVRTDSLKGRRGRLPSKPK
SPODPSPPSPPVSLISALVRAHVDSNPAMTSLDYSRFQANPDYQMSGDDTQHIQQFYDLLTGSMEI IRGW
AEKIPGFADLPKADQDLLFESAFLELFVLRLAYRSNPVEGKLIFCNGVVLHRLQCVRGFGEWIDSIVEFS
SNLONMNIDISAFSCIAALAMVTERHGLKEPKRVEELONKIVNCLKDHVTFNNGGLNRPNYLSKLLGKLP
ELRTLCTQGLORIFYLKLEDLVPPPAIIDKLFLDTLPF

>Q5R5Y4 PONPY
MPCVQAQYGSSPQGASPASQGYSYHSSGEYSSDFLTPEFVKFSMDLTNTEITATTSLPSFSTFMDNYSTG
YDVKPPCLYQMPLSGQQSSIKVEDIQMHNYQQHSHLPPQSEEMMPHSGSVYYKPSSPPTPTTPGFQVQHS
PMWDDPGSLHENFHONYVATTHMIEQRKTPVSRLSLFSFKQSPPGTPVSSCOMRFDGPLHVPMNPEPAGSH
HVVDGQTFAVPNPIRKPASMGFPGLOIGHASQLLDTQVPSPPSRGSPSNEGLCAVCGDNAACQHYGVRTC
EGCKGFFKRTVQKNAKYVCLANKNCPVDKRRRNRCQYCRFQKCLAVGMVKEVVRTDSLKGRRGRLPSKPK
SPQEPSPPSPPVSLISALVRAHVDSNPAMTSLDYSRFQANPDYQMSGDDTQHIQQFYDLLTGSMEI IRGW
AEKIPGFADLPKADQDLLFESAFLELFVLRLAYRSNPVEGKLIFCNGVVLHRLQCVRGFGEWIDSIVEFS
SNLONMNIDISAFSCIAALAMVTERHWLKEPKRVEELONKIVNCLKDHVTFNNGGLNRPNYLSKLLGKLP
ELRTLCTQGLORIFYLKLEDLVPPPAIIDKLFLDTLPF

>NR4A1 RAT
MPCIQAQYGTPATSPGPRDHLTGDPLALEFSKPTMDLASPETAPTAPATLPSFSTFMDGGYTGEFDTFLY
QLPGTAQPCSSASSTSSSSSSATSPASASFKFEDFQVYGCYPGTLSGPLDETLSSSGSDYYGSPCSAPSP
PTPNFQPSQLSPWDGSFGHFSPSQTYEGLRVWTEQLPKASGPPPPPTFFSFSPPTGPSPSLAQSSLKLFP
APATHQLGEGESYSVPAAFPGLAPTSPNCDTSGILDAPVTSTKARSGSSGGSEGRCAVCGDNASCQHYGV
RTCEGCKGFFKRTVQKSAKY ICLANKDCPVDKRRRNRCQFCRFQKCLAVGMVKEVVRTDSLKGRRGRLPS
KPKQPPDASPTNLLTSLIRAHLDSGPNTAKLDYSKFQELVLPRFGKEDAGDVQQFYDLLSGSLDVIRKWA
EKIPGFIELSPGDQDLLLESAFLELFILRLAYRSKPGEGKLIFCSGLVLHRLOCARGFGDWIDNILAFSR
SLHSLGVDVPAFACLSALVLITDRHGLQDPRRVEELQNRIASCLKEHMAAVAGDPQPASCLSRLLGKLPE
LRTLCTQGLQRIFCLKLEDLVPPPPIVDKIFMDTLSF

>NR4A3 MOUSE

MPCVQAQYSPSPPGSTYATQTYGSEYTTEIMNPDYTKLTMDLGSTGIMATATTSLPSEFSTFMEGYPSSCE
LKPSCLYQMPPSGPRPLIKMEEGREHGYHHHHHHHHHHHHHQOQQQOPSIPPPSGPEDEVLPSTSMYFKQSP
PSTPTTPGFPPQAGALWDDELPSAPGCIAPGPLLDPOMKAVPPMAAAARFPIFFKPSPPHPPAPSPAGGH
HLGYDPTAAAALSLPLGAAAAAGSQAAALEGHPYGLPLAKRTATLTFPPLGLTASPTASSLLGESPSLPS
PPNRSSSSGEGTCAVCGDNAACQHYGVRTCEGCKGEFFKRTVQKNAKYVCLANKNCPVDKRRRNRCQYCRF
QKCLSVGMVKEVVRTDSLKGRRGRLPSKPKSPLOQEPSQPSPPSPPICMMNALVRALTDATPRDLDYSRY
CPTDQATAGTDAEHVQQFYNLLTASIDVSRSWAEKIPGFTDLPKEDQTLLIESAFLELFVLRLSIRSNTA
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EDKFVEFCNGLVLHRLQCLRGFGEWLDSIKDFSLNLQSLNLDIQALACLSALSMITERHGLKEPKRVEELC
TKITSSLKDHQRKGQALEPSEPKVLRALVELRKICTQGLORIFYLKLEDLVPPPSVIDKLFLDTLPF

>NR4A3_RAT
MPCVQAQYSPSPPGSTYATQTYGSEYTTEIMNPDYAKLTMDLGSTGIMATATTSLPSFSTFMEGYPSSCE
LKPSCLYQOMPPSGPRPLIKMEEGREHGYHHHHHHHHHHHHHEHQQQQPSIPPPSGPEDEVLPSTSMYFKQS
PPSTPTTPGFPPQAGALWDDELPSAPGCIAPGPLLDPQOMKAVPPMAAAARFPIFFKPSPPHPPAPSPAGG
HHLGYDPTAAAALSLPLGAAAAAGSQAAALEGHPYGLPLAKRTATLTFPPLGLTASPTASSLLGESPSLP
SPPNRSSSSGEGTCAVCGDNAACQHYGVRTCEGCKGFFKRTVOKNAKYVCLANKNC PVDKRRRNRCQYCR
FQKCLSVGMVKEVVRTDSLKGRRGRLPSKPKSPLOQEPSQPSPPSPPICMMNALVRALTDATPRDLDYSR
YCPTDQATAGTDAEHVQQFYNLLTASIDVSRSWAEKI PGFTDLPKEDQTLLIESAFLELFVLRLSIRSNT
AEDKFVFCNGLVLHRLOCLRGFGEWLDSIKDFSLNLQSLNLDIQALACLSALSMITERHGLKEPKRVEEL
CNKITSSLKDHQRKGOALEPSEPKVLRALVELRKICTQGLQRIFYLKLEDLVSPPSVIDKLFLDTLPF

>Q6NXUO HUMAN
MDNYSTGYDVKPPCLYQMPLSGQQSSIKVEDIQOMHNYQQHSHLPPQSEEMMPHSGSVYYKPSSPPTPTTP
GFQVQHSPMWDDPGSLHENFHONYVATTHMIEQRKTPVSRLSLFSFKQSPPGTPVSSCOMRFDGPLHVPMN
PEPAGSHHVVDGQTFAVPNPIRKPASMGFPGLQIGHASQLLDTQVPSPPSRGSPSNEGLCAVCGDNAACQ
HYGVRTCEGCKGFFKRTVOKNAKYVCLANKNC PVDKRRRNRCQYCRFQKCLAVGMVKEVVRTDSLKGRRG
RLPSKPKSPQEPSPPSPPVSLISALVRAHVDSNPAMTSLDYSRFQANPDYQMSGDDTQHIQQFYDLLTGS
MEIIRGWAEKIPGFADLPKADQDLLFESAFLELFVLRLAYRSNPVEGKLIFCNGVVLHRLQCVRGFGEWI
DSIVEFSSNLONMNIDISAFSCIAALAMVTERHGLKEPKRVEELQNKIVNCLKDHVTENNGGLNRPNYLS
KLLGKLPELRTLCTQGLQRIFYLKLEDLVPPPAIIDKLFLDTLPF

>NR4A3 HUMAN
MPCVQAQYSPSPPGSSYAAQTYSSEYTTEIMNPDYTKLTMDLGSTEITATATTSLPSISTEFVEGYSSNYE
LKPSCVYQMQORPLIKVEEGRAPSYHHHHHHHHHHHHHHQQQOHQQOPSIPPASSPEDEVLPSTSMYFKQSPP
STPTTPAFPPOQAGALWDEALPSAPGCIAPGPLLDPPMKAVPTVAGARFPLFHFKPSPPHPPAPSPAGGHH
LGYDPTAAAALSLPLGAAAAAGSQAAALEGHPYGLPLAKRAAPLAFPPLGLTPSPTASSLLGESPSLPSP
PSRSSSSGEGTCAVCGDNAACQHYGVRTCEGCKGFFKRTVQKNAKYVCLANKNCPVDKRRRNRCQYCREQ
KCLSVGMVKEVVRTDSLKGRRGRLPSKPKSPLOQEPSQPSPPSPPICMMNALVRALTDSTPRDLDYSRYC
PTDOAAAGTDAEHVQQFYNLLTASIDVSRSWAEKIPGFTDLPKEDQTLLIESAFLELFVLRLSIRSNTAE
DKEFVFCNGLVLHRLOQCLRGFGEWLDSIKDFSLNLQSLNLDIQALACLSALSMITERHGLKEPKRVEELCN
KITSSLKDHQSKGQALEPTESKVLGALVELRKICTLGLORIFYLKLEDLVSPPSIIDKLFLDTLPF

>NR4A2 XENLA

MPCIQAQHGSLSQCAGPCDNYVPDILNSEFGKFTMDLVNSEIAASTSLPSFSTFMDGYTGEFDAFLYQIP
SSNQQOSSLKVEEFQVEFGCYPGSEFTNQLDETMSSSGSDYYGSPCSIPSPSTPGFONPOQLPTWECSYGAYSP
TONYDNMRHWTEQOKNSISQQOTFFSFGTPAHSPNMAANPLKIAPATHRLDQQLVDTDVFALAQNSSAGEP
AVPLGQAPGVLDSSVLLDSPLSPSKTRSPSSNEGRCAVCGDNASCQHYGVRTCEGCKGFFKRTVQKNAKY
ICLANKDCPVDKRRRNRCQFCRFQKCLVVGMVKEVVRTDSLKGRRGRLPSKPKQIAESSPVDLINSLVRA
HIDSIPSSSKLDYSKEFQETVPLOLEKESSVDVQQFYDLLSGSLEVIRKWAEKIQGFVDLPKEDQDLLLES
AFLELFILRLAYRSRPEEGKLIFCNGVVLHRTQCVRGFGEWIDSIIEFSHSLORMNIDVPSEFSCLSALVI
VTDRHGLKEPKKVEELQSQIINCLKEHIPSSMNEQNRPNCLSKLLGKLPELRTLCTQGLQRIFYLKLEDL
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VPPPPIVDKIFMDTLPF

>Q7T0V3_ XENLA
MPCIQAQYGSLSQCAGPCDNYVPDILNSEFGKFTMDLVNSEIAASTSLPSFSTFMDGYTGEFDAFLYQIP
SSNQQOSSLKVEEFQVEFGCYPGSEFTNQVDETMSSSGSDYYGSPCSIPSPSTPGFONPOQLPTWECSYGAYSP
NONYDNMRHWTEQQKNSISQQTFFSFGTPAHSPNVAANPLKMAPATHRLDQQIVDADVFALAHNSSSGEP
ATIPLGQAHGVLDSSVLLDSPLSPSKTLSPSSNEGRCAVCGDNASCQHYGVRTCEGCKGFFKRTVQKNAKY
ICLANKDCPVDKRRRNRCQFCRFQKCLAVGMVKEVVRTDNLKGRRGRLPSKPKQIAESSPVSLINSLVRA
HIDSIPSSSKLDYSKEFQETVPVQLEKESSVDVQQFYDLLSGSLEVIRKWAEKIQGFVDLPKEDQDLLLES
AFLELFILRLAYRSRPEEEKLIFCNGVVLHRTQCVRGFGEWIDSIIEFSHNLQRTNIDVPSEFSCLSALVI
ITDRHGLKEPKKVEELQSRIINCLKEHAPSSMNEQNRPNCLSKLLGKLPELRTLCTQGLOQRIFYLKLEDL
VPPPPIVDKIFMDTLPF

>Q6DHO8 BRARE
MPCVQAQYGTSPPGASPASQSYSYNTTGEYNCDFLTPEFVKFSMDLTNAEIAVTSSLPSEFSTFVDTYSSN
YDVKPPCLYQMAHSGDQLSIKVEEIPAHGYHQQOQOHHQPHQAEESIPHTGAIYYKPSSPNISQSPSYPTAP
HHTWEDTGSLHSFHONYLATSHIMDOORKNAMSRLEFSFKQSPVDTPMPSCOMREFDGSLHVSMGPDTAHRA
LDSFALPAPPRKQHGVGLSHSLNVGHPLLESPVASPQARGSPSSEGLCAVCGDNAACQHYGVRTCEGCKG
FFKRTVQKNAKYVCLANKNCPVDKRRRNRCQYCRFQKCLVVGMVKEVVRTASLKGRRGRLPSKPKSPQDT
PVSEFTPVNLLNALVRAHIDSNPSMARLDYSKFQTSPEYHSGGDESLHIQQFYDLLTASMSIIRGWAEKIP
GFTELPKCDQELLFESAFLELFVLRLAYRSNLPEDKLIFCNGMVLHKLQCVRGFGEWIDSIVEFSSNLQS
MSLDVSAFSCIAALTIVTERHGLKEPKKAEELONKLINCLKDQVSCSGELSKLLEKLPEVRALCTQGLQOR
IFYLKLEDLVPTPAIIDKLFHDTLPF

>Q6GMG3_BRARE
MTCVQSQHGVQSYESSLFSSEFLNPDFTSRLAMDVTEQREQLSAPSLPSITSLVGGYVGEFDTYSCQIAT
GAASTCVGSTSGQLDSFKLDDLQVYGCYPGTFALSYLDETLSSSGGSNCFGSPASAPSPSTPGYQHMSAW
DSTFGPCSPDEGCWGSEKPLNQAASFFTFGHVTADELSPLGQOMQSQIPDQDPFSHTPQHGSPLPFSPLSL
EQGSRDGSGLMDGHLSPKVRSPTGNEGRCAVCGDNASCQHYGVRTCEGCKGFFKRTVQKNAKYVCLANKD
CPVDKRRRNRCQFCRFQKCLAVGMVKEVVRTDSLKGRRGRLPSKPKAVQDSVSVSSPVNIIASLVTAHID
SNPASANLDYSKYQESTSGLPEKEDANDIQQFYDLLTGSMDVIRKWAGSIPGFSAFCKEDQELLLESAFV
ELFILRLAYRSNPETDKLIFCNGVVLHRTQCVRSFGDWIDSIMEFSQSLHRLNLDISAFSCLATLVIITD
RHGLKEPKRIEDFQNRLITCLRDHVSTSALEVGRPNSLSRLLSKLPELRTLCTQGLQRIFYLKLEDLVPP
PPIVDKIFMDTLPF

>Q8INU7_ DROME
MDEDCFPPLSGGWSASPPAPSQLOQLHTLOSQAQMSHPNSSNNSSNNAGNSHNNSGGYNYHGHENAINAS
ANLSPSSSASSLYEYNGVSAADNEYGOQOQOOOQOQOSYQQHNYNSHNGERYSLPTFPTISELAAATAAVEAA
AAATVSSPSVGGPPPVRRASLPVQRTVSPAGSTAQSPKLAKITLNQRHSHAHAHALQLNSAPNSAASSPA
SADLQAGRLLOAPSQLCAVCGDTAACQHYGVRTCEGCKGFFKRTVQKGSKYVCLADKNCPVDKRRRNRCQ
FCRFQKCLVVGMVKEVVRTDSLKGRRGRLPSKPKSPQESPPSPPISLITALVRSHVDTTPDPSCLDYSHY
EEQSMSEADKVQQOFYQLLTSSVDVIKQFAEKIPGYFDLLPEDQELLFQSASLELFVLRLAYRARIDDTKL
IFCNGTVLHRTQCLRSFGEWLNDIMEFSRSLEHNLEIDISAFACLCALTLITERHGLREPKKVEQLOMKIT
GSLRDHVTYNAEAQKKQHYFSRLLGKLPELRSLSVQGLORIFYLKLEDLVPAPALIENMEVTTLPF
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>Q9R1W4_MOUSE
MDNYSTGYDVKPPCLYQMPLSGQQOSSIKVEDIQMHNYQQHSHLPPOSEEMMPHSGSVYYKPSSPPTPSTP
SFQVOHSPMWDDPGSLHNFHONYVATTHMIEQRKTPVSRLSLEFSFKQSPPGTPVSSCOMREFDGPLHVPMN
PEPAGSHHVVDGQTFAVPNPIRKPASMGFPGLQIGHASQLLDTQVPSPPSRGSPSNEGLCAVCGDNAACQ
HYGVRTCEGCKGFFKRTVQKNAKYVCLANKNCPVDKRRRNRCQYCRFQKCLAVGMVKEVVRTDSLKGRRG
RLPSKPKSPQODPSPPSPPVSLISALVRAHVDSNPAMTSLDYSRFQANPDYQOMSGDDTQHIQQFYDLLTGS
MEIIRGWAEKIPGFADLPKADQDLLFESAFLELFVLRLAYRI

>097727_PIG
MPCVQAQYSPSPPGSSYAAQTYGSEYTTEIMNPDYTKLTMDLGSTEITATATTSLPSFSTFMEGYSSNYE
LKPSCLYQMQOPSGPRPLIKMEEGRAHGYHHHHHDHHHHHHHQQQOQOQQQOQOPPPQOOQPSIPPPSGPEDEVL
PSTSMYFKQSPPSTPTTPVEFPQQAGALWEDALPSAQGCIAPGPLLDPPMKAVPTVAGARFPLFHFKPSPP
HPPAPSPAGGHHLGYDPTAAAALGLPLGAAAAAAAAAAGSQAAALEGHPYGLPLAKRAAALAFSPLGLTT
SPTTSSLLGESPSLPSPPNRSTASGEGTCAVCGDNAACQHYGVRTCEGCKGFFKRTVQKNAKYVCLANKN
CPVDKRRRNRCQYCRFQKCLSVGMVKEVVRTDSLKGRRGRLPSKPKSPLOQEPSQPSPPSPPVCMMNALV
RALTDSTPRDLDYSRGHACGIWKEPG

>Q61JK3 CAEBR
MMSKRTASKLEKPSTLAALEEQLRASGVIINTEFASLQDTSDQANVVPKPEVKVKVET I PEEFEQPSSSA
PSSSNQRALPSQSQLOPSVAPNPEMNASTAHIKSELDPMQAFQMPPNDL I FGAPHY PFSLTHDFMGAPNA
LMPPFTSPFYPQHFPVPAEARRNSQGNTSSSNNTGGTPSPHSNSLPTSPPQLHGFLRSFLNHDNLQTPPT
PFGIQDEVLDADKMCAVCNDRAVCLHYGARTCEGCKGFFKRTVOKNSKYTCAGNKNCPIDKRYRSRCQYC
RFQKCLEVGMVKEIVRGGSLSGRRGRLSSKTKLARSVDQPSPPLPLLALMGKATEDNTNMTVTRHFLAPF
GEDSAVSILHCEYIATRKLLMAMPQICEIPEPDFRILLARSFFPTIMATRCANRCANNTESIMFESGELFM
LNAFPICFQQILRFMINKAQNFSSLVEWEPQAFASFIALQFLSGNTEQNLLGLSNKVLVDTVQSTI INAL
KDHCSGSQNKLAKIVRLTDEFDVFHTMGIQVLDSMYPSTRFPEEFQHL I SLTRAPLRTADTQPACGSPVV
PSTSALFAFQMGSTAF

(5) 33 NR5

>NR5A2 HUMAN
MSSNSDTGDLOESLKHGLTPIGAGLPDRHGSPIPARGRLVMLPKVETEALGLARSHGEQGOMPENMQVSQ
FKMVNYSYDEDLEELCPVCGDKVSGYHYGLLTCESCKGFFKRTVONNKRYTCIENQONCQIDKTQRKRCPY
CRFQKCLSVGMKLEAVRADRMRGGRNKFGPMYKRDRALKQQKKALIRANGLKLEAMSQVIQAMPSDLTIS
SAIQNIHSASKGLPLNHAALPPTDYDRSPEVTSPISMTMPPHGSLOGYQTYGHFPSRAIKSEYPDPYTSS
PESIMGYSYMDSYQTSSPASIPHLILELLKCEPDEPQVQAKIMAYLQQEQANRSKHEKLSTEFGLMCKMAD
QTLFSIVEWARSSIFFRELKVDDOMKLLONCWSELLILDHIYRQVVHGKEGSIFLVTGQQVDYSIIASQA
GATLNNLMSHAQELVAKLRSLQFDQREFVCLKFLVLFSLDVKNLENFQLVEGVQEQVNAALLDYTMCNYP
QQOTEKFGQLLLRLPEIRAISMOQAEEYLYYKHLNGDVPYNNLLIEMLHAKRA

>Q9UECO_HUMAN

MSSNSDTGDLQESLKHGLTPIGAGLPDRHGSPIPARGRLVMLPKVETEALGLARSHGEQGQMPENMOVSQ
FKMVNYSYDEDLEELCPVCGDKVSGYHYGLLTCESCKGFFKRTVONNKRYTCIENONCQIDKTQRKRCPY
CRFQKCLSVGMKLEAVRADRMRGGRNKFGPMYKRDRALKQQKKALIRANGLKLEAMSQVIQAMPSDLTIS
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SAIQNIHSASKGLPLNHAALPPTDYDRSPEVTSPISMTMPPHGSLOGYQTYGHFPSRAIKSEYPDSYTSS
PESIMGYSYMDSYQTSSPASIPHLILELLKCEPDEPQVQAKIMAYLQQEQANRSKHEKLSTEFGLMCKMAD
QTLFSIVEWARSSIFFRELKVDDOMKLLONCWSELLILDHIYRQVVHGKEGSIFLVTGQQVDYSIIASQA
GATLNNLMSHAQELVAKLRSLQFDQREFVCLKFLVLEFSLDVKNLENFQLVEGVQEQVNAALLDYTMCNYP
QQTEKFGQLLLRLPEIRAISMOQAEEYLYYKHLNGDVPYNNLLIEMLHAKRA

>Q9QWMO_RAT
MSASSITGDFQDFLKHGLPAIGAGLPDRHRRPIPARSRLVMLPKVETEASGLVRSHGEQGQMPENMOVSQ
FKMVNYSYDEDLEELCPVCGDKVSGYHYGLLTCESCKGFFKRTVONQKRYTCIENONCQIDKTQRKRCPY
CRFKKCIDVGMKLEAVRADRMRGGRNKFGPMYKRDRALKQQKKALIRANGLKLEAMSQVIQAMPSDLTSA
IQNIHSASKGLPLSHVALPPTDYDRSPFVTSPISMTMPPHGSLHGYQPYGHFPNRAIKSEYPDPYSSSPE
SMMGYSYMDGYQTSSPASIPHLILELLKCEPDEPQVQAKIMAYLOQEQNNRNRQEKLSAFGLLCKMADQT
LFSIVEWARSSIFFRELKVDDQMKLLONCWSELLILDHIYRQVAHGKEGT IFLVTGEHVDYSSIISNTEV
AFNNLLSLAQELVVRLRSLOFDQREFVCLKFLVLFSSDVKNLENFQLVEGVQEQVNAALLDYTLCNYPQQ
TEKFGOLLLRLPEIRAISKQAEDYLYYKHVNGDVPYNNLLIEMLHAKRA

>NRSA2_MOUSE

MSASLDTGDFQEFLKHGLTATASAPGSETRHSPKREEQLREKRAGLPDRHRRPIPARSRLVMLPKVETEA
PGLVRSHGEQGOMPENMQVSQFKMVNYSYDEDLEELCPVCGDKVSGYHYGLLTCESCKGFFKRTVQONQKR
YTCIENQONCQIDKTQRKRCPYCRFKKCIDVGMKLEAVRADRMRGGRNKFGPMYKRDRALKQQOKKALIRAN
GLKLEAMSQVIQAMPSDLTSAIQNIHSASKGLPLSHVALPPTDYDRSPFVTSPISMTMPPHSSLHGYQPY
GHFPSRAIKSEYPDPYSSSPESMMGYSYMDGYQTNSPASIPHLILELLKCEPDEPQVQAKIMAYLQQEQS
NRNRQEKLSAFGLLCKMADQTLFSIVEWARSSIFFRELKVDDOMKLLONCWSELLILDHIYRQVAHGKEG
TIFLVTGEHVDYSTIISHTEVAFNNLLSLAQELVVRLRSLOFDOQREFVCLKFLVLESSDVKNLENLQLVE
GVQEQVNAALLDYTVCNYPQOQTEKFGQLLLRLPEIRAISKQAEDYLYYKHVNGDVPYNNLLIEMLHAKRA

>NR5A2 CHICK

MLPKVETEALGLARSNGEQGQMPENMQVSQFKMVNYSYDEDLEELCPVCGDKVSGYHYGLLTCESCKGEF
KRTVONNKRYTCIENQNCQIDKTQRKRCPYCRFQKCLSVGMKLEAVRADRMRGGRNKFGPMYKRDRALKQ
QKKALIRANGLKLEAMTQVIQAMPTDLTISSAIQNIHSASKGLPLNHTALPPTDYDRSPFVTSPISMTMP
PHGSLOGYQTYGHFPSRAIKSEYPDPYTSSPESIMGYSYMDGYQTSSPASIPHLILELOKCEPDEPQVQA
KIMAYLQQEQANRSKHEKLNTFGLMCKMADQTLFSIVEWARSSIFFRELKVDDQMKLLONCWSELLILDH
IYRQVVHVKEGSILLVTGQQVDYSVIASQAGATLNNLMSHAQELVAKLRSLQFDLREFVCLKFLVLFSLD
VKNLENFQLVEGVQEQVNAALLDYTMCNY PQQTDKFGQLLLRLPEIRAISMOAEEYLYCKHLNGDVPCNN
LLIEMLHAKRA

>Q5XGE7_XENTR

MLPKVEPEALGLSRSHGEQGHMPENMQOASQFKMMGYSYDEELEEMCPVCGDKVSGYHYGLLTCESCKGEF
KRTVONNKRYTCIENQSCQIDKTQRKRCPYCRFQKCLSVGMKLEAVRADRMRGGRNKEFGPMYKRDRALKQ
QOKKALTIRANGLKLEAMGQVIQSIPTDLTISSAIQNIHSASKGLPLNHAALPPSDYDRSPEFVTSPISMAMP
PHGSLOGYQAYGHFPSRAIKSEYPDPYTSSPESIMGYSYMDSYQSSSPSNIPHLIVELLKCEPDEPQVQG
KIMAYLOQEQANRSKHDKLNTFGLMCKMADQTLEFSIVEWARSSIFFRELKVDDOMKLLONCWSELLILDH
IFRQVLHGKEGSILLVTGQQVDYSVIVTQAGATLNNLMSHAQDLVAKLRSLOQFDLREFVCLKFLVLESLD
VKNLENYQLVEGVQEQINAALLDYTMCNYPQQOTDKFGQLLLRLPEIRAISLOQAEEYLYYKHLNGDVPCNN
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LLIEMLHAKRA

>Q9IB82 RANRU
MLPKVESEALGLSRSHGEHGQOMPDNMQOVSQFKMMGYSYDDDLEEMCPVCGDKVSGYHYGLLTCESCKGEF
KRTVONNKRYTCIENQTCQIDKTQRKRCPYCRFQKCLSVGMKLEAVRADRMRGGRNKEFGPMYKRDRALKQ
QKKALIRANGLKLEAMSQVIQATPTDLTISSAIQNIHSASKGLPLNHTALPPTDYDRSPEFVTSPISMAMP
PHGSLQOSYQAYGHFPSRAIKSEYPDPYTSSPESLMGYSYMDSYQSSSPSNIPHLIVELLKCEPDEPQVQS
KIMSYLQQEQANRSKHDKLNTFGLMCKMADQTLEFSIVEWARSSIFFRELKVDDOMKLLONCWSELLILDH
IFRQVLHGKEGSILLVTGQQVDFSVIVSQAGTTLNNLMSHAQELVAKLRSLOQFDMREFVCLKEFLVLESLD
VKNLENFQLVEGVQEQINAALLDYTLCYYPQQTDKFGQLLLRLPEIRAISLOQAEEYLYYKHLNGDVPCNN
LLIEMLHAKRA

>Q91544 XENLA
MLPKVESEALGLSRLHEGEQGHMPDNMQVSQYKMMGYSYDDELEELCPVCGDKVSGYHYGLLTCESCKGEF
KRTVONNKRYTCIENQSCPIDKTQRKRCPYCRFQKCLSVGMKLEAVRADRMRGGRNKFGPMYKRDRAIKQ
QKKALIRANGLKLEAIGQVIQSIPTDLTISSAIQNIHSASKGLHLNHAALPPSDYDRSPFVTSPISMAMP
PHGSLOGYQSYGHFPSRAIKSEYPDPYTSSPESIMGYSYMDSYQSSSPSNIPHLIVELLKCEPDEPQVQG
KIMAYLQQEQANRSKHDKLNTFGLMCKMADQTLFSIVEWARSSIFFRDLKVDDQMKLLONCWSELLILDH
IFRQVLHGKEGSILLVTGQQVDYSVIVTQAGATLNNLMSHAQDLVAKLRSLQFDLREFVCLKFLVLFSLD
VKTLENYQLVEGVQEQVNAALLDYTMCNYPQQTDKFGOLLLRLPEIRAISLOAEEYLY YKHLNGDVPCNN
LLIEMLHAKRA

>Q90YL6_ BRARE
MLPKVESEYLGLARSHGEQGHMPGNMQOAPQFKMMDYSYDEDLDEMCPVCGDKVSGYHYGLLTCESCKGEF
KRTVONNKRYTCIENQSCQIDKTQRKRCPYCRFQKCLTVGMKLEAVRADRMRGGRNKEFGPMYKRDRALKQ
QOKKALIRANGLKLEAMTQVMQTVPADLTITSAIQNIHSASKGLPLSHHHHHHHHHHHHSSSSAGLPPADF
DRSPFVTSPVSMAMPPHAGGLOGYQAYGHFQSRTIKSEYPDPYTSSPESLMGYPYVEAYAGGSPPSFPHL
VVELLKCEPDEPQVQAKILAYLQOEQASRGKHEKLNTFGLMCKMADQTLFSIVEWARSSIFFRELKVDDQ
MKLLONCWSELLILDHVFRQVMHAKEGSILLVTGQQVDYALIASQAGATLNNLLSHAQELVSKLRSLQLD
QREFVCLKFLVLEFSLDVKNLENFHLVESVQEQVNAALLDYVMCNYPQOTDKFGQLLLRLPEIRATISLOAE
EYLYYKHLNGDVPCNNLLIEMLHAKRA

>Q9GKL1 HORSE
MSSNLDTGDLRDSGKHGLTPIVSQFKMVNYSYDEDLEELCPVCGDKVSGYHYGLLTCESCKGFFKRTVON
NKRYTCIENQNCQIDKTQRKRCPYCRFQKCLSVGMKLEAVRADRMRGGRNKFGPMYKRDRALKQQOKKALT
RANGLKLEAMSQVIQAMPSELSISSAIQNIHSASKGLPLNHAALPPTDYDRSPFVTSPISMTMPPHGSLQ
GYQTYSHFPSRAIKSEYPDPYTSSPESIMGYSYMDGYQTSSPASIPHLILELLKCEPDEPQVQAKIMAYL
QQEQANRSKHEKLSTFGLMCKMADQTLFSIVEWARSSIFFRELKVDDOMKLLONCWSELLILDHIYRQVV
HGKEGSIFLVTGQQVDYSIIASQAGATLNNLMSHAQELVAKLRSLQFDQREFVCLKFLVLFSLDVKNLEN
FQLVEGVQEQVNAALLDYTMCNYPQQTEKFGOLLLRLPEIRAISMOAEEYLY YKHLNGDVPYNNLLIEML
HAKRA

>042186_ BRARE
MLPKVESEYLGLARSHGEQGHMPGNMQOAPQFKMMDYSYDEDLDEMCPVCGDKVSGYHYGLLTCESCKGEF
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KRTVONNKRYTCIENQSCQIDKTQRKRCPYCRFQKCLTVGMKLEAVRADRMRGGRNKEFGPMYKRDRALKQ
QOKKALIRANGLKLEAMTQVMQTVPADLTITSAIQNIHSASKGLPLSHHHHHHHHHHHHSSSSAGLPPADF
DRSPFVTSPVSMAMPPHAGGLQGYQAYGHFQSRTIKSEYPTPTQARQSPHGLPLRRSLRSGSPPSFPHLV
VELLKCEPDEPQVOQAKILAYLQQEQASRGKHEKLNTFGLMCKMADQTLEFSIVEWARSSIFFRELKVDDOM
KLLOKCWRELLILDHVFRQVMHAKEGSILLVTGQQVDYALIASQAGATLNNLLSHAQELVSKLRSLQLDQ
REFVCLKFLVLFSLDVKNLENFHLVESVQEQVNAALLDYVMCNYPQQTDKFGQLLLRLPEIRAISLQAEE
YLYYKHLNGDVPCNNLLIEMLHAKRA

>Q9IB81 RANRU
MMGYSYDDDLEEMCPVCGDKVSGYHYGLLTCESCKGFFKRTVONNKRYTCIENQTCQIDKTQRKRCPYCR
FOKCLSVGMKLEAVRADRMRGGRNKFGPMYKRDRALKQQKKALIRANGLKLEAMSQVIQAIPTDLTISSA
IONIHSASKGLPLNHTALPPTDYDRSPEFVTSPISMAMPPHGSLOSYQAYGHFPSRAIKSEYPDPYTSSPE
SLMGYSYMDSYQSSSPSNIPHLIVELLKCEPDEPQVQSKIMSYLQOEQANRSKHDKLNTFGLMCKMADQT
LFSIVEWARSSIFFRELKVDDOMKLLONCWSELLILDHIFRQVLHGKEGSILLVTGQQVDESVIVSQAGT
TLNNLMSHAQELVAKLRSLOFDMREFVCLKFLVLEFSLDVKNLENFQLVEGVQEQINAALLDYTLCYYPQQ
TDKFGQLLLRLPEIRAISLOAEEYLYYKHLNGDVPCNNLLIEMLHAKRA

>Q9PWI7_ CHICK
MDYSYDEDLDELCPVCGDKVSGYHYGLLTCESCKGFFKRTVQONNKHYTCTESQONCKIDKTQRKRCPYCRF
QKCLTVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQQKKALIRANGFKLETVPQIVSPVONDYGLSSTI
HSTHAMAKTLPPNPAALTPADYERGPYGTPSLAMTVPGHTPLAGYHYPSFPNRAIKSEYPDHYSAAHEAV
PTYAYPETYPSSSPPDIPEVILKLLQLEPDEAQVKARI LACLQOEQGKGRHEKLSTFGLMCKMADQTLFS
IVEWARSCIFFKELEVGDQOMKLLONCWSELLVFDHVYRQLQHGKEHSVLLVTGQEVDLSAVAAQAGSILH
SLVLRAQELVLHLHSLQVDRQEFVCLKFLILFSLDVKYLENHALAKDAQEKANAALLEYTVCHYPHCTDK
FRQLLLRLTEVRALSMQOAEEYLYHKHLSGEVPCNNLLIEMLHAKRT

>STF1 RAT

MDYSYDEDLDELCPVCGDKVSGYHYGLLTCESCKGFFKRTVONNKHY TCTESQSCKIDKTQRKRCPFCRF
QKCLTVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQQKKAQIRANGFKLETGPPMGVPPPPPPPPDYML
PPSLHAPEPKALVSGPPSGPLGDFGAPSLPMAVPGPHGPLAGYLYPAFSNRTIKSEYPEPYASPPQOPGP
PYSYPEPFSGGPNVPELILQLLQLEPEEDQVRARIVGCLOEPAKSRPDQPAPFSLLCRMADQTFISIVDW
ARRCMVFKELEVADOMTLLONCWSELLVLDHIYRQVQYGKEDSILLVTGQEVELSTVAVOAGSLLHSLVL
RAQELVLOLHALQLDRQEFVCLKFLILFSLDVKFLNNHSLVKDAQEKANAALLDYTLCHYPHCGDKFQQL
LLCLVEVRALSMQAKEYLYHKHLGNEMPRNNLLIEMLQAKQT

>0812G5 MOUSE
MDYSYDEDLDELCPVCGDKVSGYHYGLLTCESCKGFFKRTVONNKHYTCTESQSCKIDKTQRKRCPFCRF
QKCLTVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQQOKKAQIRANGFKLETGPPMGVPPPPPPPPDYML
PPSLHAPEPKALVSGPPSGPLGDFGAPSLPMAVPGPHGPLAGYLYPAFSNRTIKSEYPEPYASPPQQPGP
PYSYPEPFSGGPNVPELILOLLOQLEPEEDQVRARIVGCLOQEPAKSRSDOQPAPFSLLCRMADQTFISIVDW
ARRCMVFKELEVADOMTLLONCWSELLVLDHIYRQVQYGKEDSILLVTGQEVELSTVAVQAGSLLHSLVL
RAQELVLOLHALQLDRQEFVCLKFLILFSLDVKFLNNHSLVKDAQEKANAALLDYTLCHYPHCGDKFQQL
LLCLVEVRALSMQAKEYLYHKHLGNEMPRNNLLIEMLQAKQT
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>042102_CHICK
MDYSYDEDLDELCPVCGDKVSGYHYGLLTCESCKGFFKRTVONNKHYTCTESQNCKIDKTQRKCCPYCRF
QKCLTVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQQOKKALIRANGFKLETVPQIVSPVONDYGLSSTI
HSTHAMAKTLPPNPAALTPADYERGPYGTPSLAMTVPGHTPLAGYHYPSFPNRAIKSEYPDHYSAAHEAV
PTYAYPETYPSSSPPDIPEVILKLLQLEPDEAQVKARILACLOQEQGKGRHEKLSTFGLMCKMADQTLE'S
IVEWARSCIFFKELEVGDOMKLLONCWSELLVEFDHVYRQLOHGKEHSVLLVTGQEVDLSAVAAQAGSILH
SLVLRAQELVLHLHSPQVDRQEFVCLKFLILFSLDVKYLENHALAKDAQEKANAALLEYTVCHYPHCTDK
FROLLLRLTEVRALSMQAEEYLYHKHLSGEVPCNNLLIEMLHAKRT

>Q90XC4 POEGU

MDYSYDEDLDELCPVCGDKVSGYHYGLLTCESCKGFFKRTVQNNKHY TCTESQSCKIDKTQRKRCPYCRF
QKCLTVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQQKKALIRANSFKLETVPQIMSPVQSDYSLSSTT
HSTHAMSKTLPPNPAALTPVDYERSPYGTPSLGMTVPGHAPLPGYHYPSFPNRTTKSEYPDHY TNAHEAV
PAYMYPETYPSSSPPDIPEVILKLLQLEPDEAQVKARTLSCLOQEQGKGRHEKLSTFGLMCKMADQTLFS
IVEWARSCIFFKELEVGDOMKLLQNCWSELLVFDHT YRQLOHGKEHSVLLVTGQEVDMSATAAQAGSTLN
TLVLRAQELVLHLHSLQVDRHEFVCLKFLILFSLDVKYLENHTLAKDAQEKANAALLEYTVCHY PHSTDK
FRQLLLWLAEVRALSLQAEEYLYHKHLSGEVPCNNLLIEMLHAKRT

>STF1 BOVIN

MDYSYDEDLDELCPVCGDKVSGYHYGLLTCESCKGFFKRTVONNKHY TCTESQSCKIDKTQRKRCPFCRF
QKCLTVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQQKKAQIRANGFKLETGPPVGVPPPPPPPPDYML
PHGLHASEPKGLASGPPAGPLGDFGAPALPMAVPSAHGPLAGYLYPAFPGRAIKSEYPEPYASPPQPGPP
YGYPEPFSGGPGVPELILQLLQLEPDEDQVRARIVGCLQEPAKGRPDQPAPFSLLCRMADQTFISIVDWA
RRCMVFKELEVADQMTLLONCWSELLVFDHIYRQIQHGKEGSILLVTGQEVELTTVAAQAGSLLHSLVLR
AQELVLOLHALQLDRQEFVCLKFLILFSLDVKFLNNHSLVKEAQEKANAALLDYTLCHYPHCGDKFQQOLL
LCLVEVRALSMQAKEYLYHKHLGNEMPRNNLLIEMLOAKQT

>STF1_MOUSE

MDYSYDEDLDELCPVCGDKVSGYHYGLLTCESCKGFFKRTVQNNKHY TCTESQSCKIDKTQRKRCPFCRF
QKCLTVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQQKKAQTRANGFKLETGPPMGVPPPPPPPPDYML
PPSLHAPEPKALVSGPPSGPLGDIGAPSLPMSVPGPHGPLAGYLYPAFSNRTIKSEYPEPYASPPQQPGP
PYSYPEPFSGGPNVPELILQLLQLEPEEDQVRARTVGCLOEPAKSGSDQPAPFSLLCRMADQTFISTVDW
ARRCMVFKELEVADQMTLLONCWSELLVLDHI YRQVQYGKEDSTLLVSGQEVELSTVAVQAGSLLHSLVL
RAQELVLQLHALQLDRQEFVCLKFLILFSLDVKFLNNHSLVKDAQEKANAALLDYTLCHY PHCGDKFQQL
LLCLVEVRALSMQAKEYLYHKHLGNEMPRNNLLTEMLQAKQT

>Q9YI54 TRASC
MDYSYDEDPNQLCPVCGDKVSGYHYGLLTCESCKGFFKRTVONNKHYTCTESQNSKIDKTQRKRCPYCRF
QKCLTVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQQOKKALIRANGFKLETVPQIVSPVQTDYNLSSTI
HGIHSVSKSLPPNPATMTPVDYDRSPYGTPSLGMTVPSHGALSSYHYPSFPNRTIKSEYPDHYTNSHESV
ASYMYPDAYPNSAPPDIPEVILKLLOQLEPDEPQVKVRILACLOQEQGKGRHEKLSTFGLMCKMADQTLE'S
IVEWARSCIFFKELEVGDOMKLLONCWSELLVEDHIYRQVOHGKEHSMLLVTGQEVEMATIAAQAGSNLN
NLVLRAQELVLHLHSLQVDRQEFVCLKFLILFSLDVKYLENHSLAKDAQEKANAALLEYTICHYPHAADK
FROLLLRLAEIRSLSMQAEEYLYHKHLSGEVPCNNLLIEMLHAKRT
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>STF1_PIG

MDYWYDEDLDELCPVCGDKVSGYHYGLLTCETCKGFFKRTVONNKHY TCTESQSCKIDKTQRKRCPFCRF
QKCLTVGMRLEAVRADGMRGGRNKFGPMYKRDRALKQQKKAQIRANGFKLETGPPMGVAPPPPPPPDYML
PPGLHAPEPKGLAAGPPTGPLGDFGAPTLPMAVPSAHGPLAGYLYPAFPGRAIKSEYPEPYASPPQPGPP
YGYPEPFSGGPGVPELIVQLLQLEPDEDQVRARIVGCLQEPAKGRPDQPAPFSLLCRMADQTFISIVDWA
RRCMVFKELEVADQMTLLONCWSELHVFDHIYRQIQHGKEGSILLVTGQEVELTTVAAQAGSLLHGLVLR
AQELVLOLHALQLDRQEFVCLKFLILFSLDVKFLNNHSLVKDAQEKANAALLDYTLCHYPHCGDKFQOLL
LCLVEVRALSMQAKEYLYHKHLGNEMPRNNLLIEMLOAKQT

>STF1 HUMAN
MDYSYDEDLDELCPVCGDKVSGYHYGLLTCESCKGFFKRTVONNKHYTCTESQSCKIDKTQRKRCPFCRF
QKCLTVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQOQKKAQIRANGFKLETGPPMGVPPPPPPAPDYVL
PPSLHGPEPKGLAAGPPAGPLGDFGAPALPMAVPGAHGPLAGYLYPAFPGRAIKSEYPEPYASPPQPGLP
YGYPEPFSGGPNVPELILQLLOQLEPDEDQVRARILGCLQEPTKSRPDQPAAFGLLCRMADQTFISIVDWA
RRCMVFKELEVADOMTLLONCWSELLVEFDHIYRQVQHGKEGSILLVTGQEVELTTVATQAGSLLHSLVLR
AQELVLQLLALQLDRQEFVCLKFIILFSLDLKFLNNHILVKDAQEKANAALLDYTLCHYPHCGDKFQQLL
LCLVEVRALSMQAKEYLYHKHLGNEMPRNNLLIEMLQAKQT

>STF1_MACEU

MDYSYDEDLDELCPVCGDKVSGYHYGLLTCESCKGFFKRTVONNKHY TCTESQNCKIDKTQRKRCPYCRF
QKCLTVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQOKKALIRANGFKLETGPSMGPPPQTDYPLAPAL
HPGAKGLAPAPPAGPPGDYERGPYGPPGVPMAVPTHGPLAGYLYPAFPGRATKSEYPEPYASPHEPAPPY
GYPEPYPSGPGLPGVPELILKLLQLEPDEGQLKARILACLQEPSKGRPDRPTPFGLMCKMADQTLFSIVE
WARSCVVFKELEVADQMKLLONCWSELLVFDHIYRQIQHGKEGSILLVTGQEVDLSTVAAQAGSLLHSLY
LRAQDLVQQLHSLQVDRQEFVCLKFLILFSLDVKFLENHGLAKDAQEKANSALLEY TMCHY PHCGDKFRQ
LLLRLAEVRSLSMQAEEYLYHKHLGGEVPCNNLLIEMLHAKRT

>STF1_HORSE
MDYSYDEDLDELCPVCGDKVSGYHYGLLTCESCKGFFKRTVQONNKHYTCTESQSCKIDKTLRKRCPFCRF
QKCLTVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQQKKAQIRANGFKLETGPPMGVPPPPPPPPDYML
PPGLHVPEPKGLASGPPAGPLGDFGAPALPMAVPSTNGPLAGYLYPAFPGRATIKSEYPEPYASPPQPGPP
YGYPEPFSGGPGVPELILQLLQLEPDEDQVRARI IGCLQEPAKGRPDQPASFNLLCRMADQTFISIVDWA
RRCMVFKELEVADQMTLLONCWSELLVFDHIYRQVQHGKEGSTLLVTGQEVELTTVAAQAGSLLHGLVLR
AQELVLOMHALQLDRQEFVCLKFLILFSLDVKFLNNHSLVKDAQEKANTALLDYTLCHYPHCGDKFQQLL
LCLVEVRALSMQAKEYLYHKHLGNEMPRNNLLIEMLQAKQT

>Q9YI95 RANRU

MDYSYDEDLDELCPVCGDKVSGYHYGLLTCESCKGFFKRTVONNKRYTCTENQSCKIDKTQRKRCPYCRF
QKCLNVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQQOKKALIRANGIKLETVPQIVSQVQTDYSVANNI
HTIHPVSKNLPSNTAPMTPVEYDRGSYGPPPIAMTLPNHAPLSGYHYSSFQSRTIKSEYPDHYSNVHDPS
TAGGYVYPEAYTSTSQPDIPEVILKLLOQLEPDEPQIKARITISCLOOEQNKSRHEKLSMEFGLMCKMADQTL
FSIVEWARSCIYFKELEVSDOMILLONCWSELLVEFDHIYROMOHSKENSILLVTGQEIELSATAAQAGST
LNNLVLRAQELVILLHSLQVDRQEFVCLKFLILFSLDEKFLENHSLAKSAQEKVDSALMEYTMCHYPHCT
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DKYRLLLLRLAEIRSISMQAEEYLYHKHLSGEVPCNNLLIEMLHAKRA

>Q6QHU4 PLEWA

MEYTYDEDLDELCPVCGDKVSGYHYGLLTCESCKGFFKRTVQONNKRY TCTENQTCKIDKTQRKRCPYCRF
QKCLTVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQQKKALIRANGFKLETVPQIVSPTQTEYTIPSNI
HSTHSVSKSLPLNTVAMTQVNYDRSPYGTPSLGMTMPNHGALQGYTYPHFPNRTIKSEFPDHYSSPHESV
APAFVYSDAYQNSFPPDIPETILNLLQLEPDEPQIKARILACLOQEQGKSRHEKPPSTFGLMCKMADQTL
FSIVEWARSCIYFKELEVGDQMILLONCWSELLVFDHIYRQIQHGKENSILLVTGQEIDVSTIAAQAGPA
LNNLVLKSQELVIQLHSLQVDRQEFVCLKFLILFSVDEKCLENNTLARNAQEKINAALHEYTMCHYPHCM
DKFRLLLLRLTDIRSISMLAEDYLYHKHMSGEVPCNNLLIEMLHAKRS

>093258 ORYLA
MLGDKAHGVTLKVMEYTYDEDLEELCPVCGDKVSGYHYGLLTCESCKGFFKRTVQONNKRYTCAENQECKI
DKTQRKRCPFCRFQKCLNVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQQKKALIRSNGFKLESTALPS
ASPLQTDYSFTGTLHTLPTISKSLLPSTTSSVTPTDYEANLYGPTSLGMAMQSHVPLNPQYQYTAFPSRA
IKAECPDYTSSPESLTGYPYPDVYPSASPQPPSLPPLVLELLRCDPDELVVQONKIVAHLQQEQSNRGRLD
KPSTFSLMCRMADQTLFSIVEWARSCIFFKELRVGDOMKLLHNCWSELLVLDHIFRQVQHGKEDSILLVT
GQEVQLSSILSQGEATLCSLVQRGQELAARLRALQVDRREIACLKFLLLENPNVKLLENQAFVEGVQEQV
NGALLEYTLTTYPQFQEKFSQLVVRLPELRSLSTQAEDYLCYMHLSGEVPCNNLLIEMLHAKRACV

>Q72T68 ORENI
MLGDKAHGVTLKVMEYTYDEDLEELCPVCGDKVSGYHYGLLTCESCKGFFKRTVONNKRY TCAENQECKI
DKTQRKRCPFCRFQKCLNVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQOKKALIRSNGFKLESTAPPP
ASPLQADYGFTGTLHTLPTISKSLLPSTPSSITPTDYEANLYGPPSLGMAMOSHVPLTTQYQYTAFPGRA
IKAECPDYTSSPETLTGYPYPDMYPSASPQPPSLPPLVLELLRCDPDELVVONKIVTHLOQEQNGRGRLE
KPSTFSLMCRMADQTLFSIVEWARSCIFFKELRVGDOMKLLHNCWSELLVLDHIFRQVQHAKEDSILLVT
GQEVELSSILSQAEGTLSSLVQRGQELAARLRVLQVDRREIACLKFLLLFNPNVKLLENQAFVEGVQEQV
NAALLEYTLSAYPQFQEKFSQLLVRLPELRSLSTQAEDYLCYMHVSGEVPCNNLLIEMLHAKRACV

>Q800U8_BRARE

MDYSYDADLEEMCPVCGDKVSGYHYGLLTCESCKGFFKRTVQONNKRY TCAESQDCKIDKTQRKRCPFCRF
QKCLNVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQQKKALIRASGLKMEATPPLLTSPQPDYTFSTAL
SVPAPKNTHPNIVTSVAPTDYERSLYASSSLSLSVPIPAHTPLPAQYPYPNLPSRAIKSEYPDHYTSSEH
YTSASSPESVPGYTYIEQTRVSSSPQVVAPGLTVPPLVLEFVRCEQDELQVQSKISAHLAHLOQEQNSRS
TAANQEQSSRLAAKPERLSTFGLMCHMADQTLFSIVEWARSCIFFKELKVGDQMKLLHNCWSELLVLDYV
ARQLHHGKEDSVLLITGQEVELASLLAQAGVTLSGMIQRGQELVQRLQELQLDRRETACLKYLILFNPDV
KLLENQPYVESVYEQVNAALLEYTLCAYPQFPDRFSQILLRLPELRALSSQAEDYLCYKHLSGEVPCNNL
LIEMLHAKRTCI

>Q8UV27 CLAGA

MEFTTEEDLEELCPVCGDKVSGYHYGLLTCESCKGFFKRTVONNKRY TCNQNQDCGIDKTQRKRCPFCRF
QKCLSVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQQKRALIRASTFKLEHNPPLVPSNQAEYPFPGSV
PGLLAPLGPPDYDCPPACPPSLGVALHSYGSFPAQYQYTTPTVPGRSIKAEHPDPYSGSPDSSLGYSYAE
GCIAASPQTSPLNPAVPSLVLELLSCEPDEEQVRAKICAYLOQEQSGRGKLDKPRPSNLLCVMADQTLES
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IVEWARSCIFFKELKVGDOMOLLHNCWSELLLLDHVFRQVHHGRDNTLLLITGQEVELAGVVSDSGLTLS
SLVORGOQELARRLOLLOVDRREMACLKFLVLENPNVKLLENQALVESVQEQVNSSLLEYTLTSYPQHVDR
FSQLVLRLPEVRALSAQAEEYLSSKHLSGDVPCNNLLIEMLHAKRATTI

>Q9TIAI9 BRARE
MDFRADEDLEELCPVCGDKVSGYHYGLLTCESCKGFFKRTVONNKRYTCTQONQDCGIDKTQRKRCPFCRF
QKCLSVGMRLEAVRADRMRGGRNKFGPMYKRDRALKQQKRALIRASGFKLEANGTLLSGQTEFSSVGLQS
PYDCPPPALGVALONYGSFPAQYQYTAPSLPKSIKAEYPDAYPSSPDSTLGYSYADGCLSASPHSVPINP
ALPPLVLELQSCDPDEEQVRGKICAYLHQEQSGRGKLEKSRPSSLLCVMADQTLFSIVEWARSCVEFFKEL
KVGDOMRLLHNCWSELLLLDHICRQVHHGRDGSLLLITGQEVELSAVLDAGPPLSSMVERGODLSRRLQL
LOVDSREMACLKFLILENPNVKLLENPQEFVESVQEQVNGALLEYTLFSYPQCVERFSQLILRLPELRSLS
AEAEDFLCYKHLCGEVPCNNLLIEMLHAKGSSAQ

>FTZF1_ BOMMO
MHEDAPKMSIAQSLAASTSQPKGDIVTEIPLEFAMSSMETKSIETTNVELKITYVDPTTGTGGEPGAYLP
TAGTVCDQTDTKDVIEELCPVCGDKVSGYHYGLLTCESCKGFFKRTVONKKVYTCVAERACHIDKTORKR
CPFCRFQKCLDVGMKLEAVRADRMRGGRNKFGPMYKRDRARKLQMMRORQIAVQTLRGSLGDGGLVLGFG
SPYTAVSVKQEIQIPQVSSLTSSPESSPGPALLGAQPQPPQPPPPPTHDKWEAHSPHSASPDAFTEDTQS
NTAATPSSTAEATSTETLRVSPMIREFVQTVDDREWQNALFGLLQSQTYNQCEVDLFELMCKVLDONLES
QVDWARNTVFFKYLKVDDOMKLLODSWSVMLVLDHLHQRMENGLPDETTLHNGQKFDLLCLGLLGVPSLA
DHFNELQNKLAELKFDVPDYICVKFMLLLNPEVRGIVNVKCVREGYQTVQAALLDYTLTCYPTIQDKFGK
LVMVVPEIHALAARGEEHLYQRHCAGQAPTQTLLMEMLHAKRKS

>091601 XENLA

MLPKVESEALGLSRLHGEQGHMPDNMQVSQYKMMGY SYDDELEELCPVCGDKVSGYHYGLLTCESCKGEF
KRTVONNKRYTCIENQSCPIDKTQRKRCPYCRFQKCLSVGMKLEAVRADRMRGGRNKFGPMYKRDRAIKQ
QKKALIRANGLKLEAIGQVIQSIPTDLTISSAIQNIHSASKGLHLNHAALPPSDYDRSPFVTSPISMAMP
PHGSLOGYQSYGHFPSRAIKSEYPDPYTSSPESIMGYSFMDSYQSSSPSNIPHLIVELLKCEPDEPQVQG
KIMAYLQOEQANRSKHDKLNTFGLMCKMADQTLFSIVEWARSSIFFRDLKKIK

(6) 0 NR6

(7) 6 NRO

>DAX1 PIG
MAGEDHQWQGSILYNMLMSAKQTHATREAPEARLRGSCWGCSCGSEPPVGREGQPGGPAVALLYRCCFCG
EDHPRQGSILYNMLTSAKQTQETPEAPEARLGGACWGCSCGSEPRVGREELPGGRATVLLYRCCFCGEEH
PRQGSILYSLLTSAKQTHVALEAPEARPGGAWWDRSYCAQRLGAREELPGGRPVTLPYRCCFCGEDHPRQ
SGILCNMPMSAKQTHVAPEAQPGAPWWDPSCAAQRVALKSPQVVCEAASAGLLKTLRFVKYLPCFQVLPL
DQQLVLVRSCWAPLLMLELAQDRLNFETVETLEPSLLQMILTTRRQETEGDEPPSPQPPVQPHLVLPSEA
EHLPSVAEVQAIKGFLAKCWSLDISTKEYAYLKGTVLFNPDLPGLQCVKY IQGLOWGTQQILSEHIRMTH
RGYQARFAELNSALFLLRFINANVLAELFFRPIIGTVSMDDMMLEMLCAKL

>DAX1 RAT
MAGEDHPWHGSILYNLLMSAKQKHGSREEREVRLGAQCWGCACGTQPVLGGEGLPGGQALSLLYRCCFCG
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ENHPROQGGILYSMLTNARQPSGATEAPRARFRTPCWGCACSNAKPLVGRXGLPAGQVPSLLYRCCFCGKK
HPROGSILYSLLTNAQQTHVSREVPEAHRGGEWWQLSYCTHNVGGPEGLQSTQAMAFLYRSYVCCEEQPQ
QSSVASDTPVRADQTPAAPQEQPRAPWWDTSSGVQRPIALKDPQVVCEAASAGLLKTLREFVKYLPCFQIL
PLDOQLVLVRSCWAPLLMLELAQDHLHFEMMEISEPNLMHEMLTTRROQETEGPEPADPQATEQPQTVSAE
AGHVLSVAAVQAIKSFEFFKCWSLNIDTKEYAYLKGTVLENPDLPGLQCVKYIESLOWRTQQILTEHIRLM
QOQREYQIRSAELNSALFLLRFINTDVVTELFFRPIIGAVSMDDMMLEMLCAKL

>DAX1 HUMAN
MAGENHQWQGSILYNMLMSAKQTRAAPEAPETRLVDQCWGCSCGDEPGVGREGLLGGRNVALLYRCCFECG
KDHPRQGSILYSMLTSAKQTYAAPKAPEATLGPCWGCSCGSDPGVGRAGLPGGRPVALLYRCCFCGEDHP
ROGSILYSLLTSSKQTHVAPAAPEARPGGAWWDRSYFAQRPGGKEALPGGRATALLYRCCFEFCGEDHPQQG
STLYCVPTSTNQAQAAPEERPRAPWWDTSSGALRPVALKSPQVVCEAASAGLLKTLREFVKYLPCFQVLPL
DOQLVLVRNCWASLLMLELAQDRLQFETVEVSEPSMLOKILTTRRRETGGNEPLPVPTLOQHHLAPPAEAR
KVPSASQVQAIKCFLSKCWSLNISTKEYAYLKGTVLENPDVPGLQCVKYIQGLOWGTQQILSEHTRMTHQ
GPHDRFIELNSTLFLLRFINANVIAELFFRPIIGTVSMDDMMLEMLCTKI

>Q9PTE9 CHICK
MACLERCHCCADGRRHGSILYSILKSHDQAAEGPGPRRGQAGRGCSCGSQRRVALKSPQVVCKAASAVLY
KTLRFVQNVPCFQELPLDEQLVLVRSCWAPLLVLGLAQERVHLETVESAEPSMLQRILTTRRLGEHAPAP
GRQHPPSAGEIQAIKGFLAKCWSLDISTKEYAYLKGTVLFNPDLPGLQCTQYIEGLQKEAQEALNEHVRL
THRGDQARFAKLNVVLSLLRSINANVIAELFFRPIIGSVNMDDMLLEMLCAKL

>SHP MOUSE
MSSGQSGVCPCQGSAGRPTILYALLSPSPRTRPVAPASHSHCLCQQQRPVRLCAPHRTCREALDVLAKTV
AFLRNLPSFCHLPHEDQRRLLECCWGPLFLLGLAQDAVTFEVAEAPVPSTLKKILLEEASSGTQGAQPSD
RPQPSLAAVOWLQORCLESFWSLELGPKEYAYLKGT I LFNPDVPGLRASCHIAHLQQEAHWALCEVLEPWY
PASQGRLARILLMASTLKNIPGTLLVDLFFRPIMGDVDITELLEDMLLLR

>SHP_ HUMAN
MSTSQPGACPCQGAASRPAILYALLSSSLKAVPRPRSRCLCROHRPVQLCAPHRTCREALDVLAKTVAFL
RNLPSEFWQLPPODORRLLOGCWGPLFLLGLAQDAVTFEVAEAPVPSILKKILLEEPSSSGGSGQLPDRPQ
PSLAAVOQWLQCCLESFWSLELSPKEYACLKGTILEFNPDVPGLOAASHIGHLQQEAHWVLCEVLEPWCPAA
QGRLTRVLLTASTLKSIPTSLLGDLFFRPIIGDVDIAGLLGDMLLLR

2. 500 non-NR proteins

>E4YGX1_OIKDI
MNFIKLPFQSNLAVRRRPQLRLLRHARDQALH

>E4YGY5_OIKDI
MQKTPGSPTRAARRRSEPLHHHHHQQQRDEDNAVPSTPERDQPSTSRAAATRRLNLSNSPLQVQDDDAEP

NVFALYDMFSHLLNAQDQQRLQDETLKLEDRY ITATNGIWHDIENNAAKITILTRGNKAFSVKGKNYVE

>E4YGY7_OIKDI
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MDAEGRPIDLTMSADLSTIDGAGGWASSSMMVAPPMTPSVRRTQDFDEKDMSTDDLETTLKSTMKVRDEH
RSFIDDKHDQIVKGLRHCETNENIFFVAEHTIIKDQEWATEDEI TKMMKRLELLKKRETLADILKRYPSR
KDETEEKLNEVNAELDSLDDTVTEEPSTDDKAFNSTNESTLLNRTQVSYIKITHYQEPADEVVETTVTIA
AQPTFEFDIPKLTAEHVAATRSKKVEHVKMCSKEAQTEAPARKKSVDYSSQTPQLQMRDEKSQAKVLAHE
MAMQTAKPRSGVDAPSQTSVQRNSTVEFTDSFSQTKEIQRKQTKTNDSGIDSAADHSDIEATPVQKAVIV
NQLQQANVNAAPVKKTMDMACDPIVWPKSNYNTIETSSSSDSESESNKTKPGEKGKKAAAAKMIKDKKDGK
KLKTKSCGTNPEKIKKKDQSTKTMPKTTSSKTMQTEKVKNEKMVHKQVNTLFDSRKIAELKQKAEDLKRE
NELLKTAALAQKLKKEERTSSSDEDTKPSKVKIKRVPSKKKTTVEKRALSTASMKSTDDLTRDPDSDSEQ
TKKLKEENERLTAENARLKKDRKVSSSSSSSDVDAPVVFIETSSGPPLPEASEEEGTQVDREKVKNAAIL
KKMKDREDEIVELKQNLAKSEAEKKVLEDKIFDADEAQLNEDELKAETAWLTSENEALRKDLENGEKEEK
RKNAFLLKELSDKNDEVNNFNEELKGLQDNFENEKTEKNEMIKQLEKDIQKKDDEIKELQDEVAGFNEDL
EQERRNKAVLLKKLKDREDELENELNEALKDKDDQIGELEKLNDALIDANKELKSDNANNEDHKAAKTLA
LKNLADKEKETKKLNSQLQEIKEEKASLENDVEKLFLERNAAKEELDELANAHKDLMNELQHAADESNDH
KLAKLAALKKIKELEAEKKELQEQCDTYAEQLEAASEMSETDEKSLADAKHQNKLLNQTLDSVKSSVEDL
KNASFQEDKETEEKIQALEEEKSEKIKVIKNLEET IESLEEQTEDLNGENEKSRDEKLKTLAKIKLLEDA
QNEKEDLEDELEKNRSNLAALEKKTKDQDEATQDLEEELNNKTTETVNLKQKVSELESELATDKGDKAKA
LLVTKELNDRKEEIDFLKEETENLKSENSQLAKNQESEDDRKKKLLVAKELAERKEETKKLNKELDELKK
SQTKIKTKDQSTKTLPKPTSSKTMQTEKIKNEKMVNKQVNTLFDMKRVEETKQMAEELKRENAKLKETQE
SEEDGAKKAFVAKELVERKEETKKLEKDLEKLDIENKDLLKQAEENKDNKAAKLLTAKELKDREDEISKL
KQALAVEEQNAKNAADPNKITELEDETAALEDERDRALAKTKGLEKDLEFSKVLEDEVDKKEKEILAKDE
QIQAYEETTAENNRKLKDLLVLKKAAEKVSETEAANETLKTEISETKEERDELKSELEVVRNAQDADSSA
EGLEGKKPLTGSTKTLDSGIFDKTHTLEDIPLGSSNENIRSEPQMIITQRLQVENERLTAERDSVGDIET
LKKEYQDEKAHLEEDLDHQQQKLTQLTGELQKLLQDKAGLEEDLELKNEDLQAVEEDLEDVKSKLKKVQV
ENDELVDDNENRLKELVALKALKDRSGT IDDLENERDELKQALVAHKTVEQLKLLNENGEEKLAKLNDAY
QDLEAELREKDAEMEQIEEQLQNNKFEKAKTLASLKALRKSVETGDEESDSSEEESDIFVDANDQSKPEE
TINDIKKVLVVKKGADNRKDIENLEEQIADLEDENDELKAQNEKLEETRKKHKDEIEKLTEENEILHEDV
QSRPSSTATAPIVEQQQVQSTNPFLQTHSDIESSIQPDEPKTSTLLRELENENERLMNEIRDLKAQLDLS
RTEMKFITAEKSDSGSSSGDLAEENESLRAEVKRLAALVAMYKGRDSDDEVDLRPAKRTDSVPDLLEADT
QKNLKEGVLHELTNTQKKLKEEEDKRQDLERVVDKLNETIEGLQTPEAQQRLKDGALSELEREKKRRSEA
EKELEKAKNEAELAKELKEGALAEVDRLNSSLISSKLEELEKTDSKSSSRQSTPTPSKKLDELELQTMEN
EVQLQALRPDASELAKKSPEEQDKILEDLKKTLEAKARDIAELEQEIEELKDENKELKVEAYDAQNYKKK
FKKAVDEKHAQGQDLEELTTPGKVQFIRNLFFTTRTILNCIRRLSDSLLIRIPSPEGRMLKNNDETFVDQ
EKLSQQKRDPVDDNALWNISKMKRDMRQLQAQLRELDDRNSTLENKQSRALEQTDILEGHLNRASREQSD
LLNMSISSSNRSLDRINDSMTDQMIRVRDEMRVTDDENNRLIYELDQLKRDHEETERELRQARNKLVWQQ
KELEALREATSKPNVDDYDKLMSEYTSALDKIEKQEEKLEQASVSSKADDLQSHLDQSRAECDLYEEEIG
ELKKKISVLEAKLKSSGRQSPNSETHDISLGDSLVEKLDNLETKEDWTSEERLKLEMVNELRY IFSEPET
VREEVSGPSSLESSSSSGKKKKENIDVLKESKETIRLLQSALEKLADESAESKDVSSELKGLSDQSVRLT
EQLKKRQDFIDRLVEKYKSSEEKVREFIRSTMRATLQREQDRIAQRVSQDESVASMTFDL

>A8PAW1_BRUMA

MALALLSVNICQFSGCGLNFGNLHDLLQHIEETHIPITEDEMKKKEENAKNSSLDDDPSKAAALTAVEPI
STICKLFSKLPPHKAVPINPEPVKLAIGHYRKKTLASAVVGANVFGQAGDKSRFDQHDEESNDLYRNEDC
DDYEQGTDERRHKCPVEGCNKRYKNLQGARYHARQVHGYSEDNGTNNAVSFDLTAVVPGQVAPLIQSGTP
SKYANLRPYKCSQCSKRYKTTVGLNNHVQQSHQRINNAGNPAMSTNLVPVSPSAVSISTTHNNVASPAAS
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TYVTPEGDEHVAAPSGYLTSTVQNATQVRINTQPLPSLAPVTGQQYQQQMSHPTNVTKLVSTVNGMMTRN
MNALSSYGPPTSESLNPVISRPDTPQVTDFCVQMNKRH

>E4YGY9_OIKDI
MIVRNLKSVLSGHINRIIREYIDKDLPGVFKPLTDYLYVIVGMLMTVAVQSSSIVCAVITPLCGIGVISL
ERAYSLIVGCCIGTTTTGLIAALASMGDGFAESMQVSLAHLFENMVGFMLWEVVPCARRLPTRLALWAGA
ETEKYRWWAFCYITGLFLAFPGLAFILSLVAPIFSDKVIKESYSFQNALTFAKLYKLCSGNVYFFLNSIE
SDYTPKYKIQSAQAAPKVFLKQAVDSVDIDVDVDEFGRGKKKKNKNKNKNKLPKPKKITTTTAAPTTTGW
DKFTSVSANYDDYYFYPEKDWKIVETTTTDRYEPTTTSWPTTPALVYTTEAPQQLKPVKQYNLPAGLQLP
AHLSNFNAGVFAAPKPDFATSSEDEYEYYYEYYYDESDSYYDDLGMKKPTKKKRRKKRKKNQKKKKNQKN
YANYQNSYSQPAFECWECLSANSFEDCQNRGKYVQCNGGSIGCDITVRSRRNNRYRDWY TEKVQMGCKQM
QSCQTEHQFNFGYHPQCFPEDSTWPALLQWNHSTCRQCCGTSKCNFDWIQNKPDTTAEWNSTDTHVVSGY
GNYNSNSNTNSGSYNYNYNNNYNSQNNNNYANNGAYNGGYYNG

>E4YGZ7_OIKDI
MSDGVRNRNNIGGSGSKSSTRSKKPDNSAFKQQRLPAWQPVLTAKSVLPIFFIVGITFIPIGSLILVASN
GVQEVEQMYTDCQAQFTFTTHPPTLADITDVSADEKSCKTIYDEWIDTFSSGTAPNGNPPTCICKQNFEL
AETMNTPIFAYYRLTNYYQNHRRYVKSRDDTQLLAEKSY ISTEADGDCSPYDKIGERPTAPCGATANSLE
NDTFFIRRCGDAGVECTALQPDNIIDPTDANGFNATKMTGEDIAWKTDKSQKFDPNKETGNETFLSGTER
PLNWRTDVHKLGTADDDLTYRHLSGSSGVGFRNEDFIVWMRTAAFPTFRKLYRKIQDNGADLQPGNYELL
TYYNYPVHRFGGGKFFVLATTSWIGGKNLFLGWTYATVGGICLIVMLFLLCISRRNHNRRSTV

>E4YGZ9_OIKDI
MLQECVEVSSTIRPTASGSVLSSVTAQLQIFQLNTQILSR

>E4YHO1_OIKDI
MSTAELNRKLDSLEEQITEKNTISLATAQTKLDKIKKYANVDTLFKETISRLSHLLDLSCAEMTPEAMDQL
AISTEPIVKQISPYMDKVQSLEKYSHIGKLENMIEKKKDIQKLARLNSLQYERVQNLGENTGILLAHYNA
TTIDNLSRDFAVLEAQLSELEDLSP

>E4YHO5_OIKDI
MIRFRRAKVYDFNRMPELKLIALHEFLVKQDARVIDELYRHPATCMSVFRELPQIAKHITIRILFINQQI
AKPLIESWVADEHREKFEVAMEI ITGLRIWENTNDGIAFNLNNSFRTYLQEALFGGGETWRPAVETLGAD
KNAKTVEQLDTYTKERWDQILSFLTQEQGKLSEEVISLLKYAGLCDANGEKRFQFLLLDRSSQVWYLLVQ
YLGYVQKLGLSLVNVLAFVLQLGYCSFGTDYPCDNSNNEISRVIQHFREMGLIFKRKSKEQRFYPTRLAQ
SISTAGGKKASSEDVQEQFILVETNYRIYAYTDSELHYALTSLFAEVQYRFPYMIVAQMSRDSIQQSADY
GISAEQILNYLRSSAHPTARKNKHWVPQVVEDNTHLWCKERERLKFNDGLLYHQFLDQEAFEMLKSYAQD
TRALVWANDERRFMVVAPWSHDQIKSYYKQIKDGMM

>E4YH09_OIKDI
MLDEMHRRKVEKDIADLKKLIDQHFVQRKKDEEDLDSLRGRIANRKIVRDQQIQARNQKLKAREAQLALE
KDKREATENRRKAEEEERKKATMAATQYATSNPKKRLQKKGGNKQEKKK I LAARRKNGNIDHLTGPQLAE
KAQEFFKHFTEINEDKYNLEITLQKHQYTLKLLRQRVHDLVGRQNKINTRK
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>E4YH11_OIKDI
MSSDDWTIVTRRSRLAANASPEPQKELLTRNSFESLTDSSGTESVLNETPETKRGPPVEMEENDPTSLHG
TPPPEATDAPRAKSATKTLAQRVLRLFGRSGEDLQQRPERIQFKVSKKSTSKSQKKSQKFKKGRNVLTKK
NSRVTRASMKNAPPQSDLQTDLPAPASSDSSSDFDEEITAPCPTIDELQAAEVTITGHSRPVNDNLAAVE
GPKEPDSTLPSPFSAIKDHGFGSYATILNDIDMEQEHTEPGDGGVDTQFRVFHGLTEFFQGCIFPQLQLH
FQDQSSDSSKVQLALFTLMAGYLSTIMPKRSLSFTSMFQYCTCILTGAESHSHFRLQRERATRGVLDVFES
RLLDVNSLKCHVEINDDDLTTATQELLDSMTALLPDQTVLKQSFENELRADLMLIDTELVVNAHLRQVIL
SSLYVCDALGNKDAELGPAVSYRYRVLKALPFHALQVLMNMEILKCDDRLTLHPSEVKEEFFLPYLEEVV
KLRSDEPASQQSDVRYPIPAFNHFKPLAKQI TQERQRQRLSSSANTEQPEDPTGSGIEVEESSINGSDHP
ESDSASYFVQFDGPTVRVFGMVEVDPRLLIHRLTQSRLDDHFPAQESDQTDHLANREDQPSPARASPTTE
TTENQVHNGDDLLPKTLPNDSIIPHGTRGAVQRKRQNSGADHEQFSKHPRLRASPITAPTSNTSHMQSRP
TEEPICSTDAGSSTTNQTIPETSLVEAMKSTSLTPVSSTTLPPLCELGPAESEPAPDTPQTDEVMIVVSG
DEVVPLRNILSNAVGDSRRSVRSWGPSSKPTLLLRTSHTREKERDPERVKLTMELLASKNLFLAVHHREP
SDKEIDDSILSSFQKYIQGQVMSKFSDAELTRAHRELETAEQSPENQLAFYDLWLPKLLETIEEYVQTPVL
RLGLFQSGYFQDHHSLKRPLNDNELSNDSTVFGRVRGSPALAALKKVVNHLILDHPKVQLQTEVCNTIAL
RSRTQAWCQSIPTKDQPSRATAVFPACHSLSCLTTGGCLFRSSTITVGLYDDPCLDLLAVSQRLQHCAAT
GELRMLTESMENDKELCELVQSRLPFLSTVLSGNSYLAPRHPNLEPAGEVAAVTICGTERTFDHSGTYLN
LNFAPETQDINSPHYNDYLRRYALLRICLQQFGFTVIDHPASGNMKVELSSLTPPVANTFYQYVGLLTRG
SPTLTTIPDNTLAAQIKLRPSSPTQKIPSLFSTSGSAPEAITRGY ISRHRYTHFPSTFLTEFSKRGPENL
LWKRFVDVQLAVYRKGPYAPGTSEASVLSEVQIRLARMPNPFRRCLDTADRQSKLTELNVVLHNNEEELN
YFLKHVFTPDVCGQTRQLCPVPYCCSTTCSDNVDGEFSRFQAELDDYRHSELSEDTAKVPRHWKDVETAEA
GKVVHLAEAACRLIDQGRHRPVSTGLESLATCLRSPPVILSLQENDWSYNDMLRMGVTEMHVVSGLYRRP
SKSGGTRKPDTKYLPMCAAFYFSNRRSQYFISLKET TPTRLSRNYMKLLN

>E4YHO3_OIKDI
MFFLDDFLELLEPFKNEFKQDIEQIGKLDEEAASFKRQMDEKSNEMFKRCQIKDKQGVKNIQEDPEITAM
LREVNVIKNKAKTAHEKKLEIITETSSKVDRYVRRCDEDLDAFKNETEAEQPGITNQLEQRATDNTPELQ
RKNSVLGSDYEYDEKQFKHTTTRKKTSSASRARRPSEKDALAAASALESAAPSMLRQTSVPERGRKNSVS
AVRLDRSQSVGAPPITKAMRLDPGIPTTSAMSTVEVGVDGVTRPARTKKLTPKGVQYRQAIVSKTSQLDNG
FRVPLTESYNSTGSTQIVQLPSTSAMHFVQTVAAQKAGETPDNANSSATQISPFKTLQIHPGMIQNINKV
QD

>E4YH14_OIKDI

MVLSRATIKIWSNLALVIEAYSDEVRRRQDDLLKRSNFHVIHPVQVAEDGRILKKNVLITSSNRRRRHVSD
DQAEFEDIFYKVKINGLEHRMELSRRDDFISQNFSIQFESSNNIERYGNRYQHCHFSGRFSKRKEDDHPS
RVALSNCNGLQGFMRFQGNDFFLEPLWNTTKEEHEEHPHVMIEKESSFMQFDDVNISGGDSCTIVEDDEH
KEKTVRSRRSLNSHRRYGLIESHENIVEAMVTLDKRVVMTHGREYVDLYTQTIMHIVSELYADPTLGNRV
KIVLVRITIVLVEDNPDLALVHRAESTLRDFCLWQNSKNIDSGLADESGILHHDNAILLTGYNICSQHDIP
CGTLGIAHRNGMCDPQKSCNINQDVGLGSAFITAHETGHNFGMHHDGYEDGSSKSCSRDVDKQIMAPQIN
SGAYPFSWSRCSRYSINNFLDSGEGHCLLNNPINMNGLAYTNDGRSGLVGRTFDADAQCRFIYGPTSRHC
MHGNICMQLYCYHSNMKCITNGIPAAQGTTCRILNPSYAEKGVTGWCYKGECVPDGFQPTPVDGRWNSWS
GWSHCTRSCGVGVSYQMRSCDRPRPAYGGKYCLGERRRYRTCNTQNCNPEAQSFREKQCSRYDSKRFSGK
YYDWVPHTSEKVPSCSLSCKPKDESWFFLELSPQVLDGTRCTNDPEKFDLCIRGGCEEIGCDRSLNGNKE
FDNCRICNGDNRACKLITKNVSICDDDAELDSCDREFPLSLEDIDKFLIPAEVTSISVSQKEGDKNLILV
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ETGMGNRVIGTEYFENCENCKNKMIKYEATSASYFRVLMKEDFTRTWGVSSYGPLQAPMRIRLLPRQYST
NLIVTYYIPIKREGTLGSLRWKFGNWTECSTECGGGYREKVPLCHLKAFPDSDEKTVDQEKCPSATQPDI
LLESCNNQACAPVWHMSDWNSCSQTCGSGFKHRTVVCKRRIDKYEEEVVADTECLSDKPEYFQSCNTKRC
PPIWTIGKWQECNPTCGRPGWTTRHVNCVDSTGTDPEVHLDMSSCNQALRPSRRKRCHRPCPAPQWRTSE
WSECSSECRTGSMTRNVECVDMRDRILPNYRCNMSTKPVSSKTCKGECMQPVVIDGNDDEELCVDTPETT
YCAMVLRFDFCVKSFFRTKCCATCSAQDDLR

>E4YH19_OIKDI
MSVGDVQFTFPQVNHQKQPGTVELSMTHLKWSPDMIGEVVLIEIQKVKRQKISPEGKSKVQIQLELTDGR
SLTFHFADDDPKATRNKVKAHLGKLMGKVLAKKVDKNLEERKRVLONNPNLVKLYKQLVTTGQVTAEEFW
SSRAHMLDSSHEQDIGITADFLSEVKPQSDGTNSIRYNLTPEIVKVIFRTYPAVKKRYLEVCPTELSEKD
FWTQFFQSQYFHREKLAGEDEKS IFANCDSLEDKELSNQARNSLVNLERTFDMDYMNEYAENEI TQKLND
KKQKAALSKKEAKKLLVKRINNHATQVLQSCQKREASDDTNGVQAKRMADDVRAHLSENIDLTKQNETTA
VPCITVDKESFFNWGAEDDKKSILNRMDDKQVLDLKTHLEEKLNRMMNNIREFEPKLDSMEDDYRERNEC
SQMREMNDVMNIVHVATFNLFVVFALVFCGGFIQSEYSFYWLISDAGLPSNISVTCANNATLAECDVYTK
DVVQVLARYGEYSALCSFGTGMVGTIIGTVSDVIGRKKVLVANKLGYFISTIIVCTFITYYHLHPYYFLIP
STIWNLVGGYSVMLGVTFATVTSYSPDEKRFWY IVAADVGISTAGLTVTGIGYLINTLPTENYYMVIAVG
AAVMVIPLFLATFGMKENVLPPETAALDKLKKCFSDIKEIWFRRSHLNKFLWLVVLVPALDKLVSFGTSS
VTNLYLQSAPFAWDPEELSMY ISASSLLGILSFILPGVFRHFGISSFATTYLSLLMNIGRNIMFGKATST
VMIMCTLGFNVLTGSYIPVIRNLLAMNTEKHNHGAVFAFLAALEANCITAGGLLYSYLYHEFPVDTSWLF
WLLSPATGAIGFVFATICAHFVYVEKIKFAEDQRCLINEIDDSASESER

>E4YH20_OIKDI
MSFHLPKILYTEQKQLPPPLKDYVTLNVTQDEIVIHHIRICAASLRHPQMAGSMNKTHKASMSDFLNYGD
LENKIVDWFGQPTLDIVKERAKGNIDFLNRLPEEAKTATLTRLPLEELPKMGLLNKEFAELCKSNELWEK
MCEQNGITIDENVRSLGLQIGFKKIFFSNKVEIQRHIRKMKKQSTFITA

>E4YH22_OIKDI
MCHNFVPLVNVQEQSSNEEPNSDWGSYLTRGLQSAASYLPSGVSEVLQQGRDFATAKLHSCGLKNISTIH
EIGRKYYLFVACSDGHLYVYEIDPSGGECNLIKQHKLCLPRVPEVSSEESDLPPMIHTVDS

>E4YH28_OIKDI
MRKIRRKIINSGTSKSDSYSKAIGTDSPGIERIRPSRAPPGQPISEESSSEPADDRQLLDYYLTKRKSEY
SSPCDVNLLAGSFNVNGKEPKEALDHWLLRQNETPDIIVIGIQELQLDADAYFSEYVNAKESEKYQKCQE
SWKTSVMLALQKYNRPFQLIVDERLVGMY IMIFCSERIKPATSKVDTANVGCGLMGTFGNKGACSVSLKI
HETSFCFVTSHLAAHQNATKKRNQDYESTRHRTVFRERLRILDHERVFWLGDLNYRLDIPNDDVRFICQG
DDISSLLPADQLHAEMNAGKIFKGFHEAPTITFKPTYKFDSGTNNYDSSPKNRIPAYTDRILWLTKETDSV
ECLSYSSHPSITISDHKPISACFRVRTEQINKQIYYSVYKEVNSWLDKHENEL TPQVAVSSKATDFGKLK
FLERATANTIQLONTGKTPAQFQIIDSKVEFSPDRDVYEAFNSNIGLSIDPNKGILPPDSGDASICTISFDL
NINKEVVSKFNFGVKQGGNYVNPLDDLILILKLRNGPDHYITLSGDWTYSAFGMPFIALTHSFFKDVSIS
SLEYPATCLVLNQLVKAECSSSNSPSEQNLHPPAFYVLLNHIVNHGFMERQLFQINGDPDEVRATIDTID
AEEVVGNLESLPGSVASVAEVLLLFLNSNPFPITPYSHFELCTDLVDDHNLCKSMIEKLDLRSQNNFQYL
IMFLKEVLKHGKINGCTSEFLAGLFSRCILRPQITLKNREKADLEKRKSVQFVRQFLNEDESSLI
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>E4YH30_OIKDI
MSEFGGRMLFSGANYRRDHQVKVNPPLSETIGYLTRDDPKNPSKKYRKNESAGETIGWAVENLCPEEQQKPT
NIDGKFFGFTKGIFRRAADLRASHRHQSPYSEPLKTTKLPSPLNNTKPRITNATNASP

>E4YH32_OIKDI
MVKYSEVPMGDKSDLDRLTDGQEGRET T TVATWLRPTKLIGLIDLFLALICYFLAETLRSWVHPISDEQR
EYYYQGLWQICSVEDDVLNRCIVDPDSCEETEAECAFYNSAYGLWTRIIFTSCFLVAFVSFTIAGITAYSN
RERKDWYKYLGWILVLTSLEVLVSLTIFPSGFIRNFPFYTKWFFGLGYGFGWAALCLTLLAGVLFILGHG
QNKKKRFVAEKRIRT

>E4YH33_OIKDI
MTSILESRVVGMKWKLAFLTLGVDSRSHEKGSRWALKQQRIELKYEANVNHNMQSVDAFAGRSGPSRPEG
PTLLDGGWTPCESNGAVSKKPGKKQTKFHTCVQKQGFGEDVLKCVNWKKGGGEERSADEKCKNACREVVEF
EASKKNLVKAVAKCTDMDNLVNKLKQKKPETLATNGVLMFDDDEFASSGAKKPTKLTSSGKSKSPVNRGP
GRPQSESKGSMTFGDLPDELLLFSDDMEDFGEPELMPERMTAPQFESPKSSPNKKGKKGKKGKRGRSG

>E4YH37_OIKDI
MKRINFKNKITYIFALLIIVTVFYQATILAKFSDVKQARKYIEENSKTCDICADCATFSQKNFTQEKILI
PLLVWGPNNQIQGFRESLYTANALGRKLVAPPFFPNWNHLANGSSLIHPWNRIDTQLLSKHYDIVSPQKV
VEICGPRIRLNLSTGIVSYNPNRYSIFKKYLGLDSWSNAFVFPISDKTLSPEEENRPLSNATDKTYLNST
YKSDEKCVILEYPWNSIPAYDIFVQLKSQKISEEYKETVDIIKNTKRPAKGSKLKAKLKINFSNTINTIN
MQ

>E4YH39_OIKDI
MQRNCAQKVVGGEGSGILPEVTSGRVVVPCELERDVLLASSEGSSPMSPREVFLNSRESPVDRSKVRLTT
ALTLGLALLL

>E4YH44 _OIKDI
MPKDRNKPRGRTTAYGYFVVDEKEKHAKANPGVKINFGEFSKLCGQKWQTKSEEDRIEFEKKASEDKIRY
EEEMASYEPPAGTKKTKKRKKDPNAPKRPATAFFLESTANREKAKAQLEEGAKVGDVAKKLGEMWKLVSA
EEKENFAKTAKESKAKYDKAMEEYRANTPKESPPKRKKKKKVSSEEDEPSDDISDEDHDY

>E4YH50_OIKDI
MSTSHLQWATINKFSAFDVKRAGRTWTKEPGHLNGRKSLRFNTLVEKKGLKVAANAEGGVNFSAGKMSTT
MKKSSRKTFKSIRNVAKQGAFRKDQTRAAVKKASATTASQKRAAQK

>E4YH56_OIKDI
MPLISKLPSLDLKKVQSNPMFSNPHGGAMGMSPMMLIDQNRLLAQHQLQQQLAQQQMMQQHOMQLAALNN
QVMMGNPLTAQQGLNPSLPPSGYPAHLFQGTQPAAFDESSSTVQKIIKTALTNKSFFIT

>E4YH66_OIKDI

MKLKNTIFIVLAFACPDDDLQKECINLCGEEYSHCGENCNGELNCFENDFCTEKYSSCVRECPCEKNCPE
GCVNCENEICKRAPFLTVIGDQAFAARSSDLKKTARLDDCEFKELPVRLIDRFDSVSGALLSFSNRVYLC
FENYPYKNCEEFDGISSTNSFLITNHVHCFGGLGEYKNQMVVLGAGDLPGQEVRRKVEILEIGGWKEISD
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FPVDITVASTVTVPEGMLVLGGWNPGWISGGIYYKSVYLLKNEIWSFVGNLSEPVSDSTVERMSEWITLV
SGDSENNFVERFKWDEEQIKELET IGENPNTILNPIVFQSSRNFCNTV

>E4YH68_OIKDI
MKISSVFIFLSATNGQKPAELKVFKTQSKLEWVIDTFYAESFPKWSRGMKAKTKRVGLKLVDEFKRKQTE
MESECFEGSGDGPEQKMAVEIEQENVANLREVQDDPCRGSKQLTRNMIKWANENTLDYGCDGAPKEEQTE
NGRKDRLVKKWEKMQRRFQTRLQCE

>E4YH74_OIKDI
MIFSISLSFFVKTTLKTSLFANPVVSVARLWSFKDEQLKGFNVNSIGFNSVGPEIVAVEYGHSQRAKGAS
KIPGIMLGELLLLTKVKRTSKKTKKNRSNTRKTDNAVISQLSPATSFNFNPTDGNT

>E4YH77_OIKDI
MTEKEPMLMCLRHTGRNHGAIYWGKYNVTYEMFPPAYKYPDYCNGQCAVMNRKSLEATGAEVGKTYLGDF
RIEDIFFTGILREKAGVKNLQDFTRTVSELTSSSGITKNVKTKTCMHY SKEMIMTPKAHLIDDRFYPEMP
TGVTTKRMFEERKNFFKRTHREKLKETKTLEHEKKEKKAKEDAKAQLLKERNLEVAGIAPQNLGFHPINW
INHHFVRKN

>E4YH78_OIKDI
MELKISDSTDPETGKPMYTVAWSENLADGLITIVMTGKADNGTYTIYVENDHDSPVSVHINVVSYAREPD
REPVTLTPTLIQKKIAPSNTDIVVIYAAFAQGEFPILFADLWAEVTFPLERNGTIMDTETVILTDDGKHD
DVIANDGIYTGIFTNIFETGRYSIKVRANGDNGKAVVSKGHMLGIGELDDAEYEVVENAVHKEVWQTTQR
RKRRNVRTTRDRREKEDEEYEYDYEEVEEEKSNEDTTVAPTITLQTLPVSNQDKREYYKQLEVEKLARTT
RTSAQDTERVTNMDTIIIDTDDSDLCDENFKHFDGFCYKMVLDKKLNHPEAEAACQAVGAKLIDVRSLYV
AEYFLKRLRNVIKDFWADAVNDEFVKYLPRLVDNSLRIQEIQALMNKAEKRMATERRIRKEDEKNPLARM
GSTRQFRQPIFERDMKWIYNNVTSNAQPPAAFIKDFILQKYEKSIDYATLSQIEEATASWKLNLPKKLDH
FLSETLDFETFEAQSRFSRAKRDLITVSSPCRYKDDFNRYRKNRKFATCNSERDVICQKITLRNVRKREL
SSCEATWSDFASNFASSETCYHQASKKHNFAEAEKYCKELGGSLLRINCENKEVFETKEENLDSFWISNM
DTSSLNELKCSQTIEKEEEESENNEILYLPIRIDQKWPIRNIGQIHPFFNQSEFKEVDDEIYDDDDDNDA
LDASDSNFLSDYTDPQLGDVYYCMWFENGAVNEVYREGPCLNLKKSYICQKPKNDLLAPGPITDIDVQHF
VGSYKDPLGSFHIEFTATGNDQSIGQADRYEVRMVATEKGKEALREDFDKGYHLQDSDFSNEIDSRPDRP
KRSGYLERQTIRFEDIASCPRNQLMDLMVLVDTTTVMKLLY

>E4YH85_OIKDI
MQKFLFLIFTAATKAEKRCGEDIKEISKDGMSSLHRAVHPLIRPDLECVKQLLQKGADVNLQTSQGSTSL
HLLFKGASDLKLTAAVLDLFLEKSADLE IKDENGREAVHYLYENVKISDEFKAEVVKKLVSEGNHVSEEM
PWLGIKLPFLEKKLELLPGPPTPAAVKAVFEAENERFDRIKTAHCLAENEKQAAKINELSVNNTELEKQA
QNLNRATEKTAELEVELGRFREVVLQSETKLDKKEENTEALSEKNKQQEAQLEKHLEEEMRLMRKIEELE
KEREVMQKKEAELLEKAHAKEEALEASANQFKAMLRADFEQESAKFEESLQNEKALVGLLSGELDAAKMQ
LASAKNQTCSSKNVTTDVSSCLNDLDLDEETERLTSEKRQIVAFILQFLAVYVFWKLGRKFFKKAEDPEH
SETPSELSRYIEKLEKTLEYNRGLQRVMNLSLDRKDEKIKSLETSLRDQSAMLFPSETDADETTEDPSSL
DSPLSF

>E4YH87_OIKDI
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MKLLANFGITAVTNGLSSKEWRTKRVEKSEKKNAKVEIFRIYQEDLSPKKNVDGVEILDWWGKKEAPPFL
KRLTEDCGGCYLTNDQKRGIF

>E4YH88_OIKDI
MIPEFPVVPGRDLNDGTVMPQFGLGTWLSPKGDVEAAVLTATIQLGYRHVDAAWVYGNEGEVGNAVAKSIK
DGFVKREQLYLTTKLWNIFHDPKDIDRACDMSLKNLQTDYIDCYLMHCPMHFVGPDDGPALLDESKPACA
ANGKKPHLIGDADYLDTYKAMEKLVQAGKVKSIGVSNFNQFQLQRIMNNCTIKPVVNQIEVHPYLTNDAL
VNFCQENDIQVMAYSPLGNPSKPVTRVWDENAKTILQDEKLLAMAKKYNKTVAQICIRFGIQRGLILIPK
TTNPARLQENAEVFDFALESGEMDTISAMNQNFRVVELPQNAGVRYYPFVDNYSE

>E4YH89_OIKDI
MPKELHDRLHVPKMACKPQQYSSHQTGIFKAAFEDDIEAVTEFIEKDTHLNIRNWRGDTPLNCATRGKAE
NTIDWLLDNKASPEFGGWLYEPPIVAATAINNESAVETLLRKEIGTDVDGVDERGWTAVLVAAKAGFYSL
TKTLINFGADLSLRSKQGDSAAYWVAKHNWEDIYERITQESNFKYVLQDAMEFAEEQDDEQLPALLKNKD
QNVNTRRPPGSPEGPPAKKHCQ

>E4YH91_OIKDI
MSKETKELKTLDEELTKLESLPNRNLAAEKRFQLTAANLPAALLNKRIWVEERQNCLNVSFAKCSDPMAT
INACQATQIDAAKMSDLYGRTLLHVAARVPDLAAADKLLKLGADVN

>E4YH99_OIKDI
MIRKAVRGSCARISCRPQSVTVNKGWFRPKVQIERVDLERYFITIVEDPSHVVWQKLTEISVIEDRYQIFD
QNGVDRNIFGDVVSRFPEILEYSLENIDNHLKFWSKMFQNSSDCSFHLKSYPEACFHLDNAAYLTRRNEM
LKFLFSNFGINQKMSTRLILAYPKFFNNEVSQIATKVEMLKNLYLSMGGKNFKVFGRTQLAQNVLILEKP
ETMSDFIDLMTKTGLSSEETLKI ISKMAGVLPDLALENVEKTMQLLREELKLENSSEMKKICLEAPKMNR
MSFKPGAMLKNAGRFFERMTSDDKLVNDCQKAFEAENQDAINE IVRVLRAGHRSPEKLEIRELSGGYFGE
TRSLSHTQGGEVAGFTWNKRY ITFYADFFVLMELDDLENWEKENGPNKDMLADY IFLPDVNFSWKRMSEM
EIMVTNRSRECTIRVKQKEHCSVILQHLCALKYLAMNNLNGCSSPIKQPISESSFPVRPHTPAKWYICGD
AYMSNLADSTEAASERVFLADWQISPMIYLKRNYEGGAFSTSGDTGTYWRLDQVLKRAANRGVRIYILVY
QDPTALGLKNYEATKYLREKCLWKKHANLFTLTHPTLDGPNKWSHHEKLAVIDDKIAFIGGLDLSMGRWD
VHGKYFMFDPERRTFKGFDYWSQFNSKPNQNL IDCNYEKGENFFRTNCRFDENKDYLDRMTEMRTPWHD I
AARLQGEAAFDVSLHF TERWNMTSHTAYQSAVKINLPVFRKILVTDGMPLAGGQVARQIDEVNTSCQIIR
SAAAWSAGLRSTERTIYDNYKALIESAERFIFIENQFFVTTTGDYKLDDSLPQNQIALFLCDRI IKAFKK
GEQFRVYIVIPCIPGSGGSLEENTAAGQEILLHITYESTCRHENSTYEYLRRCEPTIEVEDFIYFASYRT
HEEFNGGIHQAVVYPHSKLMIVDDRFTIIGSANINDRSLLGDRDSEIGATIDSSPFAKSLRIRIWAVALG
DPEHSLETSFPPESKEFFDYWKSRAQFNFQLFEDVECVLPNNTVFALPGRFEAESEDWKKWKKQYDNRMA
ITDVEKAKYKMSQRRGFLVSHPLDFLKNEDRVNEISDFFKNPSAAFTKEGITQFLDGTMFQ

>E4YHAZ2_OIKDI

MGSDFVEKTQQVLGKIIQKPALTEKLLSRPPFRFLHDIVMNLMKKTGFFTGLFPKELLDGKS TADKNDKL
KFLQLTIDCISIVSGKTVDVKAAKIVAGQESEQTNKLLQETAMATLTKKSSDEAVAQIKSGGKAEKTEKS
SSKSSNKTKEAEKSERRGSRDESKQREKKSDKRAESKPRDDKKGSKERRDKSERRDRDKSKKRETSEERR
IRKEKERADRKEKERAERKDRKKGGEEKAERSERRSSRPVRPTSAKGERRRPPPVPENDKEEKKKPSKTA
TEETSARPTTKGASRARPGSARPTNKGRAQAPEPPAVVNPNVIRDDDDEEDDNIEIEEVQADSSATKGAV
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VAEGDHGALVQDIMESSKNMSKAANVKDKTNKISEAEQKKIEQQIGKLKADVQAITAQLPPVAHVLDLFQ
EDLDAMSLEYDQWSAELKKNTTLLNEAQNRNHANLDSLYSQLNRFQRETEQREHEIMSTRQQIKINEDRI
RKQMAAVCAN

>E4YHA7_OIKDI
MTVVGETIAHHTADITAFAWGFVTYIPWFVISGAGYKLSMNKRLKSRETKPAVRRAVENTVLIHNFDQQHD
TLVDAFRAATARFGSRMATGRRQLLSEDDELQPNGRTFKKNTYGDYQFKTFSEMETLVNNTAAGFASLGL
KKGDKTALYMETRSEWMTAAHAAFRAGLTVVTVYASLGEDRVIEATEESEAKALVSSNALLSKCVKPVAD
AMQGQLVHIINCKDENNKPCQVDASITITAFGAISQTDASTFEAPEVSGDDLAVIMYTSGTTGKAKGVMI
LHKNICAATGGLTSRLKLSGISFDDDVYIGYLPCAHVLELAAENTVLLNGSRIGYSSPLTLSDKSAKIKT
GTMGDARALRPTLMAAVPEILERIRKNVDQVVKQGSAVKQAVEFKYAYNYKLDQVQNGGDSPVLNRLIFKK
TRDLLGGRLKAMIAGGAPVEAKTQQFMSICMSCPLVIGYGLTETCAAGAVQDAYDISSGRVGPPLGCTEL
RLIDWEEGNYTINNEPPQGEVLIGGPATTAGYFKMPEKTAEDYCEIDGLRYFKTGDIGEWDSDGALKIID
RNKMRHGEYVALGKVEAALKTSGAVANIVVYGSGTILMPIATACPVEKVLLDWAKELGVEGDLVEICKDD
KINKKMMEELQATAKAANLSKLETPNNVHIDGNFDAGWLPDTGLVTDAFKVP

>E4YHA8_OIKDI
MTVYHDETETEDMEFDEETEIYTYPCPCGDKFEISLEDLQIGEEVATCPSCSLLIRVIYDEDQFADYDSD
SEMPAFEKLKKMRADQIFGVIKDGVPQEFIDGWDFIGKLGEGAFGDVRLILNRKSKIKCAVKI INCENMS
ENQKKSLQREKNTHRACSKHPNI IRY INCRYEDRLKAMFIFMEYAEGGELFDKLVPDIGMPEAQAKFYFK
QLVNGVAYLHKKSTGHRDLKPENLLLTRDGQLKIIDFGSAVVAVKPDKTKRRFDSDTNRVGTPAYMAPEC
FLDHYCPLEVDIWSMAICLVAMLSGQLPWSKADEDEDEDYLAYGRQQFSDDACWSRISVPAMSLITQMLK
FNGEERAKTEWMNDEKNGPKWL IMDHKDDVAFKYQHQERVKVYKGKKFEDFYGQKSISQPEMLTLFGTKD
NLTKFDEFETDEPFKYVLKFNEMESSTQEQEVGGQDSYSQPLDDISKDVLKGEKHPSDRNNIRVPRITRV
WFEPHKKTETTAAMLKYFISYQSVEQIPEKYWSFESPVVKLEVRILKTGDVYMLDCKRCKGCGIHFKRLF
RDFRASVEDILAKKKIQPQQILTFDETPAGITPQVPAEDGNEENAMVNSPNDAKSSKHKLEDNEHLDNEP
QAKRAALQEA

>E4YHA9_OIKDI
MPEISLKRSNSSLPPRPLGPRRFRGKQWRSEPNPDSVLESINPVSISSPYRSSSNDSVNSADKNQNNSLP
RKRKVVAIRPKPDELELNRPPTISKDSEKRVAILSEVVDTEQKYVKYLETLLELFIKPLKSLRLCTQQEL
SQVFCNIEETYHVVSPNQAY IKFMTNYASNESSWKNLAARQSIDDFLTDAYSQLSREDPPIKQRVEDMLG
TIRDRFYKYKMFTERLVKDTPEHHDDHKETILKAERETIGVILTRLDREVKTAQKNARNLVLVSLIEKAFEN
DFSASGLSDEVRNLKYLSYDPITIQTSKNRGTYYLWLENSMVVISQISSKQTKLTVPPEVHQEFPEVDLS
HKYKANDYFLLQDTSLKEASKSQDTDDKLKRSQKEIEILDNATEVLEEATRPDIMQKQQELKKLKKDLEK
ELRDLSIQHNTSIEIEVNTAEKGLETIPFEFQSIDPQKRYDFKKLFEAAKKESIGSRRAGPTMSHCLPLQ
KSRNGQDPSAATCVNGKMWVLSTSERQNSQICILNESKESSPHYETCDAQVNSMCHVMASDHYRLQRARN
DDSDNDSDESDCGVPLSLASTNQYVPDDCVWLGTDDNRVLIFETEEDAKRKSPRATINLDAPVLYILVHE
GHVITSIGTTESAAALCIFSRVSAGWKIDEWTTFSVAKDLCDRERKDEFLPMISCGFSKMIFVEGVGGFK
NEVWAASGPNIFILDTENNYKIKKVFDAKKSETSGSRPLQITAMASSHGIVYTAVDEKCKLYVLDGGFRS
ELDISPIDLDSHVNRQLNAFSTGKDDI TRQHKKNRLRIMCLLMTSSYLWVGTSAGVVLNIELHSGRPTTH
NSQQLIQALSHGHTGRVLVLAALAVNKTQMKKKQAEHRRRMSKTAAQKKIYLVSAGEGLENFTQNSCDAT
GKHDATQHLIFWSRA
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>E4YHB5_OIKDI
MICSCFAVIASLFATSAHSESGQVRVRSTSRFRKSYYKNEYFEKPRKGACVNSKWAYGTSCILSLICTGS
AGFGAYLSTTYSNKAENSKTTGIHPSVQQYLGIESLTNEISILRSCLFIECACQGFLALMSLYNVYLCGR
LVIYHSRYFIRVSQEEHVQNNSVEIDASGDRCPSEHLPHATYSLPTTTNLDATNNYADSVFLEQGPEPSL
VPLSSCLGYTNFGPEMSRTNSFGSGKSENASESDSTQIVQPSAVRQPPVKIAPKVDNPLPRPGNSSLRAA
GRRHRPEKSVSFRGTALVAE

>E4YHB8_OIKDI
MTMKMELLKIFLLAQLANVSAQQKKECRSQAGGAGPEIKYVTSEGYPLKSKAVEECVWNLQVNYGQY IKT
VPSTISVPCAGGGGVVFKELLKDGKKERAVSSKMYCGANTKIPAITSTGVRLEIYFKAPPGTKLKIGYKM
TETSGGTTVAQAGGARAVVGGSIKYNPHSKHPGHSRPSTSVLSHSRETPLLGSKTPPPKVDERNPLVFLL
AGVVVCGLVGALMYKFMYKDEQLAEEKCPGEKPLEKKAETKEVSNSAARTCSQETTATNISSD

>E4YHB9_OIKDI

WNHTERCLALLKSSLLGCSHQPQKDSKNLNHYSKMKTFAFLAATAALAQKKNKNNYNNNNNNYNSGSAYG
DPHFMVSSNDQPATCFDYNPEANTQIELLRDPATSLEVMAETSSSGNLHHEEQVIMSKITLSTPSGAKIT
MDRDGLHLESAASDVAGEPHPFTGVFEYADAQIVEHKGANGGIDRAHIQVGEAVFITKATKKGSMSFAIR
EPQGLSPRSTGLIGEFLEPNAYTVKFLDEDNAETILNGGKLDATKKEFHRAAECWVVEDDLAQFNDLIKE

>E4YHC1_OIKDI
MSYSDFPSFHLAFFEYLKITALHHCPLLPFENFNATVVRIYY

>E4YHC5_OIKDI
MESVLLDDWSLIWDRTNNWIQLKGINGEFEIESSPVEAVLGPFVVQTGHSLYKLGVPSKNSCDWIVPKDI
RDEFSKGFPKEWVVKITALQERRVTRHTPKREGPIREKSSTLSKSSRISEKMEDSLYRGMSDKQKERARK
LDRLRALQKRFRKFLNLIFASEALLTPHFVFRVEFPYLFSEFRNNI

>E4YHC8_OIKDI
MVCVELTLKQIEFLLVRVEQIKQDENNDDFEENLRNRNTTNLIESETQRNARGIVIRCGDATVKGRIAAL
ASNVDSGDTPIAQETEHFIHITTGVAVFLGVTFFILSIFLGYKWLEAVIFLIGITVANVPEGLLATVTVC
LTLTAKRMAKKNCLVKNLEAVETLGSTSTICSDKTGTLTQNRMTVAHLWEDHKTHEVDTTENSSGDTAGD
ASESALLKCCEKSMGNVEATRASNPKVAETPFNSTNKWQLS THEVEGKNLLVMKGAPERIVDRCNKILVN
GVEEEKPADFQTTFENANAHLGGMVGFKFDTEEMNFPSEDLVEVGLMAMIDPPRAAVPDAVAKCRSAGIK
VIMVTGDHPVTAAATARQVGIISDGSKTVDELAKELRELDDSDLDEILRNHPEIVFARTSPQQKLIIVDG
CQRAGQVVAVTGDGVNDSPALKKADIGVAMGIAGSDVSKQAADMILLDDNFASTVTGVEEGRLIFDNLKK
STAYTLTSNIPEISPFLIFILFSTPLPLGTVTILCIDLGTDLLPATSLAYETAESDIMKRDPRNKSY

>E4YHD2_OIKDI
MNSEDKTKPKTIKVKEREFESSSSSSSDEGIQTRSKTMNKIQYRPTCEATLGGFPKNAKLTPAQIAKLQH
DHKLATEIFNQFFNPDQDRTKKEEKKVKKTERKVKEEPVFGDWDLNVTKANEVEVKEENLDFWQDMIDE

>E4YHD4_OIKDI
MDLETVLEDVEFEEEVYINETELEQTYYAGPEETLFPTVPAPPPGLAPTPTTLHYYFRRLFIHIEYFFVE
HWGYFLIGFGIFLVFIIVPGILLQVYCDRLYRKYKREQITRKILEYEAEMERDGADEDNRASRRYQASLE
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SSSSSEESYRHHKRGRRSARKSGKKVRARSRPPVDRKKSPEKTPESSPVAEKPPALPPKESKKEKQEAKK
QEEEQKQGSYHHFRHGNGKARFELIRDSGVSMWDQETRETENDSRLQSAENSMPFASTSQKTVNALPYPD
QLDHFQTENELSNDFPEHNYQETITASTVTDHRLPTMREETAPSSDHRGAYWSAGIVSQFNGARTPPRPS
RSRPEPHNSTQITYDEIREMKQVMPHDQEVKKPSEIQNYNDALNSLSQQNDDTLFQKRAGSSMIPNLMPA
PEIGENDSEPPPLPPKESKSILTPVEMPKLDLKRETHLVRKKIISFF

>E4YHD5_OIKDI
MKNLLFLFLELTLARECLERSDPLGLNYRGSQDRTGAGLRFPIRRCGAWKPKSGMKHNFCRNPDRSSQGP
WCWVDRITDPRDEFKSQRASFTFIENGRICMSTFEMCPIEQSRKRRTIDYELDDLYDAEHDYNTDDLSDD
FIEDHYEQLEEQRMNRTKNRNTHPESSHFIGSMRVLNGETGALPFFVAIRTSTNTHFCGGALYNEDTVIT
AAHCFGDRGTRASRFRVTMGHEKRKWREARRERFFQEFRVREVILHKGYNTRDFKNDTAIMRLRSPAKFT
DYVRPICVLPPGYNLPPSTNAIVGGWGKNEGDEFSQVFKFATAHVESSAECNRFAGADYTRNDGTQFCIG
YEQGGIDTCQGDSGGPATVKIDGSWTLIGVVSFGDGCGKSNKPGVFTNIAHRSISGFLQNNL

>E4YHE4_OIKDI
MLLFGDDKNEIDHCDKPCQRADLFMSALELED TFGGWRPLMAKDDELINIGTCSGYCQFSSRRLRHSEVP
EFLNGCATISFSPLTIFKGDMIRIIDNMIVKNCGCQRVQYCS

>E4YHE5_OIKDI

MSVVEEDAQF IKDFNEFFDDKFKIDLVIASTKNKISREVDDTNKNVSKERGEISRKEETIEVLKKGVEFL
TAERDSEKTSTAYTKWSNENIDAVESAITSIKTKIDADFRKIQSTKEKLLSLKETKLLSDVVCNEIIPSC
SICFERYDKMDHSESALTVCGHKFGKSCIEKSFEKKKNCPNCDKAFEKANILVTYD

>E4YHE8_OIKDI
MAIRYPVQDYLSISTVNFYFQKFLSLPQKTSLLPKIFTATFITLSGLYFMPRDESSKSSNLNETQNDENA
YLQPLDVPSAVRSLSKQDMSRFWGTYRSGHYLGLRTRSEKSLLAGLIWLNNKSPRNETHGDILRHKCNQD
NQLKYGWKEHDGENFGVQSVEEKNYKIWTKFLKQQVGGHGGDWTVKFETEGTGTTTFAFYFVTDSDGYLK
VPLGHDSADELDKFVGETSSLGKFEVRFLHDAQDRAYSRLQENTAFWTYSDYLNKITDLEDDVMRRLAGE
YTELNNQKVPHFWFDEPKNDKNYRKPNHKNHQVVVHS ITCEHPCSFEVNENSTSGNHERKRPLVGEFFDE
ELARHRKNFKRVFGSRIKLQEEFSGEEHLEFAMAAVSNMIGGIGYYHGHSLVQKKGEKVTPNWDAPLYTA
VPSRSFFPRGFLWDEGFHQLLVSRFNPKISIDSLCHWLDLLNKDGWIPREQILDDEARQRVPDPFIVQGT
DRANPPTLLLALDYLVSSEKLEKEQLQALYPRIKAWFSWENTTQAGPISGTYTWQGRHIGSENLELNPKT
LTSGLDDFPRASHPTKDEYHLDLRCWMALAAQVLGKMATKLGQSNYEYLQLEVELKDNTKLNKLHWDAEE
KQFSDFGLHSHNVKLVRKQVKDENGNPRVIKVRKVIEQPRLRLVPHTGY IQLFPFLMKILESDSEQLGAT
LDMIADPEKLWTDFGLRSLAKSDPMFNERNTEHDPPYWRGNIWININYLAVHALNFYSDEPGPYQTQAQT
LATRLRQNLIGNVFRNYKETGFIWENYSESDGKGQGCHPFTGWSALTVLLMEETKF

>E4YHG3_OIKDI
MDQGHAPTTGHLLRVQATLTSNTDHSVKGAKQSANVISPDKEPILIMRLILNTRDRKSAGTARHSKIF

>E4YHH4_OIKDI

MYKLEKRIKLEQDDNIENANKKIDDLHHTLHTSTCHINSLHNMSKLGLQDLEEARTEFKKNFAKEKTVTP
SMKEDVGEKTRISTEETEAEITATRNALDVIQNTRALQEERKLLSNEPRNTRRGVLMAQLQEAAKCTPLW
IGGPNDSKPPLCGALPAAAKHETVVGSKVAAKVDGAGENEPPNWILAKFVSYDSANMCTVEDIDAVDLTK
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AKISLNRKRVLPLPQWRANPSEDGDALHSEGSTVMALYPQTTCFYKGVVASTPEGPSDNY IVLFEDATYP
NGMSPPMQVAQKY ILAFDNKPDKNPSAATAATSKKGSSKSGSKAKSKKDMATSKGKRKR

>E4YHH5_OIKDI
MSQSNLTSYFEKLGPLSSRTSPVKKTANENDVESVQPVEALLKKDVVENEPFVKTQPQEPPSKKRKRKRN
RKKAKQQQESSGSLVITIDDSSCSSADSNLLPEKTSPKGTTKTDQKYLHGSAKDEQANEPKSTKELEEKE
LTAAAREKEEHQPKAKRTGSTTKDPSEKEWVIEATLKHRFIDTAKIEYF IKWKDWPSSTNTWEPLEHMVYN
CQKMIDDYHEKHREDCLEHNRHFPSRPQECGFGRGLKPEKILGFCDDFGDFAMLIKWKSTGSNTFIDVVS
ADEVYEKAPVFLCTYIESVISDQFMPDDEGTSEDEEEQLDSNANQDRDENGECSQFDDVCKVDVLKDPVI
LGNVVLNRKNYFTMKEGKSADESQYLVPTKSAYKNFRKLFNFLLLFLGGALAESTCNAGSVDRTKVPKSF
GADVTESTLRKVWPHIHATHPTVNFWDWYKFFTTYAAYYDHGKATVGDIYQVWPIDINSYGMTRDTASYN
YSLPRALDLSWNEMVFDQLNIPMASLTAANIFYDVEVGFQNHFEGGWNTESTNYGGTNQTRWEELESSFS
FEEYFDHDNVDLLVVVDDSSLISDSDFEEIKSFITNIQTVAGSSSLDISVHAATGGSFKIFQSGALDLSS
LAKSDSTDRNFDATFDATSDDFDSSRSDAAKYVLLIVTGDPTDDVSRIHKKLPGHSQLITVNIGSQHITL
EDDTTKNVYASSAEELNEDDHKVVNLLLEVTQGVIHLWNNGATNVRVHANSKRPFCINTESLGEITTSVA
AGDSSVEATILASINNYPSYALFDLKRPVLTGSSSLIKIGPSFKTTYLSTIINENDEDILIDFSLNMRTPL
FGFYSPDIDLSNCNVHEYCSFDGTCDCISTYKRTRDQECTFSQFIKRPDLDQFVCDIKDDVVEFYINLTD
FIPPVTDPRYGEDNRGFCFVDNSTINVLMTKLELAGSSNNTFGNKSCDCSAWKNGKPGELQKYTSADCPD
ITKKELVEDEAGLLKEVYHFGVGYDDATIETGFGKIMVQPGGRWKLSCDVKRSAAVSMADGEGGTEITYE
TENMDEFDVENNQDEVGFDFEFFATADLEGNRRIGERPLLSNQNVYIQTRISDNNLMKVFTSYCEITVTT
NGTVEVFEDILNSGCISAQYEDSFLRPEGFIPSDSGADKFLLRPILPTGFQEASVNVACTVVACPSIGPN
EPFCEPGPSCGDIYSAQTLRSLKRFSNRPFQENVGMTLEYKQSTVGEDDGRYSDDEESSALSTCLSVTFA
LLTTALLG

>E4YHIO_OIKDI

MDHHEFENF TASRDNVDLGKWNPINSTYKVPIVVSPVEIGRGHQSEAGFSSQVPESPGKSSDEVEFKDLIK
TSDPVSGKLVDDLSVAFTRDTLQASSLPALVGKLYAEALITIPIESLSSAVDHCSTVDDYLKVGYEIITC
WYVICTAYNPAQNTSVHDLASHFLKRLADPKIEHDGIKRFLRGMILCTKGVLHCIRVIATRKEFTVEELK
EVHAVQSLFNASAPLFSGSPTHGQKFRNFVTTLNRIRWSSTHPTSHFVVILRTIFCRVQDLENSGLDERL
EQLPFDTSQLLFGLKLLKANRRTAINGQKDLLCALSILDYRFCLEMHARDPTKYDLPSKKINLCNANVKM
LPTLTEVRRDRDLRRRAAEKQKKTPGSPSVASTNAASSSTASGFWVGTKIDGKFYFADITSTIGENETTAN
ALNDFLTDSNGKSITEKGGKKRTHSDASLTSLTDNVQPMPRRKVTLVTERDPTVLDDTGSETNDSDIHRET
LNWATIRRAAPAPSEITATSGTFRQPAVPRRVSTSSVPLTVVEENDEVFDAPGHENVADAYTRPRTRSAVR
KMTGSNQPGATRATPANSSSDGSSSAGGNSPGGSEYRPPSGSDNEDRPPQQPDGARFHHGNTPNKLMARN
RINQTGLSTRTGRRHAQSDGLGLAQDSFSITPFFQNDLPQAAAYQP INKRLWKMTDQKPSELTLLQTTLT
SAFLVGYTVVVAETPTRPTRLAGEQPDPELLVERTAAYLKEQIQHIPEETAGAFNGADYEGSVADEQNEY
DNTLSQLINELDARLNVIFMIQLYPKVLVEQLFGTALNANVPVDQSLFREVDQDFATGHSLLVSKASYLF
RCDPVLSGNIEAVNNLILHHIPALRCKTDLRHLRCSFASLSCVDTRCKTGMACLFRGSITAGGVLDPIVT
LFATARRIQNAVTRGTLRGLYEVKHSPNYSFEISAPFEQLPGASLLDSNVLLHPSSRELSSEKTGITPTL
LLSTHPCLPSPGNSLRLEFPEEMTHADSPAKYTAQLNLVFFVLVAFGINVAFTPATGSLTIKLDRNQSER
VKQMLHYVNSLLRESQFMAGYEGALKTSQVMPSMMPLPADLVPPNGPNRLGRVPTRDDVLQLAEHLDAKL
RQPAHNLFGPQSPIMAQSQELRALLGERNPFVLGVSPHDSSAWLADIAEDLHNDNGRFFAFKDLIFPNGL
TYRPDDGCRIPFCKRLECPGEREGWELLQTHLLEYRAEENLSVSMLKYCTANATAAFKSENMRVLENALF
STLPSDDDPRGAESFVSPVLRYLNNAGWTISRLIHLLSKYAVRVYGLYTKPGGRSRAVWTIGQSLPMTWY
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TPAHEYTVSLSADLPTKFSKRYLSVRPDDVPVIGERFMREGHRMRVNGRN

>E4YHI4_OIKDI
MSRTRRGGGRGWSSGRSRIRVRIHNDLGPRIFSADPGLPPLDVPEVVAVASTRPIDLSDTPDYDEPLPVL
SGELKEDGVRQLRYAPGRQGSGTRVWSPASSLLRGTGSLAGTTTVSYSDTGAPPICNDVYHGSPTATCSL
PVLQESSPERSDGFVSKELDPVWAPDPVLAEPGPPGTVKRSTGVGTVYHLADLTKLDESSTSATTTQLKV
ALKSKNLACVEPKAGLQSGPPYHYLAEYAGYLGLTDVIPVSELNLGSTDYAGEGLRTCSDSRFCQPRLPG
DLPRRVRSPDRFERHWPTNSSDYSVDPPESPLYVHRTSLARFYDHGGDVINLEESVLVLLPTYRREASTL
LPDPMEVGVWKSLTRRGVTGKSMLDRRDFGKSASFLGCPAFLDDQTGTEFLRKWVRSDDFCGVDSSDRLR
DLLLPLCDLRDSFDPSSGLFRWDRVELHSKNDALHWGYPLYQGSGDNPFGQQFADFHVPDVLFNAARFDH
VYPKEADRHLIRLLFGLTHYDSSWVYLVTPMDLYRVQMMAQIRAYSLSEEDGPCPPGRDRLRQIDPGNWH
AQITDVDSHGLGIIEFAALALTIITCEVALHPTELTEDGQPAFFFDHSARGHDGLVLSGGEGGKKKCFQF
LEALTCGVRGRERSDGDQY IGHRRSATSDDVLQPQEKFYYDAVTGRRYPPVTRYDRQRPHHQAEAYYQTR
FSRKFADGKFEPVGHVGLPDVHFEQLDGTDCTARTLMSTPTHLATAPFEALCAGLYAF INHAFSRGPASR
TLQTSCRFSPDVLPTSWKECHSSGRHVGYYGGTVHDVVSTFEAVARDVETGTSRSRRLYRAYQVSVPQSA
HFAAQRAFCRGNTRGVDRRGSQLFHDCI IDRDGEPLGLPLEQIVARRCAFTAPAPVEDEVAASDCESAPS
SPVAKSARLTEDHEA

>E4YHI7_OIKDI
MNAESDKLTEMIPISSNNNGLVVEELAFHVHPLMNVASETVDIAENITLNFTIFTDAQALAAYTDLLRKA
QFAKSWIKSITHKHKSSENMFREFLMHFRSNASNTFDESYVHDLEFVGCAHQFDFLIVNLSKQLTDVVSIR
KIHSVFQETVKKRSVKMSDIISDIVHDGKNDQQSRKGSNHCIKTALAF

>E4YHI8_OIKDI
VTDKRNANPGGAAPLLIGLAACTIGLSYGANGGGAINPARDLGPRLFSLIMFGSEALHGSAHFFWIPLVA
PLVGGVIGALCYLFVISAHWPEEETKIEEEYQKVSDGVSIFPFSNNYFTIQGEI INDENINVEMIRTTSE
IQRQEFY

>E4YHJ2_OIKDI
MVLTGTPLQQLMECAGQGKANLVEETLKKTRRGKPMVTANEFDPAGYTVFGRVARESPAPLVRATLDTLK
KFGGEINAKCHSGYTPIQEATILNRKDPAACVSAFKGFET

>E4YHJ3_OIKDI
MKLFSVFVIAAVSAQGFDNKQANLARNLDLTESDEDREKRFKQECKDS IGNKQDTPRWNEKMEACRAKKD
AKHAKRVAKAEAAEDRAQMKAETKTKKAEKAPTKAERNLCKAACKQTANQITKSNCLSWWKYSSRVETIQK
TLDDINDIRNPAERNSVEHCYTKSGLSGSESTCKDFAVDFCDGLNLAKPSPILRDCKSFCVNQCMEEGEN
CDWTPADYVPDL

>E4YHJ4_OIKDI

MEEPDTGQNHVQQRVKTGSARLREIRENLVNSKTKPTITSTTADVFEQMTTTSQEIGIVASQVPEINEEK
ILLEEANWTRINTEPPEFSTVRNLKLALGATGGIATLLGCVCSLLY ISRQKRRQQARAQKRSPANNKFPG
SNQPPNALNPAYPPHYFNPSHLYPQTQAQGPLGAPHGIPEWSQVPPQLNGGSAFAGMQVQYDLAQQYPEA
YLEHFRQQGLYDPYYAVEYYQQFYQQHQQQAYPESQAEMSETIAFDPVLNYVETIGEGLKTPKRRPKQRKD
GSSTPHPITTRRASFKSVRSEVSAWTEDEGELGRKSPCERGEMRRGSEELEGERTPKGDSAYGSRGSIQS
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PHSTHELTGVSDDEKVPDGHVVRFSSKVTTAETNEHGTSGSRELAVE

>E4YHJ5_OIKDI
MGLVLGLLVLVAFYDLFKYSKSGAKMCKEFSIFSGSWRFWRRSKSGRGRISVDEKTFSAKISSTETA

>E4YH]J7_OIKDI
MSNLLEHVLELYPKLDHDIADYLGGLLDDVDCFDSADDVSGGIGPFLIDCAQAKQDDVDTLAEKLWGLMD
KKSDEPIKLVKAVVFGDNAVDTSEFDSLLVTDIELRGNYNAKESAKADKRARAKLAKRQAEEEAEKNREK
DELLKEQAVASQAKTKSATISMSGDILIENFDLTFGAQQLIQNADLNLAAGKRYGCVGRNGAGKSTLLRAL
SSRGLSLPTNISVLHVEQEVIGDDTTALDSVLGVLTERTSLLKEAEDLGASGADNDRLLVVHERLEEIDA
DSKPSEAAGILDGLGFTTKMQKMTTKEFSGGWRMRLALAQALLMEPDLLLLDEPTNMLDMRAVLWLESRL
QNWPNTLLTVSHDRSYLNSVCTDITHLSSRTLYYYKGDYDTFEKTRGERHKQQLRDYEAQKSYRDHIQIF
IDRFRYNANRAAQVQSKIKILEKLPVLYPPEPPEVVKFGFNAPAEERINGNLLQMDNVEFRYSSTNRQIF
TGIDLSCDSKSRIATVGENGAGKSTLLKLLLGRLEPTKGYVTHNRNCRIAYFAQHHIEDFDLSLNPIETL
RDFKPGKTAEEYRRILGGFGCTGDVATRKMNVLSGGQKSRVAFAKLGFAMPHLLVLDEPTNHLDVETVAA
LAEALKQFKGGVILVSHDERLISVACNEVWNCADGTVKRIEGGLEAYRSALLADFNKGGISKHKE

>E4YHK3_OIKDI
MSASTYGECVQDGFQITCLTFYNFTVADYIIFSFMLCLSAGVGVFFAYRARNSETVEDYLLAGRTMHFFP
TSLSIMCTALSAITILGTPSEFYLYGGMYIWAVACFAINLSLSAETFLPIFYHLKIRSTYEYLELRFHST
TRKVTMAMFLLATIVSTGVAIYAPATATSAVTSIDLNLAILSCGLVCVFYTTLGGMKAVVWTDVVQSVWM
ISGLLATITIYSAVNIGYDEIWQKAKDSGRTEFFVTSWNPTVRNTIQAFLIGKTFGLDGYSFCVSQNFVQR
FLACRSLAHAKGSAYMSTVWFATIITFCLTSGFALITYYELCDPAAAGFLETTDQLMPWLTTYLFQENAG
VSATYVSGAFAASLSTVSSALSSMANALVSDFLYHWTNKLSEKKQLITCKSLVLFLGGCCIGFAYMAASL
RGGILEAALATPATVGGPTWGVFMLAVFFPFVEFIGVSVGMFTGVAACTWMY IGRNTAPTPTETVELAGK
LEVNTDHCMYENGTMFPGNDVQPEY IENSPLLSFYNISVHYIGTLGFSTTVVFTLLTSTIVHLFVRKGKY
NAKQRDPRLHCHHFSNLWRFITRNKVRSEDDEFWQIPGIKEEKSALEKSSNTDRSSVMSKTSNNKVSPEE
VQTEF

>E4YHK8_OIKDI
MKAALLRSSRTLNRKAVLFLDFSQFEKETNDNHSKNQDNQFSTAVSMETVGGMIGSFSTTEMVTKFGRKG
AQFVNCFASFIGAAFYVASFYLSSHYCLLLARLAVGFFAGLSTGICPMYVIETISTADFRGKAGVLPQLFI
TIGILTAQILSFPSILGKASLWGWFMALGSIPCIIWILYSPKMVESPRYTLIEKNNSEQAQEDLRKLRGV
EDVSAELAELEDEAAKLKAEQSEDDDGMTVMELFKDPSLRWQLLIVCVAQMGQQLSGINAIFFYTNDIFK
AAGFSTETSTMISALVGLENVAMTFVSLAVIEKFGRTGLHVGGNILMV IFCAGMFLCLKYLTAASFVPYL
SIVCILGYIVGFAVGPGPVPWIWNSEYFPQRARGPAGSVSCALNWTAAFLVGKFFPIAQSAIGEWVFIFF
CAVSAFLAVFLWKFAPETKGKSFAEINAEFAKMNGMEVQETEMLKSDEK

>E4YHK9_OIKDI

MKLSNLILSTVTATSSINELLVCSVWPGETVEQAQIKRSECDELRATFSSSNGDVRFISRNTSHGLCIDL
DCVKQARENSRVENGAVDVVKTATIYEKSTEHKLLTPKRAMIPTIPLASVSGTYNENMLQDKSEEINDND
IKINDSKAEIKSFANSWNKIFSKAKEKAELPEDEFETQYSSSCSITDPESENTCCSAYSISPCCDYDQKI
RMNQGVSRFPFLRRPTGRIVGGVPAKELKTSVAFTAKISHDHNFCGGVLIHDRWVVTAAHCMLEYCGTSF
PGDLVVKFGKTKKINWELEDGEQTHYVESTHCHQENCKAKGNPRLNDTALTRLAKPVQMSKTVDIASTPE
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PFAMPIMSQDCITLGWGDTKNTGHADLLKQVSIPLVSNAQCNDYNWRGCT IRSCMMCAGAKGRAPCAGDS
GGPLFCPWHDGSYHLHGIYSFGRCGTEVTKPAVETRVSNYREWIESTLSQFGDFV

>E4YHLO_OIKDI
MRFSTFVLFAAQLANAMSDEELLRMFSRSSRNRHSGCYKTAKLSKTRLLSDEIETFRRNKSKIGLLLNCF
QINDHQKLIRRGRRYFFENTILEKLNTRIRKYKR

>E4YHL1_OIKDI
MRRSMDSPFKDRKAQLSTTREYKLSYDKMKREFPEDEEVIETKEESLNPVSCLRTTCGVFLLASGMIGVFE
YVINLPEAGKSLI

>E4YHMO_OIKDI
MVLMASILLPLFASAYYVPSFDGDEQILRRSKRNSSFYRERTCLSGTEDPRILTPSAACSSALTTPTTPA
ARYTTLNGRPGLRTPAMDKMMIFDKLTLFRTFLSRETTNFNAANFEDKNLCIFLCKR

>E4YHM6_OIKDI
MKLFALNLSFCAAETLLVPVTPPPLCPDLDKNEICSTECSDGRDQCYNECAGDYSCVNRCNSTWLNCLES
CPCSSGCPDGCIGCPHPVCEATEQYLFMINYNWASENKALHLRLSDNSFIESNFNYHYEYMDVDDACVSY
TKGQHFFIGGYYNPRATIKVTDCEFKLQSQELTIPHIGGMWGSCETYNDVAQLCFYDGGVGARDCQTFDS
ESEIGTFSESTHPHDWSAMAVYDDKMWVVGGCDPDDYSNCHNHVEYYTQGEYSWQMGPAHPSSETIYAGVV
LGDASGVYTFGGRGGNNARSVYRMRNGSWSFLGQMTEATAYSYYFTSGKIVGDYAYVGENSFEKVSLKDG
VLPLSTNIGPETDDLRLYYAAMILTDQIICIN

>E4YHM8_OIKDI
MRNKGASKRNASRITASKTRNHECAGDQRGGRRR

>E4YHNO_OIKDI
MSLARQNARKFLSLEQVCLVEEIFDDRQLRTHIFELLFDYSENAGTPEYQNWRLLLDEIDNETYEPRHYR
IFKLILEICNVNHLRATAIDPRVPHPNNNFAVETNAFKTGTESLGLTLRNYVDPNGSPELYVASVTSGQI
SEQAGLKPGDRTHAVGKATIKNLQDFKTAIMSAKTNLREFTITVEKIGFIPSTIGSAQHKKIVWNRVPDY
KFNQEEIPIRMNLSSFNLSYCSPGVFIMQASSKRDQNFTTARIGDEVTEINGIRTAEMNRDEFEVLQAQG
ITEVFYRESNSEELARLTSRLNHAGINWNQTELDRLNERHQILFLREATEDKNKHLQRSTSRFTEMNSYV
KPSKYYSDNTSEDGIEENSDKTRNGFLGVPDVDMDKSESEIDKVVEDLEGLAEKELSRESVRSVNYHGSG
SDFVTAVALASRNSIDESDGSSSGVDEPHATSNVQSEPEPEESESSDSERETILLPDPEPESDEEPVQPP
DEVKKELIPKISELERKFLKMLQENSKMASTIRISTPSSMRPRADMVFHLKIDFDENTVLVFCRNKYSQI
AVKETSFQEIRPGDEIVKIRTLKVKEMNSSLSAVEEIFNNWKRSHQKFPLKISVSRRRGAVAGS

>E4YHN7_OIKDI

FGNIGTHQDLPLLDWLTNYTFPIESKFSDKNFSEKMNAAVVRSTLSRGTTTACYFGTIYKDDAVGIGSIK
TNFQLFSKINPKQALTKAKEEGFYRARSVLREKGQHQINNLRRQGKY TAAKKQNIERHYEEKIMAAEGDR
IFVGKIVVGTDPNEELTKNDWATVVDSHGI TKASGSSEHILSRFDGEIVKLGPYSILMPGFIDAHLHAPQ
FGNIGTHQDLPLLDWLTNYTFPIESKFSDKNFSEKMNAAVVRSTLSRGTTTACYFGTIYKDDAVALATQC
AEQGQRAYVGKVNMDINPLATYYVNEFIIFKLTYFFPTREIRGLGNSLVEPTITPRFAPSCSVSLMQSLG
KMAKEQDMATQTHISENEGEIQLMSAFPNDGYLDVYEKNGLVSDRCLLAHSTYLTESEKKKMAEKGASTV
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HCPDSNFALMSGVLDHQSATEANINVALGTDVAGGASASMVDAMRYAELASKINTINQKQTTSYLNFKKP
FIYGTLNGAKALKIDDKTGSLEVGKEFDAVIADVSASLEPVFLDNDSPDELLERFVHCSDPRSITNVFLR
GKQVEFSS

>E4YHN8_OIKDI
MKLFALSAFSAGVAAHSWIACTDYLEKNGRYYDHDLCRAWPRDAHNYAATGGTFGGDRGFDHKPNSGSSP
CKSSRNNNNYQGEHHSTVYYQGQQVVLAHPMKNHGTGPCTNPYIPDFGNWIYATPQTEPGQADQVLSVFK
QNEVADLGRSPTGNGVDTEAYPKIGYANAPAFCEDTDKSLGTYSFNIPVDYPAGSYTFSWVWAFNGPTDY
YSTCFEVETVNDKAARDDIVLGRGQSITTAICDATGTSTGEAGSTVGCDGAETTQPPTTTQGTGTETGGN
GGHSGAGTGDAEIRTNQMTGNIILQPAASGITRREIHVVFFGECSDDAVPNFWYADMTGTTSGDGSLLRK
RRSDGTGLNEQHFVLVQTAAEDIQRAKIGFHWGFSNDGCELLEMPSVVHVTDS

>E4YHN9_OIKDI
MKITQKFYPLHAKNAWSEKITDISQTVSLIQNFLSENDFFSDFRFYAREDERNHGGTLKMASDSEGAFYC
VIWRRSWIRLSVGIRQSARSSGYQIRVFTIALCYIVATMASFQAFTMIAPGAALGARCSSRTFFAILLSF
FCLKEKILKFEILSVLFCTVGLLFYAGDSIMRSMSVNNGTALPQNLLVGLGFGLCATAGLSRSVGMTMYR
KIKVEIDPVTIVLVHSLMTVIAVIPVMLEFESFNLPKRTTGWVYLVCACCSATIATFSSNWAIQYINPGL
ASVAQNTDITVSVTLEHLVIKTLPSGLETAAVIFVLLGTSSLPLFRYWESLKREQEDQYDDAKALLK

>E4YHP1_OIKDI
MSKRRIQNLDDSSDGEDNPKVTKLVTSESHTSDSDSEWNTNGKNKRIKKEKRSKPKIEDDSDSDSEASDA
FDDGWGDDLIGDEKDREETEAMTEMEREQVLFARGERRDAERKRWEIEKRTKQRNREKKKDGGDDEDSQP
TNSRDKSSSPEPSDPALARARNQKREKSDALGRLKEQREQKEKRAKEGSSKSGPLNVGDYFSSDSEEEDE
EGNNLASSDSDSDDDRRRSSDDDKEDEELARKRKKVECKEELKPAKMSRFRLCQWMHMPWERNTIVGTYV
RVSIGLGDESGARYRTAETIKDTGESSKTYKLDPGDPKATKTHTNKTLLLRIGNSDRAFRMCFISNSDWSD
TEFDFWKKHGLKSGLPTVGDIEKKQKELERMKKHV ITDREVETMVKEKAKHRTNP INFALQKTTLLKMRD
AAETAGNIEEVASIQSKLEEIEKRANKLSRDRQAGIAGITEINERSRRKIRGMESVCEAEWAKFRNNDKY
DPFTRRTTAPILGN

>E4YHP4_OIKDI
MRSQLINTLKQSVKTSQKFNDYNFRSYFVRKYSNELAAVESNEGMTVTQELLEQAQRDLALVERQTVVQG
LYNIEPTVVEMQK

>E4YHQ5 OIKDI
MKFIPRKYFHENVRVEVIETLPDEMDEDNINYHGTHLWASAVVLSAVLQKMRLCHDKIVLELGCGVGLPG
LVAAQEAKEVIFTDGFDSGLLSASEALKINQLEAKTEVRKLKWGDKEALKEFKSIDVVLAADCLYPDVSS
WNDFFQTVVLLLKKTSSFCLLGKNMLF

>E4YHQ6_OIKDI

LIYQGYLTQGPKMNGIENGNNLKRERGMEDFGASGAPQLYTQDGPPDAKRPMNDVFGGENLTTEEFPVPD
AMVGLIIGRGGDQITKIQADSGCRVAVVPQSTGGTSRPCTLTGNPEQIEAAKKMLADIITRGSVKEGDVFE
NGHPAPSANDLMNQNVAATASLDGNCMEET I TPHDKCGIVIGKAGNTLRNLRSQFGCSVNLDSTVNTGDP
KPLRIAGPPDKVNLVVAEVHKMMAAKENITHTKVPDGQDQVTFMIPKVSVGVVIGKAGET INRIQEQTQT
RIQFVPDDPKILERGCYIIGPQEGCLVAQKEVLEVVRKKMEEVEGSKQPMPKLVEFDGKRY VKQDGMNASH
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HNGGGEQQVDYPVPASRAGVVIGKGGET INGIKEKTGAFVQINKNPPAEHPDWKYFTIRGNSQQIAHAQK
LIQEKVGGPAPPGAATANNSSGNGYSYTGGNSYGSNNSGGGGQQDYSAAWAQYYASTSQQQAASAPAAAP
AATGQPDYSKAWEEYFKKTGQTPQSYQASLAAQQPAAAPAPTPAAAPAAGGQDYSAQWAEYYRKLAEYQK
AQGN

>E4YHR1_OIKDI
MMFFLFLFLPIRGNSQICESGRGKYGEPVTFCEGLSKPPDFGPLRKTINLVIRNSSFTDLYGRLIRRLPF
LRSITFENTPLSKIHKRAFISQPEKINFLHNDFQSITPTHAFEARLQNITLSGQKISKITNRTGSEIAKKS
PRLNKINLRENEISTVEPNAFVNLQNLE ILDLGANKLMKLNFHPGKVTDLRLDNNETSHISEIFTKNSQK
TKRLILRSNNLLSTPVENFERIEFLDMKWNSIWNTPFDEQNFTQFANTDYENATFEVGQARTYCNCDETW
QEYVSKIAVVEIECRPEESRGWKKQVQISSFFKENCAESSADAPETTKFPEKSSSDIDSTLEWSDSVTAS
SVENTTFPESTSSPKMETTDLFLNFTMFPDTFAPTQTTVESDGIPVVLDAPLWRSETDDIEETDNFFSGD
DSSENTIEDSTEASRNDVWFWDMIDDLQTLEWDSEILEPTEVHLENDKSEGPHQTTKAVMESTKSYEATTK
TEAQTFQTFIDSEVLTKRNSQTKNETIKPLMTPSNPALTTFTTSLGTTSVDKTASDLAPSRTSSTTITSK
MTKTTFKTNSTTTTTTTTTTKTMTTTTTTTTTTTSRTLSAKRRRQLARRENQLKGRVNKMNNKYKKQQQN
KTKAVKDSAKWKQNQVKKLGT ILQRSNDLANMAERKL IYEDVKAEKEFRALTEKLETTTTSTTTTTTTTT
TTTTTTSTTTATTTSTIITTTKNFLDMKHLIETLNRIALEDRLCLFFFAEVKNWESNGGGRMTKSTFFKF
LRRCEVYEYKSKIFEFFGGNLVLTDETTTEGPLTLPNLTPATTRRHLFTLKPRLFTPRTTRSPPTTKSSV
KTSQSTKINDDELTTIETATTTQELRLPTKPQTNPFGVTNKPATVQATIETKASTDEIVTLDVSPEESTI
KATTDWKFGNSPASTTKRPFLNNSTLPEEKRIITILTISFVAIMLFGSIGVTMIRNMLCLESPAARQARE
TREMELNEAAQANLFARRRRRGRSDAPPAYNDLFPAHR

>E4YHR6_OIKDI
MEYSTEIHSSEDFCTITADGEYFVQFCDPPVPSFVNDSVDAIGQYDYSITFVIDTSGSMFGEKLKASVDG
LLAALAGLSPADNFNIVSSSRKEETFSQEALPATAHSTARAKEWLMTLRHGGVSSIMTGVQSAIWHITAS
DDKKRIPLIVILSDSVSDATEENFQIALNSISNSAAERISTSALAVGYTDTSSWQFLQRLSTRNRGLAFR
LFDLTKFVEITPEKVDGIKKFSRSLRGLTDVHFSFNSESVADLTDTSFSHFTAGEDLVVLGKFVGKAPAF
LNFTIEYRDVEDNLISFSKSVATKKFDKTGERAET TAKFSAEQSDYNPTRQQWAVTAVHQLLKRRAQATS
QSDYDELTRQAAKLSRRFKIVSPVVSFLVRRPKSSANLIDPANENGLREKRSSETAESHETHYQYRKLWW
RSDEKDELEKTAEESFENNLQWAALTGYPLMFSRKLENSDEKVCLALPGGVVNGRVKLAENEQFSTIIGDI
RKFKLISVTIRINEDTIKVINTTIYVDGAPSSSHPFLRTEENFIHFSTPEAKSSFKVHRLGRRLDLTAEL
DLEEITGFLPSLLEVESLMLEEITEKHKTAMLWVHGKHLLAHREENCWRLNAGETDVLEFA

>E4YHR7_OIKDI

MENFQEKIRVFFSERDRKTLLYEVGVGFGVVVVCKVTHFLLKNTLLHP ITPTFEFPLSRDDNFKATKKGLD
EGKLPKVFRPKIFPGSTFSDILILTDFE IMKEAFSKRATSNRQFSDNVRADTENMQRRLNYDETPKSTLD
ENDPLFKNGAGNVAGSAT

>E4YHR8_OIKDI

MTFLELAYLECFSSKNPSASAFFSHRSATSSAVSPSLVSTRKSKMRFGSDGPYDEFHKKTRVQWHDTMKR
LAGKNKIDEITQQTAEKTTFYLEKLGSSPEGMDPRKVEMNASINVTSGFAFEKNYDFEDEEFQKLAEYIN
EFFRGLTHKSLQQMTWNILPRWICESDFYAKIWYKTPMKHFLDAVPPFHKFITYTMIKEQRKSLDHANPRN
YLETLLIDAESDPKWGYFTVVATIVGVFLGASDTLANTMTWLALVLADHPEVQEKMNNETKAARETDADL
KKENCPFTRSVLLESRRLNSVSDTLPHIVSEDITVKGFHIPRNSQIFGSLAAVMRDPKNFDNPSKEFIPDR
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FIKDGRFENDPKVCGFSVGLRNCIGKSLATEEYFAFATAMVENFRIKRVAGNMDLAKHAFLRLPIDDIRV
QFLRR

>E4YHS5_OIKDI

MKLLCSFILAASSRDTRRDEFTVDKEYVDAVCAEKGEGSYAYSDSVCDHY THCEKPGSQAVPHVMPCSPG
TVWNSVEGFCDHPFNTPPPCGTLESGEPTHQDCEQGDGVYAHHHNCEEYFICYMGQKYFGKCPAGFGFDQ
VGKMCSDDLFVTSFYCNPTKKVYGNPVTTQAMAFCDEKEDGYYVNPGVCGRFIKCWSQIGSEFTCESAQQ
NLNETLVWNSSEQTCDHPATLADQTRSCLSQADSTELEELLVKGSIN

>E4YHS7_OIKDI
MKLLGFFFGALSAQLVDVFFDDQGRQSDDGDSWRSLDVDEKGPGMCNGGKIPPVKNGKWKCQRNLNDDGN
KKGKGRKCKLQCDKGFQQFSNKQNKPWSDGVVKCKSSKGWKRKPGKISCQKK

>E4YHS9_OIKDI

MVGAITKKLGKNTAELARPVPIGRSSPLWPHLQIAADGGDTCEVRVLPSPIEQVVGELNVDRFPCDFTQD
EVFYQHYGRAEPRSDRISLQVHYETRTTKKILPIQIETEVLMAPHNLPNERVFIDNQDLLGEVYPIFEGS
PPFDRRFLSDNPKIGMWPKYGKLVFAPVRSTCDDFVNSGIFYRHSGVTGTPDKDHQPLLIETEDKSGFVR
EREWFDLQINIRAAPKNEPPNVDPQAELKLYVDQLILTAITRDVLFGKDYETDSRLLVVEFDDQPKSGFF
VSTDDRTRPILSFYQSELLDNKIAFQPPQAGSDFDRLLSVNFRIHDEDGGTSPWVPEFY IKIQAMETSTPF
AMENNGLILYEGSRRCIGPDELKLSDKDTPIGNLNLRVIDGNRHGQIYVGPMAIDMFSGTDIESCSVVYE
HDDSDTFVDNIIMEISDGEASIEILFPIWIVPIDDQPPQIVKNLGAEIYKNSNVTIDLEDVDIDSHGPTL
YTLQNPLSKGELFVLNDEGQWTVTRTFTSEQVQRKQVEYMHNAGVNQLNVEIEELELTASDTRGNTGLSF
NYTIFIHPRDDDPPRCNFYPCTLGMRVNEYETAPLRKSNENFVDNVSPPEEVVIDIRTPPHDVSTGQPMG
RLLGADTKLPLTQFTQQMVNHLKVVYEAPNSDLGLVRRVVEFSFHVSDAMONTLYDQTFTIELMPMDNAE
PIVTNMGLQVMQGEAVTITQDKLDVTDMDTSDEMLAFMLLEEPAHGELRTADMKIEVGYEFTKLDIVAGD
VSYANNGDDDNSDI TRLEVTDGMHSFPYNVDVVVIPRPVVPEPTQRNPSETTLVVPERSQTELTLAKYFL
GPPEAADKDLSFTIVKQPEKGQLLKDGLALPAMTQPVTTADMANGRVVYQHNNQEIGPEEVQDLFILQAQ
DIHGRAESMEIITHVRITPVDNQFPLVTVLQSITVDEGSKTSFNPSHLEINDADTTPDDIICRIDPQPEF
GFLENVSPLPGSEKSRAGEAITDFRAADLPNEFINYVQSTHKGYEPTADEFWIRCRDKQNNESIQKKITV
TINPVNDEEPKIEYSRWRVREGDILNLDESTLNCRDLDIPFDELTFIVTSPPKFGKITYLGMHTLESTES
IDSFTCEQLRAHETAYEHDDSENFEDSTKMQLTDGKHVTEETIPIDITPVDDETPRVEINRGLQMEHEQR
NARIGADVLKVTDLDSVDEDLMI ITTHPPRLGTLRMDDGSPDGRYLSEGDVFEMRQLWENRVIYKRDSLQ
SIDEQRDYFVFEVNDGLNRLIDRKFFIQIESGDKLYPMVFNEGLTLPEDGRRTITTALLQASDLNSNDLE
LTFKVNKMPIKGHLESTDSPGKKRTTFTMRELVGSKIRYVHTADDEIRMDAFEFSVSDGTNTVYRTFRVN
ILPIDNKLPVVKVEGIRMNEGSEKLISPFEVSIEDQDTDDSQVRVTIIGDPIHGSLNYDGSFVASEFTLA
DLKNNKITYKHDGSESTKDQFRFIVTDGTHDEFYLFPELKDTHSGAVTFPIDIVPVDDEIPKLVTNKPGS
YVQQNADGTKTFTISKKHLRATDRDSFNPDLKYKVKELPKHGRILKALPAQMPQEVDYFTQKDIDDKAIR
YSLNDDVSETEDFFIFDLVDQGGNKREDLKF ICRWSFVSLAKEMITVDEADKELTVTVKRRGYLGETAFV
SVNTNDILAEKSLDFKNVAISSNQVQLNPGQTDAVWKIRILDDDIYEEAENFEVQLSDPIMTILEDPSRA
TVEIIDPDDESTVFLSEPQIETVENVGILRVPIQRVGDVSMELAVICSTVSGSAGGTGPIPLESFFDFIS
RPESHQSVIRFGPGQKEAFCEVTIIDDSLYEPEEEFTVVLSQPTGGRIDEEMDETKVVILKDPADIPICN
FNVKNIDVEENVGQVEFEVLRTGSDLTGESSVIVRSNDITADLKYHAAEAGSDYVAISKVVTFEPEAVSA
TVTVTILDDLGNPVMEGLEQFELYLSMPEDCVIGEPKEIKITIDDREDDKPSVEFQKAEFEVSESEVHAT
ALTIRQGDLNQETTVRCYTRQIGAEVAKDYIERPNTDVSIVRFVPGQTVAKCDVELVNDQSFENTEDFRL
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VLGTPLSPVGAKLGEQFDTLVNIKDDGDQPTVGFEKPLYEVVEPAEGNVQRLRICVVRTGDLAGELELRV
HTKDGNADSGLDYTPLSKMIKIERDDDKCCFEVDILHDKKKEIRESFTVWIKDPTPENGVDPDIVQPRTI
VYIKQRDILADVTFPTSPKVISLADYDKLKNAAATVPPPKSGYPVICVTPCDPKSDVYDEVLSLCEDEQI
ANEMTEYRWQVSAPSDANGATHSLQDVSATTFMTTVNQITLDSIYFGVGSRIQCHARAVKSNGEPGRESA
SEIVTISDEGICPPRQEGVMGADPFSAKIRY IDGDDDKHPNTIKVSIVLPHTDGITPLISTKQLTNFEFT
MSEDSTRSSQHSCSNLLLPREVRTNFGFLTNATSNPKIYSDNDLMPYQFDRNLRSERTLQFYKNLNLEAC
IWEFESWYDMSELQQACGGEITTDGQVLNLIHSYVTLSVPLYVSYISHSPTRIPWRHFDLETNLRLTEVY
DTAKMWTDGIGTPPESSLPGTFYPTSMKIQPDGRLVVRFKTVAQFTGMFVLEHPGSAAESTVSSVQHPEL
TFTLNLIRSDKSFSTPEQQWSFVSNYATITDYSGDYKISLIPCTVSHDQTYSDPPKCNPRDAVEFALPLRA
QQVSDPVAEQFSLNTTFSLLSKKDLWTADSATQVTESSDVAFPEGAQIYGRVQVDPVQSLGAGFTVNIEK
VFLCSGSEGY IPKYNPGNSEYGCLADSHTLMYRFKVIVSYRISLLGLQIFKDKEQPDTEDDSLNSVPFNA
VLAVDDPSATTLSEQPGADGFRMDSTPLFQVNVGAEWYLHTIYTVRSSTKRVRRHSTVRRAAAEDIGVGF
DRGTNMMPIRLMSDEAFEEMEAEKAEFNWMI ILAVAGVLFTAAFVLVVFRRRNDGNYPTSGYAQARSNSD
AFKPIVRPNQGSDSSHSSIPSGTEV

>E4YHTO_OIKDI
MLRRVRSRLKNYQTRKNSVDVINATEFAHATGKCSYGIRNGLHDVVFLDKRELPDVALYKSLETTFRVAS
FDQQIDFKRFATTARKHVETSELSLETRTACLSYLNSSKKRINAHQSDLIRSHLFDNHTSIKVCSRMLETL
LTVDLLKDNVAQNANTVDKLLQKLYSERGPEAIRRSLARLLVIQKTNPQFSHLFEFANSKSSETIESDIP
WVPLINTQPEDIRKLF THKAGGNVAAFYDPMKTILASDFDKEKKHNLAKALTDVIVDKSLYSFNQKAYEL
NKFHTDRVLGTFRHQIKRIYEDPEFLHLMIPYLSKVNIRWIKAYTCLLRNMERKNGFDELERFILEQQKE
VKFGRIPSWELDMAINGVRTYDLNYVKPKELESWLDEILETEGANEKTANQLLSDIPHATLSSNITELKV
LEKLYFFAKERPMDKKFMEKVTKSTSTRANHAVPLCLLASGTSGKLAKSGIDFPSTSKMKFSPDFKKKLQ
QVSHPVRIRSFTLNFIDYSEVLSENELEELITTLPEILAESVRREMSAADSTLLFDVSGLHEFENLMNAT
LARSSRTRDSDIRIVMEHLIKTSNHKVGVRLLEALQTDARLLAQFDYFDNVHLEFAHFLYISDSYLEIVG
KQWEKTLFNEAKKYDISTRANHAVPLCLLASGTSGKLAKSGIDFPSTSQMKFSPDFKKKLQQVSHPVRIR
SFTLNFVDYSEVLSENELEELITTLPETILAESVRREMSAADSTLLFDVSGLHEFENLMNATLARSARTRD
SDIRMMMEHLIKTSNHEVGVRLLEALQTDARLLTQFDYFDNVHLEFAHFLYISDSYLEIVGKQWEKILEN
EAKKYDIRFMMISPILLEKRFDSWGNFFYKSVGRSFSIFSWNIKNNPDDDFFILRSMCDYQSLYKLCEKR
NEWGSFMDKAANHHCDYEYFVRSFIEFDNLEGLKHVLYSFKWKDFSLHPRLEYRMIHVVREIVRSKRVNE
TEMLVEYFDEVVPKYGCKELQSLHPVLIELDLVHLYDKIEPHLLAHWEYKRKSLEGIRKIENSENWL

>E4YHT6_OIKDI
MIKLLRMQVCKDAPAVKLLKLDTKEGVASVLAKSVTTRKNKKLKMVNFMKKQSPLSPEKLEDTFAETDY I
IDEKRGLRRVRPYYFTHHKFALKRWLGMSVEDMMIKEFSLHISTPEKLEQTAERGYMLENMEI THASELK
NRITKDGDMISTKDHRHEPPVRIPLPEVIADTDEFYVVNKPSSLPTHPVAQYRHNSLIFLISREYKVNYH
VIHRLDRLTSGLVIFAKTKEVAKRVSKEISDRVVQKQYLLRVVGKFPDKAVCDKSGTKKGIYRVAKADDD
EKKVKTALTEFELVEYFKEADQSLVRATPKTGRTHQIRVHTQYLGCPIVNDPVYNDPLFGKERFVERQQR
EDITEEMAVNGLTKTKNWGPKGYKISEDDNRLDMDFEKDPLCDKCLNPPADPDQHDLILYLHAHKYSGAN
WSFETPTPFWAESDFKTPEYYKKYLL

>E4YHT9_OIKDI
MTPKGANSQKKWKLKMEEKLRMHQLKMKERETTAQRNEEKEAERTRTEEKKRQQEENEWKQAKSQGQVVT
DAKKIKKLEAKETRQKKRAARRKSKMKGPSKLK
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>E4YHU7_OIKDI
MLWAVSTLCSLTFAQSDVDKGCENLARDIGLLLSAGISDYSPKLESVFRRRTDESWRPDRVQNRVNLPQS
SYEVSEIVDYRTSISDLLEDSSEKIRKLLSGADQGVSELQETLLDLYKKKVRVTYNETEVKTLDKKYYFN
AGYTNTEVENLEEDDPYSSTIRQRIESLRLNKCFGQGQINVSFEQSTVHVPENVYSLSDDVLTTASYSTGL
DKTFENNAKNSKVLSWQYFASSKGLSRFYPGLKWKLEDEIKRPIDYDARFESWYASSINYPKETTIMVDS
SGSMKGYRKVLAILTIRTIIDSLSDQDFFENVIHFESTPSYLHGCFERTLVRATDFNKQQLKVLLQSMKAS
NVADFNKAINETYKVFKEFSESQFSLTQNYYPAARGIMMLSDGALEDYAEAFNNASTALNDSNSVEKTRT
FPAGAGADIRVFTYLIGKDLKHQMPLKNTACARRGYYTHIASPADVKNNVMEYFHTMNRPLVNQDVYGVK
PQWSPMYSSSLIGGLKVHGLVVSATQAVYAKDTVTNSGELLGVVGTDVPLVFLEQYLPKPYILGPHGYAF
ITNANGQLLSHPDLQIREENGSMKTTYRSMTLITMELYRETPSRKKDIMDATRLAANGTSKVYKRGFEAR
RITIDCGSAKISCRKLAVDTENVLTDYSFIGLNENFVLGTAQPRLMKNGNLQFAQNTEKLLLPKNKMIRGS
VNLIQECSKPLGNPGQQSNRKQLICEFYNGVNSNTLKLAGNWEFCKFQYYLYTDGQRCAPIEQTQALLDY
VSSNRKGSTNVNYNCDDSMIDSLLYDTHMTATLPGMWADYLRPTGVTAVIDFAYVLTRTGLLRFYDNSRT
GNVVSIDLLEPYDIGFEKFSYSRLFRIAASYKKGTTVYLLNPKDSQKYLTARTWSLGESVNFKPSKFSSE
YHVAMLTEGYQIRRDYLVDLIRQEAGDLQCKNINAGNTTQAACNNNIKDCYLLDDYGTIFVSANKSETGL
TLAAADSKLMQAMKTDKIFIGKGAKDYQATCSEVQTVNDQELGWKTCPLEVFYFFISNEDGINLKTEFPI
NTKEDLKNPSKPSQDDDITNEYNKARPCLKEFTIYHINKAFTEDLGKKRAAFCKQEIERGQDECSTRSYS
LRKIKNTNLSLLVADSCCTLTGAGSCPASENILTPEKFLSELTPKEKSLTKDALCANLKEDNIRRVLLDK
LESTDNITQSPCSSSAIKIVFSNSLFFRMILFYLLNLMFT

>E4YHU9_OIKDI
MEVDETCKEESTQQEMSTEDQFRNRMRKLYPAVDESITPLPRFWTSHKELSSKLITQQGTRVEYKGPGSK
GYKDAASARTNTETIPAVCGMYYFEITVISKGRDGY IGVGLVGHIDDSQHLNAQQGGYNRLPGWDQDSYGY
HGDDGNAFSKSAHGQKYGPIYGSGDIVGCCINIVNRTIFFTKNGSNLGVVFEDVPDKPMYPTVGLQTPGE
LTEANFGEKPFAFDFESYLADFRRDQIVQIKNFSVGDAFQQNIQKI TANYLHYQGYSKAAAAFEEATQTK
CQAEIEVTKKTRIGIVSCILRGELTEATARLSTDFPNLLESNHELVFQLKFQQLIETTGGTESEMKNYKD
TENSFGRLPGDALQDFIEKGRNLREYVLANIDNHESSKMNQIKKISTLMIDNDPSKSPVADLFEKTRRQR
VATAVSAATRQSQKLSARPKVAVLVNHVRLLHDTLLQRDIPQAAFTLPENFLNE

>E4YHV3_OIKDI
MPRNSIFPREDLSLPTINEHKIDGEVFITEVDNSASRAPKLHTRGKWQRGARLAESAVVQNPKISGLSKR
FQVSSLTSTDTVTCALNTKHV

>E4YHW4_OIKDI
MSSLMSPRVEINGEVHPYNKYFCNSANAKNTAYETWSSSKVFAAANAGSTLRKGSPTCSPRNFGLDAKVW
GKNGYTKLADLVTAVVSYDETAGYSSNGLSAYYHDIGGRDAINALVKKRVLVVFLNLQYRMTWLGQPQNS
LGGNYGASVPSDLGTTFINEYGEACATPRDNPSQVYPNSLTMLARRDVNSRKRYNSWCTLKIRLILVSYF
PGFLRF

>E4YHW8_OIKDI

MGDRFHRAAKDGSSPQGKALLKEATSRDLDRRDKEGMTPTLITAAQEGHSEALMICIQRGGKPNLYNATGQ
TALHLATDRGHFRIVDYICKYYEEELVKILFLMDLAGNTAKMLATTQGHKKLTALLDRNEAELTKRNPKK
CKKYKDKAKKEMEVCKKKYSKIMAKHKTEKQSSSAPAKKTVYGETSVTTKTTDGSNNGFLGTFTMGKRIG
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TVRRKEMLDQFDFSAMDEVDGTMTVSSNKNVLFGQGTVKNTAKNGTSKARPDVRDIFGQNGDLDGDLAEN
GELGTVSAVGMISTNRFFFNNNALAEQFDVLGAATTTGATFIDKNEESDSEQGCHF

>E4YHX7_OIKDI
MGVSRQSDPKHEKLSQSYNLWVHQSTKFITRELCSLRKLLFYDFRLGIKKILLSCNLQDGGNFCITSLWK
FVTFGGEPAVNVTIYSSSVDKSGGNWAGLGFSMAGDMTIADLEICKRLGNATKLVSAYSSKNSRPTEYSN
YTGILAQTVETSLRNPKNSTLGFWCSFTMTTNHTKMDSANSSTTFFYNQTSKYHATEAYGQLTTWDLTFH
DGTAVAKDVIDGFYINEKNKEYKVAATQGTKLFKSHGALMILAWGFFIPAGGLFAAARYVFQKGGLWENL
HRAFMIMGVLLNIAGFVVIFVENGGFVDPGYALGYAHAVMGCMVMGY SLMNVIRGFFRPDLESPRRRKFK
VTHFLFAGLATVLSNTNITTGLYMVSLKASATAFGVLSGICMLFIPIFHFWLSSDDLPMPIHNLVLTGVE
VVLIANTIAAATEFLLNT

>E4YHYO_OIKDI
MKFDLHFYEFSRISRMQLLRIADRNIFQERINQKLNAEESRSRLKRRKEGAWPSRAKTSWWEASTAQRCK
RNRSA

>E4YHY3_OIKDI
MNQVVSCRTTSTRERRRCVRSAERTRLLQVGSRKAARSFCQRRQHLITVTNLSEELEDSTAENDTEFSKQN
TKLSKQNSNLLAKVDELSKDNESLQKSLEDVDAVHQEETIQAVLAQRDQLKSQLDPTELALTKSQAAEIQK
LKHELDVFKRTESQTFPRSSSPTQSDTKPDIKLKMAKLQKQNKAKTIQALEAKLKEREENCASYKTINEEL
EAKVAKNERDYLNLIYKESEMKLVFEKQVKELTARVLNQEEKNGEGIAEVDETAKEHREKTQELEKKLEA
ATRQNDESSDRIGKMKEFVEILKNKKDLLETELVMLKKQLEDTRT TAEAANDHTNIEKKLEFYMDKCQSL
EAGVVMSDTAKKQAVDDNERTLKALHLKEEELQKTETMKMNIQRHCQTLIEQAEKQAQSQLEIEAELEKL
QNDKRDLVQSLTEQKERANELQTELKKTSKKLKNVENEHKKKYSMMETQLCEQVAETSQKLEEADAKILG
FKTMAVDNDEAQAAVADGISKLRRENSEKREQIQSLKDELDVSTKKLQNRLDGCLLREKDLKNKVSESKE
LVAQCEKEKSELAKKLKKAAKSDITIADLRKQNDSLDKNFISQGHKLARIEEELNACQRILEPVNARKIE
LEEKLALYEKQYLANKDMNIEKERDMYRESSLRLEKERGDLEQKLLEFERTISGETQVAVAQMHAQNKDET
KKLVELHEKTINKYEENTKELEEEVAEKMSRINELTASESSNTEQDEQIKLLRDSHKEELKRRDSLVKKM
EEDRALLTQMVSEAKDRADTNEDSAEKFEKVLRQRNEAYELVKNVEEMLTVKTKRMEQLEEMRQSLEADL
AEQTQEYEAETNSLLTAKAEAFNKLKTIEKELASEKKAKLRLKRDLEQDQKIKKLQSADLESEVTAYLRQ
ETIGNLTSKVKTKDDELSRMAVRLTTLEEAENLLFSKADVLEKQLSEERFEKGAVQEQARTILAEKLEALKG
KDSTVSADLEQPEKESLEEKLLSKTTDGPEIEKLNETIELLRDAESSMFSKIQSLEKELAEEQAKXXXXX
XXXXXXXXXXXXX XXX XXX XXX XXX XXX XXX XXX XX XXX XK XX XX XXX XXX XXX XXX XXX XX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XX XXX XXX XXX XXX XK XX XX XXX XXX XXX XXX XX XXX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XXX XXX XXX XX XXX XK XX XX XXX XXX XXX XXX XXX XX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XXX XXX XXX XX XXX XK XX XX XXX XX XX XXX XK XXX XX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XX XXX XXX XXX XXX XK XX XX XXX XXX XXX XXX XX XXX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XX XXX XXX XXX XXX XK XX XX XXX XXX XXX XXX XXX XX XXX XXX XX
XGQLLQAKFKQLDEFATKIDEAKRISDRQEMTQEAMNKLSHLVRAKDDETEALNSKNQSLTEILRSDDAS
SHINSKLEEIDALNKRVIEQKQENGKLKDAVRKLETSCLMVNKQFEEYNEATVSERVDMRSLISSHEQLH
SQAEETELELAKLRITVGKIRAHPQSSKIAESSSPSTVEINGDRDMLAHSVKNLRERCAGLEATNVAIKR
DNDALRDQLMDRRDKWDNLELLNKKMAAETSSRDERMAEHLESTAELKANMIKKDQQLKDTEKDISELDR
LRERLVQVDLDHSEELQLIQSNEERLQEQVDSLRSGLNDVTGARKDLEEKQQENARGQETKEKQLLAELE
VAKKRDLANEKSITSELRQFIDNFRDQKGKKEIYIF
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>E4YHY5_OIKDI

MAAKPPKVTVEERSSLGRGVAKE IMSFSFRELFNVKGATQADFVKSFGQYRMPMGVELLLDELTVCNMNN
ATVELVNLDGETEVSLPDQVAPNEDGQAGPLNYNKPSTATMLMDSTIFVCDNLGCHKY IWDFDNDTVREFV
KTIRPTPGEIYGMCVIREDNGGILFVVQDARDRLIRYRIYDLDLEEKKKDLPVVFPPSNEEGKEKKTIRF
AAGVGNTVALSDMSKLNQGIWLTDTDGVVRRKIGDKQSDSNGEFIQAAGICFDSEGNFLAICSKSSRIQC
FDSEGNFLCCLQFPEGATQRPSDLSINEQGELAVVSLTGQCFLFKLKAGDPTNAYVTRGPRPDHKSGYKV
IGRHGRSNRYWGKPNGDRGRGRGRGRGRGRGRGRGGGRGCAV

>E4YHZ7_OIKDI
MGINEVKTATAATKAAPDNQKAIDTLEKILKNILTHPLEAKYRKLKVAGKVFTETLLPVDGALDFLYSLG
FAESDDGSWLETAALTSESKTMLVRAVFLLKTNQSSNSESAPLRDSGSQSAPQIPPATSESPSSSRKLON
FNSSFLEIQERILRLRSSAMMHVRQWEDPKTQKKVRDTIPVTALFKRASELLEQNDSADGFDRGELLKHS
LLITLTDWFKNEFFKWTDGNI IRYNNPEKLLETREGMLSYFCLCCFNYFPKIEYNIFTITRKGRCGEWANC
FGATLRSFAFHVRETYNVLEDHVWVEVRTLGRWTHVDPCEDATDKPLMYKHGWKKSCHLCLSFSVAEGAR
DTTWRYNNLHAELREARKQLVIESWMNSFIKKYEERKKK IMNWEKKMQEEDWITEAVEFLSPKQIGSDLK
FSDRTTGSLQWRTSRGETAKNIEAKVFFYTKIKEESPEFVESYNCAKDTYSFNGESVSSWATFAHHGGRL
FRKEEKDWKMCYLAMQEESTGEAEVEFKFKLPNKQISSTLVTAHSATYENGKVNWIFCSGESCTKENPTE
QFVFPEPSPDSTVSIKASLVAPNFWQHAQLFRQALDDTSFMFEVRFKF

>E4YHZ8_OIKDI
MSLNGNWKKTATEGEVEFGKATSWAGASEEEWKAQCT IPVEVSYKIDGDSVESTRTYGGAKATSNKGAFN
AENEYNFLGNEMKVKISGKDGDV IMESVSGWATVTVKVDGDKMVETVKHNESGAVLVNTWARA

>E4YI01_OIKDI

MEKFMNFSSSSSESSEDYSDVSETTESYSGDLEEKGIRPDRVSDDEEINP IRRRKNPYCRKCEKFGGVCI
EDNVDSSFDSNSDDEDQAVKMICSCKYMECDPDFLEGVVAKPVCDONQVKYESLCLLKLTRCTKQENLTR
ASCKGKPTRIVVYSKTDEDYISSYSENPLDFYETDDFEEVVLPKSTTTVRTTTEKIVTSTEAKKKIPAKD
KTLATIVIGIVEGLAFLTLVAVLTVSCYLAKEAKMNGHQHLESVETAPLTQVKEKRSKVSTIDSSI

>E4YI03_OIKDI
MSILQNRKKTVFPQRLQSKLHLNTKMKLLAGVLASWVSAQYSNFYDYDQTYYGKSQVAQSEGYSPEVASY
ARTLGNGRICWSCLEETYTKCLLDDFSATTMRGDEKRHGAVYCQGEDYFCYISERRI TRHSENEWNYENG
NPWQATNPIDVDHAELINGLAGADPSTEVRVQMGCQQPLSCLRQQWANYQIQMGKSFQQGTVALVDGAYV
PVGSQTEVRSGLCRHHNAWVDHASGLHTVNDQWRKHSWMGDTSQPGNGKVQDQGWGDRRFGAIERHFQRG
KATESVCHHCCDPYLEYNAKGCNNVAATAYAVAAVDRVDETAEATDEANTFLLRPASETSLDWSSASGKP
QYHGAFRNPHTQREKEVLGTT

>E4YI10_OIKDI
MEFFLDTFWREKVRFFRQVSFCECAGSNYSFRDKLRGSSARAVTCQPKCISAAKPTCKVQTEKYHFFIYF
LNLYISLI

>E4YI12_OIKDI
MKNTDLEKVGRTSRAAALPTVIAKSNQSESAGDGQPRRGPLCQNQNLNCQLHKYFFEFFSRENHLKRQNG
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WRITNASCEPDQREKNSQAWKYSFKSQRYKRKQSSRRSLPPRALHLRRLRLCYLRDHHESSGFRRTITIQS
LKLVQNISS

>E4YI21 _OIKDI

MKTFKTSPSFEEAKKTGENSSSKSVTIKIDEDIQQVATDEHHARQAAQITGATPFHIAKQELSQEMSAAN
SLDILLRPTPSADDMIEEIEEIEEEPEPETIDIKTQPMEHEISYIPAPSQLQRNQQAFVKMAGGKIQQVM
MQNPVQKPRQIFMGANGQLFEIQSPEPKQEPQQPIVIVLPTSKNGETQKLILPQNLINNSNSGQQVIYVI
NNQNSNSSSKNTPSSSFGESSSSNNSNVNVIDLAATRAGIRTSQIEVKEEDSLVKADVQGHHAYPSPFSQ
VPVQERSHQCKFCHKRFARSDECKRHER THTDTRPFSCTYCDRRFTRKDHLRTHTRCHTKEKPYKCPCCE
RSFARSDERIRHLKIHVKRGETTMEEAKSKINEALREQTVHKKNHI IFEEVKSESNIVPITNINFIQEDK

>E4YI25_OIKDI
MYYDSTPPEARDHSREQMTCQSIQSLNGNNRQPHMWTARSGASYTPSQYANPMSASVGYSYTPNHMRVSS
NLTDIKTQTKTSKEKSDKCFKWRGLIAILSAACTILLLLVAVVSFKFLLPAVGNSPGGDTQVTGGAGVRI
IDPAVSCSSNSPVWDATEETYVGSATESLITPGSNIPIVLYVPEAGHVNFYARTDRPECSLVLMARQTLP
PKLSAHDFLESLSGAYATSKADNSIMYESRISRGLAAATWFLLLTNDGSVTCQVTFQTEMTDSSCPNDCS
QNGICFESKCSCFAGWTGRDCSIGICAPVCSGNGIVAGFLDSCVCYPGENGRNCEFKSMDKKPCDETCQN
GICDNNKECVCKSGFSGRNCDTKTCVNDCSGNGVCVSNGKCRCENGYSGADCSFDNAADESAEVCSGNGL
LTIQNECFCDDGFTGQVCEKEVVKEDVAHNCYPKCENDGRCVLNDSDWKCECKAGTTGVNCGAKIEQNCND
GLDNDNDWLVDCDDPDCCSSPSCAKNSGCKTSSLNFQINGDSTLSKIHALARQLKLSSRFSANEKLATVT
GIVEDENLQGIRGVTVKSRNGEVFTAETGHFIQVQAIGCEIYEFERNGFEAKELMICAFENIEYQAPLRL
YPKNSPPDFFRLPPPALVTIQSDFSNSLLPNESLSDDFPVDLATRKVSFSSETLDGTLNLRLREDQDHFT
TVEVTFTSSTNQARVLITCDGSEVFSETFFKLEIGKTKQLAAEWNFGNIFGQQSESVGSCQVFIGSRYDL
ESPFTWSLARLALVKAKEPEMKQKTATANFVPDEMSFLDRENGI IFHEKNSVIQRFSMQLEKELKATVQI
PVDATFESDDNNEETTIFSKKNGFFSKSPKSALRRVFTFQNAVGESKSPLSRENVFFISSVDNIVKIENW
RETNVFRESGGKKIGQVVALSNDELVEVRGDNELVKLSNGKVTVISRQDGLEEPCRQGSDFRRLTSIKLQ
SIKDIQFDYSTKQLFVLDENNIWQVNLRTDDNWTRRIISSSCGQRNEIVSGASSLQIGQNSATLVSNQKQ
IFELVGDSKFVPILGSCTDEVCETISSSSAAKFGATLAFKRVNDGFFVVDESSGAVQIWSLKPSRATKSP
SGYEVGFPDENLIREYLPDGRLVVVKDIYTRKTLKILTYKNNRLEQIANYYKNTIKITYESKSRILLQNS
HNRARAQIMLRGQRPVKIEDEDGSTEFDWGKDGNLQKLGPYFLTY INSRTARVSLDNFTIDLSTISSFAG
LESYSVSEKCTTKLGTVQVGSYAVLLLDSNGRLTSISADATVSTSSSDFWKNVETFSRDPITSQPSLFGL
HESRGFTKIPDRTTEWISTLSNERKNHVTRMRREGATLMSYELDYSKSKPTGKTYDQLKTFTGTLDLDPA
GAIERLSLEYSETGQEGNKIEFSYSTSGALVGWKQLRDGVKIGMSFSRDRGNNIVEVNPHSSAPLRVDHR
RNQLKVTTAAGSTHELGYKLGNSKWSESEISRKYPSGQEFNRRREGKTSTYTRNGISFLQIKDAGLYRTI
TNTIDGQDYNTVELYSCSGDIRWRKSAVESVRFEINKDSSSTKVIYDDSQLATESVKYKNLLSSETISIS
GSPKVSVTYAYDSWHRVNRVILEIPGFRSISRVIEYDGDQIYAIDKFSFFAFPEKALVQISSASPRMNIL
RKNHRSTGRLVASQLKIGEEPKFQSQIEYNSLKQVQKEVFETLSTNNETIFNTEYDEDYKPTRSSNGEK I
LYRGELADQLIFPNGKVVPTARDHLHRLTKFGDIRVSWTGAEQVNLGSDEIEVNYKGQPVKINGARVHFD
SENLPRAFGNKEFFVESNSKLLYHVKSRDITEYFYDPSGHLFATARKSTLSPQVDYFYVMTTGEASPALYV
FDENGKIVKEVRYGAFGRIAFDSNPVFKLALGHRGRLCLTATVCQTKEKIWIQTLTGEAFNFAGHVAELE
KLGEIDKARSTLPSTTWWPYSAAEAREL INSKRDRLVVEFFNSINIPIMPEEAGRLF

>E4YGV5_OIKDI
MRFTRTLRDPVKFQRAGNVGIVTLNRPKALNALNHPIVKMMRPQLKTWEESGIDRVILKAEGGKAFCAGG
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DIKDLTLPTYNGDYDSGANFFREEYQLDYQLGTFPKPVISLIHGVVMGGGVGISCHTPIRIATEKTLFAM
PETSIGLFPDVGGGFFLPRIPIPGFGLFLGLTGQRLKGPDCQHGHVSTHTISSDKLADIEKFLIDLPENL
CAEEIGEATQRFQISIGEFSLAGQIDNIQKYFENPKSLVELVQELESSTGEWEQKVAKKLRSMSPTSLAT
TFKQIQDGKNMSFYDVFSMEYRLAYQCLRHEFPEGVRALLVDRDNSPQWNPATIEETSDSLMQTFFEEKP
NTWHPTKPWE

>E4YGY3_OIKDI
MKIAVLFASTGNVYPSANDQNLQSLGQLYKAHGATANFVYEQLPARPTVRKLGGRSKSATAQTQERLSKR
LLELQERQEHIVKRCGPGGFKSEKGTKDSDDQDGSPLILSRGKFDSNLDLLRPSHSTFLPDIKSQEISAL
DFDEPTDPFVPSGQAVAGGLIESPFFDRIGGRGPSYGPGFGPMAQGGYGGFQLEDFDPLGAGNFESSVRR
RRETVDLEDIRATRKEMIKKIKELEKVFSELEDFVASNLSDCSAQRVKLHKYKLDKVKGRFQKVIERQGT
AETQRGRRRMRKTTKPRNMN

>E4YI28_OIKDI

MKIEPENHE IKGKPPKMEREDLLEESKLGFDFFFTKFPHVSKIQILWFFLVNYCWVVGGLVQSILDTRYN
TSYEEGLLFSPKDSCSQFSNIDSLCSSNMSLETCLQQLADNSGSLETEACSSGY IFDKSVETRTVTTDFE
LVCENAYIESTISSIFFAGLFFGVFIFGPITDKIGRTKASVIASFLNFERMISGFFSTISAGTGTEFVYTME
VIGPKYRTWFGCMTQGIFAVGYALLSLVGYLLKDWQDQMIVLTLAPLFVIPIFLYLPYSTAWIYSQKQYK
DARENVKLIGKKYATETDEKFLDELENSVKAQQKSENTGKIYTQIGNWLEFL

>E4YI31_OIKDI
MTYNLDRNRKSRIPRKRPAQFGITKSKVRIHEEKISEGFAASDSLCCFSDFSRPKFANGLNLTQNGIPVS
VERLENDPWTFEEETKPVLKYSSELEGILQENRRQMRDFVSRIPRISPKHEPPNPHCMTLAVWQPPPIIP
ADIPNAPILQEANSTPLQSPQRPRSPENFEITERGDNLSPERMDID

>E4YI36_OIKDI
MLRRGFFCARSVVRMSSEKAPAVQKVAT IDNQVTHTGQAFPEGDFRMNRYLGGKKKALSARWATDMIAEE
PVIMSTQRRHMCDGTYGGLNQAVGHPRVWINLDDGETHDCSYCGLRYQMIKKEDK

>E4YI140_OIKDI

MKLSAALFVAATAQEVGSDRWTYSDYAVDSVSNYANGKAGAATSGAYGYGSGNGRFCHSTKDTVHIHRWD
VSKNGYFSHYNPVECVGEELYCFVEERAHFGQI TGIRAGCAQMMNHPQVERNDADDTNFDGLPYVEPVYN
QEAARGATFDQNSYGSISTIYYGIGGCLAHPAQNGNDQLHEDFLTSMSQNHYNYRHGGWYQSQCLRTNGAN
GNAELLPFGVSVCRSCCLATYFDDLYKDADTTARVADTPTEEGVNRGICNFLPYPLPAGGPNIPDQTAFD
CKQGTQGSQSACVSTNDDDSDDCDFCTKQLAPSLTMYEVPSYLSTFSQNLFESNFVRPDTDTAGPCDSGT
CTPTAVISQPMA

>E4YI41 OIKDI
MIFCENSFLIVVRRHLLIRGLSTLPPLPPSQPNTIYNQPPPPLPGTVVVPRRGPAKITSPGAPIDLTDDK
QTQKREYSDSQTNRRKEKLLLRLLKRFVSEGKTFVPEKGGGLESLWTERGFDKKPPTAEET INASQLPDH
SGAAGSNGSSGNSSSTMPQRTRAMDPNLGKIDDSRKPKPMGAGTGSPAKSGVVYGASGGQGYAESNAVEN
WSQDVQF

>E4YI143_OIKDI

153



MKCVMENVVGDSVMVVIEDEIGEHFKREECLPKRSRTSKDIRFALKKL IRMEFLWRHLNIRALKVSLMYT
KNMDVKLEPHERFNSPFFANKNNSTCVREFSKIEELNRARDVRWAKNEKISSVPRKKVTGKRVKKEDMKLA
NILTMFKNNDEVKKDENSMDSMKSEDSRSREPPLVNLTNIPGTSEMNYFQIMSEDSNSNQSINCEPRNPA
KNSTMNPKASALVEEYRNIDENSMDAMLAQI IDDPKEREALLSFSGAKAKPVVNHSKLQPTKSTKKTRGR
PKKTPPKKGSVQESTIFQMFKKADSKKSNK

>E4YI144 OIKDI
MAAGVPVIAMASGGPLETVKNGETGYLIPEPFGKIELAKTIAKFIEEFKQSEMANNCAKHVANNESFEAF
TSQLETIVSQP

>E4YI46_OIKDI
MVYVTAKIFRELCERREDINNYYGVSLLHQKQNNGFAIDPVPEKNKATDESTAKATTFLAAFALEKSNQC
DRVPFSSILKPLFKDVLGGHLRNI TEMENNVRLDELDSQSHHITIYGDEDGRLEVISQFITIHEILSGEH
LPDGDDAQINETIESTFRDTKESTQNKRDFCALHYGVKRYLFNLRYLQKINTPRIRAANTIQRGETSQKTM
APVPSATPPRIKNAFLSSFTAQGSRSPTPPAVISLLDDCEESHPRASAAQINPEDLGAKLIRDVKERFPD
WNREDAEMEWFKYMEECNISNRPVNYNEAMERVKSVAAPPAEPPFDGSVNEATGQQVIKEISDRHRSWDN
VKAQMEMLQITEEYNKRSERIDVNDAMRRIEATANDIDFKDIEMEADDEPPETMGIDADVIEVWFQENYE
DTPAYNMAVYKSDLFKEFTSHFELYYSGDNHEKHYQNFIGVIHALLLKKKHVYPNVKTKGNTGVNARKRF
AHLRRKGTKTELQVEVRSPKTEENSTPGWTNLAAVVNPRIAPILVEQSFRTVQKAKKAESNPDKYTLRCP
WNERFSNLYPGGVDGDPTLRRIVIDGSNTARSHGKVGEIRRQHKCEVFSTIGIKITVEHFWNLGCRSVTV
FLPHNRQGNKGMPRIPEKERKLQEQMETEDI IKYTPGRYHKGTKQFIQAYDDRYILDMAKAEDGIVISND
HFRDLYDEFKDVINWRLLP

>E4YI147_OIKDI
MHALKTMTDEVVSQKDIDKVMKKLEAARDDEPDDFGFVSSDYKKPETVESSDSEEETEFVEEEMSAYQLA
IRDDILDQLVETGKVDTKSKAFQTLRYSDQLGILDEIRDSFKFDRSYLTGHINSTKKEENSQKSQEEQDK
EFSKYQLDGLLSKNNIRKETRKVEDESKKNNLRDI TENSQGKLRKAGKKYALFDHEDIEPKEKTAKSTFD
LEDKKIDQKGTLSESSSEDEFVSDDSEYDVTTEEETKVPASQKHGILGLETSVGEIESSSTSDIVDIETP
ESTLMLARLAAQKRDKAATMEADFKKKILESSDSSDVQYVHDDKVRKAETLNGGDATPQMPLCALRQYLD
KSDDFVDVTDRNRISEVNESTSFKEFESFDHENDNQHQVKTNSKPTEDITDDSNSVQTTTDYAKLEEFVN
EDKKEHPETLEKCNDETKEENLQKSSVFPINPLVQEKQIFLSDKKTETIKAENTKNRDDFP INTSLVSEKH
EFLSEDEPEMNVEPLSPYLNEFAKEVWEVLIMEMAEEQVEYATEKVKFEKLQESEVLDESWSSFIRETIT
DTALLSLDKELQKKKSSAAVSDQIAEFTAASVLEENAVQLQKLSSALKITSVPSQQLYKDAAEMLTLEGC
GVFFAPGEAEAQCAEFEMTNITQGTITDDGDTFLFGGRTVIKGLTLGNMVPVKYDIQETEFSREFLIALA
QLTGSDYCNGIKSVGSKTATKILEEFDDRRSEDPHLTLNTFSKWWNTHHKSLTTGTNGIPLRAKLKKLNT
DADFPSDRSRHAYLHPNVEKLKDKKIRFTVPDLNRIRQYAARKLEWQEEAIDQHI ITPLLPEKMEKRKDIR
FYMKAK

>E4YI56_OIKDI
MKLFTGFTLFVAATSAFKFGGQREEGSKVQKFQATKDKIQGLSEEERQEKKNKFQATIMDKVKGQAGQGKP
FQALKEKLEGLSEEEREAAKQKFMAGKKDK ITEAMREKFQKLSDEDKEEL IGADMLEKTKE IKESMKDMSE
EERAAKREEIREKTKAKFESLTDEEKKAKFTQFFAAKKDRFQAMKQKREQKRGSKSAWGKLQAMKEKLAG
LDGDQKEALQAKTEAMQKKREQKRANRA
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>E4YI59_OIKDI
MEGGDDFFKKRLEKDLAELKKMIDSHFVQREKDEEELATLEQKIAERKEVLTTKRFHKPNKPFQMREQQN
AERARKNQERREPLQKEAEEARRLEEEARKKKEAMDKLNKLNSGQPRQRKGKGTARDVKKKILADRRKPL
NIDHMDLDKLKQKVTELYDYLSTLENERADFETDNEEKKYETSTLRLRVNMLSGAASKEKTKRIGRIGVK
K

>E4YI61_OIKDI

MREVASSDFEKKIEKNVKFYFQKMTKPKNPEK INRFLDAGQTVFDFGESFKNPETLCSTLKNMKTSLELE
QHRKIEVDKNATVPFDITSSHLDALGAQERHELGLLTTPDALFGGFETQNVALLMMLKDFYENAPSPRSS
FSSSSSLSSVSSSEDETKAAYDQPESSPPSSRMSSEVENEVLPSFPASPEEEDSSLRGPRPETNVVDSPR
ENSTSPESEVQVESSGLVSKKQ

>E4YI65_O0IKDI
MWILGLFLSLTAALKPLKYSSLESYSDFCSEISTFEAEYDHFSTRNTQKIEIRVITDDRFYQAGGPVLEY
TGNEGDVQLFCENTGFMRKAGKELNAKLVFMEHRYYGKSTPDDKNLYLSAEQALADYAEYLVHLKSSGVT
GPVIAMGGSYGGMLAAYFRIKYPNLVAGATAGSAPVKFLPGLEDCRGFYRVTTRTFTNTPSEHFCSDNIR
KSWETIKLTIGAHMVGKRTLSEVFRTCEPITDVEPLLDFLEDVWGTLAMMDYPYPTNEFVGDVPGWPVNVAC
SHLDHDINQEELLEPLRDAASVYYNYTGDLACLDLGDEGGDLGYNNWYFQTCTEFVFPFCSDGKEDMFRV
HTYDFPTYSTNCQQTFGTTPREHWAEMFFSVETMKTIGGI IFSNGLLDPWSSGGVLTQEEAGPRNYIFIL
SKGAHHLDLRADNPADPEEVTLARTEYISIMKNWIAESTSKTASSSTSDCSKKLLFSSKKVHGA

>E4YI76_OIKDI
MRISSAVVIASAQASRKKEQDRKVPPRHPSQRLTTLINFGIEWCHDNLRNIDPDSVRGDRLADRFETRFT
IWGAKLRKLVEEDCFYFNPEAPNGGPGPSRARRAMFDESKLDTDDVHDDLQRYDQTNPIRGLKQITTGEFW
KWSRRYTAECPGQPKNKHHAKRAKTIYSKILDYYKLLVQRQEEKANKL

>E4YI85_OIKDI
MARTKYNARKAHHAHKKPGKPVKPKPKPESSSDEDEEPEQDTGLVDPDKAFPDEEDETDTIGQSIWADQM
ITNSVQALLRSKPDTPLAELAEEFCRWIEKTICRPSKPNGYKRWTATIKRSMLAFDDRQIEAASKFLITW
GQDSSKNLGSPEALRAASSGKISNERYH

>E4YH76_OIKDI
MSVKWHQNFDFSNFHRIFDILSCITELNAALKPANPKALQFDDVLDWKDELEEKGHLRDEGKIKTIVLEM
TTRGSSCCKTPITQAERARIPELDFVSLLIGENDPPKEWQEAFKFIPETDEERLDRLLNTIPSSTLSSQIV
NEPLLQTRKKRSTETVAQDSERLKRSGQIVAQKNKEITHKEDEVAQYFLKVENFNTTFEYRMAQVTELICH
AKETETRYFSIRACDKAGNCGLPSPLAPVRVTLYYNSSLKNLVGLINSLPRTCPT

>E4YH98_OIKDI
MKIKKMLSKVFKFEMLVWFAWIHLTGSITDLIIDKYPITWARSSWINFRDLCNSVNSKDFRKKLEKAQEV
YEIREKEVAEMEHQRDKYSDDEIDQARKNLREDKANLKAQED I IDNGKDLAEMCENKEKQFEEYFGLKCD
DLDMRNNWLVAGSILGSFFCLTLLHSNAKPNFETLNGAKFVGAMLFAMIFTTANAVQCIHVIFYWFEARK
ELQSGDTHQKNLYKNLNYGEQPDKDETKLICKYDFLRYNLIVHGCIFVSSFLMCVVLVCLNFKKAKYYRK
SMDLDNAPDQERAEETKEKKHKEELKILNTPKAGENPKEQKKGGWNSDSKETTTGLAKNCDW
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>E4YI86_OIKDI
MITHNEGQTASFGPSLILAATFLSLIVVAVKSASCFKRKHEDDVPSTVDSFTISRWSCLCNWWGKSDPLR
WTDDDNKFTTDSVKSMNIKKEPKKVRDGKSYLPKGVDGVGSSTKKFLELAPEQMLPQADRRELEDNRLVM
KAYLTSKLVAARYDFADGEMTFQEQAEEKQINVDDYKQRTQNMYDLLYAGQISVDTKATRKQQRNALKRL
KKSNMNNRPKKTKELAKQMKEEANRPAPAAVDRQSSGIGSTGDISKADTTTVATTTTNAASNSEYNASGS
KISQFLRKFKFKSSRDSAVGSSLGSIDQLGGVAVKHTEKNNNWATAKKPSHITFAGAQF

>E4YI192_OIKDI
MECSPLLDMFICSALSPACVDNDLSGTLPYLVPVPPCRELCELVTSSCAPLISEFDIQWPAEFSCDRLPR
SSEAQCIPPHDLSQPLPFQLSWTSTEIKEENSYSQKEEIAKLCPAEQITENDEVTYAGIKGCTGPCEPKE
TTQTETKLVRLIVGIVAAAGATASCFSITCFYIDKKRFQYPEKPAVFFAFCYAGICLIVLVGIVSPFRIA
CASNKLENTATGEVFEQKGLINGIDKNTCTVIFMSQFYLAGAALCWWLILMISWALAATFKWSSESISQA
APFFHLFCWTFPAILTSTALYHRLVAGDAYLNSCNLSSTTFSNWVLLFFPTVLFFFTGSATFMAGLFALR
NDLTPKSKSALVVHRIILFTIFFMLPKSAFLLLKFFEADHKIDWEEAVLQGSNLRPGFVFILLEKLLPLL
PAFAPLVWAANRKSLERWGSSTASSVLTNSSFVGSGKGSETSLKSRKKAESTVSERSSRADASLLGRIPT
VPDNLLV

>E4YI93_OIKDI
MRLLYSLFLSALAGNYYETFGVEKTATTKEIKKAFRKLAMKFHPDKNKAADAEEKFRETAEAYETLTSEQ
KRASYDASGFADAKAENHHQKSDFEFNFDQFFKDFDEFFKTKDDPTKRQKRSSFDFDD IFEGMENEENE T
FRTFLGEDFFGGLDLGSMGMKMGGKKFK IKTSSTVTKDGNSETRSFTQDSKSNVKISKSSTNSGSSEINC
KYVRIEVSPGNFEQKYVCEKDEL

>E4YI194_OIKDI

MSRAKPALARKPSTVKCFRAHWGYEGAADDELSFEEGDLVY ISEQHDGGWWRGTCKGRSGLVPSNYLVAD
EDEENGGSNGQIDFPLHEGAKRGNLEWVDECLENKVPINGQDRSGSTGLYWAAYGGHVEVVERLLQNKFT
DLNLQNKLGDSPLIGAATRSHPEVVDLLLKAGADPSTITNNTDGSALSVATNNQVKSLIKARLGLKTERKN
QSDYIGAESDNDSDA

>E4YI98_OIKDI
MKRGDSVLIDEDQIETPLVKTEIVDPDWIDELSQTKQKWLGVFLAVLSGAFYGMNFLPITLAVEQKITAS
HMDGVLSHFSGVLIAQLSIFIVYSVYRKSKPDLYPSAVIPAMITGTTWAVAFLCWLYANSILGEAFTFPI
LATAPSVLGCVVGIYFFKEVSDKKSITLAVIGSLTCIAGVICTSFSR

>E4YI99_OIKDI
MSRKAEEHAKAYSSRTIDSAGALLLSAVYRKLDQPTAACEALKTGLERCPGSLDIMSTQARLEQARQNHE
KGDEIYSEILKHDPVNQEALCVLVKVKKSFEF

>E4YTAO_OIKDI
MVFYFIGLGLSNPEDISVRGLRLVQGAKRVYLEMYTATLADWNEFTRPYPAVTRLIC

>E4YTA3_OIKDI
MAAKEEATRRITPDLICLLQTSFQFPFSGKKAQADLE

156



>E4YTA7_OIKDI
MARFYQLEFIFSTRRNSDARRSLMMLLSNVSISPSSNCKVYSHERSESCSNSSLEIDSQCFEINKTQEEA
CQEFVFDLDLIYYTISIENNLVCNRNWYNKFITTLTMIGLVIGPTFSGSVSDKIGRTLCIIIFSFITFGE
ALTCGCLGTYHWGVFAVFRTLSVIGSAGVGVTYFVLVMETIGPKYRPICGLLYISTTIGLGTIMLTFVVA
FLKNWEYAQFFMAFTAIFVGFAARICSETPRWLYSVKKSEEAREALQRMAKWQGYRIDSAQFEAFEKNMK
DDDKRSAEESEQNKKNIKDLIASPFIRKVTITLMLNQFVRGIINYGFLENIGSLKGNIFTNNIFNNLMGI
PAFVICACLINTRLGRIGNFIWTLYLAGLSSFLIFFGHLFELPLLVNISSYVGMFASTAATSVGYVYTAE
VYPTDVRNVGVGCCSSFAMFGALLSPSLATLEDYVWWFPSLENGVIAVIAGSLSFMLPETIGNPMTATTE
EFTALYGKRSSKETVEKYTKKEESDSKNGRHANGSLENPSFKDSEL

>E4YTA8_OIKDI
MTADLIDRQFKLGQRQFVWSCILTATECLVVKLNNDLWLDPWRQMKNIHLSTIFFTSVTVFFLMLAGITKM
RNSNKKRLTSKKKKMWLTIMIFLSINALFSYNIATLSTSSQPLSGHDYTGWILVVEMVVAGIIMIITLWP
YCGIEHYQSYRPAAPSQSCHRRSENIETKYQNIVSREIDEDLPKYENLFSPSN

>E4YIB1_OIKDI

MKIEPENHE IKEKPPKMEREDLLEESKLGFDFFFTKFPHVSKIQILWFFLVNYCWVVGGLVQLLTIKRYQ
ILTDFRCRSTLDTRYNTSYEEGLLFSPKDSCSQFANIDSLCSSNMSLEACLRQLADNSGSLEIEACSSGY
IFDKSVFTRTVTTDFELVCENAYIESTISSIFFAAGTGTEVYTMEVIGPKYRTWFGCMTQGIFAVGYALL
SLVGYLLKDWQDQMIVLTLAPVEVIPIFLYLPYSTAWIYSQKQYKDARENVKLIGKKYATETDEKFLDEL
ENSETGCFFNEKNIKKILIIDQFKKDLFKPKKMRLITLVEMYQWFSTTLVFYGLGLGVGNLGSNLFLSNF
INAMIDIICYILLPFFMDMKCIGRKYGTVWTMLLGSVGCFLTAVEDYLENENPENSSYGILKATCAFAGK
FGVAGTFGIVYVHASEMFPTPVRGIGVGLSSAGGRLGGMIAPLINGLGNKTSWLPFIVFGVLGLGQIFTA
FLLPETLGVPMLTTIEEAEEFYHCPENFKKSAEEKQIE

>E4YIB3_OIKDI
MELQAAKYASSLHKLLTKFKGVKKQGKELAESTCSRKTENKSSDNSFDKKLNQKCANLLELSESANSTGL
TMIENSKKWKSLPKAFSLMSESTDLISKSSCCETANETESVAKQITKQASLWINLCGKIYHLEERDDLVY
IVACWAHQPLVNENAFELLAAKSKYTISAYSA

>E4YIB4_OIKDI
MKNDITEDVQIQALRFYDKIRNLDTNQYDILKGVALGYCLGRAQSCEFIELLNCFAINFSTFFHFCQFSY
SLTFKKDETVSLKKLGEALKTEAFGGRLEKKGKPQSTSRDVRLRKAYSVSFGPRLAVDEQLSGRALRHMD
SVDFNSTKTQEELAQKKQRMSRVIDDSARHHYSISPELEAKTQEATHNKYGGREKAENAAKVIQQFYRQY
RLRQSFRKLRAAKTRRLTLDSLNNELEQARKENQKQLEITQISTSSSESSTTTSSLKSPKRSPSSPPPNE
SGSKSDLDQIMPPEKAESRLSSTSLDHRSDLSLLKHRESYADSDDSDEEEQSTKSRPPSEAKSFDSDSLI
RNQRLSWVSGSVGGNTDLLRKRMYRIGLNLLNKKPEKGLAFLIKQGFVEDSPNVISNFLITRKGISRQVI
GEYLGNGSDRSKKILKAVCNQMDLSDLDVDEALRKFQSSVRIQGEAQRVERLVEAFSQRYVESNPEITRK
LNNPDSIFVLAFATIMLNTDAHSPSMRKEKRMSEEDFVNNLRGIDGGQDLDQKMLQNVYRRVKNKEFKSV
DDHINQVLVIEQRIIGKKPALALPFRRLVCYCRMYQVADVTRPQRPGLHTREVFLFNDLLLVTKVCAKRR
SQYTYRLDAPLTSLEVEYFGNEHYPHAVRITKTGKVLITFSLPNQDDCKNFIQDISESILEVRQMESLRI
EESLESLEEQKEAQKSPLTASRKLSSSLHNISTISRDLSSSSTVSTAIDASEK

>E4YIB8_OIKDI

157



158

MPLFGAPKLEDILLTLRMQEKTLEREAKRAEKEHNALKAKVKKATAEKRIEFAQTHAESAVRKRNEALNY
LRLSSRLNAVGSKIKSAQSMKNVTKELGKTTTSMEKAMKSMNLEKI TATMDNFEKQFEHLDVVNSTMENS
MEGAMATGGQTAQVDDLIGQVAAENGLQQELELLKAPEANKATAAPAAAEANDLNSRLQALRN

>E4YIC3_OIKDI
MSHLWQLSDGVKLERNGVERSDRSNSAPLHQNFGISLHRSATFNLLRGVKRSDD

>E4YID1_OIKDI
MDKLREILVDLLNPEKAAAATARMNFRPPNGGCSSAKRYRTKGKTVETPDYHVQFSTLRQEEQNATRDHI
LQSLTTEENASVWSAVAETSAGILRKNNEWPAFFMIVQQACENQPAKGAELLARMSTSAPAVVREKTTQA
KCLELTGACLNHSEPASLHQGLRAFSSILTELDESNQNAAKSLLQRSVGAVQSTAESGEGDWAAEGFEVF
QSALDCPISLLNADALKDLSTWAAQVFGTADADAGLRCCAGNFLTQAVSSKSKFVKKKKMTQDLMHLCEFP
ILMEDEEDEDDDEEDTPRSTALQLLDTISIKLPNTEVLGVIMEFATRASQGQAHQKRAALSALAVICEGC
ASPLIEGGHVEPLVTFAGDSLQSDNPALRGAALYALGQFAEQMVGAMTEFAPRVLQLVTGLLESCPDDLM
KHSQLEKGLYCIEQLAETLDEDQIENLLPSLMSSMHRFMQMGNTDKCQVATLAVSALGVITACAENVIGP
HLNNCISMLQALLPKSAAATAEETPENIMLQASALDTLATLASAAGESFVPMAADSLSLAGQLVSAETDP
DIRRAALNLSCSVVSLPNSPPQLLEAVPRILECLMETLKSTEGIGVKMIGDDENEIGSSAFDAVEDIDDD
TEDGDDGEEIEHFTIENSYMEEKHTALSSTIRMAQKIPQHIAPSSSELYQECKSLTDFVNEDVRKFACAA
LTHLGHAMFKVTGNETALVEAITKGIDTIGTFLIHTRNLSKLHEFSSTVRMAMMGEL ICMMDDDDDEDSG
VKLEEEASETERETLDGAGELLVAVAAVDPQGVITEGLADILPAAAALMKKPDSGSKACAIGILGDMFDT
LGSNCAEGFVKQLLPVFMRETSSEDDNIRNNSVYGVGVLIANSGETGIKMIPDALKSLPLNESKNLQVRD
NVTGATARMLYAGHAETRAAYSSQFLARLPLTEDHTEWRMTLEVIEKLLTEGNQEVLGRLQELAGHCLNS
VNNLNPDITADKKTILKIGQFMSQLSNADPNMFAELKKSSPEKVWNKIVKVNTKAN

>E4YID3_OIKDI
MNILNNEGHNPLHKATIEGKDKFFHGLLDAGALPSVPSDSGRLPHLVLKHANSADKRRVDLLEKVLSYSE
SEINACDKKYGGTPLHWSRTKEDVRLLTKKGALVDATSADKSTPLHVMIKKQRTEAAYELVLHSADVNAV
GEQGNTPLHFAVMAGNLQLIKALTLFGANYKMKNDEQKTPGLVALESKESSKEEILVALHEVDDLKEAKS
SRLNLRKNLRILSLDGGGIRGLVLTQLLIATEQEAGRPIHTLFDYLVGTSTGGMAALGLMQKYKATDIQR
FYLKLKDECFHGKRPYHEAPLEAALQELYGQAKMLDINEPRVLVTSMLADRQPAELFWERNY IPTGKVDN
FQAKTTDSEHKFEPTIEHRNDEVWKAARCTGAAPTFFPAMGRFLDGGLAANNPTIDALVEIIGEVKEYNE
TPESEESGKESIKIVVSLGTGNQPVVKSRATDRIWPTNALEAYKSLTATVELAKMFVDTVCECDRWVVYN
DETLTSSMAKFQIFGDDSDAKEIWGVLCQCLKDKNNNNDEDQLNNNETMSPEK TKWISRRLNMDENPNEV
ESYQINICCGDISLWYKFPTSSGSQHSMIENNPIKGNRIEPIDPRLEPVPALPYTEQEKQSYYSIPKRKW
RVSFDVALGQG

>E4YID7_OIKDI
MVEEELRKRATEKSEKKKDAPEMKKKKKKRKPLVYRGPETWVVMLWMAVIGGAYWFAVNVYFKEIRILAS
VQDDVDKFEEVKCSPEHAEKPQVPRCTPTKCGRLVLDGLLAPRETEVLKRMATEGTGALGGGAGGASILE
LSSSTVSSGEKFQSLFQLREASVKNDNNDNFRIMVERLYSKDNLGVYYSAKTKVATATETAFGLEDDVLS
LAAPTFFSQLSREPAKTKNDEYWHSHIDSKQYPSFDYTALVYLNDYEEDFTGGRFFFETSSTAGTEEEAA
VEPKAGRVSAFTSGAENPHRVEKVASSRRLAFTMGFTCNPEFATADPALPPLPDQ

>E4YIEO_OIKDI



MGDQTSHALSDSDIAKLVTIVTLCLINIAVYLTLWRSYIRPKCILPYQDPNYQAADHNVFKPTNLRFQLY
IFMLGFIGAPIFILLGWLKVPGEHCFLFQLCFLTNAALYPLLLLQCMWSYRLYYRLLYMRGNFYLKVSAF
QIFTLVPFMLAFGYFNYQWVWITQASQLAFNNKSDATTGSENGFCFSYLDNNGTETTLQYATPIKVYVWS
SLGAEVENMLLIVIFTINSYKEMKKIGYDMDALDGIGVMVKLVTAQI THLTKWAALADPLIRLKWIDVIL
IYLVFVPIDTQMIFLPDSKWSRMVRNYVRQKLTAFANQVDLPMAPPKSSKVSTGNEATVKVESEGKHPPK
GSAPPTNTDLRASKTSRESEVQGNQGQRVWDDDELATKAVKVFKEELAEMNRSGLPKTEDMVRPKIIEPT
ELRVVTKNPADKAPLGANYRINNSVYKGNKVFLVSQEDGYSLKVSDMDAGVFGAFKEAYTTKICENKYFL
KLFGITYTPDMNPVFIYGGRAKGSLLDVLRNKHQEVTYRLALKWLNQLLDCAYLLAKENIVYREFISANI
TIDSSEDVRIGSTYDYRNISDEAKTKMHDLTREDGLE IMRCFAPETLRDETKFTKESLMWQFGILYWEIL
TRGHVPYDQLQVSELAVNIEKGVRCRQPLECDLTLYKVMLACWHPDPMQRPILKHI IDFMKQYEIELTTR
EASMFIKKYSNKRACETVQSVDAAKLGLELGYIDQEYFTNLKCLAQETADKFNIDNEETLGFEMEKYDWP
NWALEVNSERVHVPIDIRKMEDPAKIQPMPRISHQKKYNLKMLMNQ

>E4YIE1_OIKDI
MRITFLLFFVGTLGQAPLFRSLQQALTELGATEPTEPTTIERRSVDGMKFADYVDDCLNRAFSFSAASTG
LDDLMSFIKTCQKEAMDDFF

>E4YIE3_OIKDI
MSLYPNLAEETPIRRDEEEESEDVTIVLQIPDGSVEVTYVRSNAPIATEFPTISVEDSPLGPVLKFNSQK
IVLDQSIFVLHYDLEMYCIGGWQGPIDGTDYHLLLKLINPSEDLIVSTSCIFMNNARYKCLFSDEQIGPQ
AQEAGDIGDKVSAGILYAADGLSKGISWAGDKSKAMMEGRAQNYVETTPALSNPKEVSPGWKKTAEVASY
GTKYVAKGTGYLASATGHVATYAGGKTADKVQEKYGAKDEKGETSSTWRNTTKIIGGALAGYGKVWEALE
HSGKKTAVASRDTTAKVVSHRSGEAAGEVTYNSMNVGVNLTKTFFHIEDMGMKKICKTVGKSAAKNYLQK
HLDAKKTRDNQQISQNQPMAIMQ

>E4YIE5_OIKDI
MEKHENKKEKKKFRIVHPFPPPSTEYYEEKFGGLIHSPILTTVQSANSLNNITLLLKVGTRGYLFRGITV
KSELTFSSTDNPDFPFELHLICCQQQAYLCNVKFRVLVKEKDLESASFFNPSNFGAGKFHAKTSSEIDDH
LQICFCENALQKAREQFQKTKSKMNRTESEPKTQKEVRTMTAEESDLTASEANSTFEKRQMRRLALVSRR
FEKKINADAPIKRRKLQAERVSKFKSAEKKEKNEKNE IFLLKKKVEDHEKLIRELQRLVRPDDIPQSSDD
S

>E4YIE8_OIKDI
MSCVRLVLIEEIRHTREKFAQTKEPIFAGKGRQVFMPIPSSYWATGNVQEETLSTIKWTRSRNFVLSAMI
HSGAWQEPCMHGADEFQEKGITNGAAWYSTIGTLQDYEY TAQGVMAFTLELGCQKTTAMANLPWHGYMGI
RGKVHDERGHVISNAEIFIEETYWNGTVALNPLSVLSDENGNENKIFWSENATAKVSVHVTHDKFQEKTF
TLREPILRELKDFRHCRQTNSFLENSCEYKLPRATKIKLLKQRK

>E4YIE9_OIKDI

MVINGVLDADFACLPEADVKLEKPQNCVVAGWGWSGSSFENQLQEKLVRVIPDEVCPRFDANFNKYTAAH
CSGTGACVGDFGGPLICAEKNSKTGVEEPVVRGIMSHTKGCENKPMIYTDTQGYLEWIRQKTAVIAAQDS
GTRPTISPTTTDRPLTAAPGEPLLPSGASCRNPIDGITRIVGGQTAKNGEWDWIVQFPQIGCGGSVIAKN
WVLTAAHCCKPFALSQLMTNFGDHNIGTSSDSNFLLRPILKIVHPQWNSKTFDNDVCLLKYSNIPYSDRV
APVCMPKPWDEETKPGQVCYVAGWGKDHEDSNKLNNELKEAATIMGIDPTLCNSGWGLSKRLNPNTMICAG
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DLRGGTDSCQGDSGGPMVCIDENNQPVLRGIVSWGLGCARSGMPGVYSKITRMLEWIHKEVGVKVPTTAS
PSSQFINIVQTALPMDLLCPITNDVAMAEKLEFSEVETDLMNKWADGFDDNYAPMARLVGGSIVQQKRTW
TFLTRMERVSASATILNTHWVLTAGHVCHGAKLPEFTLIPDQIRTHPEFDPDLLNNDVCLMFFRDIVSFV
KTGDSVSTACLPTDDTDVVPDGRRCFVAGWGSQDEHSAVQSDFLREITVAVIGGETCNKEEMYDGELDEA
SMFCAGSLDGAVDACLGDSGSPLICVENNTPVLRGMVSWGFGCGRAGFPGVYTDITKMSRWILQQTSRNI
ETEETNPALLPPNLKCTTRYQIEKQTKQGEIDDFGGRIVGGTVTEKGKWKWIVRLPTIGCGGTIIDDNWV
VTAAHCFANEYSQFTTTGDEVNRIPDRMITHEGFDTKTLDFDICLLHFEQSFELEKDDRIDLACLANKGV
EPVDGKRCYVAGWGAVGEGEAQSPILQELSVNITDREVCNSDEIYRGGIQPSMFCCGRLVGGFDSCQGDS
GGPLICVDNGEPVLTGIVSWGFGCARKGFPGVYAHVSKLADWIHTKTFGTTAPVESTSISLVNEFDTQTF
EGVEKTFKPAEFITHENYDHRTIDNDICLIRTSEKINLENPDIDPVCISTREPPVGRKCFVAGWGAVKES
GQGATVLQEIQAATLDHETICNGPDAYDGQINKDTMMCAGTMSGGFDSCQGDSGGPLVCVSPGREPVLQGI
VSWGFGCARPNAPGVYTRMSNYEGWLREKISADTSFTPEAETLSTTAGTTQAPLTSQKPTSSAPTTQTVT
QIAPEIFPGGTCPVVRNSWTGSRAVGYSFSPADYEPGFGPSTVETEKGFVSGEIEAEDGRDGDRIVGGLE
VSEARQKAWSFIVHFDRVGCGGTVVARNWVLTAAHCCQPVIDATSDPAVRNLLMRTMLNRLNKSSLSGEA
VIPKSTHLHSAWNKGTLENDFCMVEYEDDLFAKTTKATCLPDSAETMNELRLPILENSVCNHPQSYKGFM
KEDSMFCAGHLQGGKDSCQVLVGVVSWGFGCARPNFPGVYAKVSHAAAWIENDTSSTSTTITTTATSTIT
ITSTTTTTTTTATTTSTTTATTTTTTTTTTTTTTSTITTTTTTTTTTTTTTTTTTTSTSTTTTTTTTTTT
TTTTTSTTTTTTTTTTTTSTTANNVKTSCGDFIPGVGSFRNIKSKGGSLTTICNNNICKNSCSNPNEMLV
GPSTVKCQVKGKTKKVLPAKAFISCAEKTDTLCGNLAPNGFVFADGHEGSITCAKTGNFETCTAKCSDSS
LSASTPTIFCKTIKRVTKFIPASAPEET ISPPPTKCGHFASSFTFEKGSSGSIGDCRQVGKNQVCKVTCD
EELAPSLEEIQCRAAKKGKENFFPKIAKISCRVPPPPLPKNVHANCGDIFQVGPRYNLDEQSLSAECDKV
KCVLSCKNAGASLKATPSKLPKNGEMI IKCGKKGFAPKKVKATCIGGSPQRALGGLFDDETATKQNKKTS
CLNSIYEKYAVSPDSINVNCTGNKCLVSCKNTGKPPRHVWPDGSSLPRSLFTCKGRFSWSPIRGRIVC

>E4YIF9_OIKDI
MKLSATVLNGVSAFDMLSGTSHKCGGLNPKEELRIGDLNNELMSTEERMHMSLSTEKIVGGRQVDDIKNW
NWIGQLGGYCGGSLVADDMFLTAAHCCGSTRIGQTVYFGVLNPWEDQGKAQKRKVSEMLNHPDFDRPTLT
HDICMIKLDSPIDQDRNVRPICLADSASPKNTPAYVAGWGLTSEGGPQSRDLMEVSVPIVTNKECQNAYS
HRPVDDTMFCAGKKEGGEDGCQGDSGGP IVTVDGDGKVSLAGVVSWGVGCARPGKFGVYSRVDTQLDFIH
WSIQTLRGKYDGKLSNFDLNKNALSGAQTPNEGEPATPHNGKEAKNSHQSDEDVDCHD

>E4YIG2_OIKDI

MGDLDPRWDFFQDFTLRTLSLKADKWGKLVGNDDQKQLILDFLEKKDKLWLIITAQGSGALTASEIPPES
SKTKGVFFFKREEKSTPKEKIPNLVSFGDLSQIPLDHLSSFVDDVVDGILSYNDNFATWPSVVSSDVQAH
VHKLKSEVYEISGSVKGRTLLPMPAGVENVSSDGDLSHVLHKIEGI ITTKWTHQVKSVLELKSGQALIDGK
NPGPQEELKFWADLSSNLNCIYEQLVSSKVKKMGRILKEKDSSYFQSLLAMYDDVRIHLEEARDISMHLK
PLQSLLDDIEQTDMSEIERKLSALYHLTALIWRSCDYYRTPARVVILLQEVCNFMIELTKNFLDPENLLK
VEIGGTRGHTLSAQVVVLYEEFQELHKKMSEATFDPLDPDDNRFGNLYAMFKEKLYDMDRRLASTLCQAF
DDCASVDQMFKLLATAGNLIERPVIAEDFNPKYKVLLETFDEELNTCKDIYDSCYEDPPLHKNQPPTAGK
LKWANELLRRIQEPRDRFNLVESPLVQTEDAQI TFKKFEQMVDLINDFKKQTYAKWIATVDEDCTENLSK
PLLERDAETNLISVNFNPKLEAVLREVRYLNFMGEET IPDSAAQLYEKHDIFRQWVSSLRQTVHWYNKVR
KTVLDVEFPLISSQLDEIDQKLNQGETTLDWSGDVLSYITEIYNAVSDLEIRVQKAKDNVIKIQEIMDVW
AQSPIFERKHDSKEPGLLNLGDRTDRLKKRYDIITTDGQKIHTLLTENVGFFKATESSTEWEAYKEYIDE
MVIEGLENSIITSLEFMQDNMCAEVSPFFASELELRSPDMVFQPSLDQKVHNGEFYDLIEGLLDDIYHISS
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LVPRVSGDEGYQNLMEEHHMLNELRGD IMGRVNKVMNDANNFCDNFETYSNLWIDDRQEFLNQFLTYELT
QFKEQIDSYEDLYSQVSGFSATEIFDGWFRVSIKPFKQSLLNIT IKKWSYMFKEHLIKHVENSLVDLQQFI
VKTDEGLKSEVVEGDLDGLVNIMGFITACKDRVEATDNMFSPLKATIELLKAYNHEMPEAVYKQLSDLPE
KWNNTKKIMVSTKQEVAPLQAVEMAD IRKKCAAFDVKQYEHREAFRKLPMFQFSCEAPYDEIDLANKELV
AMETYMANLSDNAKLFEVHVPEFKQLKQSRKDVGLVKEVWDLTNIVTSSMTEWKKTLWSAIDVETMETTL
GCLRWS

>E4YIG3_OIKDI

MISTIVKLLFTNSIVATVDLEKSIDQILACSDILGLDSEGHVPTICYEAAVGLTPNLRRGRRSTHQTPFQ
VPSMNQMCSSECKRYPRLIRIDFIEKYTNYVLSNELTSNPRQRRIDFIDIGSCAGTCQATFQHRNVHNKL
TEYFLSEMLRRITSRAFRRAASNYVPTEDQMFGINEEQIELRYQFRKFFENELPESLLRDIDKNDDFPGL
RDFLKTMGNMGLNGPGISEEYGAKDNPTIKSAATTGEELSRKSAATSMSYGAHNALNVRVLDANGSHEQKL
KYLPDLISGEKIGALSMTEPTAGSDVMSMKTTAVQPAGKDYYVLNGNKYWITNGPVCDTLICYAKTDPTS
NAGDSITAFIVDTDTEGFTANHIPEKMGMRGSPTGDLHFDNVKVPKENTLLGEGAGAFVLMRGLNIERLL
GAAMPVGIMQAVVDQSFPYAHERKQFGRPIGKFQLMQGKMAEMYSSLSACRAYTYSMLRSADQDPEAMSN
HECASLIMFVSDACTKVALEGIQILGGNGYVNDYPVNRYMRDAKLMEIGAGTTEVRKVILGRYFNDYFLD

>E4YIG4_OIKDI

MWKLSTYKNFRQYFGAFIFSYGLSSVFFTDILFEKKPEGVTNAPRIAKE IMRDHEDTRAFFNYDKNEFEH
PVEHLNAFLNFEFGYTWPVLHKPSNCTKVHGFNQTTVLIGVKSHPSGIEKRNLIRRTWSQARYWTNQIFG
KTPIQLKTIFLVGSTPTTDLRDEAEEYNDIYQWDFTEDLFNLTNKDHQLITFFENHCSFANFIVKADDDI
FLNPKVIQRLIVKNLFDPKRSVNGTYRNIPTGQLVTFDAPTEMFGSMVIGAKPFRDPLNKYFIPNSFYSD
AFGDYPKYFSGALFVMTNRALSLIGPKARETPAFPIDDVWVGMVLERAGLDNHLNHEYLMY IGLMNEQEM
KQANLNNTCFLAGMPTYHRLNLEVIEMTYKMIYSMNLEKCMDESTLYDVVGRFYKKSQFTARELTIQGKDH
YKNKIYISQI IMMIEFKNGAAISSFTSETHLPQTV

>E4YIG7_OIKDI
MENFATTYDDHLIQKSDGGGEMNQLGGHFVNGRPLPNHTRTKIVEMAREGTRPCDISRRLRVSHGCVSKI
LQRYHDTGSILPGSIGGSKPRVTTPQIVNKIRSYKRLDPGMFAWETRDLLIEDKVCDTNSAPSVSSISRI
LRNKIGNIFYSRQEDEDETPPAKTQRTRKRTRPHQEVSSTTSAQAKENKLYSPPPAMNHLHGNVSNGSHG
RFTAGSPGSISEASLICSRSFHSSSKLCTSHITSHFLITPCPPTSISPSISITITIKVQVTKRPVSRRVT
NF

>E4YTH3_OIKDI
MLMIRRVAHFIQQLDDQSGQTHALISVTEEKIKALSKAADKSEKLGAELTSRAANLEKETSEARAKELGI
EDRMEETAGYLRQERSTRTIDNRRLLDFQLDEEKKNRELKMELERAEQRTVHYEETRVRIGLMEKQLANT
VARGDSAEERGNMNQELLEEQTALQKQRELESITEHNSNEDNLLEEVRQKRELVQAAEDRFDFAEKKRIEL
DVIAKALTEQLLQAKKQAQLLSN

>E4YIH5_OIKDI
MRKIFVLFCLLANCFSEGRFIKKRINNNPGSYRRAQNSYRKKERGSTPYDFSKVKSYSITPGRGRVMASQ
PVELRGIAPLYTPTHDRCSNIETIGTSSKKHTRQKSTSKIYAGVYHKLPLAQKWTRMTSNRKGQKINLFI
RKANFRFGRRKYFGWIMGYELQGQIRIRYFSTTKADCPAKVGRWFSVQHLRKYSANPDKLIQLRRQKETR
PVIFEIREQHFL
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>E4YIH6_OIKDI
MTTTASASNNWVGCHPDMNECYRTQLACSVSMTYLSGPDKYQFDSNGIPDHNAWGMAGNSATIVEQSNSF
RVPRVPVLLDIDSMTPAGQGATAFAKNGVSIFGPYNSGCCDATFEEIRSMDYCLGHPANGNYHYHYFSKN
TEGGAGCLNSCAAGVVSDLVGVAKDGFPIYGPMQWWSPSEEKTYLDAAACADCELRQIREYQTDVCGGIE
VADGSAEDGTTYRYIVTGTFPFNLQCYRGDISLSRTPAGAGWREFTVNNSCGINNTEGGTCELMNEDFLQ
SLGCTPGNCPYNPNTLRKLNYWQRSRTHVVDDVYHQCDGCTDDNCITYTTTTSTTSTTTTPTTTTTSTTT
TTTTTTTSTTTTTTTTSTTTTTTITTTTTTTTTTTTTTTSTTSTTTTTRKLKFRKL

>E4YTH9_OIKDI
MTGIEPVPESIDFPKTEEEILKYWKEIDAFQTSLKQSKGKPPYVEYDGPPFATGKPHYGHLLAGTIKDTV
TRYWHQNGYHVERRFGWDTHGLPVEHEIDKTHGITGPEDVAKMGIDKYNALCRSTVMRYSGEWKDTVDRI
GRWIDFENDYKTLYPWFMESVWWVFKQLEFSKGLVYHGQKVMPESTACNTPLSNFEAGQDYKDVNDPAVSV
SFPLRDEPDVALVAWTTTPWTLPSNLSLCVHPDMDYVKILQKKDEKKLIVLEARLSELFKNDTEYDVLEK
FKGRTLEGKKYVPLFDYFVADFPNAHKVCCDTYVTADSGTGVVHQAPYFGADDFRVGIENNT ITKDGLTA
CPVDNSGKFTNKVPDYKGLHVKDADKET IKTLKGKDRVIKQGQIKHSYPFCWRSGTPLIYKAVPSWEVRV
EHAREQLLKSNDMTTWVPSHVKEKRFGNWLKNANDWCISRNRYWGTPIPLWASEDLEETVCIGSIKELAE
LSGVTITDLHRESIDHITIPSKTGRGVLKRIPEVFDCWFESGSMPYAQKHYPFDNKKAFEDTFPAHFTAE
GIDQTRGWFYTLIVLSTHLFGKAPFKNV IVNGLVLAEDGNKMSKSKRNFPDPKLLFDKYGADATRLYLIS
SVAVAGGDLRFKEQEVKEMIRDVFLPWYNAYRFLVQNILRHQIDTNSTFTYDPALIGTSDNIMDKWILSY
SQSLIKSVKEEMETYHLNRVVPKLLKFVDQLTNWYVRLNRRRLKGETGAEDCVHALTTLYTVIDWMNRLM
APATPFLTEHLYQNLRRLQPANKQDGS THFQMMPEVNDSLIQMDIERAVSNMTTVVQIGRALRDRKTLPE
KYPLPEIVVIRPEQVQLDELKIVETYIMEQLNVRKVTFSADRSAYGVELKAEPETPILGKRLGKQAKALF
AEIRKMDTDTIEKLRADGKMVVGGHEITKDEIRIQFNAKSEGTVKYEADSEGSLLVLLNISLSKDMIDEG
VSREVVNRVQKLKKKAKLVVTDEVTVEFYQTPKGYLDDVITSHFEKTIQSATRATFVKSDCPGYADVCGTTK
EEMKGEFFKTKTVLNLQVAHGTIDPSAPVPLCVKSSTDSGVTTLLENPKGRPAQKITVKSCGESSQSDFV
NLEFVGNDRYGVVQDPKAATILNNFGHEVKSLEQVESLAADLFGWGGDATALKLFFDKNCTKPVKSYSDL
KNATVEVKNLAKPTA

>E4YITO0_OIKDI

MSDTEDEPSSQDITIEEEVGDEMEVVDAKEAEGGENEVRKASGSESSEESDDEDEEYEVESTLQSRFVKKK
KQYLVKWVNYSDEWNTWEPMENLEGSQDLVQAYEKKEEEKTQKEESEKAAANERKRQAKAEREAKRRERE
AEKEAKRAKKEAEKPKSEAKPKVDSKRKSRATISSSDSDDTAENEKKPTEKPKIEKNKTLTDAERKKKER
KQDAKRKALKEKNEFRRLELEAERRKNMTNAYKNPGVGKDDIRAPTPEVPPETIQSERAEPEPKSTEEVTL
RFLFGSDKESYGWQLPRVAEEFSRHKIVKVQKKVKCNVIDSMTASNIPPSDKAKLSHGETLIELTGTSSL
LSNLVLSIVRDLAGFRKSLPKYKQSDNKHLVLSVIIRNEFWETVFGKGNAEFQGFRKQCFSKLACGLDLP
DSTERLVHIQGDDAGLAVSVRRIANKLGKAFGNNLENANADTYQPYLPRCYALSGDQRVYVHSKIESAPE
ESRLSILSTITSGSCEVALAHQDENDDHLDDLSLPPHPGFNFILTGKSSCISIMKYYLVEDGIMTKHSLS
ETELGIVKEEKEKSDREKESDDLTVDSSCFYSMSNLACDRSVNIYGFVGEFDTVAITEHMAQFGAVEKVS
RTEEEAFPVIVKFAESASALAALKKRDQVIRGIKILVIPFRFGDEKCSRVSRTVILENLPAMNESSLYTK
FRENGVAMARIWPENPKTAFVIFSTLKTAKSTENMSPISMQPIFHDEEGTKRVDAHLLTSRIFKDQLETA
EQRLSIFEDFELIRIDTTDINRIQSIPWKEPIKLHSAKRPPDSSSTPRRAKKPRPPSESLSTETSPIKPP
VKRPPTAPKSTAPPSNDSVNLLATVMTTQIVETNKQLIDARNNKLKVYKSSVEWSYFVANADAKTQADMI
PPDPQKKYELNRIFFQRAFEWKHNIDEWVKNDKQRKMRTRTPEPDLNDFEEPMDGPWDPATAEPLNDSIE
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TSLGPPSSGILCTDEPQNLAEVHEFEMMDT IEDDPFLEPPSIGSSGGWNLGSGSSRSRKNSNKTKPSPQP
VGQFMPQRGRRGKRGKPDDATPRLNLTSAQLDNVNIGSNLAATLKALGQNRNILDNLRNQPTEEEEPEMN
PTASLSANPPQETRKILRNLKLGKSDLDLLLNIPLKVMTEHNVYALIDEKHHDREHVNKKDPAKLISLIR
MYLTPPDDAQDINKKTPEKDSPKTPDKDEIYKCVEFREILESSLKLLKRGKAIMTEIYDMNSTELEPGAD
F

>Q917L7_DROME
MRFRSLKNIWPKEKLEQFLFLFILCGLPAIYYVLMEITLPELSDYWSPGYVFQLLLGLFLFSNVMSNYVM
CILVDPSIDPKLMKNQLVRGQHSEDWHECDKCGILAPPRSRHCRKCGVCVLMRDHHCFFTGCCIGHENYR
YFFYFLIYFFLSCMISLTSSSIFIYVLHGGRYQLFMLTHPAPNSAYFNSLITRITYFKLPDIYELVFTLV
FVLLWIGVCVATYVAYDQWSRGYFCYDFELQNIPFDRKLRRNFKTFLGRRMKWTWISGFVPSQLDHDGFD
LDPDNERVADWCSETTIKDG

>Q9I7M1_DROME
MVTDAMEQLRHVFQLVIDEAELTLPPNSKGHILRELKDFVAALDTLDFDDSFELNRLEDALEELESTIST
AGSKEFESEADEVVVQLFIQHGVEDLEQILERNLETTLKIVEQKVEKYMSTWSDSRLARNAAMVKQFNDF
KNEKDVYEKLDKLTNSDFT

>Q917M8_DROME

MASNKECLITVLDVRTCAAEEVKLKSAKCVAEILKDKIVCDRKDYVSFVLVGCDTDEIKTEDASHPNVLP
FGEPRLCSWQLLLEFFQFVNKTACEDGEWLNGLQAALELQNVATTLRVARRRILLLFDFNDFPQDYEKFN
EITDELLGENIELTVGTHNIAYIDNAITSQPQATFNFSRKCGPDELNNQKYALSLVPRCNATLCSFKEAL
HTVFKVTNRRPWVWNAKLNIGSKISISLQGITAMKNQTPVKLVKVWAEKDEIVIRETRHY IKGTEITPLP
ENLITGYMLGGTPVPYDEAVLEPKEPHPPGLHFFGFIKRNAVPDEYFCGESLYLLVHQKHNQSAAVKLDA
LVRALVSSDRATLCWKIYSTKFNRPQMVVLLPRLADDTHPATLYMLEVSYTSQHHFWDFPALRTTKTECS
EEQLNAIDQLIDSTDLECTLRDTQQPRPWAQNDLLPFDALPSTFEQNVMDILERKVIYDNDKEDKMLKDK
NFADVFWRVPDPLEEKSKRAAATVKKLFPLRYSRAWQEKLLAKEQAENGVAVKSEPAEKETPLPSDGVGL
IDPISDFRRVLASVHTISNATERDARFQALAADTRVVITTLLQRRKQNIGQLGELITLYRQSCIDFNTFL
EYDKFAEELKKTALAKNRSEFWQDVMVDKQLGPLVLGEPTLDDELALKAYYTIENWVESGANDMEDVEM

>Q9I7N3_DROME
MVVCRFFQQGSCRYGAKCNNEHFDVKQYLKADMESSLNGKMWPLSAYGPFKDKANFPNFIQDQSFEEVRE
MCYEAKRQNQFEQFSQQFNREVLEANNKMKTMLQMSPQVLEMMIKIHETPEGGTVSAAPQQSSNPFAAAA
PAAANTSASTFGKPTLSAGNIFGNATSQASNTNSIFGGTISNANARNSIFGVGAAATGAQSVFGQPQQQQ
LQPAAQAFQGGNTFAQAQVQVQAQPVNPNPFGGFQQAQQQPASTGIFGQAASQNMGGMFTQASQQLAQQQ
QAAASGLFAQAAASAFPNQQAMQQQQQMQQQQAMQQQAMHAQQAMAQQAMAQQQQQFQMAQQQQMMAQQQAQ
QQAQPTNEIQSSVYSRMEDLNEQEIEAFKADQFLPGALPFKPPPRNFC

>Q917P6_DROME
MMSEEVIAKNISLSSLTYPKRIPKIKFGPIKDEMGFTLSERLALRQAWNLVRPFERRYGQDVEFYSFLNDY
YWGIKKFRNGAELNVKALHSHALRFINFFGLLIEEKDPVVFQLMINDNNHTHNRCHVGSVNIGHLAQALV
DYVLKVFHKVSSPSLEQGLSKLVEKFQNYQDQQSNTSGYNRLSKVNFDSRPPRGNP

>Q917Q5 DROME
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MQSNFMWLVAFLAIGICLAFPAGEDAQAETIKLESENTGDKYSFAYETSNGISRTETGEVKPGAGEEDGS
LSVQGSTSWSAPDGKKYEISFTADETGYHPKFRLVA

>Q917Q9 DROME
MSLASRILQQGSRLWNGLSAARGFHLLTRPAAPAIVSIQSSQLVAATTGICQTSGLLTPGSTLVQQVAGF
KVKGRLKRRCKDCYIVVRQERGYVICPTHPRHKQMSMKKRDYKSWILTHATQSKERGY

>Q9I7R0O_DROME
MAAPVIVEATVKQTATLIFMHGLGDTGHGWSSALAAIRPPFMKVICPTAPTQPVSLNAGFRMPSWEFDLKT
LDIGGPEDEPGIQSARDSVHGMIQKEISAGIPANRIVLGGFSQGGALALYSALTYDQPLAGVVALSCWLP
LHKQFPGAKVNSDDVPIFQAHGDYDPVVPYKFGQLSASLLKSFMKNVTFKTYSGLSHSSSDDEMDDVKDI
ISKWVN

>Q9I7R3_DROME
MDLEGKNVVYLGGFGGIGKKCVQELLKKQIKGLAIFDLIVDDDLLAEWKKQHPDTEIFYQKMDITQKSDI
DAAYKATAEKLGHFDVVVNGSGLLDDRRIELTIQINLVILEIVLSKGFIYQYFLKVGVINSTLTALEYMD
KSKGGRGGLIVNISSVAGLQPTPLMATYSTSKTGVTTFTRAMASPTHYAHSGVGFITICPGYTNTGILKD
IDKKTTFPFYETRMRTVFSKVKGQTAEVCARNIVNATETAKNGAVLMLELGETHELDIPNLWNPQLDDCV
FVCLS

>Q91754_DROME
MECSDFMQQLRSFKPQSLGCAVARRKSSTTLIFPLPPQACSDEFCEEYPHNLMPTPGYWIECSRQKITMP
TPHTIWDESDSEHEDIRAGSASDAYLERECSDLYEDDEDSEATPSPRKKTTIEEQWDQQGAFELISVEQE
TYEKYFYGTEHWNYFTSDEDLGPVILSTKQETLNGRDQFRILVRAGSYTVHGLIPASCVFADRYNREEVV
RSLGKEVNLNPPLTLGQLPDTPEELLKLDQVFIKSELKVGVIFVKEDQYTEEQILDNNENSPLFDEFLTL
LGDRVRLRGFDKYKGGLDTVHDLTGLEFSVYTNWRNIEIMFHVSTLLPYEKHDPQKLQRKRHIGNDIVCVV
FLEADNTRFSPACIKSHFLHTFILVRVSARIKHKPTRYEVSVVTRDEVGAYKPYLWEQSVFEKGPMFREW
LLTKIVNGERASYSAPKFARMQERTRSQMLEDLVMNLSNHAETGQIPKPYRRGSWRPIGEDEY TKMLHAR
VLDNNTHHEQQQQLLLQQQHMQHTQHMQHLPSHNICCYCNNNATELHTAGATHNNNDNNNTTTTTTFTHR
HNNNNNNYSEQQQQQLPQQQQHDSQQQQQLLAPQQHALLHQLQLSTSSLTHTSCCAMLHLCARHSHMRPS
SPLLDSVRDQFEDYDQLAKDFTRVFLNEEPSCLTNAHLFDVVFLVGQSKQKARFIGVRATLGVRSRVFQE
MLYGIQTGFGSPQIPVAEIFARPAPSLVSPQNQKPKSNNYLTVPDSDSTRPKSVPSSPMVKRAFSRLGTI
TAGWGRSIRNKNTNQLNPDDKKKWISSTDYRDSKDKDKDKPGNNQLAVPRLSVCADAQKVDRAKLAQTEF
NITEFDPDTFRVLLDYLHTGTCPLTCVSIPGLLCAAEHYDLPELLQACFHHCKQFLRIEVVCPMLISLEN
YYWRYTSASELVNMILSFVESKAHSLFKCPEFLHLSESMVQMIMCRELQTPEIRKFEAMLAWAQHKVGKL
KNHPNKDTQFEFECIMERLTRDLNLCRISPSELLTVVLPSKSMKNERIMETLMVQVNLGTYRMPELDAYR
QQLRQQESAEATVQVHRAHQNHHNPPPTDARAYAMASLAAALEMQNSSNPLQSNAARDAADEEVELYASF
DNAPSTSRVAAQMQAAKEARRKRWAADGASGSSGDGGCASGSSGSGRRY

>PUR6_DROME

MSTTTTASIEGYKLGKVITIEGKTKQVYDLPEQPGLCLLLSKDRITAGDGVKAHDLAGKAETSNTTNGQVFE
RLLNEAGIRTAYVKQCGAKAFTARKCQMIPIEWVTRRLATGSFLKRNVGVPEGYRFSPPKQETFFKDDAN
HDPQWSEEQIVSAKFELNGLVIGQDEVD IMRRTTLLVFEILERAWQTKNCALIDMKVEFGICDDGNIVLA
DIIDSDSWRLWPAGDKRLMVDKQVYRNLASVTASDLDTVKRNFIWVAEQLADIVPKKDHLVVILMGSASD
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ISHSEKTATSCRSLGLNVELRVSSAHKGPEETLRIVREYESVMSNLIFVAVAGRSNGLGPVVSGSTNYPV
INCPPVKSDNMQVDVWSSLNLPSGLGCATVLYPEAAALHAATILGLGNFMVWSKLRVKALNNFITLKKAD
KELRGVRNA

>Q917T3_DROME
MRALCLLPVFVLLGRFCSLEAANTLCLVSTAKHNNPGWSKPLFDALLANGHSLLVISTAPNPEPKKQVDG
LVYYHLPNEYDVMKRHFLLEEPREY ISMVTLNQLLVWYEVLLGSCRALLNSDTMSSKRPELTAQLSMEYD
LIITDVTQGIECLMDSVSGWRSKPVLGLSAGKLTPDLMSLLRAENTINAARTPHYISQVPKTMGFWNRLH
NHIMYYAEPLIHLVITRPVLSELMKTENAFPKLQLVLLNTHPTLDYVQNLPPGVIEVGGLHIKNQTSPLP
TYIQEFTEKFFDGIVYINMPYTEYMNDQGLKAMYTMIHGNPNVAFTWNVEQLEQLPAKKPNLLTLHVNQS
LQQDILAMQYVKGFLNHGDSFSLQEATHYGVPVVVLPLKLEEFNNAQRVMERNLGVMLQVKEFNQSSLSD
ALTRILDEERFISALHQAQLKFRTRPQSALELAVWHAEQLTAEPRLFKHFAQTETLAQNFFVANSLDVLT
VPLIVLLAAVVSLANLVYVLYTGGSKRQQTLEKAVLKKRKKSKKSSPQTFTPYNVTLKLETSELLEDLNN
ETLEGEEELLKGEEKPLEEKKED

>E4YGN2_OIKDI
MNYNNWIGGMPDPGFLDTDSIHLDDLFIQSQALKNEAGTKSKDDDSGISTGLNSDAGASSPESATYADTT
PLLSTKQEATESLQMGMPLPTLSSPETAQLSDSYYSNHSSSPETERTGSKKTAYNEKWGVKVLKAWATEN
QEQSDFENLPPDELNATLAKFWSEVRKSNGDYYGRNSLFNLRAMINKHLKGKPYSVPFDIVTDERFRSSN
ERLEKQLKLLKGIGRTITHKQPISIGDLRRMYDSGVLGTSNPLSLLRKVWFEITLHFCHKGSESQEKLLK
SSFETYRDASGRAYVSRGRPHQNRGEIDDVRMYETGGDLCPVKSYQLYLMKLHPLQPRLFQQPRRKATPD
SPMWYGKAPTGEKALQQMMANTSAAAKLSKRYTNHCVRTTALEQFSTSRRVRPAQSSSVGSSPNSSPKMS
SPEQSSSRTSPVVQSPQMSPRQSLQLKAAQHAAQYQQSLQAYAQNQIMEHSLNQMKQNTSQLNSFLAPQS
AHSINPLSSMGVDPLYDAPPATPVYHADETEAGQHMSAHMSSPTNMSFDSGASSPNSRASSEHRDSICKI
SSEDLLNFQASAEAQALMLQSLNSLQPQDIQERTAAMGSLFGLDADPFSINLKHISSLSGLGSGSPVSC

>Q917U1_DROME
MSKDADVEQATKPESGVVQVEPATPEQPQAAVPTTISTATTVIAVTINGEKPAAATPATTATPATAEQVQP
ATTIAGIELATPTAAATSPPTGSGKANMDPALINFKVLYVLTQLCGLTMIVLVATWIGQHFGGLAGTSNP
GVEFNWHPLFMTIGFIYLYGNSILTYRGFRTTRKKTLKLTHAGIHMGAFILTVIALKTVFDSHNLANPPI
PNMYSLHSWLGLSAVIVESLQYVAGFVAFLAPGLRENYRTAMMPLHIYFGLFGFVLATASALMGITEKAT
FATIKTPAYSTLPPAGVLANVIGVMYVVFGALVVYLATEPSYKRKPTPEDTALLNSSSVNE

>TITIN_DROME

MQRQNPNPYQQQNQQHQQVQQFSSQEYSHSSQEQHQEQRISRTEQHVQRSQVTTQRQVQQHHGGSIGGAY
VPPSLTHVYAQGDISPPVFEQIFKNARFAQGGNALFEGRLRGNPKPFVTWTRKGAPLLESQKFRMSYNEA
TGDVSLLINQIGPGDEGEYTCTARNQYGEAICSVYIQPEGAPMPALQPIQNLEKNIYSNGYSYTSIEEEF
RVDTFEYRLLREVSFREATTRRSGYEQDSQLSQELDRNQGPAQAPQISQKPRSSKLIEGSDAVETARVGS
NPKPRLTWFHNGQRLVASQKYEISYSSGVATLRVKNATARDGGHYTLLAENLQGCVVSSAVLAVEPAAET
AYEPKPVDVMAEQLEAGKALPPAFVKAFGDREITEGRMTRFDCRVTGNPYPEVEWLINGRQVRDDASHKT
LVNESGSHSLMITNVTRLDAGAVQCLARNKAGEVATEAQLNVLEKEQVVAPQFVQRFSTMTVREGEPITM
SANATGTPQPRITWQKDGVQISSTAERFVGIDGGATCLEIPRVTANDAGWYQCTAQNTAGSTANRARLYV
EVPREQPNYEQRRLNLPRPTKVIEPEPTPGPEITYLRHVERAKPHLRPGEEDRVYPPPQFITPLQNVQQT
EGGRVHMEARIEPVGDPTMVVEWYLNGRPLAASARATSVFKFGFTALDLLS IMGHDSGEYMCRVTNASGV
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AESRATLSVVQRPSTEQSSQNPNSLQYINQLEDYSRYQRTESIDEQLNQAPQFIRPLRDLGEFEEGKNVH
FEAQVTPVNDPSMRVEWYKDGLPITASSRITAIFNFGYVSLNILHLRAEDAGTYTVRAVNRIGEATSQSS
IRVHSRSQVTADLGIPEQQRYIEKVEELEDYRKSQQRRHVQEAAEATAPPQFKTPTQNQLDLREHAHAHF
EARLEPVGDSTMRVEWLKDGQPLEASSRITTYHNFGYVALTIKQLTIYDAGTYTCRAYNAMGQDTTVAQL
TVISKNEIVSESQHPGGLQKIQHLEDSSRYGRREEEETYITQAPRFLGPLKGTTKILEGQRAHFEARVEP
QSDLGLVIEWYHNGRSITAANRIQTYYDFGYVALDISQVRAEDAGVYLVVARNKLGEAQQQATMIVETRS
SIDTSSMHRGLYEKTQNLENKPFVEPQYDIEEISKSKPVFVTPLSDPKP IHDGKNTIHLECRLEPMGDPTM
RVEWFHNGRPVTVGSRFRTYYDFGFVALDI TKATAADSGEYTVRATNHLGTAHTSACVRVIDHTDVVTET
QNEQSLEQIQLLEDSRRRHHQEEDITIMQAPQFTRGLHNIETIEGTNVHLECRLQPVGDPSMRIEWFVNG
KPVKTGHRFRPAYEFDYVALDLLGCYAIDSGVYTCQARNQLGEAVTSCSVRITAKNDLILETQNESGLQK
IQYLEDSTRHRRSEFVDEVVNIRPRFLTHPKSLTNTREGGHAHFECKIEPVTDPNLKVEWFKNGRPITVG
HRFRPIHDFGYVALDIVHLTAEDSGVYTCRAVNLIGSDETQVELQCRSGEQIVTVTQNEAGLEQIHYLED
RSRYTRREEIDESTKQAPVETTSLKNVEIKENQRAHFECRLIPVSDPSMRVEWYHNNLPLKSGSRFTETN
NFGFVALDIMSTLPEDAGTYTCRAYNAVGEAITSAVAVVHTKKSTYLESQHETALPRLQHLEDGSKRQRT
SVQDEFVSQAPVETMPVRDVRVAENQAVHFEARLTPVGDPKLTVEWLRNGQPTEASNRTTTMHDFGYVAL
NMKYVNPEDSGTYTCRAVNELGQAVTSASLIVQSKTSIQLETQHEAAMHK THQLEDHSRYQRREEEEYTV
TTAPVEVTKLIGPSNLVEGQSAHYECRIEPYPDPNLKVEWFHNGKPLSTGHRFRTTYDFGFAALDILTVY
AEDSGEYTCRVTNNLGEAINSIVLNVTSRSSITHETQHEEALTKIQHLEDTSRFQRKTDEEQFHAERPQF
GRPLRNAKVNEGAPVHLEATLIPVNDPTMKVEWYCNGRPIQTGHRFKTTYDFGFVALDILYAHAEDTGTY
MCKAKNATGEAVTTCAVNVTANKTLDLDTLDAQRLEKIRQLETYAPPPKPVVEEKGQKPIFLTPLSNLEH
LKEGEHAHLECRVEPINDPNLKIEWFCNGKQLPTGHRYRTTHDFGYVALDILYVYGEDTGTYICKATNQL
GEAVNTCNVRVLNRRSMILDTQHPDALEKTIQKLESKVPNARTEVGDAPISPPHFTAELRGSTEIYEGQTA
HFEAQVAPVHDPNLRIEFYHNGKPLPSASRFHITFDFGYVSLDITHAVAEDAGEYSVRAVNALGQAVSST
NLRVIPRGTIISDTQHPEGLEKIRKLESTAPHQRQEPETPGTRQRPVFTQPLANIDRINEHQTAHFEARL
TPVGDPNLKVEWYRNEKI TEDSSRITKQHDFGEFVSLDISHIRKEDEGVYMCRAVNPLGEAVTTASMRVVS
EASTQMDTQHPDSTSRIHQLEKPLAPRPTEPERLFEKPIFTQLLTGPSELWEGTHAHFEARVVPVGDPSL
KFEWFINGVELQMGSRLRTTHDFGFVTLDITAVVPEDAGVYMCRAYNAAGEAVSSTAMKVKTKSNIDGQP
LTPESWEATRLKEAAMNRVPEMFVDSTPQQAPVFTTHLQSYDKLHEGQHVLLEAQVEPRADPNLRIEWFK
NGISLTTGSRIRSTFDFGLVTLSINGLRADDSATYTCKATNQVGEAVSTSSLKIEDRHWLQAESLHPDSL
PRIGELEAPKEGRPEAPEPTYETPVFITHLNNIECKESDNVRFECNVEPARDPTMSTEWFYNGQPLQAAA
KFKSTYDFGYCALDLTNSYAENSGVYTCKATNSKGSATTSGTLKCTGGKTMFLDTQHPQGEAGLEAVQET
EEELANRYTSKTTKPETQYPPPVWTKPLQAEFHLSEAQPTHLEANVEPKEDPNLFIEWYFNGKMLNHGSR
FKMTSEFGFVTMDMIEVYARDQGIYTCKAYNKAGEAFTSTTIFCSSKENI IESTQHPKGAEGLEQIQDLE
DSLRKDGSKPEQPDLGIPPRFTTEFVNIADIGEGELAHFEANLIPVGDQSMVIEWFYNGKVLEASHRVRT
IYAFGTVALEVLGTKIEDTGTYTCRATNKHGTAEISCNLECVDKPRGQKPRFTSHIQPLEGLKDGQSAHF
ECTLIPVNDPDLKVEWYHNGKLMRHSNRIKTVSDFGYVVLDISYLQDHDSGEYVCRAWNKYGEDFTRTTL
NCGGRGGVFYDSLQPDSLQRIRELECPQGQQADTSAPLVAEPPKFITQIVDVTKLVEGQSAHFEARLTPI
TDPDLVVEWYFNGKKLPHGHRFRTFHDFGIVILDILYCYEENSGVYEARARNKYGEDVTRASLKCASKSS
LILDSQLPRGMEGGLEKTANLEYSMVRTREETTEETKGKAPVETVPLENTENLREGENAHFEARITPADD
PKLKVEWYWNGRPLKAGSRFRTFCDFGFVILEISPVYPEDSGEYSCRAINEYGEAVTTATMKIQGKRSTI
MESQLPKGMEGTIDRIAELEGLGSRSTEFVPDDDTGKPPEF ITSPFDMVIGENALAHFECRLQP INDPSM
RVDWFHNGKALWAGSRIKTINDFGFVILETAGCYQRDSGLYTCKATNKHGEATVSCKLQVKGRQGIVMEP
QLPSNFRTGTESLQKLEETMHKREELVTEDEQPNPPKFTEETIKDNLDVPEGGPTHFDCRVEPVGDPTMRI
EWFYNGHVMATGSRVHQLNDFGFIALDVDY IYARDSGEYTCRATNKWGTATTSAKVTCKGKHNIVYESQL
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PEGMTSEKLKELERGRIPEAPKVVEEVFGPPKFTTQITSVTVDEAEAVRFECQVEPKTDPSLRVEWYRNG
KPLPSGHRYRNIFDMGFVSLDILYVYGEDSGEYVCRAINNYGEDRTRATVSCKKLPTILLQNQVPRGMKR
SDALTQMEATIKKYTSEVHLTEDDLFDPDRKQPPRFVTQIKEQLTLTEMAVTKFECQLAPVGDPNMKVEW
FFNGKPLLHKNRFQPTYDFGYVAMNFGWVYPEDSGEYVCRATNLYGKDETRATIKVSGKPGIVYDSQLPA
HMQSIDRIREMEASWQVVPDEVDPDAKPRTKPVEVSKLEPQTVEEGDPARFCVRVTGHPRPRVMWL INGH
TVVHGSRYKLTNDGMFHLDVPKTRQYDTGKVEVIARNSVGESTATTELKVVARSDDYRNVLKNSPRPWYD
YELAAYQKERQENELEKVFDERKQVLSEQSSHTLKGVEHLKPKQYKPPTPDWQQNVKAKKSEDYYNKLQT
LETEQLLKETNLRRDTHQYATPGEKVVSSSQAKGMAQSYEENLQEKTSTTEVQAAPPKGIAQPSESSVHG
REVHMNKQQQVQKEIQGDLEITRKITATETTEVEHKGTIQERVVQGPVKPAKAPVFTKKIQPCRVFENEQ
AKFEVEFEGEPNPTVKWYRESFPIQNSPDLQIHTFSGKSILITRQVEVEDSAVESCVAENRGGTAKCSAN
LVVEERRRAGKGGIQPPSFVTTIQSTTVATGQLARFDAKVTGTRPLDVYWLKNGMKIQPSIKFKMLEEDS
VHTLLIIEPFAEDSGRYECVAVNAAGEARCDGDCIVQSPSKPEKPTTPGSEKAPHIVEQLKSQTVEEGSK
VIFRCRVDGKPTPTARWMRGENFVKPSRYFQMSRQGEYYQLVISEAFPEDEGTYKCVAENKLGSIQTSAQ
LKVRPIENLDAPPTITALKDVSVTEGMPAQFKTTVTGKVKATSVQWFREGQLIPETPDFQMIFDGNSAVL
LIGTTYEEDSGIFTVRVTSSTGQVESSAKLTVKKRRISAFQLRTIDSAEDESSSSGREDSAPESPHAFQP
GQQPGQQFGQFLGVNGQGQHQGRSRQKKPKVRSKSLQPATKVIPWRKSSRPTRGRSLDKGVFLPGFKPEP
VKSWTEETINLKATPTEKKKPAPKLEAAKVVLKSTKTERDQGIMSLGATLEQI TAGKTEKEAIPWITMRE
KLKAVESVQQQLNKFDLDEVYLQPLEGQIETEGQLPQQAQVEQVQRTKEIQRLKSMESVE IMEMTDQIDK
LITQQQNAKDLTPWKEMRQQLKSVQRVTKQIDKFKIEEVELRHLQAQQAITEEYQTGTAEETVVMIDESS
KGSISKVLRRDEQLQYEDQSNIYKQKFITTEDVNIMHVSEREKLEAQRLIREQQAVNWRQQQQRPQLQPL
TSVEDTVISQTSERQKLVQQQSFIEEAQRQQFVQVEDSQMMSLEEYEHQKI INQRTQQEAFSWRQPREPQ
KFIQVEDSTLLHLQERHDTQEQQLLQQQPVMWDRGRKKPDQPQYVQPQEQRVKEEFVEKPKTYEEMHDEL
VEPTPIEQPQPVPVMWERGKKKPQPQEKTFEEAHDELVEPTPVQQPEPVPYMWERGKKKVAQQETVLSQE
VVQTSQVVEQQIVEETKKTAVRRVIPPREPEQKVEQVTLKPTPRPRPKEAVKAEEIQLKPLRSTRPVPQP
VEAEQKAYEEATDELTEEPTIPQPQPVMWERGKKKPQKPQEEVTEIPKTLETAVDTLEEEVPKPTEPQPQP
VLWARGQKKPQKPDEQKQELPKSLETAVDTIEEDLIKPVQPEPQPVLWERKKKKPQPQDVIEEKLDVAPT
KTYEKAVDVLPDEPKVEEKPEPVLWQRGKKKIPKSEPTEEVHPDEVDAQIETVVKEDEMIVEEKRRIKKT
KRPKSTKEVTEELFEEQPEEEISPEEEVPQKEVIEETEETVEEKRRLKKTKKPKLTQQVTEEETPHEET I
KESEEVVQEQEEIVEEKKKVKKVKKPKTVAEKQLKEEETPTEETVEEEETAEDQQLVVEESKKVKKVKKP
TGTVEKTDVEELPGEEVPVEEVPVEEVPEDVAPEEEL IEEQEETVDQDEIQEQKRKVKKAKKPKKT IEKT
EIETEEDQPEEEVLQEETIGEQEEITERQRKVKSIKKPKKVVTEKTVDQTEQPEKPEESQAEEVKETVTE
EPKKPKPAPEEAKVEQVEKISLKPAPRKQRLLPEKEQVEEVLLKPVKKIVAVSEAEQPETPETEFEVKEF
AITTTEDILDVTKKRVKKKKPKTKVAAEESTEEPAEETEEFEEEATQPEEVQPVEETIPEEPQVKEVADER
KTAPKPKPRKEET IEKVEEVALKRVTRPKKELPQEATIEEVRLKPTQRTSIKPEEVKLEEVDLQHVEKKE
DEIVQEEKRKTRKVKKPKHEDLPETPDAEPTQLEEAEHTELEKQPKPEEDQPQVPWKRGEKKQPVEEVLE
EKKWPSGKRRPLPEQQPEEVQLKPIPSKP IEEQQKPEKATPGPQLVPEEKPESEEEELELEPLKLPEDKK
PKEPKAKKEKKKKPKLKKATPSVDEVSEEVAEPFDEPTAEEDEVEEMPVDDVKVVAVSEDVLPEEEVVPT
EETPEAKQKAHKKRTKRLKEASVEGQPQLLEAATAETEKVDEISQEISQKTITLLKKTEDTRPQFITTEQ
LIELDVEDVRRDLEMKVTSNIIKKEKRRVVLDDSQPLPELELITQKRIQEGIDKVADEELIEDQQLIQNQ
QETTTSEVIGQERKLVKKKKKEIKPPRITEKLRPRQCVPEEPTVLECKVEGVPFPEIKWYFNDILLFASE
KYEITVMEQVAKLKIAKVTPSDVGVYTCEAKNEAGVATSRTNI ILEKEQGVPPQFTKPLKIEFIEEKQPE
RLKVTVTCQVTGKPNPEVKWYRGIEEVIPSETVQMFYDEKTGDVALEVINPTPNEAVVYSVQAQNQFGRA
IGNANILSRVDEVPREILKAPTVTPLSAVVVPTGGTLFFEAKYDGLPRPEVKWMRNGREITENEETITET
TETTTTIKVVNMTRKRTGKYEVWAKNKVGEAKSSGSVVVSDQKPDEQIKPPRFIQPLEPKYFGEHEVATT
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EATVESEPLSSFQWFVHNEPIKSSNEVRIVSQANKSTLLIENFQSKFVGPFTCRAENVGGSVTSTATVNL
TPQEEAEEFESPRFVEELVQPVEVMDGEALLLTCQVTGKPTPKVEWYHNAEKITENKETTISQDLQGVCQ
LQITEVFPENEGQYECVATNKIGKSVSKTNVKIQAFEYIPDSEITGLTGSEEDLLDRTLSIDEQAPKIIK
KLPEKTEPKEGEQAKLEVKVVGKPKPKVKWLRDDEQIFASEEYQIENFEDGTSVLVINHVYPDDLGTISF
EAYNPLGVAVTTALFAVEGIVGSKDYRKPEWVSQMEEMQVALKAAKCSPSLLNEMRDCRAALGETAKFST
QFAGNPTPDIQWYFNNVQLRASEKYRMVVQEQEATLEIMKITSEDCGYYNCKLINEIGMTMTRAKEDISS
TSTIVEETKAKTTVKKKSGKKTMVKRSGASESQNVQKTEIRITPTSAVETSMNVIKVKQPVSVLVEKSEIL
SEVLVVKDREVADAEERSSQLIEETEEEEETEEKVQHDEEDEVEVQVEQKETYTSSKKIEITKTVELIRT
KISEKTIITIEDVQVLSHHEEVQWLLESTEAESFGQIGESALRDLATIGLLLRYGCEHYEITYMYEQNIFI
SLKKPESQSALVQLVEREGHEELTSQILSESSNEDETILAATVGFKAFIRMIQTYEITIEIVIRKFVRED
FISQDWKICGKERIVETSQIIESHEAITHVKIETATTKVEKLFKKQEQEHVQNLEQQEQVKIQVQTKQIA
QMNTKIKKHKKHKQQEQEVSETTIQCEQKETLAHETSAELPQSETLEQIEESLSTYETLPIQNLSKDTLQ
TVAVSVTTELSTPSPTASRVQEEILPQKVLAINEEVLPLDEFGLRKESPRPKENKLTENTEVRLKHALNV
SHAKTAESSKELPSKTPKSVKAQRKMKESRSLVVEAPNAEEATEDLKPLKAVSQEVQSDILFSHEITEEQ
HQALETIEKLKPTSATEDTVQQKLLSQEELITAEVLPSETVGRDVTDVRPPGETISPRLTPNMSLCITEC
QPEDSIGEMQQAAKERMETPSMSVTESKAVGGQELEVLENVDHMPLITQPTKGLADYTIKAEEVPVQVQE
ITTFDSLERETVAKTQTAKSNALELFELSEGLVSSTADSHSPTAEDLPIFEKDVKEAT IDMQMQHHVTTS
ETVSNENAVKDLKAVDTPKMAEGTLGQSSALTIGETQQMNLVETTVELTEPNVESTKPAKGALTEAYGTA
ESNEETLLESLGLVPDDNRKIEQGKVNISEGEYVAKVQTTTVTDTEGEFVSVAPKLVNPKFDFVEQSALQ
TKQDTTVEKEEILSSNIELAPQLATSNMFPAELKVTSIYEVQPGLTSSDITITEQTKSVSANQVFETMSIG
VTSKPDMLESTSHIDAFQHPEFKTGDTILDENQQPLEVTINVQITESSTDIIDVLPNQKLTKAETVTDGFK
YAEGLVVLPMESTIDKTEDTKPTAVNADISMHQQFGTDVREQEPLESTLTRTEDLKPQTQTTESQFGLLQ
SLETSSCVTLEGESVLSVKERHPEQSAATGTSSALQVANITRPQHMESLDRLDEQKVPYYQANVNIGEIT
LPNVEKIDSFDVLSDLNTPDYNKSSKGRVQLIESTTSLKTTTAVVSESTEELKDLNITQPVHIKPKPYES
DQKISISEQTNVLEHVSSLNPVLPALETIQSSIKSLHEINVRETDILEKEESLKDVDHISGRLAKIILDC
TTGIAQVRQEETLEHEEDLKAPLIPLEKATPASSELHRLPLTEYVQEQQGTSDMTDFKVSNKCASPNIDH
LYETKSSEMIVYDSSINSVDSEFPAGIVPQKSLVPFRHTMVTENVAFNASENFETLSADQQIATNVQDSL
SQSITAEDQIAFETEQNLGLETTPTHKPKLLKDDQNLHAKLVDEATVYEAMGQEQKVDKYNIQQAEITHD
LPQVYATDLQQTFEAEKEITTREQSYVAATTDITPSRLGLAMTTKTHPVEGIDVLLSSPPKPSLAQTNYE
ETQHEVRVRETQATEESEELTDGRLLPVSAVESIDSTFKVTSDSQQPPVEDKELSIPTVSPLEARAKPSL
NLLQGTTTFDVIPLESSVLLKDTHVAVQKAQQEYVAQVESNKVHVQMDNLVMHKEDIFENAETENFCKPI
TEGTQLETVVIEVVPIDNVGGIHLAPQPSTLLATLTSTDIVNQSHVIDTQVPLEMESEAQAPLDNTAQAR
TKSAEDHVHTNVSEVNVYEQTKATQDQNKHGLFVKVSKNSDTSKAYLTTIQSTFLKEDILPKPNILQDTA
QAAADELQSLVTEEVVSVSSIQETYELKIPLQKTANLTQQTPQNSVNVCQQLAYEETPDIAFEPHALTRA
TTSSVPTFLKPAENATVNIYENIEGHGDFKPGTVNLTSNSNLNSELVVSVVQEVTSVPSLGSLATVEPQE
LKAMPVTKSSTNLAYSEEVKGNKQEFTKIETVEEDDKQPETTVTVEELPYEEEKPEETQELPEEVCVVET
VTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTVTVEEVPYEEEKPEETQELPEEVRVVE
TVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTVTVEEVPYEEEKPEEIQELPEEVRVV
ETVTEDGKPKKKKIRTRFIKKVKGDKQEVTKIETVEEDDKQPETTVTVEEVPYEEEKPEETIQELPEEVRV
VETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTVTVEEVPYEEEKPEETQELPEEVR
VVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTVTVEEVPYEEEKPEEIQELPEEV
RVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTVTVEEVPYEEEKPEETQELPEE
VRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETAEEDDKQPETTVTVEEVPYEEEKPEEIQELPE
EVRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTVTVEEVPYEEEKPEETQELP
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EEVRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTVTVEEVPYEEEKPEEIQEL
PEEVRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTVTVEEVPYEEEKPEEIQE
LPEEVRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEENDKQPETTVTVEEVPYEEEKPEETQ
ELPEEVRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPKTTVTVEEVPYEEEKPEET
QELPEEVRVVETVTEDGKPKKKKIRTRVIKKVKGDNQEVTKIETVEEDDKQPETTVTVEEVPYEEEKPEE
IQELPEEVRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTVTVEEVPYEEEKPE
EIQELPEEVRVVETVTEDGKPKKKKIRTRVIKKVKGDMQEVTKIETVEEDDKQPETTVTVEEVPYEEEKP
EEIQELPEEVRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTVTVEEVPYEEEK
PEETQELPEEVRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTVTVEEVPYEEE
KPEEIQELPEEVRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTVTVEEVPYEE
EKPEEIQELPEEVRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTVTVEEVPYE
EEKPEEIQELPEEVRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTVTVEEVPY
EEEKPEEIQELPEEVRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTVTVEEVP
YEEEKPEETQELPEEVRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTVTVEEV
PYEEEKPEEIQELPEEVRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTVTVEE
VPYEVEKPDEIQELPEEVRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTVTVE
EVPYEEEKPEEIQELPEEVRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTVTV
EEVPYEEEKPEETQELPEEVRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTVT
VEEVPYEEEKPEETQELPEEVRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETTV
TVEEVPYEEEKPEEIQELPEEVRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTKIETVEEDDKQPETT
VTVEEVPYEEEKLEETIQELPEEVRVVETVTEDGKPKKKKIRTRVIKKVKGDKQEVTTIETVEEDDKKAET
TVTVEETELSAPSVGKVQLKKRVIVQKPEDAVTVFELPERKSVILSEKEDGTPTKTVIKTRIIKKIQGPN
MEVTKVQTVEEYEKAPQTIVSVEKFNTPFPELPEERLSEVVMLPDEVFESEAVDEEGRLKMIKTKKRI IR
KPALDNTEEVTEIGITEQDNVEPIYSVKIQERPLTESKPEDSKLIELPEHVTELNVILPDGKKKRRTVKS
RAFKKSLDDDLDEVTTIHITEEEDKEPLTKVNIEVVPSDEISITPIPIEELPEETVFTEELDENKKPKKK
TTKTRTFKKRGPDDDEYFQIQTIDEEGKEPISLIRVVSDENIADIIDISKLDDEKVLKHKQKPHKHKDQY
YKEYTITEPEEASADALQKPTKDKTPKQKKTLETPIEEVDETVIIDEGTGEQTDQIATKRKPRKVQGNVQ
VEAVDEKPIEKKEKAKKKKVVKTKRDEMDDY IQFLTHQEIPKTVLQPYQRTEMELPQRARRDSSFKQPVK
LTPMKIEKVEFKKPKMVEISSVVEFPQMLKLKAPKQRPQEEKKKKNEASFKNKKLKSWIRFVPYAPYCFP
YVVTELETNREVGELSRNVDEAEEVLKLRPKKFKHSKPEKAELEEADLGAYESDHSDKSNKELLHPKYKR
GKKEKIETPDESRKLKFGKGKVPQNEEASEEVNLKPVKLDTAETEDAEMPVRTQEEEVVKKKKPKKSSKP
EEGLQFEPIEFEEMERTSDIREESDTSVSVDTSTQEKPIYKKKKKVTPSPQKNQYKILPGQPREFEETPE
DDLNLRKRQGERPDDDKADTKLKPFYKFEVLDLEPEGVQAETVPLSET IAKEPKKKRKIKVKTEQEDNT I
ETVPLSPEDNDEQIFEITVTSSEIPQGDAKAKTIGKKKVKRMNKQELDDFVTELQEEPNQEVYETRMSDF
YEVKLTELPSEMDSDKPTKRILRHEKGDEVQVLEIVESVVAPGEEPFYEINVISSANTEGDSEEITTDKI
KKKSRKIKKDDLDAYIQQLINAEIPVTELEKYEKIDVDGKAKKPKKLKAKTKKPTIDEGETLQVGVTEHE
PTKKLKTKKPEEKKNVIEKELAEHEAVPEYDEFLINKTESERPQEKRVEETEKDIVPTVDKVLADLNDCL
PFVVVEEDLKDMPLATDVIALEDEKI IRKRKVRAKKDSKQYEIETTETEKPGDIPDEARVIVITTEVSGD
TIDGPAPSTTEAPKKSVRKVKKEKLKEF IVNIVEEAPLDHVSETIYEDVLRTPFRESSEKEDIPSFTTTVV
EDETVNPVLPEKIKTVDDVRVPKDKKKK IDNQKKIKISEFEPTPTSEDSTIEEYTPKLSEHDEDLQTDEY
SVDVKDSLPKSKKKSTKKQKKESLPGPISLYTIRIEETTPEPITEKTIYEDGKEVVRVINKRRIKKKAGPK
EYLIEVIETYEDNNPEADVVIRTIETTPSIDSKPQEDHKIQVVQEKKPKTESLDNYIQKLIDQETPQVDH
KEFKATVLETSPESKKAKKIKKHHKKTTEVIDGIPITVIEVTIQETETDDEDFKPDEVTLKEIDHENAEE
APKVLKSKVSEEKPKSKKEKSLEFKTAEEDKPKPVLEDISEDVQVVQI IEEDGTPKQVEIKKKKVSRKHG

169



PKEQVFEITETKAIDEPLSEVTVVEITDEQPQEEVLPAQEKKP IKKQKKLKPEDVNTYVVKVLEELTEPT
QFETIPEDADDKPQPVIEDISENVQVVQITEEDGTPKQVETKKKKVSPKHGPKEQVFEITETRPSDEPLA
EVTIVELTEEGLNKDIVIPQEKKTVKKPKKLKPEDIQSYVIRVLEEFNEPQWPASTEKPIIEDIAESIET
VPVTEEDGITKEVEVKKKKVSRKQGTKNQVFEI TETKTSDEPLAEVTILELSGDKSQEVTILPKEKKPIK
KTIKLKPEDVESYVVNVLEEFCEPQSFESPEPTEGEAHETKTKTKKPKKPIVKAPENVILIEEMAPETVI
ENIVNEIGEEVKQVKTTKKLKKKEGPKEYLIEIKETYEENKPEGDIEITTTELVPEGSPDASDDQPVIVV
QKIKKKKPVKDDLDKYIQQLIEQEITKTPLEEYEPTEMDSKKKPKKKVKSHNKKTIEVIDGLPVTIHEFN
VEDIVSEPEDMETPKTLLDEIKEIPQLPDDSSKYLVNISDEFGEADKPIKQPTQDQPIKKEKPLKKKKDV
EYPVSLEAFDHTVKVVSEPTLEGTVKEVTVKKRKVSRRKGSKDHIFEITETTSEDRPTAEVTVVELSSDE
VLDSEEKPKHERKTVKKPKQLKKDDVEEYTINITEEFIQPTPVGLVEDEVEKVQKEETKKPKKSPITYTA
TEQEDNDNNYDALVKEDLDQPIERALEKPSSPLEYTISVEEDSVGEEQKQPKPKKISKPKSTKQPSVDKS
PDYLVNVISEESTIDEPIPEDYVVTEAAEEKPSEEPTFKVEELETEAVEKEVTDDDKGETTKQSVTKRKI
KKLVGPKEEIIETVETKTGDTPEYEVIVTTEEVQEKSKEAPEEKKAKTVRKAKKIPKDDLQDYIQKLIEQ
DIPKTELEKYEKIDLDEPVKMKRKPIKKVKQSEEQPKEETEEPIEDKPVEKISEYSEVDSDEPKLTVAVK
EFIPEKPEEKPFEIVVLEETVESKREPDEEGKVREKVVKTKKIKQNRGSVEVVHDIVEEIDTDTNESVIT
VTTTVPTETPDQDQPSVKQKRTKKIKKDEVEDFVKRVIEEEAPQPEGSVDLVVIEDFVPKPSSEKRKKKP
TKDKHTSVEEETPHEDEVLLIESVPEDSPLSDDLITVVDSVPIEEEPENKVNQIEDTKKPEKKKKPKPSA
KILEENVPEDTVEKPLEALHTDSDLEKPDVQEFSISTKEEEQKHTHPEKKKSSKISSEQPKQPSTEQYET
SVTEHDLKPEEEKPFTVQVIQSETNVEETKDDTGKVHKQVTTKRMLRRPAGEGETETTEVVRDDQPEAET
TIVEYEPEPVNQDEKPKEPKKKTRKVKKDDIHDYIQKLIELETPKTELEKYEKIEFEPIVKDKPLDSPID
VLDESPKEVQKKDKKSRSTKVPNEETPVQEQYAKVNVVEEEAPEQPETPVQILEVKPVEVDVKEVITEDG
KPVQEKTTKRVLKKIGPEEQTTFKITMIESEDNDSVTVIVDEEPETASPQSTEEHPEQSKEKLAPKPKKT
VRKVKKDDLSDYVKKLIEEETPKVDLEKYEKVEMPEKPVKLTVSDSIPEEPKPDKSQPISVLPDTTKPKK
TKTPKTPKTEDTDQQVPDEPTETTVDTTDIPELTPTQTAQPEDTATAQITPSAQEEKSTQDDTKDTIQKT
VKHKKTKPDTQKSVETSELPEVHKDYQISTTHEELVEEEQPEKILEVRVIDEVAEVEESQPIVEEVEDEE
PQPATEETVEDVTKPKSKKKKVVKKKTDDHDELTKKMLEQEIEKTELEKYEKTEFDVPKKLKPEFAALEP
IKTERKEQKPTKVTILDATDVPKTVKLKPSKRKEKPAEELTVQLPKFRLKARMVLVEYPPAPLTPKTTDI
GATIKDNGELSRNIEEAEETLKFKPHKTKKIKKIKDDLEKVELEKYEKY ISSEEEPEEKTPYKKPEKAPKP
EEKQEDVKLKLGKGKKKPKEEEAPENVTLKNIPQKPQEVEEEVELKQKPKEVEIVEEQTKKPKDGEFVVE
PFEPSEFDRPEYVPDELEQIEHPETPEKVKKPSKTKYKPKDKSKSEPET IVSETVAGVPKEEEATPEQDV
KFRKPERDAPEETDSEIKLRPVPQASKDENPDEQALVTPKAEEPIPQETEDKAIDDEKKPKKSKPKKVQP
KEQETAKEEPEEFEVSVKEEEALVDKPIETEKPKDVKVKEKKPKEAPVSEVVVIEEEPKPEEVPEEIPVE
YKITTTVLEPEDAPKEHQVKVIDFDERQETTEEVIEEKVVTRKKKPKPQQPEEFEVTLKEPKEEQIQPDV
VSAEISLPIEEPEQKPEQYEVELKITQTTPEEPNDVQIAVKEKVKTKPVKKVKEDKIVVVEAEEEKQPVE
ETIVEVEKQEEKKKSEKPKSYEFKISETQSIEEKPIEVAEEAPEETPKVVEKKVAEKFDSYEFTLKETDE
EKVITVDDQPEEEAPVEVVEFKKKPKEPEAVEAEFVMTEPKIVEETSVETATKQKKTKKPKKDEEEAQLAT
KVVESEAPVAEEVFSEAPESKIVEEEVIAEEKPKEFTIRVSESEPKPEEPSVEQFTVKKRKPSVTFADEP
ATEIVIKESKPAEVVTEDAHIKTKKPKKKVTDVEAEELKIKITEEVPQEIPILEEVSEEEVITETKKTAP
VVEEKTYKIGIKETEPEKPAEATVEEEEPVVTEPIEEAPKPEVFEEHKVRVIEETPRELVEEVIEEEVKV
IRRKKPKPETKEEPEAEVTVSTPKPVEEVEATSSIAVIPEQPTEEEAADLKITITEEETPPQELVQETEE
IEIVEEPKAPEEQPTDFTFATKDSEKKPTVEELPEEQVTIQKKKKKAPVPEVVEEPEAEFLVKPKTPVQE
VTEEAKITKSKKPVKEEEAAAELKVTITEEIPTEPEVQEIIEEIEETEEEKPAEYVIEVKESQPEAVEDK
EVSLPKKKPKAPIVEEPEAEITLKPKVKSEEVQEEAKTVKKKPKKIDEVAVADELTVKVEEEVVPEPIVE
EEVIEEFETKKKPKEPEPEDIVDAATVKLKKPEPVDADEVVAEVTLKPKAKTEVTEEEFSVDVKLPKEKK
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ERPVEIEEEETTEEAVVIRKKPKKPFEPTVEDLEETEFSLSFKKPHT INEGVEEAATVLKKRPVKPTTLD
EAAAELSTKRQEEEYEEGEDIEEFVVSQQRKPKPLQITEEDEEAYTVKKLKRRKQVDIPEYADVENVTFR
ARSTKTKEDVDQEFNTALDSYAEEETSMSGKVKLKKPIKKTFSEAADEAKTKITQDFDDGEEPTIEETRD
DEDTIDEVEEPEEYFVEELPPDEVDFKLKPKKHPKPAYSVQDEEEEQFLIGIRHPKRDSVTYDEDSLTFK
KKRKVVQQLFNEDGASLNITREMNVEESENLNIMYSTCNYTADNNEAINLVEGEKVTVVGRHSSEWWYVK
KSTTEEEGWVPAQYLMEPEEYAQYVQNKLHEKIDKLPVFERPGPEDKPIAPRFIEKLQPTHTPDGYTVQF
ECKVEGNPRPQIAWFRETATIKPSQDFQMFYDDDNVATLITREVFPEDAGQFTVVAKNAAGFTSSTTELT
VESPLSDHGSDATALSRRSMSRESSLADILEGIPPTFSKKPKAQYVDENTNVILECRLVAVPEPDIVWTE
NGEDIDEEEIKNVRIVTESDMHMYCSVVHISKVKKSQEGTYEVIATNREGEARLPITLKVRTTDKEAPQI
LEPLRNMVIREGESVVLSTQIVGNPPPKVTWYKDGKPVKNAKSDKDLHTLTLITPQKSEKGEYTVKAVNP
LGSVETTANLTIEEPAGGNAEPPLFVERFEEQNVPQKGEIRLPAKVSGNPVPEVQWLFNNTPLFPSERIQ
QVYDGENIELTTKDANPETDSGDYKCIASNPIGKTSHGARVIVEVDEVTFTKKLKKTITIEEVQSLTLEC
ETSHVVTTKWFFNGKELSGMDHRVVVEDGKTHKLV IRNTNLRDSGTYTCKVKKQETQSTVEVLQRKPDF I
KVLEDYEVTEKDTAILDVELTTEATEVTWYKDGEKITPENKNVEFIKDGKARRLVIRDVTIHDEGQYTCK
TEGQECSCELVVIELPPEIVEPLNDVAVTKGENAVFEVELSKGDALVKWFKNGKE IVENERIQLATDGKK
QSLRIVKAKPEDVGEYSVQVGEQTSKAKLTVEEPLVDFVIRLPDITLATKTTDAEFTVQLSQPDVEVTWC
KKGKPIKPNQKHEVFVEGTVRRLVIHDASDEDAGEISCVAENVTSSTKLCVEELKLPPVITSDKDQTIKV
KENDDVTFTVKYTGVPTPEACWTTRKVV IPKSKRTIPTIDEQSAKLTIKKVVDDDEGEYTVKLVNPVGEA
EASLHLVIMRKPTAPGTPQPLEIMHDSITLYWKAPEDDGKSETIEYILEYQDVKEEKWTEIRKIKDTTYT
ISKLKIDTEYVFRSTAVNEVGPSPPSPLSPPIRLVPKVETKAPSVQEPLQDVVSELDKEVTLSCVFGGIP
EPKVTWKKNGQVFESRSTRYENRVAKYTIEKTTIETEATYTCVATNEKGSAETSCRLKLQQKPVLEVEDK
YLTQKLRTGSILTIPATVRGYPQPTVTWHKETIEQKTTKSVTIETTETTSTYTVKKVTREQSGKYKVTAT
NESGTTYVECTVQVIDKPSRPQSLETKDIKKDSIVLEWTPPVDDGGLDIEKYTLEKCDVQNNVWMKVSDF
NKDIKSYAVQKLSMNAQYMFRVVAANPIGESEPTESDPVTITKKFEKPSPPRGPTTVSGMNDTSENLAWE
PSETDGGSKIIEYIVEIREETETTYRSVGVTLGTVINIHVEKVVRNKGYFFRIYARNEVGTSEAFETTEK
IVLGRKITPPSPPQNLRAPDVTSRSVTLDWEVPARNGGSEITGYCVEKRSSTSTNWTKVITLDAHQLHYT
IDNLKEKCEYWFRVSAENEVGLGAPAVTESTSLKTHASEFILVVRNCGSYTEFGFLKAVPSPPTGPLEAR
VLAANAHIFEWGLPESDGGAPLLGYHTATRDMKKTMWIEVGRVPAGVLKFQIRDLQENHEYMIRIFAKNE
IGLSEPLESEEPYKAMTAGHESLPDEPRTEMSSCNTSSWLRDHHMDAD THSYARGRLLQRDEYFFRLWAE
LPKSKKKKSSK

>E4YIT17_OIKDI

MKFLLLFLIKNCSSRVLTVFCSNYSDWNCEDIATIFRGFPKYELTQEQKRCDNVEILSTGIRRFNKILPP
RTVLNETFEYKEEMSFATGFSCPKGSETLLAQSAHWSFDNRNRPITVADERTGLPVVTVGHRLDNSYSNV
ISLGPSYKY TAKSMWSMKTYFNWNRI IMITLPLKPDNSPPYSSTESYDTGRRMLY IENYFNEQLEGTAKH
ITSALVKGLTTFSPGSYSSEEEWSVLQSLEDI IESFDVIFAPPNVFRDIVDKEHQKFEDSTMNWFIKELL
KKTWILLNEYNLEDQLAPQGFLSYFDVYQEMIKKLKLLPQPLEKYGYLSKQKDSRTIGIETPKSPILRGY
TAAVDFYRICLDYYDKQIPLNGSKVIREMTEY IKDPISGRPTFTTRFSEQIELDKNNYQIGHFSLSYFDR
NLKSWKQLIRVDHGDQLYRVCNTDVCKIYLQRLNHTDPTYQPENENEFFTTEQIILLALGGLVGLVGVIF
MITKGSGLFMDFLYDRQLIKLEWETPASRILMIRDANEMASGNSFRRSTSRSTTRRGSRFNLIEGVKIPS
RRFCELGVYNLKIEKSGQRKRILVGLLPLESKLLASRDSLQSTRRVIQIEGPNIAKFEGIFNSRSKSYRV
THYCNRGSLNHFLSSNYYANLELTLEVKLVLAIDILCGLAHLESVLGFHGAFSSKSCLLDACFRVKISNF
DHLRPSKKTQRDIYKAPEVLRFDVSQKDTPNVLRRCDVYSFATVFQEILYRRGPFYIGDESYSEEQKIEQ
VRAVQSDIFRPTLEKPADLSNEQWLTLDETALTEACWSEDAYKRPAWFRDILPHFQFSHSSRFGQKSKSI
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IDSFVGLLETYAENTERLVREKTKILERF

>E4YIJ5_OIKDI
MRFLLALLVSSSFALEKCVEPMENGEWDITITISRAKGGIGLTALGATHVKFNGETKKTPLRITHGNSRQE
LKHNRPGLMRSFWEALFSDPQTAISLETIDPTYNHFFSVQKMKTMFKTNEKLCYKAGFSLFSFWRVAPLVV
GLATFFKARSVTDQVAFHYAGGISAGVVLFAIGLLEIVTKMMIPKRGMISFWGVFLGGSTFISYFMSKFY
AQAYELTEMYPLAVMIYVVVAASLSFTACYYYEDSVLRHPKWQNFVCWALQLFGLLLIGISSWNIKLNIF
TALCVLAKELLKYSRRHGTFTAAKVSYKTSPSHVKSRLNTSHFSPTPSTPKENSTLPKTPQTPNFESPTA
GLRRLPMRLGFMRNNEQNSTPEKKFLTKEEYEEQGERETKHATLTLKTSITENSPNPWKELSKLSKDTQSK
LITFMNTGDHLEKDSDELFNDLSDSEDESGSQDFAEENGEQNSFLKPTYSSLNKSYQNSPKRPASYHRQS
NGSQQQPPERHQTFNNTSRIPQKRWR

>E4YIJ6_OIKDI
MREKPQKKTEKIKEISSEPTKVFDDCSEESSDTIEWSAFTPKKMMSKAEYEEQGVIETNKAMEELRKIIE
NSQNPVKTFMKFGGETRAKLLDF INSGEHFSVEVNKNIPESQNFVEECEKVDQASPLKRKIDKLKKGQIY
ESPKRYPSFIHPSYIRTGEAALKRR

>E4YIK1_OIKDI
MGKAGHRPGQWKQQNKKHNTGAHRSKGATRKSVSGAVSSSGSMHSGKSSKASSKMARKASALSFRHKKEE
TSRVAYRPTHLIFFPLGDDTNAMEITHANLQCSGACEQTVGGSYQLALDRKKFNITRPNDISSLLVQSQV
CDALVLTMRYSDDFLRENIKLLEMLAHGVGLPQVFLATIQGLSETPAAKVMAARNEVSKRFKDLNVIPCDK
MKTFPVDTIDQTKSLLRQIATVRQTARGHINRPFMLAEKTAVDGDDLKISGYLSRGLSVNLPTHVPGVGD
FLIKQVEDKHGEVIKKSKEDKLPNLNPEAEVDMLDAEQTFPTEDELKDAENPQSQTVKRKVPKGYSAYQA
AWIPDDDSESGNEDDI IGDDDREYFEDEDKVIAEMDSGMGVDSKEEEEDDEEDKDGSKYDKNYDYDQEQQ
FLSLHRKAKDDRAFPDEIDTPQDARTRLQKYRGLTSFRTSPWDKNENLPADYARVFKFKRWAHAKTRAKK
WVPEIAETVAAGQMVTLVLKIREENKAALRATGDMDSLVIFGLLANEHKMSVMHFVMKRANGFDAETANK
SELYFTCGFRRFKARPIFSQHTNGNKHKMERFLPIDKTRIVMSCYAP IMFPPQGVLAFAKDSSGNFKLAA
TGSILSSDPDRINLKRIVLSGAPFKINKKSCVCRFLFFNRLDTHWFKPLELRSKYGRRGHIKEPVGTHGH
FKATFDQHLTSMDTVLMTLYKRVYPKWTYESVPKLDGELLV

>E4YIK3_OIKDI
MSSDSELEEIMVPAKKKIKQKKIPEELRDWIEPVLWKENKTCMKSEHRVDRKPLLLRNYRDLEDGY IVAT
MIKEYCPKVVQTHNLTRTLKRVSKIDNWAFVSQRLWIKTGFNLDTRKIDKILDHEPSVLFEVLLDLKHFL
EENYAKDEEGSDKSSEVAYVDVEKY IPAVLDSPKAKKPLSKVNVKVLDNKAKGALHRNDT IFKNNRKCVH
ELRARFKSLQSDVQERNSET IMLESSARPASSINASESSKKKSGCCCVIS

>E4YIK7_OIKDI
MQSNLTKAGILITGITGAIVGVVAWKFRQNSENEDDSRVETISIDETPIDLEIETEPEEDEEEESDFYDD
EEDKDEEIRSAIGSIFNLLEQMLQFRKIPEVVQLLQDILFRTNDSAQLIHIAKQSRASLILKCISHENEK
VRMLAVRITQNISSCKTGQDSAKFLVPKLVDIANAFLINSTESDVMLKSLTDCIANFSANYKPDTQASYM
SFFQTASSCDLSDDDDFFGSSLMKIVVNLSDQKLGQDLLLKPELEDTMVRVERMIEEKQGGTRVQARCLI
AVKNMISETDWQLRRQESLDITLEYSNSRLADKELVERSSQILFNLEDKSEPQEN

>E4YIL1_OIKDI
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MKEITFALQKSKLQNLPKIGETQFGNQALNSIGKETFKDIPSLTKLSFQSTHVGELRPDTFLGLENLVST
DFRSSKLQKTHEGAFAGLFNLEQIALTANGINELPEIMFEDSSNLKILLMDSNKIESFENTTFSGLFQLE
RLELQNNNLKFLPEFGFKDFEKVTKLKLSNNKLHQISENDLIGLESLEDLT INDNELNFVHENAFASLKK
LKFLEMNNNKIQVIEPNWFLNITPRSTQAAQFGLNDNIWNCGCNSTRFRLWYELDENKDLEFTTLTKIEHM
NCSSPEYMKNFTINGLDLTWFPKSEDDPCEPPPRIWGHPNLSTKRKSEAQLICGIKEGKPQPKYFWKRPD
NSTVWTINTSTLTIEATSDADRGVYECKALNTAGESTEKHSVEVTWEDAITDELGNYIGIRGTNSAQSQFL
CSFFFYLFIILFFH

>E4YIL8_OIKDI
MVQNLMKDVNENTFDSHFEINPNPWIAGCEKNEKENDPK I IRPPKPSQSIKLLSTAKNIPRSAFDLPNIS
NSDRVVQCSKMPPFSENMRKQPETEFMTMQNDDFSDSKYAKWLKKQICNPESVENLQTRPVHLKSIVSES
NMPRDAEEQRLSNLKNLLNESLYRLLKYPADYNSILTCLMDTIVIGSKGFGDQFMVYVAETIYSTCICET
PFCHIASKLVAEICLKIKKDETEKGFRT ILLMMLQIEYKKKDEFAKSMEISDRERLQTLTMFIAELLVNF
LTPMDNGKPSRIQIFSKLLPSLLTTLMNTPSQSNVRIASQVLRLGVGPIIETEQNNQAALSEVWHLLSNL
ARKGNEHAKKVLTHRATGWKSYFPRREENKNVRELNSYEYGRGEPVFFTNVGIPYMVSSLADPKVLKELF
Y

>E4YIL9_OIKDI
MLFSLRLLTLFLVLGICQRSPADYPIFKNIDGEWTISLGRILAQIRKQVDDPSDIMIYG

>E4YIM2_OIKDI
MSGLVSHLSTSIGQDVVPGCVATAKFNPEEPKDQIAVACRGGKVCVYNLSELAARTTTYYKPVTVIDVKD
EVISTAAAPWKTATQKYQLLLIASSSTIQLYDIYENHSLFHRILPDEIRTISTIGCVAEKTESWILTGGES
SITGFDKTGSEVYWNVSSDAVNAICFVDLIGKNYDQIVVGTTDQEITIYDHEELIDTRTEVSQIALLTRV
GADQMAYALQNGTIGVYQRLNRLWRVKSKSTATCQCFYKPNKSLLTGWESGRWEMRKMESGEITYKSQIE
CSVAKVVAHSFSTAGDDLLVFGKNGSIEVFLPPTEIDKKKRKAVDENEALRKTEHRRQILKKELDHVEMA
QKTMTVSERIEQNVIPRNVKLSVSISNSNDGLFVSVSVDSDLKIFLLVFLSEGLFGNEEAKTEVFPAGKQ
ELRVHTAEAVSTVTALGIKAGVGYSGSKTLHVLEEMIETPTFAHFVLNDVGQMPLGKVEFPFSERPQRFF
LWLKENFLLADKRQLSSNNNAMCFKSPSGEKVCFHLAGDKLLIYADTVKWASDAVQSLASYFGINDMSSI
CDFPEIKETEGLFQETADIQASLVRIDSDIAEITQGLMSSLVRLEDSRLLEDWKSMEQVQSMIMNADSDL
MLKQRVRHANRDNLTKILKKLNHYIDSGSKLRIGKEPVKILNVCRQAVKTKKPKVIVRTLLHGAN

>E4YIM9_OIKDI
MLLFFEFFALFNCREPNPEERLHFDLEEYYYKDVSPLLVLPKNTSIDSKEYREEVCAEWIPKILENFDEN
VDAENALSHIFYCVDAVDGFDELEACDEWLDY IHFKNLRSTSYKGKCEVHDEHYLERKQSASLGKVADFG
MHDDASANETVILNDIINRPLYDHVIDVDLYIELDTINEIDLRDALMDMYADWYDSRLEWNKTEYSGVMY
TVFDTSKIWTPPIEVMNLLKMINPKLESLCEVHHDGTVHETIKMRALVSCNVDQNLYPFDTQECGLNFAT
PSMADYKLYFHLHKWNMLNNLGNLSASTANYEEVHLSVLKGSFYEKNQEWDLLGYKYESGTVVGHLKRSY
SLVRVYFLLERHTIYYEVTLFIPTIVCINLLVCLGLWMPISCGEAAGFQVTLLLALTILYLDLISTTTPVED
SIGKSPRLLILFLITTIASVVAHITITFSMWKQSCDDDTLRNLSPFKCKFTQKTAKVLEWLTREKYEIPK
ATQLITDDAENIEKLEEEELKKAWKFYGKMSRKRFRNYLFFRVIKILQLFLNRKKSFLGFLVNFRRHFLH
FCDHS

>E4YIN2_OIKDI
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MVENSLKTERRDEEEQEKNPPKFLKLNSINGATNSLANVLPVDQTPTPTKITKLASELFPAESNNTVNTV
TAAKSEVNSSQPNPFDKSFKQSTSQSPENGISGNEPVIQELDNVDESIDEHDDGDHEFVEETVDEEETEE
ASEKFKVG

>E4YIP1_OIKDI
MVTAFADYTSAPFYPGCDAPEVLKKFLSICAIMFIMIVNGLSVKASERMQITFTVVKLVLISATITIGGEV
ETAKGNTENFENAFEGTNPSISAWAVATYNGMWSYDGWNQLNEFVSQELINPERNFPLVITGGIPLVTLLY
LLVNVSYFTVMSPSELLQSPAVATTFGAKVFGSFAWIVPVGVACSTFGSSNGEAFTSARLVYAAGGNGHF
PRFLAYLSNERLTPLMAVVENATIGILMVLPESSNIENLLDYFSFAMWTIYALTFISTIVFRYRKPYCDV
ERKFKIWLPLPTLAAAISLYLVIAPLIEEPSLAYLLATCITFGGLIFYIPFVYLDWNLPFGIYNKVEIFC
QKYFEVVPVSAEELKTE

>E4YIP7_OIKDI
MKLGSWLCPIVASKLSPFLDDIHYETKWVGEQVNFGELGYKYEEEDFVVMKTANQEEYKCFFPSDESVSL
EEKSNEETGESAETLLAPLFKETAKKDCSLRIETYWSYELCHGQHIRQFHEEKVKGSVKSTEYYLGRLKE
NPLNPANAAKNRAEVSKKKLDGLPTPYHSTSMGDGTECDIHTGKRRKTDVRYICNPNAMKPEIMSITETT
TCEYEILVLTNLLCSSPLYSLHLDTETFGIPCQKIGDSPTVPKGYVKPIEPLSIEGMLDLLKDGVDLDKL
GAAFFKFDAETGALQPLSEDELGDFDLEANQVGFTFIFVILVERSEGIVQTITKHAQEMGVNVNEIQIDG
LDQKDNTAKETKKKLSEHTRSQINAKMPSQKVQEAKKAQLSAETEKILNDFLAGDFCLRGGQGWWKYEFC
YGKHVKQYHEFQKEQGKPKEPTKEI TVGKWDES THLEWAKNRQNVKHSKEIVKTGQQVKAGKT THGDDGF
PISVWDSEDKVDEVQTIDGDVQEVELWYSNGEVCDITKKPREVLVRLKCKPNQDALSLYLLEPKTCSYIL
VLESKLLCSILKNADENGLLSLK

>E4YIP8_OIKDI
MRTGLSSYGLIFQALQCNINCPCQPDCKNRLVQQGCDRPLRVKYFGSEKGHGLVAENEIHKGEFTIEYMG
EYLNLEAVNERQVYQRENDKMNY ILSLAEVFGNGEKETVHIDAGKLGNAARFANHSCSPNSKLYPVRVEN
DIARTATFAERFIEPGEEITYDYGSAESTLSERKCQCGSRCCRHFMPSDINL

>E4YTP9_OIKDI
MNEEQMKASVLLDLEQTGRLEQLRAKVRYEVYQSLAKEKVVAKKELSNREVLTVSIISDWLDKHGFTVTA
AQLNSETQMTGNPLPKTVVKSELRIDPSDSRATLDSLIDNHLGALPLQQNKNKRPSLDPPQHIKCQSQES
DMIVFKK

>E4YIQ4 OIKDI
MDWLNEQQEKNDSIPDTPSSPESVAALVIDESAHSTISSPESVSSSSSETTRRKNRQKSPSNGLQFPRPI
MRDHRIKRRRTSEQNHNQKKEKLKTDWPSSRRSKF

>E4YIQ7 OIKDI

MLFFLLFLRLNGATDRPDT IWLPEAETLFDSNFVHDLEQIKNLEAKHEFELPLEVSANKNDFWILHNDDY
ITTYNKKANQVYMVTGKGLRWNSFERVLRSKVVDPRSKTKNSGIQPLFLAELASSKLKTTHVRSSNNFMP
LSTNAHREFLYKFVPSIEDENTKFAFTPTYRRDKVVSIRYLFNQSNEISFGFDLDVTEDIEENSSLADIL
NRINDVEFDRNQAFSATDDLKST INMFRKRRSTNRSKRSAFANDASTFLCKNMNGQVFFPVWDRCGEAPS
SKTYQQNTAPESVQCWCDDGCLDRQDCCTDFLTSCKGEQSFQNSECTAEKNFECSDSSFEGTTILISTDG
FRESYLSERKEFLPTYMKFRECGSFPEFMEPSYPSKTFPNHHTLMTGLYPGQHGIVANKWYDWKKDASCN
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VESANTGEHPCNVSSPEEGWWSGDPFWNTVERHDMISASCLWAGNDLT INGEQPTYFWDYGTYGEEPFGY
RIYQMLKWLNLPPYPGSGPKEGFRPKFLTLYFDEPDHIGHAFGPYDASGELDAALKRVDFQLQQLMDGLK
LYNLEKCVNIVLTTDHGMEQALCEDMVATAPVFDAANPEIMKTTNFLTKTTTAQMGGLMGSNKSDSFNVM
EVIDTVKCTWHGNSFKVWDKYFAPKRLHYDNASPATEVLLFYMKRDTKI IDYPWDSCSDEGYMGNHGWDT
KYGGMKVPLTLYGPKIRPNVVLPPIQNVEVFRLLMDLLGIKSNSPKLMQQFYSKQFSLDGRFEPALKRPT
NPGKQPDFSGDVSFPTGVTFNKSSETAFDVNHKFATYAKCTIELDECTQKLKLGFEENPMLEFFDDPFWWH
TLKDDMLPRIFTNNVKSLRFGAAFDTTGTGVYVPPTQWMSRTENKWCNRQGVYQPSHMYFILEDEEGSLY
PALYPWRHNTSASFESEYSPCIVINEEETRQLYFGNFNCRLTFFIPFVEWWQEKLETHSVRLLEIERMTG
MEFLGEEDRVRRVALRSTMNVEGDLDWAFKEPSSSSVAALCSFLSFSFLFQLTIN

>E4YIQ8 OIKDI
MSRRITANTKQNPITKIEHFHVANSVVISLKDTNFFLAKTGGDDDGDQDQFTTLTPLTTTTSTADQTKLP
SIQTISSSRVAGSFSTVNCPSVESYEVPKINGMGHALPPLSGTMVVPIETKTQTIPVVSDINVTNGSQPM
TITTVNGNWNYASVLERDCGVVNIINTTAFHGVPDNAVFLEVVPQSATETSSEMKQNDSLGNLIDQAEES
THLNSVMGNIKTEYRLEPARSSPARTIAPVSRTQSESTHEMHIPITQAHQVETECEYDIFKASPDLKMTDV
QEKKTRNSKVSDAPVEGIEEINTKVVAQQITAELKRYSTPQATFAQRVLCRSQGTLSDLLRNPKPWSKLK
SGRETFRRMQSWLREPEFQRMSSLRLAACRRKEDERDRQNSTTKKPRLVFTDHQRRTLHQIFKENKRPSK
EIQITISAQLGLELSTVSNFFMNARRRSSDKWLDKVVLSSNKKIMNFKVDDYTPYD

>E4YH58_OIKDI
MSGIFELTELKDRITIAGGGLVGGVAAAMLADKGHQIDLYELRDDPRNENAAAGRSINLSLSHRGMRSLR
QIGMEEECLANGVKMPARMIHKVSGETYEVPYGRTKEHFILSTSRLRLNQMILTAAEKRENVNLHFNHRT
TDVDLSGTLKFSDKPDASGDVLIGADGAYSKVRSKMARGVEFDESQTYIPHGYKELVMDKAENGDWRLPKN
YLHIWPRGQFMMIALPNLDGSFTCTLFLPFEMFKTIETQETGIAFMEEHFPDSISIFGRDNLMKQFGPGT
TPGLPMISVKTSPHSVDNTVIVGDAAHATVPFYGQGMNAGMEDIAVLMDTYAKHNDLKSTIKEYGVFRPK
DAHATADLAMYNYTEMRDLVTSNWFLFRRSLDRLLATFLPGSVIPLYEMVVFRPQMGYSNATERNKKQST
MIDWTLAAAATASLAFALKKLTREGNLSSLQFDKLSIGSAQDFVSSLLK

>E4YIQ9 OIKDI
MTESDPRKPIGKAFTENSKEQSFLDQKISFVFRGKLSQHSTHDLDRQSTQTAAALTKNGIVNMDVALVGG
FTITSTSLALALMMSRNRLIILDSAEADRFSFIERINAEATFIDESSLRSDVTLNHGVKDIYSFESSSEF
KIVTDKKITKLELSESNQEAKDSVEKFIDENISFNEIGFYTTTSGSTGVPKITKMRNSTFYAKLKWATNP
AGPQDLPKLAAKFGPDLPNVMGHINNTAAFANFVGHIVVEVESILSEPEARKNILFCDQKDLKNSLAAAA
VCKSGSLWAYVPKMLEIVESKEFKEIKLPTVSLFLAGGAKITKEHIRRVRSNFAASQDGRKCHVLKLYGS
TEMGSFLFRTGLLETDETIESTDGIFCSNEGYYAEVRDKDGKVLPAGEKGELFVKSPDLMMGY IGFPDQG
EWYEMGDEAYLTDDNHVVVLGRLKEQITFVNTKKSNSVELEDRMYKAGDEFVKSVIVLAKRNENAFDDIYY
IVYCDEADDEKILKHVEDDVLLLTKERPKVIFVREPFKMLANGKFDKKSLAAKYLE

>E4YIR1_OIKDI

MNGVDVSVAQDSGILKAVLSEGVGTATPSFGSEVTVHYTGSLNDGSQFDSSRGRGVFKFTLGQGQVIKGW
DEGVKSMKKGEISVFTLRPEYAYGDAGSPPKIPANATLTFDIELTSWKAEDISENSDGSILRTFVKKGKE
SWGNVVDCAEATVKCRIVKSSLDEVVHDFGKINFRVGEAELVNLPVGIDFAVKKMNRGDVARLTLSGKAD
LKAECRKALGLQEFGEYEYELELVEFEKVQEAWEMDDQTKIEQAELSKSKGTERLKDQKYDLSTKHYNRV
ISLLDHQETKENNEKFEEISSKFKSLKLAAFLNLSLVYPKTAENYKATSAADDATKIDPENEKAFFRRGT
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ARMAGNDLEAATSDFKKVVEVNKENKTAAKNMKICSERRKKQKEEEKKKYAGKLFG

>E4YIR8_OIKDI
MQQNNKCTVGERFWPRNLYAGVSWPKFTPSTRKTIEFSLRGSKVYRDEPSVERTLVDYASQRMKLWNDLI
PKMMQPLKKAKINFPSSSFIPEPTDETATIADDLKNMNNITIQSFEDKQKEEAEKEVGIGLEISVTLSIG
LMLFTINAFAFLQMATKKQREKKNFRVKIEDQIKERL IKNKQNNSTPNRVNKLTLGNDLRRSQLSSEGHK
NYLSRKMSLERSQSPRKDSTGR

>E4YIR9_OIKDI
MFSDFGWTSNAMRTAELHSGLNYDTFVYLFDHRMGSETYRPSELDRAGTNQATAFLFGIPFYGKSTIGTI
FDSILWSPEEKTLSCSMMTYFANFINYG

>E4YIT1_OIKDI
MILSDGLSGAAVKLTLLGISLFAFYIRTFGVRKFEPVLNGSEGYRILRKLEILENGGDLDFDEQTWYPFG
FLDDDKDLVLIRLIQAFRFITGVLWKTLTSHDACVYFGPFCGAVTPWISFFVVRSLVRETLPATICASFYV
AVLPGFAFSTVAGRLSSEALLPATIFVFLHLTNKAMSQGCLKDVAMLSLFYYVSSSLWSDYFLLMNEFVAV
SLFCKLFHGGYDCATYTAYSSFYGLSTCLTLYKSNFLASEQFIPLFAFVYLQYYALSTRIGDKEEIQRPL
QASFTSMLLLLFYMKYTETTAPLKEENATYLNPSLQKTSLAVLTSSQSAQPSAWAALFFDNHYGPMLLPV
GLSILSKKFPKVKTNITVYSVIALYLAAVKTSNQILLVPALSITSSIAISQITEVCLELLKSTEPPTGPT
KRQSQKYETEKNNLPMKRFFAGAAGTLCAAHLIYAARHGVWVTKNIYSDTTIFVTASTGGSDGRALIFDD
FRETYSWLKHNTPEDSKTAAWSDYGYQINQLAERGTLADNSASNKTSTAQIGKAFASNEEQGWSRLRHLG
ADFVYVTFGGQVGYSKDDINKFLWMLRIADSEHVTGEFNQKRYKNVNNEFRVDVEGSQTWLNSLLYKLSY
YRYGGQTVAKGKATGWDRVRKAEIGNKDFELDFFEEVYTSQRWMVRVYRLKTPDEISISLY

>E4YIU6_OIKDI
MKVEELLKSNDKKDIGIVVPDNWQSVSYDCDQFALPTHYKKYLERVILPRGLVLDRTEKLVLDLFHSLDR
SVPVVALCVLKGGFQYFADVCDNLKRHAAAHYPEATQFNMDF IRLKSYEDDRANEEVQVIGGDNLEHLRG
KQVIVVEDIVDTGNTIRKLMNVLAKYDPKSVKVVTMLSKRTPLNTSGYVADFSAFSTPVFFAVGYALDYN
EYFRDLNHVCVLNNEGIEKFSAKNLPN

>E4YIU9_OIKDI
MSMERALFKNASFAFETSAMSFDETENKLYWVKNGETVFSSNANGEEVTSHVTTAGAQISCLVSKGDFIF
AADELLDEESREYKIHVISKKNEQTAVNYRVDKKLTCVGLFTRF

>E4YIV1_OIKDI
MKLFSVLASTFAASETCSKKSTCNETKKLVPVEAINFARVQSHTNMKKWGGLFGLNRFHHMRKVSGPEDP
LQKPNADTLYSIGVIDLSAGPVELSIPDVGDKYLSLTCYDENMY ITAYETAPAQFKLRKTENMTRYQVCA
LRLAVDNQEETPELHKMQDKGQI ISPLDSYPPVDLPEYEPESYKSVYSHLMELAYYMDDLGVGLGFKGEN
INDVSRILAAAAGWGGLGTSMVKYENGKVSSNDGKTEYMLKVIGEVPTDCFWSVTTYTEDRLSYGINNVN
SNNVKRDEDGNVITVESNDHNDDSLNYLNTEEEWSYIVRIYEPKQAVQDGTWKFPEAVLYQ

>E4YIV7_OIKDI
MASVASTSDQKMSHHRNQHLRQTFQNSPYSQGSSRSQGCKFRQKILSESEAKAKSSKKSRAKAKRKRRVS
KNLERKRSESENFEIFLSESEANSMYHSFMPDAPAYEFPQQGMPRSTAGSVSSIRSESGRSSALHDFMSS
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VKQEEKEPETYSKVLNLTEARLDDQQDATKGLMTKAVTEIKEESKSNAADLSSMLVSMNERITELEGKIT
SKEDLSSNQKMLLGEIDKMVDIKAQKWYKEFRVPKKETVCLGVQCSMSQESTPASPEKRQRRRKRHISTP
PASPSPKRISTGVQKRTDKKF ISRKSEKAGLQFVDANRLRKKSPKKKVRYFSDRIGADEDETFRSLRPRT
QEKRNNAFRRIPTFFDEREEDFRVYPGTCPAKPRTKVSKATRPSQDLPRPVIRNEPLDRTEVFFESSDDE
ESNRKASKEEKFVIPRRRKRPPTCSVYDFTSSYVSSGDETQISIQDTSEYGSQ

>E4YIV9_OIKDI
PSLKTKLKLYMNTKGKTRNAFQSFRDLISKRPRDEFKYLSQLQLTNFQNHLTKTTALLNDYNFDEIDTLV
LLTSQLGNMQIWSEFTEKHCTNLIEFRTNALVASYKLEHLDIYYSALQSTMAGAEVLVISLNLPNLRFLQ
LANTALNERGLFNFLQTSKTFLGFPKLKFLSLRRSFIPQSTTPDVLSFFLKNAENIEATDLQGCSCENFA
DLLVGIGPLHRRQRLKSVDFSGTIAKNEDDFNRFFNVQGLDCATEDLSLSGINTKANAEDFYLPFINKFV
LHADRLKNLDLGRTSTEKEEARLLLERKPHLNSLTLSGCYGIPRSWRKIIKTEEFSNATRAFYE

>E4YIWO_OIKDI
MSSKIRVFARRLGSGTNKPIYLQEKYSNFVPRPLSADDLILFADKNSVEKSFEFLKQELPTRWMQIFAET
NALPIEKPSPLMLEVKSMIQETLENLLPFTDQPATENVISKFNSKLEDY IHRHRTAFDEVALATLEFKDE
QVEMAEKGLTTFDLDDAEEKVHYFLDRYFTTLVSTNLITHQHLVVCFHRNPVLILGMNSDRNKRETVQRT
NVTKEIRKIASRIETECEKYYGKTPQVKITEFDMGKATNNSQINTIFIPTHLEQICAELIRNAVRATVEN
NLDLPPVEITIISRAKENITIKISDRGKGASLHEQAKWGAYLYTNPPEQSTSKMPIVEPLAGYGYGIPLAA
VYARYLGGDVVIQSLQNYGTDVVIYLRSNAEDLKEVLPVFTAKTKEYYNSQNRKKTWISGKSSEKGDIVF
NG

>E4YIW2_OIKDI
MSKLKETQETLKKTVLNQNDLLRNFQKSTLDSQTALSKEFEERLDKLEDVTSKINEDFATFNQEVRHKIT
NLDTLSTQNAVKMTTLEETDNSYHLRLVQQQLRTSQRDNEVLKKKIEALERQVDPVLLAFGDDPREKIRQ
ICQQEMMRHGVIDSYSRGRN

>E4YIW3_OIKDI
MDKLISETFEKRKETSELKASVEEDRATCLAVSDTAEENISKTENSLNEKIQQVNKEIQQKEKKFQEMLE
KATDDVERKNDKLVESVLNLDQNAEIKSLENQLLKFDNRLTRENET TRKKLEKHNRRISEKTETALEKLN
FKVEEVDDKMTKEKFLLSSETIEKLAETIKDQQKSMSELKEEQYLLQLET IGKSSALGTLEKSYNELQSAF
THLGSRVQQKMNQT I INMSTNHRNYQRYNNEKIDELRDKLSETTANHNLQGQRVRENSNLTMKLFLNEHM
LNRTQSHQGYQLLQLAQEAKRCTDETDNIIRKFNEQQAQLQSQKDEMRDLRTILLQVNCFFSINKQKLFL
GSGGSTRGKDKCRSSRAAKSDQ

>E4YIW4_OIKDI
MFLVTGACLAFFVLLIVILLMCYCRLYYACRKENPKERHNYLHKKFNLREVFLHVIQLTLYPRGRSIRLH
DLRDLEKRSKQLHKLTYLQVTLFKENMRGSFVLRNLARERCLVTTLQQLKPVKVDNVERKLLFNRKI I

>E4YIW8_OIKDI

MREHHPMRYHRMTETLKTVASVKLSSTFLLKSYFLKKPLPMLMALYLFNVFAVGY IVFALERLRGKCMDY
TDVVWMMGVTITNLGFGDFTPCFWLSRITTSLLSLLGIFQTALIVGVLSDTLVIPPDEKRILASVEKQRA
DQIRRHAAAKLIQATWLHYRQQKDRDNEPRNGISRRMTFTRYRLRRHAHKSYVDALWQWRRVKTSTETVG
QSLEKEFLVDDTAITTTYISRKLDALEKMVRKGGSSTPVNENNTKLKWLSAGRNALNSKFKAKPKNVNGK
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IKDKSALCSEAPSKKGSIRKKPHSPVSLMDKLKSLKTNQVESTNEDHSQRHPETISSETISSPEMSRDQER
RERQQSNITLQDHLIGKLSNQVKGLEEKQEVVKQEISSTKSLLAALKEVATESTIDSAETFSSNPESDQD
RLQTAFQKALRRMLRSFFNHFLNNFCHT IMFFLNNDLSLEKSM

>E4YIX0_OIKDI
MLEVSVGDVWELASTISSQLEKLTADFGIEKIQSFVDPTIRALELLESVVEERSQLIELKLTAEKTAENL
RNMSSSQENSKDQGTKNFCEKQVYEEQMSSKNIELHQFQQTVAQYKTKDQQQHSEI TRQRQMLLTYEKRV
TELSDELRLKECATRELEADCDTLEGEANRLLEINNELRSVHNLTIESSLPPSVINDSTAAELSHCEESF
SIDTENLPDRTGPEGEEYQEEEQIDQAWQSKKSLDEKDKPRYTLYELEEVLNEKNKYKERCFVLEEKLRD
LTNDESVLWEGLSIKDLEMVEPTTIPVQATTPSTPSDPKSTRKMMSKWFRTGPTAAYQNYQSKSSTQSLQ
MTPSASQNLYIRSDPIDDDIKTLKANHQKQ

>E4YIX9_OIKDI
MGCVNIEVEKGVRSRFFRSADMEGIAASSEGAEHLEILGDLEHGWEEVGGVFILSVYMIAAALLKLGFHQ
ICGNPFPVPEDSVCSLSAPDLLREGSAYLIQDDQNTADIYFTPTIFFVIILPPIVFEAGYFMPKDPFEDN
LGTILTYATVGTFFNAMAIGGSIYLVVEYGLVPGFDEHISFIHCLLFGSIISAVDPVAVIAVFDETHVNM
TLYICVFGESLLNDGVAVVLYRVFEGFATLENNEPPPSNWGPEGQLLILDLFSVKTVFVYVGSLMTKYTK
HAPTTEPLLIYACAYLAYLTAEWIQLSSITATVFAGFFMKPFCEANMAQSSISSLHYTQKLLSSIMDITI
FIFLGISATSDFWVHWNTGEVVCIQFKTIVFISTYRVISVYVLTFILNSGRLDRISYVDQFVMAYGGLRG
GIAFSLCKLMCINTVPSIQSMLCSTMVAVFFTSFVQGMTIKPIVEWLQVKKQGEEEQTVMKEMTESFVDH
LTVGIADITQSRGRHWWMNRIANLTDEYLTPILVREPDKIKNQSTIDVWAQLNVEDAAKLVQKQTDVKNY
HGLDSDDDDLLKMRLLLPGALVEDERAGGDKEAPHGHEGFGGEREQTDIKMHHMLRDNLYANRQRIELSG
HMKYRNLGTNAEQQSLTKQQQEILVRRRIKSLKETPEQIEFRKQMRKTEAQRKTYRKTISEGRKTMSIDP
RKTVTTPVTPEPEMFEMSQRKTKILFEVPVDPTPSSDLPWRNSGEDDHAAARSTHGRPQSQLLEHEKSL

>E4YIYO_OIKDI
MRPTTTPRTTPVRTTRRTTPYVRPSSPASRPKGDGGKVNCPPGKNIKRCRDLEAQKKKQHDAPSNSPIFE
QHMAAPVMESPVKDRNLGATGAQFDSFIMDFLSPFLIEDPVTTPQTTTTRAPRTTKKTMIGGSSFMSFTG
YGAPENPSSGVCRISPKSTIYAAISSAVGSREDCGKCVEFVWCPSFSGCKGAPTIGKVQIVDVYDGPGHIAL
SQAAFKAATGLPSTKGNKMKTYQGTYSFTSC

>E4YIY2_OIKDI
MWIYEPRLEYLKNNHKISCPYLPALQARFSTAVLFFFSCILFGMRFMCKPFLCPSMLVILSCLGVVHALF
MMGSSSTTATFSLVLGNI IWSFGFIFMMLWEYKYYAYYYRKIGENFYGWKACVYTIQASLIFINAFVATIW
QLPNLDETATSSLSCNVAGYQQLKIYFYNFDTHERALTEIVL

>E4YTY3_OIKDI

MANRDEEILTQSQCLVEKPEKAVTYEESSLVDTANGQPNENKAREALGYKEEGNAGFMLSVENLMNAILG
SGILGLSYAMAQLGFVGFFITCLAVAVLAYFATHLLLSLCAKTGVKSYERLGYRAFGTPGKLVTAVCILM
QNIGAMSSYMFTTKNQLPSVLHTITCAAADTPEECPNLYGEDVPWYLNGNMMVITVVVCVVAPLASLKSI
EFLGYTSGFSITCMVFFTITIVSKYFIGVEDCPLFDDATANGTWETSTEATCNLKFARLKFYETPFSAPT
WDAENSKISDECGTTYKMPGPYCNLEAQECGASAFVMNEKTVYAMPTMTFSFVCHTATLPIFAELKSGSH
AEMKKVSKTSLGSCFLLYFTAALFGYFTFYNYVQSDLLLTYNHSDPTNPLTLVVRVCVLIGVILTLPLTH
FPARKAVNFLFFPKHPFAWTRHLGIMAALLALCVTLVINVPDIRETFGFVGASASGSLIFILPSLFYIKI
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QRDEKLPFFESLKETRLLMASFCFLVFGCIFSLMTLGIMTAAKLS

>E4YIZ2_OIKDI
MWKNAARQIGVIKNHSYHPCFQIKADEPAKGVVFFMHGLGDSGMGWADAFANYCADPNVRY IFPSAKEMP
VTLNMGMNMPSWEDIKELSASASDRYDLDQLNRTSEEMVKIVDETLEEEGLTRENLVIGGFSQGGALALN
TALNHYENVAGILAMSTFLPIDEVSKNYKKSLPGPISQHHGTADGVLPFFFAQQSAEFFKKVASKEEDFQ
FFAYEGMEHSSCLEELQNVNDFVKKCLNL

>E4YIZ6_OIKDI
MTSGQDSLILRCLRSFFEGIKCCIFKCCGAFFRTPEQGAQTSLKCICDSALTTGKYFSNLQEAPVQIRGS
RKLEKIQADLWNITEDFLKGKD

>E4YIZ9_OIKDI
MSYPGSGNTWTRILLEDITGIYTGSIYRDGSLTRGGFKGEGTNPMKGQTMIVKSHFPSNQKVMHAAKAT T
FVVRNPFDATTAEYKRRRGHGHTSVVSEKVFKDKMWLGNAPRWLDGWGRLAKNVTSTAAANNLPLHIYSF
ERLKENPTYEMEKVLNFLEDAINWKPDNRYKRLKCLGELQKAATSFKREKTPPSFEYYTPEMIETIGNKAT
HEVHKNLLEAGFDVFDVEEYLRSS

>E4YJ07_OIKDI
MGFTITLQPESEEQNCELKMKSSTIQTIKDNLVGIRAGFMLAWLLYSYLVFREDPENRYEGQYFFDYVSN
ANEFCCAVWAVVTLFARHSTNKRLLFWEKWLSAQTATGSWLIALVYWVMMETTDKTFHSFWQHGILGIVT
SLDFLAREPFAFKWIFAPVLYCGLNVLYLFTTANLWPEYRSTMYSFTDYGPLGSDQMWSVLKLQSALTFL
TQPSIFSALWTLQHIVSAIRRRVSKNEYVMTSDSDQELIKT

>E4YJ09_OIKDI
MNIQFFNFEILEVSQEQKPMPANVRQMSGSQNVRHLNRQELATMSNLDKRLKGSRVGPQTLLDKHEAKKN
AQTKQKYKTGAIEEEYEVGQDLGAGQFAVVKRVRHRKTGKFYAAKY IRKRKMKTSRRGVPQEETEKETAV
LQDLDHPRIVKLRESWNTANETILVLELVSGGELFDYLAEREQLTENEAAGITKQVLETISYMHELKTAH
FDLKPENVMCLPGNVPAGGAPKIKLVDFGLSQRCDLGIEVTAMHGTPEFVAPEVLAFEPTGLEADLWSIG
VITYILLSGCSPFQGDDKAETFQRTAQMDYSFEDEDFAGISQDAKDF TEMLETRNPLERATAKDCLKSSW
IKRFTPEGKAIDIEAEMRVLRREQKELEETVKITHEGQFEKQKEAVQSQERNRQASGDSSAAGLLRKLSEQ
RKNLQRDVDDFRTQLIGKEGARRRGSLIREPSEVQTQRHYDTSFNINGRTYDVQQTRQTIGSGISRLEQS
ANTLETHRTDIRRMTRTSQNTMDSLNRSLNSSLTRFSSLGSEVRSRFGSDLSTTAYSSLYSGRKKF

>E4YJ10_OIKDI

MPPPGYVGQNFVTNPHCIMPDLRDRGGTPDQLTPNEEEDEDDDEPI TESCCFCCNLGFGILFGALFFLIF
DVVFLVKKMKNLFFTEIVDTVFEIEENKITTAMET ISTIFSAFAVLASFILLVSVCVCGSPDKKKTMGIV
SRYWAFQIGLNALFQAVESLFNTMPRDDSEFFVSLPGIGVDEVVGGVATAVTWIFTVGYTAAYFFMILIL
ISYAAVLKRSAKKKLESLYAKRKQREYAAMLNLPNEFDNSDLQSQITVSDRISDMSAYESSISPTIGEGNY
QDVISLQGKENLEDIYQQRRIPVRRPTGYLPRNRSVSPDPILQAQLAMLHPMQKFQFLQQQLNARQQMML
PNRPLPKISEDQSDQISEISVKSKPNSSGHNVREFSNVNKEATITEDSTQVAPSFGPRPANYVPEFSLQNG
QMGNYSRPIRPFPGPTRNLSFSMQRPGYTGSL

>E4YJ14_OIKDI

179



MGRISEEQHEEYLESEAFVSCDEELQNEQPRGIVRLKQQNNLKSKRKKILTSFERENQQLKRRISQFAKA
SKEIENTLSSRKKIETYSMPRDSAKKEEKKESTGGAGAGDELSGHSTLLPELQKQLSKAARKERRYRNGI
AIF

>E4YJ15_0OIKDI
MEPIIFFILIGSCGLFVIITVVVSITYCRCPSKKKETPARNDTQRNVLLPDIDEEENFPLASSNRAETNW
KDSQDSFDQSEDEWVDQSSPNEATIKLCKYVTQTSASQSQNGGSRPTISCSMHSTSSNRPSVKPPAPPVPDH
SALLNAPPDFPPPPPPPAPESSGNMIANPKYPYHVPTANQQQH

>E4YJ17_OIKDI
MKLLATVLLGLSKGETANCTAEYLTLGLDCTGLSADGNSCDTTTHRCFTSPDCHTEFGCRLLDECPCGES
IDNEKICLLCPEVTTSRPEMTTAPETLVEEPPFPEILRSFDCSVNEDFTLDLRMSTGFPRGRFLPDDREF
CIVNSDTSSAVKEMVSSRNVVTGIYGNSGECSCPFDPSNNGPISFESCPDVFGNSKRLVQEDGENEFTIWT
FGIGFDDLFADNDWGASYLKYRGYSWEFECRIKTSGEVSVAAGQSIWERI IGNGVGEDELKFDLIALFEG
NPVNDQVIEILEDDTRLLQFDLDVLEVSDKYMPFYKSCDLIFYNTEDIMRQTSETSLPNIINNGCVNPSY
VSEFRMDTLDSLGRDVLTWFAPKIFETSGSQQTALLTCRVNGCTNFGVTGCTPDPQCASMYPVTRNNGSS
EVVGGEAKAEMKMSGADTFTFSLSLIITLFVEN

>E4YJ21_OIKDI

MKLLNFGFVVAAFGFDVSYDEESVNQMENAETAE TPHHSENMDLGWAGAREPRGWGEYYDWVNILDATEE
FAEDKPILLLVIPEDCDDCVHCSATREEFKNNQELLKISKHFHVVNFLGYEESQAHWDPKIANAHYFPRF
YFLEAHGDITPWAVNTLRKDDRVFYYNHASETLNTAKEVFHGYYKYKHDEL

>E4YJ26_OIKDI

MESGDEEANENFFHETSKKQRFDRLLFTKNFPGANSKERMAHLLEITEEVPGTDGGVRITKESVNERGTG
ITVGDAVTTEAERMKELWHDYNLLPTAPLVSTHYAMWIGDDLLDKPTDYTYDRGNIETGASETVQIGNGS
TLAGLEKATLRMTQGSQHFVILSPEWGYGKWGNLPMIPGNATLVFQVYVRFVSYEIEDRFVRMPMRLREK
TPLKVILSTCTRLKFEAKKHFEKTSDVRKQVNRNTGEETYKKSGKNTGDFFGAERAGELLDCAANVLERA
MCKNLDEETEMRKMLTHLHSDACLSFRKSKPSTFKKGIEHGEKCLANFDELKETFMARMNCEEYAGKEQM
HDFLKVYYKRITKTRRNLMELYSRDIYNMFEDALRMYGAFDDEVHNDDDDEISFKDYITKQEQKDFLKMK
KLVDNRKDDWIKQQEGNEDEPEDENSDIPVAAGGQENDKFKVIKLSANRLNLGKCTEALNKEDMEAEDPT
SVPYPSSYEYYMSFIDRIIDEKDPNRTGHMFSHVHTSKKAVNFITAYASSRGMKCFKRICDGMVNLVITS
DESKESSLLGNHQ

>E4YJ27_OIKDI
MKTSSLFGDAKSPNSEDLSPPSIDFSFGEEFTGGIFAAYFEAPESMIKPMPKDSSLEVNSQVVALQIGDS
ICDYKICSSYKIQEGDIKMVFPQFENRLEGETKCSYWNMTQKQWATNGVSMVARNETHITCTTNHLTNFA
TVHYMYPGNGRVSSKGLEITSNIVCGTSIISLIVVFLAMIRKIRMSKGSPVTWSRRSKQPILIAHLATAL
FIKMASIMTLSIFDDSTVLTTDEIDFKCTTNGI ILASMVQFAQLASICWMSCQAIDHYVKITRVAEGNLE
YPRRFMNFLLLLGWGFPTVIILAILILFENKVEVFVDLSISDVERICWVNAGTLYVCWVIPFACFFMLNL
YIFGKVMSTITQMRRTGGGLKRSDTDRLRRAMRIRSRKEVPTTNLS

>E4YJ28_OIKDI
MPRAETSTYLVVAGVIMVPLGFSAVLFVYLTTSHIWMVIPTSVTIGILGTVLAFQECTISNNELDSNEST
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ISTRSTSVDSLAALSLDVPQASVTPHNASPIPLRPQRVKIQPEDQSLDQKEVQRGIENLARRSSDHETIT
VSENLTEFPVLVFCFDKMAIDTKEEVILPNVPSTFDHGPVVETKGLRYDSNNFRLLRPFWKKNREFVKSSV
TPQQY

>E4YJ30_OIKDI
MTSLRVVAELQNPSTRDRHWHQLMNATGVRETMDEKTSLDDLLKLNLHEFEDTVLMTIWQEVQRTWSYLE
SIFIGSEDIRRQLPEDSDRFDGIDKDFKACMEDAKGNLNVVHATNKPGLYEQLESMQDRLTLCEKSLAEY
LETKRLAFPRFYFVSSTDLLDILSNGNNPRVIAGHLAKLFDNTTDLKFADDTSKMAVGMYSSEREYVDET
NECNCDGQVEVWLNRIMESMRSTIRALLSEAVVTYEEKAREKWLFDYAAQVSLTVTQIWWTTEVGIAFGR
LEEGYENSMKDYSKKQIQQLNNLITLLLGDLTKGDRQKIMTICTIDVHARDVFLYSYEYLGNTPRLVVTP
LTDRCYVTLTQSLHLIMGGAPAGPAGTGKTETTKDLGRALVLSVIAVQVKCIQDAIRDKKERFIFEGCDI
SLVPSVGIFITMNPGYAGRTELPENLKALFRPCAMVVPDFELTAENMLLAEGFLDAKYLAKKFITLYTLC
KELLSKQDHYDWGLRAIKSVLVVAGALKRSDRGRPEDEVLMRALRDFNVPKIVTDDMPVFLVLTLASNER
TPLNNTMRLLFETSNLRTATPATVSRAGILFLNASDLGWNPIVTSWIDTREVQAERANMIILFEKYVPPC
TEAFRTKFKTITPIPETAYLNTLCYLLECLLTPENVPFKTIKFPSQGTVFDYY INSEDKRFVHWSEMCAE
EKFIFDPEMPLQATIVPTAETTRVRFFMDMLMEHFVVGNVPENFYTTSMMLQE ILEKPLEKKAGRNFGPP
GSKRLVYFIDDMNMPEVDAYGTVQPHTLIRQHLDYSHWYDRTKLSLKETHNCQYVSCMNPTSGSFTINPR
LQRHFSVFAISFPGMDALESTYKQIFEQHLLLNKFSANCTKLVEPLIKAALSVHQKVSTTYLPTATKFHY
IFNLRDLSNIFQGMLFSSNDVFKAPTALARLY THEATRVYCDKFTEKADIESFDALVTEICKKEFGDLDQ
EELFAKPLKFCHFSQGVGINKILTEALDSYNDVNAAMNLVLFEDAMSHILRINRILEMPRGNALLVGVGG
SGKQSLSRLAAFTASLDVFQIQLRKGYSITDLKVDLASQY TKAGVKNQPVMFLMTDAQVPQEDFLVLIND
LLASGETPGLFADDELEETISGVRNDVKATGMEDSRENCWSFFIDRVRRSLKVVLCFSPVGVKLRVRARK
FPALVNCTSIDWFHEWPQDALKSVSLRFLNEIEEVPEQLKTSVSEFMAFVHTTVNEKSNIYRDNDRKYNY
TTPKSFLEQIKLYENLLRSKKKELLGKMERLENGLEKLKATASQVDDLKGKLASQEVELKIKNENADKLI
IEVGIKTEIVEKERAFAEIEEEKVAVISKEVGIKRADCERDLAAAEPALLAAQGALDTLNKNNLTELKSF
GSPPPAVVNVVSAVMVLLAPGGKVPKDRSWKAAKSTSMANVAQFLDALVNYDKENIPDTCLKATQPYLDD
PDFNPEFIKAKSSAGAGLCSWVVNIVSFYRIFCDVEPKRNALAQANADLAAATEKLEADATQSTISLANR
LVGGLASENVRWAESVALFKEQEKMLPGDVLLITAFVSYFGYFTKKYRVEMMNDMFLPFIGKLATPIPIT
PELDPISMLTDDADVASWNNEGLPADRMSKENATILCNCERWPLMVDPQLQGIKWIKKRYEGKQFQIVRL
GNRGYLETIERSVSNGDVVLIENLSEYTDPVLDPLLGRNTIKKGRYIKIGLEDQLLADVVRAERPDLEEL
KAELTTQQNQFKITLKKLEDDLLAPKITEQNINEAREHYRSAANRASLLYFILDDLNKTHPMYQFSLKAF
NVVFATSITRADKSEEVKARVNNLIDSVTFSVYVYATRGLFEKDKLTFTAQVAFQILLNKGEINPLELDF
LLRFPAKTDQGSPVDFLSNIGWGGLKTLSEMEEFRGLDRDIEGSAKRWKKF IESECPEKEKFPQEWKSKT
SLQKLCMMRCFRPDRMTYAVTEFTAEKLHSKYTENRSVPFATSYEETGPGTACFFILSPGVDPLKDVEAT
GKKIGFTFDKRNFHNVSLGQGQEIVAEQAMELAAKEGHWVILQNVHLSCSRESEFKSTLNSVCYFHAVVC
ERRKFGPQGWNRPYPFNVGDLTISIDVLRNYLEVNSKVPWDDLRYLFGEIMYGYHAYIDETLPPESPYLY
GLHPNAEIGVLTKTSEELFRTLLEMQPKDSGGSGAGVMTMEETVKAMLDEIMEKLPEEFNLYEMQSKIEE
ITPYTVVAVQECERMNLLINETRRSLKAVNLGLKGELTITPQMEALMNSFFIDVVPETWQKRAFPSMLGL
TAWYGDLLNRIRDLDAWSADFAMPNSLWLGGLFNPQSFLTAIMQSMARKNEWPLDKMALSVDVLKKSKDD
INAPPREGAYVHGLFMEGARWDTPAGCINESKLKELTPAMPVLEFVKAVPIDRLETKNIYECPVYKTRDRG
PNYVWTFNLKTKESANKWVLGGVAILLAE

>E4YJ32_OIKDI
MLVYVGCPKFLSSRQEDELVSRRCQKRIKNLQICPLHARCVAFSLSSNSTAARPQAASTPRRMRR
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>E4YJ34_OIKDI
MDGLLNLPGQEPTSGRKSGMQEFGMKLKGIKKSLRKTMTGESMRDDTLEETVEMNMDNWSMKSLDESVVG
WCSDRYDEKLAKYVKFVTDSMFFGLLINAVIVVNIIFLFLEISAKNDPIKLKFTIKPEKASLDTLSYYLT
ELADTDNFDYKKWLEDTDIYFFLSVYLVEFALKFYVELYGYFFAFSNLVDFFVLLVSFIQIALTTSDNSA
LGQVRFLKILRGLRALRTLKTLWMFGGAQVIIVSIFKSMGRTIKNIGVILILATIWIFAIMMYSTISLSNH
PEAVREDWGCFTACFSNLFIMTTADGWFGLTERAEKAVGSSSTSFASSSTFIRFCVGCALMMSHFTIFNL
FIAINTAQVDEANKEYMDSVNTEREEQLE IKKTKIIQRQYDDVKKLREQQDAKGCSFDELIENFKQGLKH
DDYTVTDGIVTDIDWIENHRNILDQLDTSTYKVQQLIFEYTNVLIVAQNEALKDKALNVFRTRMKGK

>E4YJ37_OIKDI
MNREAHQDQFTEADEDVMWSTCLEGVGAVVVLLVGSLAYKQISDNWQVIKMVLMLQIPLLLLYLYDQGYM
KFSPGRNSNYQQRSGSYWQSSRRN

>E4YJ38_OIKDI
MRLASFLFALSSADILGYSFNDNCPEEYRGRENACVRQCSSDYDFCKNNCSGNSFCENNCSRDMFDCGNS
CPCHTECFAGCIGCENQVCGVCFFPDENEDHNTCVLAADRSYVNCLTNCESTGLCNTQCLEAYQAEIRSC
PCGAECPNGCPCNNGYEGCPADTSLTITIGDSYFVLERVTLRLSNTDTVYKPTWETPDREFVYDSGTALLKG
QQFTLGGLTNLTQTAILKDCSVEMQSQKLEIGFSQHYGDMTILNEKSYLCFSTSVSKWARCETFDGETVE
VIEGRSDYGHYFGSLGHFENELYAFGGWNYSSPQSSTNYMEKKSLTGSWEEFGTFPSEVFIERAATVQVP
QGFLVIGGLTDAGTLSSIWLFDGKWVKIATITKFREF

>E4YJ43_OIKDI
MAYYREYDKIYTKEAEGIHYLNFWMVIISWIFHITMILLPRFAWFNPDQGSGIFGEFNAMKGLFWECGTV
SDMNFLCYNTADSMENTPTALLILQFMVCLAFVLLTIVIVLAFLGMEWSRAYEHDIEKKINIMRLCGALM
ITIGILTFGTVMWYGITIEREFRFPNMPDNILTVHTDVVRYEYGACVYLGFALSLIDFICAFIFIKYPGS
IEYEDEVESRIYEEKNDMPSYTVPALEYAAPTYNTRRFDKDDFREPADLKLGNLTSPKSTKSRFKSRNSR
RSQPGSTISKAPDFV

>E4YJ46_OIKDI

MTNPSGSAVREGATIYVEKPPSQKRNQYTLTYRYVKPDLTTGEGIYNMDLMGDLPPGLKIRAHTEGQNMLA
ESLAKNSPDYRYKDIFDQKIATPSEPSMIKGWNGWWTQEQFFVDLYATDPVKFPKLYVPDSPIFPREIRG
GLWQNTIMLNCNVSCLDHVFEMLELSVSKNLFIKIWYYRSSEETKRLETWTNMGDIEAPIFPNDSDVVVY
CLQCEMNYVLLLIWWFASAIMAKTEPSRHFSKNREFASLMIHCRVNEYETEWMPFAGSKTIAETSYHMLA
YAFALYEAVPEMITIQEQPKIKI IGLISLSQLMGENSAVMNRKVIDPSLDRNYENYYENY ISHSTAYDAN
FQPVKKASGRHCATWELVTNPRKYNQATEPETMLMST IRTYNEARTTWHQGGLGYEHASTREVLAHKSKI
FEKEVKKHVDIQSSPEYQEQVEKNKDLANVAKLHQLKILQSDEAHKALKLTELQASTAAMNEERNEMAHK
ITEMENKSKLEKQSLEETLKKKDAEGKAEREALTSQINALRTLVETYQASLEKDDIEMSEEPSSSASTAT
RSKVDANGRAKPPTRPNKRAQQDNGGTGASSLETTTQTTARKDHMSGTFPSMNVRPPELSPSQIADSTET
PYQKPNFIDLTTTPDLLQMTNRSILNSLPGLPRKRRTELKNEILINYPKTPSDGNLTEDPPSSDSFIHQI
REMDNWPESDSETTNLTLCNENGESANSSRQGSFHEEPSTQDISTVKLDTSQESTSPAKFSSLPIPREKS
GKQRKTEYTEILKSLKKSTPNSERKRNHEGKDLNSCSAKKRKITKSPPPIDKI TRKIKNKNGINESSPRD
TATPRKPIQLPTVVKMPEVVLPKIFGKKPKEKTNKVEQGERMKPVERYQITVSPIELTRSNRNITECTTD
SQATQRSKERDPKPKLKFDNEF IKLQRQFELDERSREQYMADLAEYKDLCNGSKTMKKNKDKKEENWNLF
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GKGKAASQKNEQLSKQIMLLGGSMGIVDQWDYALAHEHED TPRNVDKIMQKTKDCEAQKSELSAWFAHKD
HGVIKHSKKQYISALFASAFAGLTVIENIMDHRSNKRVIEYGFDTPESHKELKTFRRKMKELSKFATNGK
RVLSTWQSFPILLSGLIPVPPSLKIAKLVLDNFSLEQTYGEFPATSQNKTILRYLLRKLGIETIEKRYET
DVVRMVTNITGEYDKDHIPILTATKNSAKSKPQVQANLKLIEETVLWLICINTELEPEQVNLNDLKTVRK
TKQGRVILTELAKISAYEPEGLGALLDIDFVNEFFSNRINTPVTKRQENKTTEAAQGGNQSRLDILEGRI
PKGPLEPDTTIPGPELFIKDVHGKQTMA INDIKARLGNKNRVSKKAEKKFKAQMKAQQTNPNNENEFAKK
ATTTGITNPSDQDIDLLFQTART INENKANANEKIKILSTNPGKACSRTMRETADAEPEAHVYCLNELQT
KTETILDPGTWPPDHTVYSSKASSDGMSYTAIMIKNVLKHRVTPHSAPGNCTAIDIKINETITKRIVSTY
RHNNKDPPLCYYHKNWNKSKYIFVEWIREIVRRARQDKVQLVLCGDWNICLSKHRGQDDLQMVEGLKNAV
KSLVNLIMGNTHFRTWASPSEIDVFFVSHSTQATCTALNLHRPPCSYDGHTGHMVSMPFEKPLTQFEVKV
STIVEKDEMFKYMVDNYETHTNRLEKSENAEKKIETSYNILNEALETCSRKIGKTAQKGAGIFMPTPKDT
WKYRQAANMLADEWEKRKEDPEKEHDAKTHVLRINL IKVSVMCKKLHARDSKTRTDKIVGKVEACNPANF
WDTVNQLLAEPPVRELENNVKEHMKEVLALQQKTATDPSNYRGHTFKPLHKVKLSAFKTSLHGSKQKSST
LKTFKSLKHYTKGHTGISRSTIDNLPIGCFRMFIYEPITLATQEGHYPEKWRCNRTQILPKAKGIRPLST
QEIFATIIEKLITEQLNSFLENNNFMHTSQNGFRKNLSTSSSLATVINFTARRRSEGNYVVISALDARNA
FGSPPHESVIKCLSHAFEGKALKLLSESLARDATVANKGIFSGREKLAPLGVPQGSTTSPTIFCLYATIEL
INSLDPHDPATKLSTFADDCILLTAGKTLNEAIERTEECYEKVGATMKSLGLSMVPEKTATLITGKEGCH
LHDKSSYPTHLTCQGNQVKIDRALTYLGTIIGEENRKLTYKYNIDAKVKKLSQTTNRARSLAGHIRRKDL
QEVQRALTLGSYCHNAEVTSKWPVAEHQRAQNSY IRGLGASKERAWFLKNYENFEETTTKMKIDTLTESG
HPTLFEAKISGFYGLMHRTLRESKAHDLLAEAKAGIKIIDTKSGHQI INMENLYKTDRDLAKERYFKQEF
DIEPSVQTKEFKTAHHISAAFKILLARNITSTKITLPKNLSAEAGKIMWPYCLAKEFNELPQYLRGNVIN
KKHKEMLKGHLKRNHKHLTQGLSCGDCIEGKTNQLPFLVKNLTRNILDTEYKANLKKAVISEQEQQTEEL
RIKWVLDTISPIMEESTAGEEALLYWQEQVNWETDTLVTSLQKLFAVGVTFGAGLSTRIENELRHVVEKL
EDPFASTSFTITNLANGKQQYMNMYEMELWLVSKEAEGTYTVSNAHLTKPERLKRNSSRELQKVQIEQKM
FSTIFPNKDVEDTYAHKHFAGNKTKMAKWLYGENTAETFNARFTHGETKNVWAETLEKLNKMGGNPSSLN
LNLNSSEKWKTCRDAFKTSPRLRNMRQMFYNEIQNTTAKQPTEKLDNFRICNTAYKICQNCGAEMHTEYA
LLDAMGWKACSTKDQQSIWRT IMDFAETEK

>E4YJ50_OIKDI
MSADALKNEGNELLKNNDLEGATEKYTEATTINPSNKVFFSNRSAAYAKKSEYQKAHDDAVKATELEPTW
PKGYSRKGAALVGLNRLEEAKTAYEESLKLDPNNAATKAEVESLKSKLSGPSGSQPMGNPFGGNPAETFQ
KLATDPRTKEYMSDPSYMSMLQELSSNPANAMKHMADPRMQATLQVMFGINLGADADGNPTVNPTPENKA
NQPPPSEADPICEEKEEAKRAKAAGNDFYKKKDFENATKNYKKAVELDPSEMIYVNNLATCYFEMAKSGK
VDNYDDCREYAQKAVDVGRENRADYKNTAKALKRIAMCFEKEKKFDDATKWYNKSLSEHREKETLATVQK
LEKQAKEAKRVSYFDETKAQEAKDKGNELFKKGQFPDATKAYEEGLKRTADGDSKLLSNRAGCYSKLMEF
HRAQKDCEEALKYKPDFVKCWIRKGAVLEAQKQLDNALESYRKATELDPNAKEAQDGMNRVSSLKYAARN
DPEQVKARAMNDPEIQAIMGDPSMRMILEQMQQNPQAAMEHMKNPDTAQKIQKLVDCGLISVSSR

>E4YJ52_OIKDI
MALVSTATSTAEFTYMSSHMGAKGYKRRKTFNKEKNLLWTQDKTWNPYENPDYQQKLREHNMENGSLSRR
RMNSRSTSGYQTPTRRDRPFPPSKNNQHETSVLIETAPQRAKDKPHPLQP

>E4YJ56_O0IKDI
MEATFDLLPDVSIEGTCPTGPSGSWGTKGEYSTTTAINNIDDFVKQWNISEQWLRCTDDLGDTDEEFSTL
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HNYRVRFSTPTKTNPIPRASASVYFFIRVSKTEPANYPVEVVYQVEGNRLVFQPGRHIFREKWLHDVLRS
KQTMLEHVDF

>E4YJ60_OIKDI
MGGLDNEIGVYGRCGECNQIVHAELTAALVYCSGCGTTSNLNSLKNARESPVCAKLLQHTLEMSKSLELY
AFRGVHNFEAKLLSPFLSRYGMDRDGSPKLLQEMNLGEKFDCGLLANRHFRIKDKQKSVSGSGKDKTVYQ
SGYLDDTLATVAEANRLPEALTAAHADPDGHCLVHATSRATSGTQLFWHPLRMS TKDHLQSNLLQYRRLM
VNYVEDSEWPVIIDEADPCYLSGGATLGLRNIHVFALANVLKRPITLLDSKNGMGSVGDYSAIFLPVLAG
PSKCRDKSNKPHPPTATAWASPGRNHFIPILPKHNEQQIILPSTVLPPVWLVSQEDLQDYVTFKSTPSGA
KGIQLGGGIEFSDGYLLKLVSCMRRAFLTEEKVQTSMITKLFRDVYRETDCTPANITANYKKAMAESRLF
ICHLCGSIGEVDLSDLQPLGDSYEMIKEQNGYLEDNMTYQLPNNMTGIYVAEHDQLQLVFESSHPECPYC
GTLTTSVKHKTMSLLDLKRRSASAAQRPTGKTTLSSESSSNISKKQKPTAETKSEVAGKSGNLRIKICLS
DGQTDVMEFSSDVNTSTFLSLISQKFQVPVSTLAQIRSGHPPKVMDQTKSNSPVEFSNGDRVQITLSSSP
ASNHVATPMPSSGARTPESLQNSTDSSFIPESVKNFWKEAQSNKKTFFNALLDDIGTGKFTSLFQKNGGY
AQLTENIKRTPLEEGQHYNLMNFQDVVFCWKDGEFQVCLGPDKHVPITDGFLYTVTTNDLKRNCISLNLP
RTSELGPGISRISGSSSAQIIDKTEELARRLAENRKS

>E4YJ61_OIKDI
MSDEKVTENEENSGWGGWASWATNAVTSAVEKVNNVAEESINATSDASEFMQRDLEEFAKVVKEDSTAIL
TAATEASYQSINHYAGEETAKETASYTKAGVSILGSGLRTLVVGVEKVLLESDHESEDENQKSEIQSKNL
LPENKSNTNLEEPVYETNPQTYLRDPMDPNFDNWKVNFNKTIESRKNKLTETLTARTNVRLMYNKLVPKK
ANHNDFWARYLYRLELEGLVPDTEHVHAPDELELSTASMSALSETDKQESSSPESEPLEVVKKDETKKIA
DSDEGDMDDWEKDLDLDITEEEMNKALAEVDDDWDLEEA

>E4YJ62_O0IKDI
MTHEEPIGGTRGESPLTRFSEKLAVCIEESEPILIEEKPKEKMGDRHHMSTRGPNTSLYVRPIDGSTRPD
ETKLLFENEYGNVRDVHIPIDFNTRQPRGFAYIEFESTEDAEYAQKKLNRTRLGDKMLHVDFAQGDRKTPG
QMKTQKEATATRLQIEEVKQMQTEAMKRAREAEMRREGIPIDKSDRDAYSDRRYTKREDRDDRRKDKSRD
KERSRSSRKDRDDRKDRDRGDRDDRRGRDDRDKRDRSRSRDRGSRRDRDDRRGRDDRDQGRDRRDRGDFK
MERSRSPRRDDRRDARGDRGVDGYSGQYNRGHDDRGHGGHDDRGFGSYGASSHYGHDDRGGNRPNYDP

>E4YJ63_O0IKDI
MVDQSVANRELPKYDFNTDSDLCENQIGTVERAVCECDKMLTFTLQPYAMDLTYQRYKNVNFFRREAETN
CCEADGSVLDVGTCVNDIGIAYEEKVSTYRPEYVHKDAGDGTDNDGSSSSGSSGGTGSGPGTGSGNILDD
GTAEG

>E4YJ66_O0IKDI
MESWTRIQNVESDISKMVSSMKKRDPDSMRLQSHSFRNSFSNDFESPRSSSPTRNRVSRSQTLPIQARRS
DIEDVRFRFTSVITNEVQSGFSAADWSSNFNIFKPPEVPKEPNNAPASRKLFQEAVREQNSHDSKEYELE
RIVSKINFSTSQFSDLTTCKTCNGDLKDAFCFIPCGHVICVDCAFCDHGGRCTRCWKDISSTNRVYLFG

>E4YJ67_OIKDI
MKLFQTISSTALVSAQAPPEPKNCADCIAFDNAYKDEVNKNPHLIDDYVNMLKKECASAGDLESICDTIA
GGAFKKYLEKIYHEDSKQYCTEITMCQNSIVREFYQQDDPDCTACLNFMTDLRLIARYDPPHFAETFDATA
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KGICDETGKFESKICYHELKGHEENARKATMNSNQQQVCVQLEYC

>E4YJ68_OIKDI

MEAECECFENGYESLEDRWSEGSGDDYACVLPCHKTIRDTET ICKTNRKVVKIPLCAIRENHIKPNHLFMG
NDQCSGTVNAADGTIDFEDGVNNCSMTEWVNATHINYSGLIYSQQGGNPGSVISYGHGLQLHHTCSFPKC
THVDLDINVNIAVLNLNLGATGELTASVAVYDQPEMTSPVSHGKIFEGFDDVFVKIELDDTHDFLLSFQN
CEAYDDSISSRPTWPLINDGFAEGAQILQNYDNSISFNFKAFAFQDFNPNGPPDFGEETKIQCTVCVCDP
NLDQNCIPGARRRRSIGEESKDFIVNTSFKRQLSTEITFP

>E4YJ70_OIKDI
MQSSNAIVTPEINLTHIARTAYEQFGGLDVILADNGDNFKTKIIQSTDFSTDEKFEILEQLACVIKRSKD
ITQNVQASPNLILFPHQATVVSVISPFKNDTAGCQHEPSKVVQKRSSLFIQMNKSPVNFRQKIKLTLKGD
FKHIFNLISPKGQLKLVRGNCHSPNVLRTLTYKDFMRFELDKNDLRVALSLSLQEKQKEIGNLSDGEGLK
EDALVSLPRTVITALPIRSKVKMFPHVESSGENVKY

>E4YJ71_OIKDI
MCKQRTCKSTAEQATIEVQKNEIYHRSRLIRSQRKFLFYRAALSTYFLVWFITQNTAVELPKHYIYLTTW
GETLLNIYFTSAFGLSIYFYMCHEEVEKQQKGMIKIILWICELFRIFSWDVGIMLSTAYWVLLRTDLNPY
SWHCHLINSISTIADLIITDTQVKLYQFIWTIGIGCVFLLHSMILFFVSDRVDYQITYEETLDWGNYPQR
SLLLCVIVVLFFIPIVHLGVYTIQRRRDRMLDRAGFKHLNPPVVIVSNHTHDSEGISISDISYAMPQ

>E4YJ73_OIKDI
MKLFGITLASGVTAQHWSYGFNPSGKKRSPDLAELDPEYPVKRMAAFNTHQFRRQLLPKAYYDGAQEALE
RYNTA

>E4YH51_OIKDI
MRREPRPRLEPKEQMLASMSGATITALTMTPFDVIKVRLQSGRLANGAKPRVIPFCNGLMDHMLCCQDPK
ECAHSSDPYRPATSKPWYLRATSCPVGESNPFRLMAHLARTEGIGSLWSGLPATMIMAFPATILYFTSYE
QFRDIFESLLPETSQKVAPFIGGAAARTLTTLIVSPMEMIRTRMQVDGLSWGATTSLFQQTFRAQGWRTL
GIGFSATLLRDVPFSALYFGIYETLKKQLPIESFHTKNTACASCAAATAGILTLPFDVMKTRQQTMLGSD
MSRSPSISSTARLIREESGTRGFFRGFSPRLMKVVPACAIMMGSYEASKRYFSSAKYS

>E4YJ75_0IKDI
MLIQLKMKVENFFFSLALANDEASYTEDVGGLFRTMEEHPERVSLSNIDGQVPQWLKGSMFRNGPGQYEY
GTDHFNHIFDPSATIQKIQFDNGKVHYQSKYIDSTHRLANVEKNATVYTEMGTWAEPERYEEMEDEELSM
ARCLHLNESFPSDNTIVSLYPTHGWMVGFTESRMVTLNDPETLETKHVLDLGKSAPEGYFITITVLAHGSL
DENGDFWTMSVGVQKESYAFMPKTAYGTLKIKNAMRDSENPFAYQATPEEFLASVEFGESLFNQDERDRT
VRYFHMFVQTTEYLVLPVTSIELDPAKMANACKEGQPPMDMMFYNEEKPGYFRIFDKKNMKWFPKKFTTE
AFMQIHMIQAYVNEEGSKITFDTCETPKGDIMMAYYLETVNATGQALQEVHESMLPIGVPVRYEFGLDGL
NSKTEEYVEPTVLFEPDMENWPMYTTAGTDFPMINFDYIGVEYDHFWSVGMGNVMADRLYHSQISTGDRH
VWREVGYSPSEPFFVSRPGASSETDGVLLSLVSAFEGHSNLRPFMLILNPTEMTEIARIWLPEDYDISVS
FHGTFVKH

>E4YJ82_OIKDI
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MWRNGEPRHTIRDIGALLEMAEEEALHTEKILREKQKRMSARESESGLKELNTGYGDSGKSLNGFYSILP
SNENQIRLASANLRKLWRKSNENTFVLEAFAASPSSSKNSSKNGKTLKELDNVYNKRLPARVVDFSAEYE
KDISSEAASRENKFRQAEQAYKKALAERAEQERTYEEHLQQKQMKERQKAKEEEAFAHAKQEADRATKQL
EKTPEESSVPPIQTESAAINTSGDPGRRFESFLTRKQIEDQIKLWEDSCRSLLHPKTDSDKQIAMKIKRL
TAVPIGALTQRSGEDLKIQIKKIGDLLDGKDLPNHPETEKYATLCASQRMVRLAEEQLSSNEKAACAAAA
AVIALWDYDSRFGQLFMAHLYLACPVLLPRDPQPQDIDETRMRSYVGYARLITCMASSDCAPGTNFHPFG
TENLWKILASTLLLPTQNELGPHVVYEVLRYSGKRLAAYYNNSFSKLLAYIYNHYTPTATGGPAARLSST
LDEVDQKGWQDPPGNLASNFWTTKDEHTGRIVDH

>E4YJ86_OIKDI
MSPSPKLSNCSTEHVNKDKNMNKSRMSDSDWSTDSEAESDSEVPLDLTAPKATIKLEVPVFDAKFHPEECL
VVAGDLEGRIQAWRIDEECSEAPKTHISVKAHADSTRGLCFAPSGKKLFSIGSDKQLLISDVETSSPILA
LQDAFDDAPYCISSTHEHI TATGDEAGVVRLFDIRKKNPIDELLIDDGRCEDTIKDVQMSEDGKYLIATS
DDGTVSAYNCKRHMFLMESESMGTDLCSIATVKGETKTLVTTSSGQIQVYNYKGWGHPSDITPGQGFHKN
TNAKLT

>E4YJ93_OIKDI
MTSLDSPTSEVNTFPYHAGKGQIMRSSIQAAESGDFIGEATAAYDYKARSHKELGLQKGCRVFLKRKMRP
FATPGSKTPKTPPSELHSSQRNITLAQNAPQSPRSGPKKTQRFFFPSQFLPHVKS

>E4YJAO_OIKDI
MESYEESHGQSRTFNYPANRPEVDQNAQSLPVTDPTVQLSPDSLQKTALANDYDQKTAFHPAFFNIKHDP
QASLAAMASNYHNPSFFQACMNSYYSPTGLMPGPGQLEQWNFHDQLQIPAFHTSLRSALLASLRSATFKQ
TEHYKSHSSSDSEEENKTRRVTSLTSSHLKSVEELVKKSTSSRQHPLDV IDDAPHGKGLSKADLSANARK
KRRPYTKQQIAELEKEYMSSTYTALEKRQELGDRLNLSDRQVKVWFQNRRMKEKKLQRLVQRGQNNFYTQ
PTQMLNTAMDTFY

>E4YJA1_OIKDI
MSVAEFIKDFNEFFDDKFKIDQVIASTKNKISTEVDDTNKNVSKERSEISRKKDT IDRLKKGVEVLIAER
DAEKARAEYFETNKDLNSSLKNTASLLRVQNK

>E4YJA5_OIKDI
MTTPNAQSKPKTATFNPATGNKQKLPGHRATYSVRDAAKNGIKGAYVPPHMRSATKNNNNNKAEKTSQKE
GNTARKQLNKKSNTNSNYRNKWRQHDDRADDRSNSNSNFRNWTKKEQHKREKKEPKET TKPHCELFLTNL
PPHMRNIGGLAAFFHPYGEVAQIQVIGINDDIPENVQKWCDVKQLVPKTHSATVEFLTARTAKFVVGVLR
KRLGQLTFNVGLIKPGLGEELNFQKNTYGEIVHQPSSNLTQQYIVTKTVISDTSSDSSEVETNKPYKRVI
KRLVTANPARIDQAYWSQSSSQISSSDVSAVSSSESDYSDARAGSPISEAGSSCCKIPEDKPVDMITNKL
ALV

>E4YJA7_OIKDI
MRLPATFFASTAVTAQFSSLDSTNKAADGAEIEETEFEGDLEFDEATDLQFDLILAEMSVRGRGRGGSNT
QQRINKQKKKKGKQLLRLLKYAEPERNSRDWLEYGCYCFLNIKEDILTPGIGKPIDPLDSACHALQECLK
CINIDHEESKRCHPYNGYKFTSAPGDEYNDMVCRDAENSCQRSTCECDREFIKLRVSEKYF
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>E4YJA8_OIKDI
MVVRKEYRIPLPISLDEYNRAQIYTSIISERDFSKNGEGIERVQTIKEEEQTYVKRLYHVHSLMPSPIQK
VIKKDQSVLIEQGWLSYPLFKTTFTNTYMGENFLIEITTIHKDDLGESENTHDLSDDEWKNTEVVNIDIA
ENGPEEWDPKKIDLRKFGKANTEKGWIEKLKNEAHMEAGARFIVCSEAKNAQRSFASKFYVFLSLTRSCA
SRFYHRFAQPLLAKIKRITEPQKAAHS

>E4YJB2_OIKDI

MTSNDDERAAKNRARRKSIDGNF THEDLHEVMPSQNLLSEAFSMKPKVKKEKKRKTLSEMHAIRDRSDRS
VRRASVAPNFNYVVEEGILEDLCETAGEEAEIGGE IMLGDDKSDLLKRISKNTATKDIFKNQDSYQSFVN
NKITGSGSSTLELATTTKESVTSGIASQPSTTICKSSSMDRKKSLAAVPKGKIATQIATQTNITSEEAAL
ETVEQNAKKEKSLFYKVKKAVLCYKS

>E4YJB6_OIKDI
MLIFCIFFQSIFGAEKNATIEFQIANTSKAAFSGELKIYVGKNCNTKVQKGKICDYSFDGSVTYAENKGL
TVNKGHYYEMTNPIEPSDDLIFMSYRNKDRATFKGIRLRVETGIKKQTQI IELFNSKSGMSRRDKYLIFQ
YHNNYNSCYNPNGDRFPDNSRCIRDATFDLKEGTMSSTDSFLIGRNTGTQTNGNAGKGAKILLYTGFQSD
TRGNGLMFYHGFNCGEHICEYNKIGETRASAQNTTYELDFNDFDVDNDQI IMDIRNGNIRVRDLKIKPCA
SCGKSDLLKEFSFSNTDGIWMRYIESERHYGSSYYDVIFDFKRNTALLDHSVFAGNATVVK

>E4YJC2_OIKDI

MGSGNSVPVDNSWKQFQQMSQFFNQNNQNQRGFNVHMPVHLDK IVDLSRSYSVASEDELARMAKKDIVVP
AVVSPADTGATAAQQEYSPMAPLRELELAMEPLATEIQEAVGGSGIGGPQAAAQVGGLDLEFDFSQKITL
PTPITVNWTADATGIGAGVSLSGFLAGLGGGAAVVCLVLMIMWKCFSRRSPARSDCHYVHVGGVDVRQQA
AQQRADIAALRPYETHYF

>E4YJC3_OIKDI

MEKAMNMIKEEMDKKDRE TECWKQQLQEKDVQINNMKRELEKKTGMIEKKKAK IMNFTQYVLDFNEELQN
EKKDDEPFANKDEKAVTDQETKTDEPTFWKDFLEIESSGSDTQQTAKPSNEYGGFVKYDNRRRRSLPRAA
RMRAKSTRGSTSGSESDQA

>E4YJC5_O0IKDI
MDECDWTPPSAAEMEVMKQKRNRSDRVSSLMGQYMLKGYRMLDKYCPICSSILLQTPQAQGGTNYCVSCV
DVAAEEAAAEAKKQPKAAFVVPKSKPKATLVKSSQAVTPVVTKQETVKNVSSHDSTVTSNDNAMERVQQL
ISDKMVSLAEDLNNTTSATATRELLALTIKECSETVTVVKNLC

>E4YJD4_OIKDI
MSPAGRESNHEENKYFKNTAHPAAHS TKALQHEEHEEQFLAHALDEDEEYEEDGNEQSHSHLETYHSFET
ITPNKTHLSGRR

>E4YJD7_OIKDI

MVLLALLATISTANAEEDKIEIDFQKPIGIKEESLELNCRYRLPATSTLKETYFILGEFSLDASDIIVKA
EGTSGPRHWYGDWEQRAELEHNEDLDGWRVALLRTAAAALEYDQAKFTCGVNAEDILSLSEKATVTAEVQ
VRPDDLVFQHETKEKTLEFVSCGAENGKPFASSSIMIDESLGRTISGDGVVNASYQLTPAFDGKAVTCSVT
HPTYDDSSTVQDFKLGAPRPSSSCGQTQTEACETVESGELATVAVEMTREGDECSFFVTSTSPTLQPPAK
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LRWEGPEENPSFEFESVVGASVNFTTSAFDNTTAISVVAESILGASAVAFVFREHCLPTPTTTAAVSPDD
EAEMAGATIVAATVLGSLAVVFITAAATYFTCFNKHEEAYRPNEKDSDLDDITSSVDLNEVAETKKTASVK
RSKSGTWNVPSGEENASLLGPSNSLRSAPKRTTSTQTLPESEKPKFASSAEKSLTIQKKHLYVCISTESL
LLFQCCRELVCNSCISQCMKMEYARDLICPLCERRPSPPRLVLPPSKFIQNAIDVSMLVCKVEGCNEIFP
FKDKENHRKRCPSEKCIHCEETYFASNKTKHLKECLPFLNNERRRLMTACDNLVAGLRDYNEYAEVTENT
SDLVL

>E4YJD8_OIKDI
MTHKFFFSQFDHGDLVFAKMRGFPYWPARTDCVRPRDCNVREQGNDPDSPDFCWPIFFFGTHQISWIPES
NLRVFEENRETLGKNKHIKEAMRESLANTAVKFQFGDGSGEIVPKMWDLGEAARRWFRFESDETTNITEW
DVHSRAKKRRLETPEPASRSSGSSSLSEQESSTENMSTEEEPLTSTPSLSEAGPSTIKSTESSSESEDDD
DPVITNYGDATHKTADFNVGDFVGCMYESPYYGSVLSKNEDKRTVQIQFYTRSGQHKTYISKKKDTDVIT
EKRQGYIFCHIPSEKVQHGFTQVKKTKTMFLLDGVLHTDIDLRQARWELFTAETIREDEDDIVTCTAQVER
LEEDIDKLNRSTYCERSSFNVPIGCENHLNFSLNSTVSELPGLNDSQQDSGMDEANSQ

>E4YJE2_OIKDI
YLLYRTEIMTVATENKDAFKSWLTETLSPICDADPKALAKYVLALTVKKDQSEKEIRKSCTDQLEVFLQR
DTERFIDKLFNATKYKDYLKESPSKSSSRDRDRKRDRSPRRRSRSRERNDRRRRSRSRERRRRSRSRDRR
SRSRSPRRKSSDKVNTHRAQSRSPPSSKTSKTGANGCAKKKECTDYHEKGYCLAGDQCTFDHGEDAISID
SAKPPPLPNMSLPPVPPNMPPPPHMIPPGMPPIPPFGLPPVPPGMPPFAPPNMPPPVVQGLTRTKNGTAP
GQISRTVLNPQQGCSLEVRKIPVHENT IQKLNDHFSKFGQITNIQVAFGHPENALVQFASPAMANQAYQS
PEPVLNNRFVRVEFFYRPPPSQVQKGNIGQRVTRKRPNSDNAEESNTIDESDIGETKRTVTNVTVEEPKIV
EEARNKQKEKRSEAVQKSIDLRNQYTGLLEGQQAEQKMLIKMLEKGNLGPKKRQVVLDTLKQLTNSIDQR
RSSTKALERDIELSERRQAKAELRRPRSQRFAQTATLDRRPRQLRITGFKESERDECI THFAQFGEVADI
SFEEEGVTMIVEYRTRQQAESAENRGKLFNGRQLVLVWHKQEDDREDQELEDIDDTLDLESTLDSVKADA
EAEEEVLAEN

>E4YJE4_OIKDI
MIEEGLQILLKCKNDLEVETIVENMSPSAKKEFPKTAALIDSPFSGLQLRLMLLAEVAQSAKNNNVDLVI
STELLSYAKLLLEQAVAFVISPALTINPEKDIISACIQLGFGRQSDNVTMYATRELGLEARQILLSFCDM
NPLADIFRDLCLIMSVEGAPFWCKIGCVKVIQRCIKQRGALTAFLCALLGEEGCLKSPKICETKNLVGLA
GPLDGSEKFEEIKKILETPDRLQKNIALFLSTVVSQQKIYQMITFDENEAELSMRRIKVVLQHLPENTDI
IGLQELHKFVKSQTKITYQYALALSNNVIETSNKQLLQDAVSVLSVMTSSEILSLLLYRADFSFDFDLTR
INPKPFSASVEIPIMAELVLKTSRECRLNILVDLIKFSFRSKDTELREAFCLLLSTFLESEPEFITELMN
NEDNIPQILTVCELIFPHADDSDSRQFLLSTVALLLSDLVGYSLSTKKLVRERMAPLITQLIHSEENPEV
MRTAKDILTKVLTFGNTQNKEANEDEKKKEDEAKKKAGRRMPSNDKRMTLQTWSEYLDSREIPLRSGAIR
ELTAALRQNRLTEQQSDKLEKNCMATIVKMQTEPFLFLSAVQALTVFALKRRETIFDNLVEFLKNQASQNPA
LAVQVGEVLSRACKELGDMAPCYASTLIPVLLSLAANKKLDDMVVSSATSAAADLLPLCKFLIQDIEHET
GAATVGFLSPSNEEGVRCAACLLAKQIFAVIGASFSTLVGGIVLDVYRALKKVVNDPLSSKWLYNDAALA
LESVDDAVKDYLTPSKKMEKKIQILD

>E4YJE6_OIKDI
MNLWRNMETERRKQQKDKGATNVITFGGHKSGKSSVIRTLLNEDAPTECTVGLSYSYYRSKGDKNFNLWE
IGGELNVSGRNMALVPLEHSTNVVLVLLLDLATLSQIEDLVKKLGKFNAALKNKNVKLAIVANKYDQLRQ
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>E4YJE8_OIKDI
MFRVFKNIQCLLISYSKRNTCSSKNKCHSFFRECKNVLASEDSNQSVIYDYALASLESSNKRSSLHEFLK
TINFVECEEKIIRLRDEHFKVVAKQMLEEKKLDELTHLLGGLEQCVKVFGGICGREMVKVLVRIFEEIDI
PPRAMCQALNAFLRRILTETDYEIWAETEKLIKDGKYPDISTHLALYPHFHKFFAADVILRCVEKLISSS
AVERKESQNLFHQLTHNQNHPNGHQELAGCLEDKKEFLQLVMLLEENQQHI IDCQKGRF IRWLENKNCDR
LRLLPFSRSFNHENKKVVYSFCKLFLQNAKEESGNDEATRIFIINDFVPTTAQLTLFVDEETDENGLGIP
KMAEYMKSFIQANVDLLPVITQALASFNQSPTPLFYWIYSTSKERDLLSNSHNFKPTVLDNLVNIFYFRT
QKHQLKVKSATQSLIVSILGALKIDEDRQKLLAFKLSAEIGSPAYYSPANPLLNKKERQLCAFTSQLEKP
EDISASLKRHLDLSPKNQDVFTIITTATIELYRDRLHLMNATDERVTLSVFELLIKFCEDWDTIKNFEGQT
KTHDALLSVCAHHAHLLNDQQKASVTVNINSTITARRKNKDPKFVLMALKTLKTLLVELGTKKKGDGFLNG
NDVFQLLDDSESRLKGTTELAWQCASYLNHEASVAECLEALSTCDITGQIATARNLGKEGRVIDYNDEDT
SACMFTLWSEIQASFGNRHVHELYGHFCELLINKNSTANNVFEQSVIQPITFKEIQKKAITRHGMILPLLS
QYTAGIYCSFPNEHSYLTTALLTTGSAFNKDVLVDLHTAKIVDHLVEDGFIQKTVTDDDSVDVLKEMMQV
RRLGLQITASLNVEKDANEKAVRLIHILIEEHAKESKRKPRYHLNSSSHLTKERCWQSILEVICNVLHEN
ELDVEEISDLVDATLKTLNPDEETSVRMFQSICLAKLIAIDSKQWQKFDEI TEADDHLGYGGAVSSVLVV
GMLFCITVKCSQFTSKLIEQCIRLQQSNNFLIRTHATATIKKLYSYCLTIPALKKKIDDVFPFLGRHVQF
SHSQVKSGNMGRNVERVMGNLLESYCSDVIQDLSLTSIFRTIPLSVGGKEINLINEELLYELYEESFDKN
ATSSCFKFLSFETEIDRFYKLKTSKEDDKISRDLDDLSLDEPTNVQQKITPWIQDSLIDKKSCEGLVICA
SLIDKANNLGGITRTAEVFGAESLATSNLSTILKSKDYTSLAVTAMKWIDIQEVKAINLQKWLLSMKMKGY
CLAGLEQTTNSISIEKFDFPKKCVVVLGNEREGIPTNITSLLDVVLETPQKGIIRSLNVHVSAAISIWEY
TRGNL

>E4YJF3_OIKDI
MSDNFKTKEELSAFAKECKMNDFCHLLAKKTWRLRMKVKNLKKENKTLKLAVRRILDTDDKENPSELPNC
RICMKNHIEKIFNCGHTFCMQCACKMTDEGACPQCKTKITGFTTIFY

>A8PAW9_BRUMA
MARTATIRNQIGEISSDEALQNDLKILPSNYNFETPKTIWKIRATKSKNVCLQFPEGLLLYSCVIADILR
KYTECEIVIMGDVTYGACCVGDQAARAFGCDLMVHYGHSCLIPIQETQGIEMLY IFVNIEMNVGHFIDVL
EANFEKHKKLALVSTIQFVPCLQSVKKELIGKGYNILIPQVKPLSPGEILGCTSPKLEEDVDAVIYLGDG
RFHLESVMIQNPSVVAYQYDPYSNWVQVACPRLSIDWGAQFKKPLLTPYELVTVLQYVSFRTDSYPMDYY
ANESLGPWTNNHKTHRECRPKRNHITISLQS

>A8PAX6_BRUMA

MTSLPSKSSAVSGNNSSGTYTWIPDSADNSCIAGIPMPPQNANIEVSTPRDDQTAAWEKAQEALKKVNVS
ATSTSSNISSMTSYHSQTQPDITHSQIMHYYPWMEQHSLGMSPFLPRLPPPPPPPPPSSSSSSLTSSLPPQ
PSQTYGITQENSTYVGMNYGFTPSGTHLQSANVNYHPDFMNPWASSNVTAKPRQFGFNGNRSTLVSGSGR
GEYGRNNTAPQHP IRFSINRPRGLNTAPAFHQNSQSFGLESPTIPDPVKRYVERSYMAVEKKEDRDKLEE
YFKQKLNPLLMSGAYKAVDWDREPLPSEVNFELKMGWTPASQLKKGLNA T TEMEKRSLKKSKHEMSHRRD
SRSPTFREQSKRRVPFSPRVRLPSDEDNPVDEQPKFKQTAAQKKKKKQKKNSGKSGRWAADERSNAQREE
RARRFARDDEARRAKFTEMRRRLDWY IDREGEQGTSDNVVGTCMDIEKSYFRLTSAPEPSTVRPLKILEK
ALKLVQQKYATNRDYTYANDQLRSTRQDLMIQCIRTDFTVNVYETNARTALEQGDREEFNQCQSQLKLLY
KELPDSPNCHEFTSYRLLYYISVANTIDQTTLLSELDEKARKDPCLSFSLKTREAWALGNHVKLFRLYQE
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APRMASYVMDLFLERERKAALNACLKSFRPTINITILASRLGLEEPKLCEWLATFGITVDDGKIDCRTYS
NTVLA

>E4YJF5_0IKDI

MGVPAFFRWLQRRCGSIVVNCVEEPQKEIDGVTVPIDLSGANPNGVEFDNLY IDMNGVIHPCSHPEDRPA
PRNEEETFECIFDALDRMMNIVRPRKLLYLATDGPAPRAKMNQQRSRRFRAAKESVQLSELMAEKKLETE
RAGGRLPPPDPKKEKFDSNCITPGTEFMDRLAKALRFYISERLNKEAGWQELNVILSDASVPGEGEHKT I
DYIRKQRNTPTHDPNTHHCIWGADADLIMLGLATHEPNFTIVREEFVYGKPKPCVLCGQCGHELIDCLGL
PEGVEDKEPPVFLKGNYIFIRTATVREWIAQELQIPNIPITWDLENIIDDWILLCFFVGNDFLPHLPSLS
IREGATDKLVGIYKRTVCEMKSYMTKDGTVNLKAVEFVMRSIGRMEDATFKKRRQEECQRRVRDERRKHQ
DRNKRLNRNQVHQTPVAKSGVMEPKMVNQHQRKAKAHDLNKTARQIRQEAAEARLTAAKLEDQDTEQITL
SALAKARAMQARQNDNSALDAEDEVRLFEDGWKDRYFRTKFDVSADDNDFKRAVVGAYTEGLCWVFAYYF
QGCLDWGWYYPYHYAPFASDFVHLDSVE INWQRDAKPRKPLEQLMCVFPAGSGEFLPPSWRKLMSDPDSQ
TIDMYPTDFVVDLNGKKFEWMGVALLPFLDEARLHRTLAKVYGDLTEDEKRRNGVGEDKLEVGRRNKIYG
KLRDVYETDKKEFHMAEEGADIEAKDIHGIQGIISIDAMCNPEDTFLQSPGDFCEDINNNFAISVTYNLP
EFPPGFVFPAKILPGAKFPESNLKPRGDRSNRAPQDWSKNNHRSGARVDQAGHRMLDHSMPQSHHQEKDT
SNDSRIGLFGIEY

>E4YJF6_OIKDI
MKRNLESKVEDFLSSGKDSYRFPAGMFNFERQYVHALCKKRGLISASHGSGEARRLTISRKQGREEKEIL
PQLTPDNAKHVIEALRNYQEKAWQNNKQPKLEPKFRLNFHSKPSLPNRQYNKPVYKLQAFRSALPTAEKK
TEIVRSIVNSKVTITIIGETGSGKTTQVPQFILEDAEERLRPTRIYFSQPRRLATITCASRIAEERGSVLG
KEIGYQIRLDNRISNDTNLILCTHGVLLRTLVGSKKENREKLSAMVSHVILDETHERDKNADFLLIELRE
MLKSGELNRLVLMSATIDVNFFRNYFEKDGIQTEAVSVEGRTGYEKLFSRTIDNNLVKLLVADLWQKKEF
SNTGSILVFLPGYGEIKSLGLDLIEHFHKCNLTPLYDDESSVTPQCSSRNLFYLHSQINPRKQAEAFRVG
KKKIILSTNIAETSVTIPDVDFIVDCGKQRMKSFEPGSAVSMWLTTLISKSSARQRAGRCGRLPGTIGTC
YHLFSRKTFDEIMLNEQAPELVRIPIPEICLSAKMLGGDMKIEEFLSKAPDPPTQKTICNAVEELKALGA
TEQNEDLTPLGRLLVDMPLDPRLGKAVLASVLLRCVDPVITIVTSLGYRDPEFVIASNGDDNHLTKKFKSA
MSGGLQSDHHLILQAFEAWNSGCKGNWPITHRILSMPTLQYTKDVRRTIFDHLKACNLQPSNDNSHDWNLY
TACLSIGSFPNVGRMTNPKSTGRGRKQFTVISANQRKLFQVAKASMYVENFQISESNHWVIFDEMFQIAR
GAVPNLKTVTAVPVLPIALFGGIDRPMIKSDEGEVYLQWNQVNLKLSCASHQVAAKFAHLHKDWNAFENY
ALETRNTRDDGLVRVIQMLLSSDGNIRQAPNSNYSGARNESRSNGRYFRGAFNRGRGRGRGRGAPRGAAA
NALSDSAANYLMVNELNLCHMRGRGHQECLEHIRGQFESLHGVTVTCGFTTDGKNVAGMAFWFSSIENYG
ATSCGELTYSNINTAALKRASDDAAAYGSPCYYEHGLKFNTCASMMISQRANEWCPTSDSHNITVSDPAY
TYVSGYAFDFTYPGGQYGIAYCISR

>E4YJF7_OIKDI
MPLQFKLEVGVIFGTTFSVLYNKVWRAYFPLEQVETSLVCDQGTLWNPETSKCVSVONQQSPVVALISYF
SDVYNETIRPEEQAVVPYCNDGFVLNTETNVCDEIETPIDVVAKWLLEKHQTFVLPFTGDDHVSNFNALY
ALACAVFVGVSFMILPLFSGLAKLAYRVTGHEDEETSNTDENDNENEPLGEHYQKMAQEFLDGSVNTVGA
GDAPEL

>E4YJG1_OIKDI
MKLFNTVLATASAMGMGKLNPQAMGKLNPDDHEMGLVVPESQATGLIVPEILVPEDQPATKIAHSCEWDY
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QGENNRLINCEADEALDILDAWYGRENSSTCNVARGGGILYNAPGACRRDAKAVIEGRCNGQRACALAFG
NSFVGDPCVGTTKYLEVYYRCVKIAVPQQAPETHIDEPKKMM

>E4YJG2_OIKDI
MHNPITEHKQIECGCVMSIAYKLPYSPRPVEFKPCNPCTDRMFSTEEHFKQSENLRKKMVLQPKTFTPLET
VPEKQEKKIDEDDSNFELIQSTVEKIDAQERGPATMIVENSEGSFTFSIESQTVLEDEITIMRECISTHV
GQAGVQIGNACWELYCLEHGISPDGKMPGDNSVGVTDDAFNTFFSETGQGKHVPRATFCDLEPTVVDEVR
RGDYKDLFHPEQMISGKEDAANNYARGHYTIGKEMIDAVIDRTRRLADNCSGLQGFLIFHSFGGGTGSGF
SSLLMERLSVDYGKKSKLEFATYPAPHISSAVVEPYNSTLTTHTTLEHSDCAFMVDNEATYDICRKNLDI
ERPSYKNLNRLISQIVSSITASLRFDGALNVDLTEFQTNLVPYPRIHFPLATYAPVVGRAKAAHEQHTVM
EITGACFDPANQLVKCDPRSGKYMACCLLYRGDVVPKDVNAATAHIKTKRTIQFVDWCPTGFKVGINYQP
PMTVPSGDLAKVRRAVCMLSNTTATAEAWARLDHKFDLMYSKRAFVHWYVGEGMEEGEFAEAREDMAALE
KDYEEVGIDSVDEASRHEEDSTY

>E4YJG8_OIKDI
MKSAMVLLLNVDGLGMFENYMSLLNAKTQMEHVNSEFALGLDAADRAEQLLTVNSVSPQHGQTSVPSFFT
SGLVSPSSANKFYMDGMRNQALAGIQSLSPYTDLLFAYAQHQKNSRSRHGYHF

>E4YJH3_OIKDI
MWQLIVVSLEWGITNPFLKSGGSKLDEKMGIMQRTISLYSNLSFFIPFVVNQCGSLIYYYSLGLFPISLA
TPLVNSCTLFLTLSGLQLFYFSYIISDL

>E4YJH4_OIKDI
MDLSQFRWNAPRKKAGGPEKSRSTSRRRSSSPKKQHSRSRSRERGKYSDDQNTSENSRAGSPAKKRKKEK
RGRKSKRSRKSNKYRNDANSEDEVQPKERDESEPFGLGEGPMWTAPRGRGGPRGGRWPGADFPRGRGRGR
GLRGRGYYRPNYTAIGRNIFPGGTSDEDESSSSSSRSRSRRRSRKHKSRKSEKRGRRRRKKSYSSTISSRS
TTPDDMKNTPEHKKGRSPTPEPSKEVGLLDKLKLKESQDDVSLDRVQDIMQQLASGATEIRRGQFVQSFS
NQDIFDNNETPILRKEMIDAPLQPSFPQIRSVAQPRLFEDLPNHLLDPNLDRGLGLRKQMQETENQQRQK
ATEENTQKQAEMDKRIKSRVVALNPEEVIAAQMKADKMASSFMARKRSAANTRAVADTKEEPDAPPKAVT
LPPLKTESTDDDAEFLKNLNKQFNNERGMKIMP INTKMSFAQLTTNASRKGKLTIGGTKGLVSKFQAPKI
LGAKPRLNTSSTETPESLQTQGQLSPVVQPDNLGNHETPFSTDILSNAPLLDPQNIGPKRPAIKIKPTSR
RATSGIVLPSAITSVKSEPVENSPNFESHVPQATTPTLSIKTDPSLYSSSKLNAGSSGFKIAPPTSNLPT
STPSMGPKDSLESSKNPLDRPPPPVIRRDVSAPAVLPSSTPKTPFEFSAKKPAVEIDFTKPPPPFSTPPP
SFRAGIPFSTFIPPPSLAAPPILPTGSASQPQIYSSNAPPPLFPPVLSLSRSEPEMEAVRENPKFKDVY I
LYPSIWLGFVGMKSKAAMIQLHHIDGNQHIASRLLTKSLVHPSSDGSKHPTTKTKSRMKLDGKAIDTIKR
KWTDIPYKCVTMLALPYGVDPDDTEKQKQCLENHFSKYFAGKNCCGNLQINHGDQDWHIYVFPPCEFMNS
SLVEKASDLANAVEKLPKLMITITPK

>E4YJI6_OIKDI

MKLSTVVISSVASQAALNRNPNGKEDIVYTPLQAEIFELNGLGSTPEILINRDSNEADELTPKILEKQFG
SNFRAELDRQKENTKKNGKGFINGVTIDGAFGGQWRIIRDINGIWHVPMFFGEGEVWADKSRNIPFWGDQ
ANVVMSGKDMIRKIQQEFERASCLTIDVFDDEAAVLSYFDSLDSDAMYDTANGAFTHPSFASTGTLSRLK
AINGSGCWSYVGKVFGTNQEISFVDEWCAGGVEPGLHEMMHALGFHHEQSRYDRDSKIWIDENVCGNAGL
FSALLYKAPRSAWPDMLNQWGREHDYTS IMHYESWVCSASGTGHTVDGSTNSADGKDWKRYGFLTNTGEY
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LPTESSLDKRFEMSDTAQINETYNCNDRSNDHHFKTFMLYCDNNPELAYPVGWRCDGSCDCSDDSSDCSD
ESNCNIVQKSGTGGTLGGGVGSLATGDWINLDQLKAMSVGVRTDRDGTVGYPCSKYGYRIVDDGSGIKCE
CAPWAGNGSQWGADVDLTIEGNNCDSVNPDQCTNECSSVTGANCSLDNTKFENGVDCCTDTATEYNTVNGA
CVERNRCEDGTHSCMSEAYGGVCTWTTDVGYTCGCRRGYNGQGCSYRAFQENEGGCDSTWEDILVGVQVS
EFPYYSTCRTNVAVCSDTGSQGHDCVATASCTMIEERYSKGLVGGTYTCTCPTGETGDGKLSGTGCSGDV
CFNDPTLCPTLDNLGNTISTCVANADGTHACICPDTHTGDASVDGSCILKIDECVEGTHDCGANQICIDR
ESLFTCDCFVNFETYGFSKTGSYENGDLVCTDVDECSTLTMPCAQRNSVCTNQVPSECDVSQDVGQCTSF
LNFFDPAYGQNCPINAFCNTHTCACSAGFVSTDMIMFLDQGSVTFTGIDCDTPEEYNNCAVTGDGTGCVD
PFCDNQCSDAPCVDTGALSYNSELDGYARGYICDCRSIDMYGDGIGGCTAAACPANSSSIDTDSTDTVFH
SNSFPSVVEDWACACDEGFILSESDLGDPKDPFCIPDPCVALACDTATSECSRISDTEAVCSCLSGFRAV
NGETNVCEDIDECSEGAHNCPTVTTACVNNAGSFECGKPILSIFYTLYLFVLLLHIFILLNSLY IKNYKH
KNIIVPDSSFKALFLYQFQLIYFYTLQKIYFHTKMFSSYIQITYSAYGFFHY

>E4YJI8_OIKDI
MKKLVSSTTYYSWITVLLYSCLLQSRRARNRYSSRDLLTKSGRDNSDEGLNYFLFEKTYLQVPLLFLQLL
CQFLFPKRCRFDFMALGSTITILAVLVQFRTIILTASWSLVFFLFQAEAKLIRATAALLSTISFTGYLKSGF
KIRRIFFWSGAERWSGSREKRWSGAERWSGNLAKF

>E4YJJ2_OIKDI
MLLLVLLSLIETGQVAALRFPPILFTTTIPPIFSQQQDDSLMNYVKNQDVNTFCKNSDSNGADLEDNDFV
PIVPGITRMLDENLNNLLMDRDFQALSLLDVSKTAKEFLAKFDTWCIELVHVPLPPDQYEGSSVNWDFSH
GGVMKMLRSIGINPQVDRLITAMMNIFKDFMLSFGPLLETMKPGLEKRLKMMNFTELQNLP IPKDDDELSS
SLCENQIVPFIQIFQKLLIPLLDDMTDAFRGNENLLS IGKMFQFYYRLFKEFLFHEKTCKMAYNNALPMV
VDVDGRMQRKMASDSESTTELTYITNTSCFVGEFVKTLPPSDEEEPLIDDMKRMIKMAVIMVKLAPKMV I
TMKSTIEIMGGIPNPNPYEEKSEIGYLTANISNVVLFAPDEVIEFFTSQLATELSLSTEMLDNDSCAETP
SGLMGKELGISAHGKFLTLNIFVLLISLKITI

>E4YJJ8_OIKDI
MVPTYHLNVPSDFVADKRHGPNLKITYDEEFQPESSSKSAQPMTSRVRSYTIGEVEVFYEKPEFAKRAVE
IFNEQKWSRFLPMMKTEKLHNKAFRIKNSETRARIPTSTSDIEKCDSIWKFFDVKNPPDRAVQRATYQES
LPVLEDHVKRAENGDPYKFLEKITNDLANGQNLHAATVFVAKLLQI THTSFDLSVSSQSETNIAFLTIHE
TKDLRELLQKQAVVQVLEGKEQFVRRSDLEKILSRQDLLE

>E4YJJ9_OIKDI
MSRKEFTSASLADIKDMLATPDDGRFREY IRNLDNYDPFSESYPPENRDFYQILGVSRTASIDEINDAST
AFNDPQKSRKEKHETVTALYALKTPGVRKIYDOMGELGLIGYGKLLSQLGGRHVDDDEHGTMGQDLKLFQ
LMNIMKHSESQMP

>E4YJK2_OIKDI
MDGVDSFYEEVDDYYGSLNFFTNEPKDNRDDSRRIYHYSSLVWKDTSKLGIGIAKFTGYPAKNKIKQHYV
VVYRYSSAGNIKGSFGRKVAFPSKSLLDLRRI ITDHKAMQNTLLAEEQLKDGFLSERGIKQWQIKGMKVE
NWIREKQFLPPVVLDLDLCDKNREFEYVYSHSLSTSSQQTDEQLEVFVEDFLKNHGSDVSLSDKKGGFYR
LRFSKIGFYVERTENKTKITYRLK
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>E4YJK5_OIKDI
MGDEARDQLQKDLNSYQATAKKLCNLTEDDDKALLTKTMVKLVHYLRSIDQEDTTRRDALAVATHCIGKS
CFMESEDLVVRASTAGAMVHAFRIYVPNFPPFCLTDMATTDEERVLDSLNFLVDLIPHVTDEESGKKIGY
ALEYINTIQLFNCVFKLEGEDIGENEFIDKAIKYITECKIKDAGKRKVLSNILRELTLVSEHEDFNVIDN
MLSYLTSGVANYNKNAAQIVKDAFVDTGKHFAVVLSLEFNTMFVQFDKIPIKTANKWHEVLITLFKIDTN
LISEDTLGYLHDLVHSTTTKITERSKATTCLCELYLSPEAAKMVELKDATAKTLGRPVEDAKVRELIVKK
CSDILLKNGLDENILKIFLNFYNDTKDGVREKVAERLQATICSSIDFVTEETVNILGMLTRDRVSIKVRL
AATRSTATTFKTHRAHSDLPLLKQLLRSLLEVYWAFARSKQAKDLTELEESGRIEIMMAFQTLIVGGDSY
EPEERAVNLSRMWLDEDGHFEKFIRSMF IDLYAMRKPFERTLELTADETVEEGRIEESFRSTIDYTCVKA
KDSMNESIMKVMLQNENLLDIGRKITYLEMPVKSRIKNQKKFIDATRTADSSINLTATSELCQRSTDCVM
EPKVITKLFKLLSESTDERKKLRTMNLINYFSNTHEYSFANLDVFEIVISFLEKKECTKEMLILLKNIGG
LLSEVYQGRKDAEGVEDEDLDLSILKTLSSYLEET TEGDDNKLSKLATAAMISVGNGGDITIKLTQKILQ
KLTGNAIRKIKSCLNAGEYDDEFNNANLVLGCVMADTSSASRGQFLHIFEDYTIGNKLSMPETNAAAFTK
CCERYMRFILEERTANCERLVHFISSQLRENRAEAKAAASSALFRLSSFKAVRTCLTGDDIRQICFQLAS
KKEKALKHIENKDVPLMWVSILITLEFENDKVWVAKIQQIARIYREQSSDELANEAESVLCYVIDILQMS
FTLEELKNPEGQKKLEETQDRLRVFISAFTSPPAYGLRKTENDRKKLWAKLSRSFGILHGIAQVCRQHLF
TVGCTGGLKVTQKTYCVCETVMQETLRQSAESKMSIDPTSPTATLKLFSNKLFQLAKLNGKLIPADKSVH
MPEYLTYATQGSSAGKRKQPKDIAKIKLDDHQSDEDNDDHVEEKT IPKETKTRSGRATRRRI IDGTEEDE
KKKSELASQNTSNITTDSDISTRSQASSRNSSRSRSRSPIKKATPKVKKTVKXXXXXXXXXXXXXXXXXX
XXXXXXXXXXXXX XXX XXX XXX XXX XXX XXX XXX XX XXX XK XX XX XXX XXX XXX XXX XXX XX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XX XX XXX XX XX XXX XK XX XX XXX XXX XXX XXX XX XXX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XXX XXX XXX XX XXX XK XX XX XXX XXX XXX XXX XXX XX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XX XXX XXX XXX XXX XK XX XX XXX XXX XXX XXX XX XXX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XXX XXX XXX XX XXX XK XX XX XXX XXX XXX XXX XXX XX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XX XXX XXX XXX XXX XK XX XX XXX XXX XXX XXX XXX XX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XXX XXX XXX XX XXX XK XX XX XXX XXX XXX XXX XXX XX XX XX XXXX
XXXXXXXXXXXXX XXX XXX XXX XXX XX XXX XXX XXX XXX XK XX XX XXX XXX XXX XXX XXX XX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XX XX XXX XX XX XXX XK XX XX XXX XXX XXX XXX XXX XX XXX XXX XX
XXXXXXXXXXXXX XXX XX XX XX XXX XX XXX XXX XXX XXX XK XX XX XXX XXX XXX XXX XXX XX XX XX XXXX
XXXXXXXXXXXXX XXX XXX XXX XXX XXX XXX XXX XX XXX XK XX XX XXX XXX XXX XXX XXX XX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XXX XXX XXX XX XXX XK XX XX XXX XXX XXX XXX XXX XX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XXX XXX XXX XX XXX XK XX XX XXX XXX XXX XXX XX XXX XXX XXX XX
XXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXFDAQTIFMNRL

>E4YJK8_OIKDI
MKLPTFLATYASGSEAAGRWTGERPELSKEDADSFLKRYTRMNSVPGAADDSLLEEMRTGNLERECNEET
CDWAEAYETFGDKTQTDDFMYNRLHQCETKNPCFNLGTASCQNKWDSYWCQCLSGWYGKDCDFMDTKGRY
SLLYINLIKNSDGYMCQRATGCSSPLIAAPQIVAKDDPPPTTSTTTSSTTTTTLRSQKATALPAYEPSVE
CDTINDKFTVRMPLSYDGDFLLGWDMMTANCGFTSEDPQGVVYSYKFTECGTQMKLDENDANKFTYENNL
SRKPVLANGVYRDYGATFNFRCITDRLGHVDNDFVNATTGEILGDIMPVYVVSDNMISAMGQYENNDDF I
FRLNVYSDATFSSRFKMQEFPLLKSLKERIFLGTEVITKMQHEY IFTKRCWATPSVDTESNIAYSPITIDN
GCPSDAFTSLQARSNHEDRFSTETLRFPESNYVYIQCDVIVCDLRKPNDKSRKTVHC

>E4YJLO_OIKDI
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MKSTATLSALAAVGKAQYPFPSLTPSGDSWTLWSEWSGCSNIDIADFCAFPDNYLANSVRYRECRLPDDE
VHSWNAADTANTVQPPQGDPAMTLDFTGIPTAWTQGIEREQSSPSTRIACDPRLDDYMDNPPPGMPVYAD
VRDLEVATATDPDMFQSYIPAPYKRIVFEFALCINVHKCPRPLPWSSWNCHCLGTGQANNDNLPLCNCGN
GQTKRSRVQLCKDWDRDDSVTCESVGESTANNPILGTTEFPNRCINTINTQVWTQEFYGNQAPKNWYQQI
LMGDSNSGWIQKNDAGHDDNLENTYQLSRNGQYSYTFFNSPNDGFSTSSGY INQCFDNSRESSTLSGYVD
QFLMNYNDVRQDVEYGYQEMMCQSVEAAWSNWGAWGRCSQSCAGG I TRRSRSCVSQGVVVDVLAGDEGCG
CPGSSFEDLACNTFCCPVWQICTGDDCGNDDWTPLTAAADGAFAFGACPECGDTTLELTRHCKCQEADGR
FREGDLTTPAFSTTFANFQHDCVLADGETVENSFAGVPYIAKTSKVCDGPCCEGWQPWSEWGACDDSCFD
SNNGALDAPAAARTQTRNRSCGCDGTTEVATDFSNCPSLDGLSFLPAETETRACVATPSPCAYWAEWGAY
SACSATCRAVLYDGTAAVGARCNADPLDAGGLQVRERGCNFGDVGAAGCPEAGRTESQACVLSDCCQYDQ
WSLWSQCLTDVGESCSANGQPGKRTRQRNTVCGDPLICDNCNHVEDCELPKCPTWADWGMWSECSMSCGP
GTKSRTRDCCGDVIGSDACPCNGDFNSAVSQCDFGGNTCSNFYTTGTQLDLWNARVNAGAHDATDMGY ID
IMSCEVKQVCPYLQKMENSNELMWTEWSTCSTSCGNGVERRQRVCNHGTLGVDPECSGLIHEDRPCSHLP
CPRVTEWQMWSDCSVTCGMDGERYRVRLCEKPANVTSDCIEPLDETVRCVARPCPMLTNWSQWTTCSEEC
DTRLGVTVRERTCEHGMIGEDGCDESAYQSQFCNQDKPCPSWGAWSSWTACSEVSQNIFAHSRTRNCENG
ALGSRECPVDGADQDAPCDTEFCAQTNIGTSENDVYIPRGSATGLLISFTSVVIALFL

>E4YJL1_OIKDI
MEVESGIINFYQFVETAEREPEKLTGAAKRKKKITPRDRFRQRLVDLRRRMDEQKT IPEEKMATYEKIFD
DYKQICDCYIKLENSDAFELKVAPDPNFVQAPPPEPKNKRRGRRKKQTRNEDEIILTEDDTPPPEVKTTR
KPPKERAPYEKVKRKYTKKTEEQLKKELDSSLEKMTIKNDTPEERKDDNDSQYSDYGETLARNSFGLLI

>E4Y JM3_OIKDI

MESPLQLSVCSLGWFFFLRRAMSDCGKFDKLEKKKRTET INLAVSVFHSFFSGIGALTAITRMPEILEDM
VYAHSNLSACVTSFTFGYFVYDFFDLLAASRWSTSKNNFDITLHHVLVICCFGSCVVQQRYMGLSMLSIL
MEVNSVFLHLRKISRNFDIRSGIVYHAIVALNFLTLIAFRTAVSYKMIVWLSTVDRSGIPTVVFYLGVIA
MPVIAAMNCTLFYRCLRVDILRPLSRPIKKD

>E4YJN5_OIKDI
MSILWIYVEANETVNILTSFGVFWNVNTTIMGILILAPANSIGDFVADFGLSKIGKVETAMGATYAGPLM
NVLIGVGLGCTIANLTNGRPVPLELTAIELSMAAAVELSLFMGIGVLIWYNFRFPKWVGPVFVASYLAVL
VITIVADTEVVESDPRMVCTAKRTDRVMVNFDGFCENFGFVKWLWEMCAFIVSLPSSPKLPTAVAASTSY
FQRR

>E4YJP6_OIKDI
METEESSIGVQTIKLFGESVGITSIPEDAARHVAENLKFQLKRITQDSAKFMRNAKRARLSPRDVDSALR
ARRIEPLYGFTSTDYLPWRFASGGGRELHFNEDREIDLQKFLENTASKLPPPIKIRAHWLVIDGVQPNIP
ENPAPARKPPHDLSAKKLPEDLGKEDKGKDKKNEKKPGDKGQTQALEQKPLMRHELSTEQMKYYQEITQA
AVGRNEETRKEALNSLAEDTGITHAMLPRFTNFISEGIKCNINENNLALTTYLMRMVKALLDNPTLSLDMY
LHETTPVVISCVVSRQLCQRIGENHWALRQYAARVLAQISKNFTTTTSMLQTRIVQSLQKPLDRRDAALA
QIYGSIVGLSELGSDVTKKITIPRLPKISERIENLQNDLQSDPIHSDGLEHILDQVRKRICPEMPSTHQP
DGVLEVDTLITEFGPYLGEKMYKRLLGATEMR

>E4YJP7_OIKDI
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MVLHKGAWRDALPKTRSTPFQKKYTALILFITISGAILYGQSEAEINSTAEINYKNVVEDLDTAKLSKTD
RKSLLAKLLDEDPELQETESWGEEFEDAIDDQEIFNEEVLEEEVEDESELSKEMMEDSDLDFALDLSHEE
VAYRFKIRKRIFDEECNLLNSPGPISTENLNFTLSSVTQVFYDDKYKVIMCAAPKAATTNWQKMMAVLKY
DGIYDTDHFRKSNVYNQLPRFSQLSLEHGEEEGKSFGYK

>E4YJP9_OIKDI
MVDVKHVEEMILEDVEAHRDFINAAKVVVLELVQWISAGAMVEGGVVPYIPQYRTTARSGNTDGESPMVC
FVLLMANSLRILFWFGKHFELPLLAQSF IMVIAMIAMVELCARVRSKQETATKEHNFLDFDLRYFWRWSR
FSDFMQCILAIWLTLSYVTWLFLGFAWYVETLGFLAVFIEAMIGAPQFLKNYQNKSTLGMSVHMVLMWTS
GDCFKTMYFILNSAPPQFWICGLIQIGVDVSILAQVWYYSTPKYTISYSKPRLAA

>E4YJQ5_O0IKDI
MKYENLEGKKKFFVPGGSFLATIMRVFQMLVGCLAWFLPGITIMENPQANPFFGSSVFYTFIISGVIAWLL
PCFKILSVVPWPISAGPESMVCFIAGFFSFLSGIAICIGQNDVQSYVLKIALVLNVIHSTILYGTPVVIC
SQSAFRFFFLSGADLETMQALNNMEARDRYERDMEHASTVKNYEVSEGNNGQSLSFTPKGFKKVVTTSEP
IFEDMNE

>E4YJR1_OIKDI
MKLSVAVISAALAARVPDAERRLAKINEKASELLDYANDSSASNKQKAALKKRVDRLLSQLDKIDTSACP
APGVDEDRFTVDDEFDGLCDGSGKIPSMMRSYARKFGCEAGYPNKKFLDRF INKSHKLKLRARKAGKCPG
SDPAPVDPTSGPTGTPVTNPPIADLCGENKYADCYDLTSGEIYFENQWTCRNCFRVKATYGQNTNFNAQF
NAARVSCDDPCDGRDNCDNLVDSCPITPEWSNITIGTVNGDATIYTASVDVFCHKSSGHNWQSIVHMTRGTS
RDQFGDRYFTVWQHADGRLKLNGPMKGNDFDEVEYYVDCEDKTWTTIMISQQE IDENMLELTMYQDGEAL
GSNIINAVNAYSGPITVYASNPYHPPATLFKVRNFWHESEPYVAPPCVPVDPCLGLDSCETY INNCMVAP
FAGNQVATTTGFEQFRISAEVRCTDRVAPTWENVLHVNTGTSRONFGDRYFTIWKKHAPANNEIRIVAPV
FDNAYHELNGYVNCEEGWHSVAVQQTEFDNQQMNVEILFDGEVIESQLVRKQDLENGSLNVEVASNFGWP
AASDHYVRNFIQQDLTCPNPCSGEENCETFVDACEINPSAENQISTIHASVNFKASTDIQCNHDMDEGAW
RNIFHMSAGGEHGNPGDRFFAAWRQPNDNQLYFGLGVPEGSYAHHKTVDCADGRWNTYSLEQRQDPDAPH
MVKLIFSKNDNELASYNYETAAVETGSVDVESSREDNDGNVASDFSVRNFFYQSFDYMPPISCDMSSAVD
PCDGLDDCTTFVDSCYVNPERQHNFGSTEATKNFRSSIDIQCNHNMDFGDWLNIFHMSAGGEHGNPGDRF
FAAWRKPNDHQLYFGLGVPEGSYVHHKTLECVDGEWNTYVLEQKQDPDAPAVVSLTFSMDGDDTASYNYE
SDTVLVDTNIDAFVSREDSVNNVAFKFQVRNFFHQTFADVVPEPCVSATIDPCDGKTDCTTFVNSCSVNPA
ASNNVGTIEATTNFRTSIDIQCNHNLAFGNWRNIFHMSGGGEHGNPGDRFFAAWRRPNDHQLYFALGYPE
GSYAHHKNVECVDGEWNRYVLEQRQDSKAPGMATLTFSMDGAEVASYDYASDDVLVDMNIDAFISRENST
NKVGFQFDVRNFFHQSYDDVTEEECVGTTNPCDGKSSCTTFVNSCAANPSSANNLGTIEATVNFRTSIDI
QCNHNMAFGNWRNIFHMSGGGEHGNPGDRFFAAWRRPNDHRLYFALGVPVSSYAQHKNVECIDGEWNTYV
LEQRQDAETVTLKFSVDGNEISSDNYPSNDVLVDTNIDAFSSRESDNNKVAWQFEVRNFFHEDLS

>E4YJR2_OIKDI
MNRLSRVAVVGAGAGGLCTASRFKQLGVEKIKIFESASRLGGTWRYVDDPKDDPCSSMYKNLLTNLPTKV
MNFPDFPFPKNTDAFPSHTVILKYLEEYARRQNLNES INFDNPVETCSFDESTKSWKVNDENFDFVVVAN
GHYTKPSVPEIFQNSVFEGEIMHTHYYRKAESLAGKNVLVIGQGPSGQDISLDLLGTANSVALLGRSEIK
GTPDSLRKFIGWAKEMKANGIFTNNNELIECDYILLASGYCFDFPFLDKNLIEYSACKKKIQPLYKQIVH
SRYPSLAFIGIPCTIVPFPLMDCQGFFQTAYSSAYVE
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>E4YJR5_OIKDI
MDRRLAFSNLQFLLSLSFWKLGLLWVASTKQMRFCRAQISKLLVSKRTTCLDAFSPSSDYFQFQTSE

>E4YJR7_OIKDI
MTSKEDILKELPADVLSAKVSAEDLLKFSPVLQQEQQKHLQRQRQSAGEVEYDDRPKTGIFEYAKKNPFA
IGGIFGAVYCFCKGVSNTHQQGSHKADMKWMQGRLYWQSFATVSMLGGHYYYSMKHMEKLEVKRAQYERE
RDIVCKNAHISPEVYEEMKYRESVERNYGGNDMIPLQELKRRKQVDQDFAERGETVYLSPEKRIATENSS
IGASLSSTDFMRLGIRSPSS

>E4YJR8_OIKDI
MAGTPTSNGERALHRSPEHPPRSHQPRLWQAQRLRHDHDRSCSVFSRLRRDLLLVHRWRVHRQGRHRRLL
GLS

>E4YJT4_OIKDI
MKIAGSLLSLLGLVLAEQAYWDDNPGFLKRSHSLIPPHSGNLPLWELKGDTMATSEY IRLTPDQQSKTGG
LWSRVPITFPWWELQLAYKTHGSGKSTAADGLGMF I TKERGKFGSALGGPSQFTGFAAFMDSYKNGQTTG
NFPQISGFVNDGSWSYNHDNDGADQNIGKCLSGHRNKKDSSLLRIRYFEDRLTVKVDPDGTGDFKKTCFE
VDGVKLPTGLYVGFTSATGDLTDNHDVVSFKIWQLDSKTDAGKRHEMKPEVLNLAPKEAVKEESSSGGGW
GFFTFLLVLIIGGGVGFYYYQEREKASAKRFY

>E4YJT6_OIKDI
MSPGGDDSSVKVAIRIRPQLAREQIEGSRICTFVTTGEPQITLGKDKQFTYDCVCDLDNSQEEVYSGTVK
NLVEGCFDGFNATVIAYGQTGAGKTHTMGTGFELNTQSEQEGMIPRALRQIFNGVQSRQAQAIKEDSIKP
EFYITVQFMETYNEDITHDLENPEGSDKIRTHEKEGATVVDGLKALDIKSYEDTMRLLQTGALNRTTASTK
MNTQSSRSHAVFTLNIKQTRAAPCNPDEKENAKKIDLETVSSKFHFVDLAGSERLKRTGATGDRAKEGIS
INQGLLALGNVISALGDASQKRKHVPYRDSKITRLLQDSLGGNSRTIMIACISPSDSDFMETLNTLKYAN
RARNIQNKITQNQDSSSKQLALLRTQLSQALSELALFKTNGGGDSSSSVDIAGYNDMFQENYLLQEETKK
LKEKIRELQDTVDRQKERLIEKAMQMENVDSTDEEGRKVVADYLAQIEDLKNRLTQAETRNARPRIGSAR
ETATLNTQNTGSDTFSLSFLNYKLDDPKNRIQKSSLNGQNTTLSFVKLETCFKQALSCPRETRTMMKMSS
MRNEIDLKEQLVMQLEATMANLENQRKKYENQLSILETKIQEAEKERDLAMAKQKNKTDKDPKSKEKIRE
MEQKLSLLRTDLKQLQQQKIENEKLSRREEAKSRELSDAKNKLQDMKRQKVDLITKKMRDEAKLFREKEMK
TQKELHKLKKSMRLTETNAAAANMKQKSTEDKLHRSEKAVNELKLQEREQKYKTHKTHVRLFCKRQSTPP
LSFSLKNVKNAASKNALPTKSPRNGLRQQPGNIRPQTRSRASFNKMWSHTQQKIRSATAAKETQKDVENE
LEKLLAERKALEDDKACSKTDLTNKPLQVDVENASRSQLIYLINQMVPFFVSANANINQEKRQMTANYQK
VONELDSKESAFAMQKQLISHLMDKKTSKSEPLPTPRTTSKKKRTTTSLSSALGLTPSIETGDESTDRTP
SPTSTISSNETVSSKDTSSSSKLSSRFGSVFSRSFSSKVSVERSATGKFLPSHSPEVNDNTVGLKCTHAL
VGHQKSIITIVASGEFLFTSGRDKLIKMWDLVDDKEILQYQMPSAVELLAFDAKMRVLYTVDGGKISAWD
TETGSEKPLKVITESKSIQFVEIDECGRLWVAVDKTVKCYVNYSDTGIRCASPSEITALSVRTVSELEVA
VAVGGRDNSTRIFRHSFELPADSISPKITLSPHLDTVTAIVQFPDFITTGSRDNSLKLWSSIGDLIKTES
MAHADWILSMKTIPGRDAFVSTARDGSLAIWSTRLEKIGHITAPDAVAVRSIGTSRTHVFTGSPVKKSGK
SWLICF

>E4YJT8_OIKDI
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MLISGERIRETAARELERHVQDPDFKSVLKELVQQVEDAIKDDDLWILEIVKQLEEIQIIQQNQFYGERA
NLFRQQTVFLKKEYEKHENLLSREQSQVENXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXX
XXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXAQTRPGPARTGHFQCPRKF

>E4YJU5_OIKDI
MTSYAYYVPICLYRLSITTQTGTESDVAAESFARNDVCHFPREPKYGSRNFRISRICLHQLGLIWISRGL
RVNILLLLQLRNTAPSQATSSN

>E4YJU7_OIKDI
MTIKLKKLFKWLRKGGAKEQETADITKSDDPAKSEELVLCSLPVHAQFTISPSLSRAPSLSAVQNNAALH
TSAPRKRVMRHTSDVSHRHRTARHFDFIKTRLEELHELAELDRHPTVSPRTRPGRTGLLKFAKTSHLTNT
RCSSLMDLRLPQVPSSPLIPLWKRSDPDLSGDADESGFSETSETDSNISGQGRIQPPLKNLLFSFFGLY

>E4YJV5_OIKDI
MGKGKPKTKGKKIQLGDFIGDTGNKIAVNGEMMELPSAPRATTLEIDVSLLPSRPPFTATVANLVYETHE
DDLEKFFEDIDHISRISTPREEDDGDSRGRFNGVAYVTVDGDRDACIGSMAKIMAKNDLMLAGRRAKIET
YDEFGSRGSRGGRDGERYGDRGGRGGDRERDPGFGRSDDADDWRRPAAAPSNDDRGSYGGDRYGSRGGDR
YGGGDRYGGGDRYGGDRDRGYGDRGGFGDRDRDRGGYGDRGGFGDRDRDRGGYGDRGGFGDRDRDRGGYG
DRDRGYGRDDRDRGYGSRFSSAADDDNQWRRAEPE TPRRDPRDE TRRDAPRERPKLQLSKRSVNEGSNST
SSASSIFGSAKPIDTTKKEREIEEKLSKLSVDDNRGPRRDDRNYSGDRKYDRNPSLTAGEKTRIAEEELK
KQVESEKTNINQEGDHNEELGAVSRFAALEDE

>E4YJV8_OIKDI
MSGTTDRNQLDDAVNQLQKYADPPRADFANLLGVNPDGGYSHTASVSGIQESDYPSTIPATDSVPLLAQKK
RVPLPAELTEQFGHMQTDWKLGIFTETIQRAWLTIDADIFIWKYETGEDLAYYDGLSEPTITCALVKPVKQ
IFRDVKHILVVATAMETILLGVCENNDNTDEELNITPDPLYTVSTDNIRFQSITGTDDGRIFLAGKDGCL
HEVAYTNDTGWFGRKCRRINHSSSSIGYLIPSVVOQNVLFEDDRLSHLLVDRKRKTIWTLSEKGSISLYDL
GKNGAGMAKVASLSVSSTVNAATRAAPQFDKSVESPIVAVSTIDAGSSQATHFVAVTESGLRYYFSAGSK
ERPHHLLLAHVRLPPGFTSSTAELKPRKVHSALLTGEVSLLCSEETGLEADQMWSLIGISNGSANMPEEY
GVNRLDCRVWSCASISDIDDPLVPPETGTLGLAPHRDVCAVYQPSSEFVVMTKQGTSLYESLPSALQLLN
TLKRSGGMESAELERFMITRDQSAEGTASATQLACDGAIDHVTSTWATGAYLRYGGAPTRGGAGAATANG
GITGAPLSPMANRAASPNASSFFSPIRGNHNTGNGFVQSTPFGQRSFGLPTPTQPNMNSTQLQPGPAGDI
SVVNSAKFRGLVKYLTRVLRPIWLYPITSKPDPATKQLPHTTRLDSVSLARVLTALKKLKSWMDSNNIGT
VPSSVATASDIPSYENAQFSSVYALVCRSLEVAALWHLLTENQLHVVSKDLSINDKEMLDSVLFKDLVTT
EVGRVLCQNLITALLSCYIGDNASIDFVSRSLRDICPTLFSADDATICSRATETLALTRNATDQEAKERCN
EALSLYLTTAHTANLGAVVPQLKMAQYWEGIVTLCITAADKRDPSGMALHHFKQDCPEDDLEGKRAYSVR
RDCYESCLSVIKELVESAKHITSTPSLPISPGKKPQSRKENKNET TAEEAARAADEMLVQI INSEDELFH
TAVFDWMMQSKLSDRLLSVKSGFLENYLLQTVKSTPDNILAADMLWKY YEQMQQHGSAARTLMDLAQNAP
GLKLSTRLEYLSRAVIDAGAIMGPTAADEQLRRDAQEAAEVAGIQHLIQVQTRDNLLDDRLFDLNKLYQD
YADPLDLPEVKLATVHSAGQYDEATVDGFWQEI TEKEVEQSKDLSPDAQVAATIRAKVLSVGQRYSASGRF
LPKLFIINFLEKVSCFMQWPNKGWVVAVFKDVGVSMLNILEAYFETIQDGDDFWAQNGQPLHLIDVLKVI
FETFLERPNVVVPNERRLFVDKCLQITASANVTLGGMTNADTSLAMNNLKQVQYRLERWLQ

>E4YJW4_OIKDI
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MLIVPPPLMLENISIVINESVEDPRAFPSSDMRRSGRRLDMALLVLTLQSPCIVERSMKVESMSVSPEPS
PESKSERR

>E4YJX2_OIKDI
MGESSGHFAKKSTKHVKEL ITKLTNCMDGI I TKHNHQHPGKMIALDCQMKNWRNLSFELKEMQQVWATLN
FAYNNLLHNEDGVVSRGPTQNAPRAEMFLSNPPPAEINKNSAETKADFDAMDVADYAKAVKLEGVDDGYD
LDNLDMRDRVYDSEDSDKAPLGQLFGDVKLYETSDSDDSSMDVGQSYNNAGPSTVAGPSRKTDFAKKTKN
LKKKSAKDDSSKTTRKLDFSPKQSKKKTSQKKQTPEPVYDEDMSDDDEPLSRLVSEVNATSDVIIPVVRQ
SLRRALETSKTSTDPSKKKRGGRKASSKKKRLSKKSSVENQSSSDDEEAALVRKKAPKTASKRSADYDHD
VEDSPKKKTSKMVTKKKEKISRVSKTESSGKVSKRVASGMKKESAQKDRNETNEDKKAKKSGKTKDDNQE
IVPAKEKAGKGKPWSKTKERKTP THILDRRKEEYHKKKLAKQNALANGAHQKNAKEDERAQKQQEELERQ
AEATALKNSKIYPKPPSSIVGSNQSNSKPAVQEQFVTLPVPAVSAVPLSSGSVLLSPKTRKTPPHILQNK
KEYYQSNKEETLKKQREYKKRQSLQKKKADSQSPDDDSDSDDKKSSDEGNSRPGSPERSSSSKRKNEGKH
MMPKKRWTEELTTSKNGDSNVQNFIPIQITPSMPTFELTPVEPVECVAPTQRGGSDGASRKVKGNTGSDS
NLGSKDSSVLKSDGDSGRIAVKVMNSRLCAQPDLYHEEPEAPPSPPSANDPADIVGSTNGSTTPQNQSSE
AGHKPNFKKKFVQDWENSLSNGPNDNLKSDAPSSEEKPSHKEAYTPKNATNMDSASL

>E4YJX6_OIKDI
MSPNAAESVVKSDSPNAEVKFDHPNCQLCTSKNLPYLFSKIRHVDTAPKEFEFYSLRLMKLIAEDALALM
ADKEVDIPTPCGTWRGVAADPESEAFAVSTVRAGDSMLQAVRELVPGIPVAKILIQRDETTKEKTPVLYY
KKWPKNVANKTALTCDPMLATGGSVIMAIKSLLEIGIPEEKMIFVNVISCPEGLNRLGREYPSVKIVTGM
VDPMLNSERFIVPGLGDYGDRFFGTVE

>E4YJYO_OIKDI
MAETLDRAESDPDPDDIFASAVLAANFSDEENDDQSESESDGLLDQSFSIVQDFQTENFSNEERNFCFDS
EEISLDDYFHSANFEYFESGTYSLRTIAEEDEEELSREREEEENSKRKNPRMERKSSSDEQRKKISNANL
LESMLNDLDDTCEIQFQDEEEEFFEAETKILAEETVADTINFATKLITAAETKEAQIAKRLEECRAEISSE
KLVRPSEVRKSQRYSKTSSKSKKIENKEEPPKLSKMPIGETEKKPENEQSKVINLSSDISVEETFEEHHR
IDDLETQNQFKDETETPDSPPLEASQNVKKNDKKLEIQSQNISDNDNTPKPEESKPEKVQETIPAKPAKDS
KIDKSNQNSSQKDPPTAQAQVPAPKSTPTKQEKVETNSTKLDCASTSKSSAAGSSFTKSQRRKSFPREFPK
KRRGSLKESSLFSCIMPKVKDTEDASITSLKSATPKSSRYEEKSSCQIM

>E4YJY9_OIKDI
MRRNSRILLLFGIIWFSGVYLYVRNSENTSGVENAESNPRHGNRISKDAPVKHHKKDHKQKIKLVEDHNL
DADKLEHDIQDIEHGLEDLKDSNDDEFAATEDSTRHDLADDDDKDYADMEALSEEDKDDENDAAKKESKA
KAEPTGDSKINKETAEGMEDVEFEQDELQGPPTEKTIQDKDELDKGENDEDYEDDGKVDWWNFDDSAYLA
AGALGADEDPYEANKFNQAASDRIKSDRAVPDTRHKECSKQKYQVEQLPDTTVITITYHNEAHSTLLRTVI
SVLHRSPPNLIKETILVDDFSKNPNIGPPLTKIKKVKATRNPKREGLIRSRVRGAATATGKVLTFLDSHV
EANEGWLEPLLGRIHESRTAVVSPIIDVIGMDDFHYVGASADLKGGFNWDLVFKWDYMSEQERRERRRAP
TSPIRTPMIAGGLFSIDKNWFHELGEYDMDMDVWGGENLETSFRVWQCHGTLEI TPCSRVGHVFRKKHPY
TFPGGSGNVFAKNTRRAAEVWMDEYKEFYFAAVPSAKMVKFGDISKRTEVRERLQCKSFSWFLENVYPEL
RIPNKDAIGWGAVSQTNKGLEECIGNTHGGGTLGMYRCHGDGGNQEFTLTKEGKEFRHNDLCIGYNAKEP
VGNPVKFNTCHQMSHQRWEYFSSQIKPEGHTNLCLDSKNHLEKGLTLEVCNHSKTQVFSFEMRNIK
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>E4YJZ1_OIKDI
MTSTASRVRIVQGDITKLKTDAIVNAANRSLLGGGGVDGATHRAAGPELFKECRT IKGCKTGDAKITHGY
NLPATWITHTVGPNLNAGDDKEKLRDAYQNSLNLAIDTKEIKTIAFPCISTGIYGYPQEEAAHTALEVTR
KTLKEYEILEEVIFCVFLDSDREIYERLKPVYFPDDEKIRQNQIEDSGDDLILPEVPTKKRKEEKTAEIQ
EEETLTKADVLLKTVVNYEL

>E4YJZ5_0IKDI
MEIFKEETKAKHEAAEALKAKQKEKAKLTGIPVDYNPNFNAQAISDQGDPHSTNIFTASLSNRCTEEDVT
HYFGRFGPLVSVKIMYPRTQEEKFKDRNCAFVAYCCRNDAERAMSKLQNNDFKGVDLKLGWGKAVPNIQL
QSPLYVPDRLKWLLTPPKQSNLPLNAQPPPDLINSQSEEELHKCTVRVVIPNDAALTRLINRTVEFVIKQ
GPMFEAMLMDKESNNPMFQFLYDYQCPAHSYYRWRLYSTLNGESFTFWRTNRFKLYLDGPWWKPPILPFI
QHGMPDSDEDDFDVHEQAENKPGNEFDSALNTVTPVRDLVGDLMALCIDQVDHAQEITDATLEAVLVDEC
TLDQRLGRIFLISDILYNGSAAPKASRYRILFDQHLETIFEKLHVVQKEIKTAFVADQFKNRIKTLFQAW
TAWSLETNETLIKLHNIFNGIEEEKNESNGSSDSDVDGKEIDEKRARVSSEEHREQEASSDEDEVDGVPL
DGEPLEQASTASEPPNNSAHNPSQPAKPAGVGSGFVASKWEVVDDDDVKNEAVTSAETFAETKKMEQEKK
RNNDYEDKKEAKPEYLQSDAWRKAIRDIEVKVIEYCEQLKVLDDSVQAEAYRSGLITKLSEKFKDDPSIW
EDSPRSSPTAKKSKKDRRDGEKQKRKKRSRSRDRRKRSRSRSRERRRKRR

>E4YJZ7_OIKDI
MADQQFETTTAVVNTTTTTTTTTTTSKPTWTTTTKILARPPATQKPTAAPEPAKKPNNNNPNRFGIFQPT
CGKTPARASRFRRITNGSTARQGDHPWMVALAYKKSVGCGGT IMTPKLIITAAHCIGGDPRRADGVDDVP
DEMYDNIQVRNARSYYTHPEYNSISDEHDIAVLELDEPLTLTDYVQPACLPDGEPRVNEYCEVAGWGSST
PDNAHQDREHQSDNWLLQMFELGTSYPHLPSWGFELEESKQTGNELKSGFLQI ISQLECQKKYENDDITG
NMFCAGSDRGVDTCLGDSGGPLVCHNPASQRWEITGVTSWGRGCGVEEFPGVYTKVVQYLGWFAQIEAGK
GTPSRVDHLQFDNDDDNNENDIFDYEASGDDLSADFYKCGFTIEPETPHNGIPASGVITSPNFPKKYSSN
EKCRWLITAPAGFHVELKFTNFKVEYDSSCRKDRVETHHDGQGFFLCGNGIPEDTFTTTEKQMEIYFSSN
KLINFSGFSATYTIKQNMQNIGDISASFERADNGVVVSEADGINGICGKPLIQPDRMVRMLGGQPIKPTQ
WPWLGMLLEEDGEY THMKCGVALTCRQWAITSGDCARELKYGEKYVHKVKFGNMRWDEQSKHQEELFIDQ
ITEHPLENGGYDYDTALVKFARKVSFNNYIKPICMKDYVHKNKGGFNCFAAGWGMNSQTMSTRQAHSAKT
NIVNDGYCSNIYRKTYNTQQMVCTGGDNRPCQGDGGAPLICNADNGEWFLHGISTYGPGCNKPGGGPSVE
VKPSVFLTFIEDATGGCVKSY

>E4YJZ9_OIKDI

MNVLRVAKSGLILRNFSRRTSNLANAKSTVTLWIDDHTLPGQKY IRRRPQEFSVDGRGHVICTIGEFNCG
GVLGTGKHGVSVYWGPDNPLNYVDNLRFSPLGVTLKSKYSWEECDRLALQYSREMNMRATKNAAETAKF I
GIDCLTITLQNFKLINQFNSMEASGSLMHSFKYGMKNVVKTNWYHMLSLAGLKVFLCRLEYQDAAARDLA
TKAANAGRFRPLSASQQIVSEEHKELENNMREYLSQVAVNNGQDNTAQVRENVKKNRKYVVTRQVSATEN
KSILLDHRRSVGLPETPQHSFVEANVDMDWAKLQSMAEDDYDEFDELEKIFVSERKGPELSDEELLNTMK
YGVSIQDQINEANKKLQLHEGDLKAYKESTNQQMNENKQLTHELTVTNKQLHKQLASVLRGDEKVIEAAL
GDHKSEKQALKTKAGKDVVNITQKRLNATRAQNDKKRRQLQELQTSKNLIEKDIKREEDNCRGTSENARQ
LRTIENRLDKALLKQREAEHVKATYEKMLAKLKEGALMFPTILEEKEHQVEAQEEELKRVQGMLAQAQSQ
RDRAKSQFHENEEELQRERRERDRMLQELRQRAEEKRGADALERRTTRMESRTGSTPGAVMDPVQNEALP
QNNLEEETAKYEDIYRATKEATGVSSIDEAVSRFESQGETSKHLQNLKEENEQKINGLKQQRIDLEAKFN
TFKYSDADEAAKTEEELFKMTQKTEENKKLHNEYQKKLERQNKLLLNVRSGVQHLCDKLDFVEGTGETVK
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PENPDVVADINSILERSGKQIDSLLQSLGEEGVEGAQERAGTDLTSWAITRVEETAPYSAIKSPGHHAAR
APGDLSDDGSSGEEDGOMLTREETKKQADALVKARNKKRGRPVKQKGRR

>E4YKOO_OIKDI
MLLIGLAFIDLRTNFGSTFLCSPSRAQFLTGRYAFRYGLGSDPISFENPIGMSTKEKLLPEYLKEVGYET
HAVGKWHLGYCNESFQPHNRGFDTFLGHYGGGVDYHTHATQGALGSYLNHFLNGEPHIPEDGFEFASYAW
SNRTRKVLRENTDKPNFVYLAFNAPHEKVAAPQDLIEEAKSMYPGIPGTRRLQLAAVKSIDVAMQSVIEE
AKTLERETIVVFHTDNGGALLAYAGGFDGPRGCSYPYKGYKSVLAEGGTLSPTWVYSTKRQFHSRY IDGM
THIMDFFPTILRWAGYDKPMPRDLDGIDQYDLFENEAVTQIRDRFIYGLLHEWDDDNLVWKTTYAVRYGD
YKFMNYQSELIGNTQCPEGWLNSKHAKIYLLASLFPSA

>E4YKO1_OIKDI
MAPKNLETFLPDVSSPSIKQTSRVNYGKLPEDKNKQLKFISDTHVQSFDWFLEEGLPNIPNSVAPYEFEM
EANNDQMRFRLEVEHIEVGQPTLESSTVCKDRRLFPSECRQKKTDYTAPVHVTENLINLSSGESQVVTKK
DLLOMPLMVMSSKCHLRGLSPEELVARKEDHFETGGYFTASGNEKVIRLLNMNRTRRNFPLGLRRNGWKR
RREGYTDAGLMIRCMDNWERTSNMNVHVTKTNEMEVVEY IQKQLFHVPMMTVVRALTSWTDLETYREFMQ
TMSDEPNYDSAVKRMLKKLVKIQHHFLTQAKFLGQSFRIFDICPAWKSDVEAGQAFLKRYCLIYLNNDED
KVRAFALMARKAFRISHNTCATDDIDSPESHDVLLPGHLFQSMTLEFFESYQRSVSMIMAKEYSKQLEKG
NDEVGQNMLSFAINKIGNMNQHFKYLTATGNLKTNDGLGMQQLAGIVVGAEKINFARFYSHFRCIHRGAF
FMEMRATSPRKLSTAAWGF ICPVHTPDGPPCGLLNHLAHTVRINVKRENTAKLEELLLETGVKPCSIKAN
EFDVPVIIDGKQIGWIANGWRAQAVEKYLRRLKTSSSDRVPDTLEIVHCPAPENKGEAVMFPGINLLTEP
ARMYRPLLNLREDKIEMIGIMEQVWLHVTVNQKESHELTEYQELYPAALLSELACMSPFSNMNAGARVIL
QCQMAKQTFGWPSYTLNHRSDNKMYRILTPQEPLVRSHLHDSWGMDDYPLGTNVMIAVISYTGYDLEDAT
CVSKMSRERGMMYGTIYKTKMVDLQDTAQSMGYRSGLRLGCRDRFDPNELKAYRKTIAGDKLDIDGLPFPG
GIFTYQDAYYCYYNEHEQKYSVGKYDSHAEDAIVESVRVFTNKRPQEGGFQQAATQFRTARPINIGDKMA
SRHGQKGICSRLWATTDMPWTENGIVPDLIFNPHGFPSRMTVGMMIEFTAGKAAMVNGRVYDSTPFVEDE
NYTADEHFGKVLKEAGLNYHGYERMYSGISGEELEADIFFGPVYYQRLRHMVYDKFQARADKGPIDPYTQ
QPVKGRARGGGVRMGEMERDGLISHGAAFICRDRLFHCSDFYKTRICTVCGSVLSVSKVKPDKTKDKNWK
LMSNGKWECRTCGPEAKTLLTDLPYVVKYLAAELAGMNVKLDFKFAKEDKTARTEVLDIVEKFER

>E4YK05_OIKDI

MKLFSAFISATLAARECGDYACIESTIETVGCLDTCYEDDCHGTQMYCCGELAQNDWDAT IKFQSVTKAAA
EAKNIDHNTLAAIMSRESRAGRKLESWNGEYGPGWGKCKNGSCYGWGLMQVDRRFHQPVGAWDSQEHLEQ
ATQILIDQINCISRKFDRWTLPMKTKGGICAYNRGCSHVQNYDGMDIGTDGNDYANDSVCRGQWEFKNRGE

>E4YKO7_OIKDI

MDRPALALDENTPGSDVTAETAAALAAAAVLFKDDADYSNLCLSHAMDLFEFAELYRGEYDENEAFATAR
QFHPSSEFGDELAWAALWLYYATGKRRIVILPIKSLNSKPLKGNNQYLTRAEDYTAEFGLDLSAPTEFSA
DDKTIAVMVYHALLTSDQSAAGVOMIIDFCTSFQSQYNADGYLRMTDWHNFGATSGVAYICLYAANHVVS
GQTEADFVDFSKSLIIDVLGAGEQSYMTGYGHNPPTRAHHRDSACPIGKDCGWGMFEDKY TPNEFTLEGA
IMGGPDATSGFWEDNRKDY TRNEPSLVANALFQATVAGIRERELYDEYPSQMILNSDPSGISLPTEDFSD
FFSSWPFPPGTNVVDYCNDKTCENDGICISDYTNYTFTCDCQDGYFGTRCDTITEPVVDFIRQWGHGGET
KLNLPSERPLGAWQVLLEFPPGCALQSLDIWHGCMDPYASSLSNSTFYVYQVGWHHDHQNIGIVFETDQT
YDENSYWGNSASCFDESAYSLTLVARGSHEADNIEGMTLQWSTDPDKCPGELPWNSPSTDPAYPENITLG
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GDEVIDQAFLDLMVNNYDGPGHVNGSLEVEWVSVGEEVGWMRIWLPDAMPPAENPWQLQIAFAEGCNVQT
VLTYQACINTVNSDLNTEANATNPYGENVANLLLYQNGTDLGTDFIGLRIKFPQADQMTCLDANSYVENL
YEWNNPTEASSLLDTCEIMYPDRDTQLALLGDSGAVYVPESSVPSMDFLSGPLSWTQGANGHFYLPNPKP
MAPFGLQVQVPAGCNIQRINFWHACVVLANSNINSGYFELEQIGWQEEHGY IGFSVDFQPSQYSSDIPAS
CKDANLYTLTLEDRSLDPQMGISWNGFYNDYADNCPQALGEALPYSSYEVQLRDGAVMRTSLSNQMMSRL
GNDPFAGNAAGTGAATSNPGERPIYYSDRVSDGQLSQYQQASTATWAKRYDAEAKEEKMREAERQAAKLA
FQIENGLIDAPRQIQQNLQQSRNAGYNAGSGGLMSGGIESSSLPSSSTPVQFETRSMDATSVELFWQHPA
GKRERYKIEYKDWIYTVLQPCYITKRC

>E4YKO8_OIKDI
MGKCECKKGYSGDGFSCSDVNECLTGKSECDEHASCTNTIGSHVCTCPNGFIDYNGDGTRCDDVNECDTI
RPRCHNLGQCVNYPGTYACECLPGYFGDGTSTCADVDECVQDNPCSDHATCTNSVGSVTCECKTGETGDG
FTCKDINECETGEHNCTPLGGKCWNKPGGYGCMCIDGFKGNGWKCEDINECEKEGVCHERAECFNEPGSF
RCKCGAGYRGDGVKLCVDLDECAAGMHKCDSAATCKNYVGTHRCKCAKGYKDLGSGFRGECQDIDECAFN
NQCTGKANINCINVPGGYRCKCKDGMIGDLRRGCKDQDECVAGTHECSPYAICTNTLGSHKCACRAGFKG
DGLACEDINECATGNHNCNAKGSRCINIPGSFECQCAPGYSGNPKTGCYDVNECKNDDAVCPEDSSCLNI
LGSYKCNCAPGYQGDGANCIDINECEDGSHSCDAAAKCTNTIGDYECACPSGFTGDGFSCTDIDECATGS
HACGSHAVCVNFRGGYDCACPANFVKNGVGCDAPDLCSPSPCPPGAECRNEHGTYVCACPSGFVSRAGVG
CVNIDECAQGLAGCHEHAICIDTDGSFQCKCKSGYEGNGRDCSDIDECASSMGSDCDRNAKCKNVIGGHE
CTCKPGFIGDGLTCQLSDACLADEHNCRFPKVCIPLKKGGHECACDGGYFAPKNAPDTCVDIDECTMGTH
DCNDEETCENREGGFSCKCKEGQFRSGGVCRERDECVLGLHDCDVNASCLNTGKGFKCNCKDGYSGDGKT
CSDVDECVIGVMREMITPKKETVDISGKKTETVLTATARLVLSFQKIFIYCAFGKTISLRSACPGAECVN
TVGSYKCKCKEGFKVLAGKCVDINECENGLHTCKNVGQKCYNTPGSFKVSFFSSDQLKCDDIDKVLPNAT
FDTAFAATREARTSALVQKDSRATARHALKSTSALKELTIVTNKRNAPTRKEDLFALARTDSLALDRLVL
MKMNAEIRHFVASQICTVQTPLARTNVPAKMVSNCHPNAFCIGIGNDASCVCNAGFRGNGFHCEDLDECG
LETHECHGNATCVNTPGDYDCSCPPEMVGDGFDCQPSRACDNASCHTNAASGATDTAVPIATSVSMRRTT
AAARLLLARTPSARTYAPAKMATKATASSARTQTNARLEPTTVAKVRFVSTALETSSASASLVLTVMEEP
ALMSTNATHSSTIAPRSLLVKISEADIPANVQPATTAMDLNALILTNARRESTTVRRTRNASTLTVITPA
SVRMASSAMESARTSARTSTNALLTFTIATRQQSARTRLDRSLARAWKNTKCENTAEVRAQRNFNFLTTL
FNNFKAYTCSCKAGYTGNGFACSDVNECQISSPCPADSDCTNTVGAYLCTCKTGFQGAAGACQDENECVN
GRHTCESASLCTNTIGSFKCACDIGFEDSGNGCVDINECAKQSCHPDATCTNLVGSYECACKDGFKGNGM
LCMNIDECATGAHTCAASEKCEDTKGSFNCVGVKCPPIGTFDLALLLDTNVDIGDAGLSATKAFAKEMIN
SFEVGASSAKVTVAGYSGEKVAPSVFLLDSATSPKPTLLSKVDSINFSGRDLRIERALAFLVNFSFLEAM
GRRPDKPGTATLTASKKTYSASALDAVVRRIRTDKSTRYITIGVGEASETEMASVSGNPQYVFEIASYDE
LPSLMPKIMDLICEIDAEFNQ

>E4YK13_OIKDI
MRFTLARLNYKVAYLGKWNKVPGDYDGGKHILPPKITAKDRERSLKELWREARNEMWLVRHKQEATRQNT
APRVSFQRPRNDEKRTYESQRLTHDLALGPDVTFEDRFMNTAQRGNQWTKPTHVKYPYLQQHLETGINPK
KLHSHYPVAVEKTLSWRDVKGFGKK

>E4YK14_OIKDI
MSQVNSPTFTEKFVASVYLVMFIVGFTANMLVILVLLLTHGSLKAPAGLYVLHLAVADSLLLTSLPFAAD
NRLRGTWIFGRIACKLMESMKLLNFFSSIFLLTLMVCRRVSYKWRQSVINSTICAGVWLVSILTVAPLVMY
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SDIAYRDPEDNQNARCIVAFPDIMNQVNELDENGNVDFDDAHHFY TADGDHGAVESHCLSNGSKVSSLEK
QLIKPLKQFRNYMYIITAVGFVIPLATVTFCYANT ISIMAASQKKLNKSDAKTKDVAGILKQMRKDEHRK
QKVSKLKGMPPRRKVTVLVANLVISFVCCWLPFHFWHIVRLSGLDLSEHHFCAKIRDLTFWLVENQLRST
DVFSLAYSNSVLNPLLYSFLGYGFRNKLIAALTRIKLCFRSRSPYRLSQQGNERRSQNMLEYL

>E4YK15_OIKDI
MYEISCSMGCVLMSIVSGSGSSSISSISSIMSSAEGVGRSKMSSEFAADISCDNSCFILEEYYKKMEEVM
PVKKGRGRPKKSDEKRGRPKKSDSEEKTVASDSENSGEKRGPGRPRKTSAEKAAAKKAPKRKSSPKTATA
PKRKSVRERAEQKPVAKYQDESDSDGEFEVEKLLDVEKQGRKGTKYLVRWVGFSSKHDSWEPAKSLPKRK
INAFLKKQEHADPSSDEEENFEEENSSEEDEVYEVEKIVDEKLYYGKTRYLVSWKGYNKDHNTWQDVDSL
KSCKEALKEWELKKQQKEEKKQEREEKNMQKKSEREEAKLAKAAERAANKADSA

>E4YK25_OIKDI

MDRTESRNRSKLRDFYKSQARENAELVRNPQFNLDSSQFQKNEY IDGVLRQMPLAALLQRERETIGKETIST
LDQSMQSLVYDNYNKFIKATDTIKQMRVDFKDIEKSMDELVSEMSEITKLSTSLNSKMKPCRTEVANLVE
QQETLTKMQFLFELPAELKRKIKEGDFESAVEDY IKANCVLKNYENHPSFKSTQEECELEYKELVAKLEE
PFSEKESEEELLIRCIRLLVKLDEDRSSSLADGFLKSRITKVKHRDNTLKSFSSEISATLADICVNITSF
KNVFHERNLNSSLAAQHAYQSLKRHVNDILEELTDDFSEILVTNDLSDDQLSTSLDLWYSKLSATAQILP
ELNLTGRSEELVVSQAKIRHDSIRKTLFMKLEEEILKIEKSESPGATNAATLTLIRDSQHQLDKFEFTMSK
SYSQIEYFLVEWSDMAKTLKIDAVDHIASFCQKTLETAHPALLFPLSALASIWSETTVDQCIERKDRQTV
NRLKISFSQICSAALKELVFIRGCHCAELTYRSVMAKDWLNASEPRGPRPIVKTFTDEIRKIDEECSKFM
RPGVRPAKSTRSGSMRIDTLSQRSTLNIQRLFTDKIEIYDTVQSTTISVTSGIIKIALKAMLESVRLKTF
SSYGLQQIQVDLSCLHHILWRYCEDESHMGT ISDEILQSAALRALERELMEADVIELTVEKAQLA

>E4YK26_OIKDI
MYTMNVEVPFESERHAETALNSVIQDEEPRAGTHIERKITVEGNLLKTHWEAEQARILRTSAQSLLQLLI
LVTQTIEQFDGME

>E4YK27_OIKDI
MTEVKMADDPQYNNYLRIVYEKQALKKDLQDTYRQLHNNLANNSDPHEKAALEKVMDDINTTNELIFSYQ
HKVEKIRETKESQMPQRAQTIETHLHNGTCNVTSHHEKTIEEVCKMNNRFFSIDLSKSHLEMHTFDSTGK
KERKLLNWSEPSSKYANSELWLKTTDEAYLKSVAANTHCFEVKRKSRKNCSICGGNFFSLPRKLWKCTYS
DPAKKKNCDLIVCTQCKENNITKPCISVEDPIGIYKKPEEENNDLDTWKASPEEVKDWNPVGQGTWGIVY
KAKWHGPVAVKELKCKNPTDEEVRIFENEVRMLRKTRHEY TTLFMAYICEPEKSKLAT IMSWCESSLHKR
THVRSEKMTRLEATSTASQTAQGMGYLHSKTVGILHRDLKSANIFLQSDAKRSVKIGDFGLATTSAARGS
SKGGSFRDKTLGSTPWMAPELFRTPAPYSHESDMYAFGCVLYETFAGETPYAAKPHLRQEMI IFRVGAGL
MKPNLTRLNPREGEEKIVGAESCPEETQKVMKECYERKPENRPKFEVGDNNLVEMFNTLEASENDEINRT
NQQQRAAERQVLRSQSLNTAQHSYYGSS

>E4YK38_OIKDI

MANALLFCALMGQTSIVSRYKHGFVKPNDERALRIRGYEAAHGVMQIMPDCTIAYGQSDEYSFVLRPDTT
VHGRRRQKLVSLAVSKFTAVYQFYWAHFFLETALLYPPAFDGRLVLYPSDKILRDYLAWRQVDCHINNLY
NTTFHSLIQKQGLTASESEKRLSKTLSKEKNEILFQLGINYNDEKDIFKKGSVLIGAENRKDRLLENPGQ
ENEGEIDLWEAQSSEESKHLQKRQVLVLHVDI IKDPFWQRYPNLLLPLNEVKKARKRQLQTDCNKKNNEY
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LFILVFYHALVFVILDFNIIRNLYGNLKHKNERTVCITVLPRFLYLVSLPSRNEPVSFTCRPVTGTIGDL
LEQIKEEDRGVDHAATYAQGETRLASATTISQLLTMGDFQLRINDIRHQIQLPDDQFSANQVCKMAATKQ
LVHSLHSSLGIAEFQFQHHKKLTAKRDEIMKKLKKCQLVKQKIDEDSIKFSQQMHAGAMIGMSVLWG IMA
RLTWWEYSWDVIEPVTFEVTYGGAICCYTFYLATKTLPEYEHMTNRWQLLKTHKLSSKRRFSIEDYNLLS
HEYALVCEQIDRLEDELQYPPDKAALERFLGGGGGARSGARCSRSERQLSTGVDHHTANCNSKEKSKNKQ
SEVTMKLLATLLASSAVVNADFWDGAEEQNHSTWYSETNIGTFSSQNDPEMLEMAAEEAAAEIDFGGIQM
RGKRKKPKGFLIDQAWSDYDLKAELFLQQIYPGVENDPDFQMNKAEIQKEDAKICSAGVDPVKGKPVSCA
TDERMGLSAPMTPFQTAPRKFRQLKLMV IFLQKEPGFGKFCYYGCYCLPEGAHDLSGGGYGEPVDRIDRT
CKQFNQCYSCAKLGNGKLEGTSEECIGEYTKYRFQMIEDEETGEKSILCRNKPGTCARHICECDKRMAED
LSRYEDDWDVTYHTGRNNGEWNFADNCKKKGLGRYNKPETCCGDEFPNMRPKQGGKECCGSQPWDPTVQV
DRQCCSDGRVRPSGYC

>E4YK41 OIKDI
MKLLTITPILTKAQDIYYDYDGSGENYEYENSNVNARNRVSAGPTFDVTVKEIQEAKENLKLEFEGSGMT
NKDLIGTFSFETGGYSYEDGQATAELLDEYGRAKKPNANGAFGLFGNSKEEQEQERGKKNKNKKSNKNQV
VGSYDNYQNYFQAQLKNEEDFSCWTCSRSYWEKDSTGDMYADCRTHGEMI TCPKQKEDLGSDHFSSANSC
QVTERRFFGIVTELHVGCKQTRACQANFNQNKMNGSVYGRSCRPESTFGISTCRQCCSASECYSDSTILA
ESFNTEAEWLDDTHHATLITV

>E4YK47_OIKDI
MREFCILLVSFFESINSDSNCYVVISGGKIGSEFTDEAFKILLQNNSHHGNLEIRIEKSPYEFLPSKRAG
HKLALWHNTPMLTGGELYAAQRELKSSECYLKDTGQEIIKKDLDLIDEEVSQWQLLPDMNEGPRQYHSMV
VFRNSPYSGTAWVCGGELWKRAKASGKLRLEVVASCECFNRYYMKWIVCPTMIFERKFASSASSYFGIYM
IGGEDKKGRILSSVEYVEPLGGGKWKRKSSLPIKVKSAAAVCTHDKLFLFGGFDGEKSISTVYHLNRTNW
VDFGNLLTRRFGHTVTAMQSTVLIYGGEDDGEFKSAEILNTISKTSGADILIF

>E4YK54_OIKDI

MDAYFAHSMIEKEDFEKMEQY ILDHVPAEDFAAVRKNLKPTSTILEEATDKAYHEGAVLEHGCPVEIRKS
LEPLEKRLPDVVGIGFAKCGTGTLQFLDCHPSVTMRSTEPKFYNSKNAFDI IQFDGEGTPEKYDYLKKIE
ITAGKDKQKFLKFTKTVLTVNPKKQYAGSAALDVAKAMKILNPKTKIIGIACDPIKRVYSQFAMKNRRTE
FKTTDGMDEEATHKCKACLNKDLNET IKDFTENAQRLLDNGGNSPGFDEYARALEPFVEQFGDENVLLLD
GENLITQPNQEWARLLEFLGLNKESMKFYIDEEKGFPCLEKPVKYCLNGAKGTSRKIDVRQEYPEDTATW
RKSFSPKIKEMILFKKICNKIDEKCCQKLRDEKSSFSWAHEYACLDV

>E4YK60_OIKDI
MPELTKESSNGRTHVDILERRLLONQLHTITIQENYTDLIEDLLDELCQLRNLEVATDYLCGSEELLDER
ERLHEALETIRSDLRMEKNLVKLEKKKKNELKAALADSEEKRKKLTKKKGKRKKL IADFWRLSGSFEMTF
LTLF

>E4YK86_OIKDI
MWTTWEWVVMNKGLLTAFFALGAMRGQQKVGSVYARNGLIPLTSTINLITQVLVLYVYYAYIYYKYDYYY
DDYYFFHCTSTCYSIRKASFGLAIVSLILSVVVIIDLIVASCKEPKPTPPPQNAVVPTIPMMSIPQYAQTT
QVQYADPPQYGTTMNTKNPPTYRQDLLVYNPQPAQPVMTMQYAVQPVPQKNPNEFRNLFNAGHIALMTLN
ATFCSLITVEMSDCLSY
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>E4YK87_OIKDI
METCLQYDYDGQCVEYGVVPYDEFDVQSVKMSPPNEEEEDAPAFANKTLNGDNFKKYAPFIILTIVEVVE
LKCWCRRNTKIVEKMKKEGGAKSGGATSGGAKLGSVKKPPKEISVTIDPDSEDNDGVPPAPSAARTLRFK
EQAEKIGETFMEKVKAPFQKPMKGYQELGSESDSVAEERSEANFDVDKYGATISDRFF

>E4YK88_OIKDI
MGKFINVTTFTFAICTAMCFSVAGTSFTRAAFTTIERYFGVSSTKISTYASFNQMAATTVTPTAVHLTRN
MHIPRILYFSFLAKAVGFITLVLPYFLGPTYHPDGVLNAERNDSLNEENIFCRNEAQQDTTRNSMGLWEY
CIPISKVIIGLGGCLIWPHSISFIDNNSKQGQSLVLFGLNFVGILFGPMLAYGFASYVLSLWVNFTYECA
PEWVDPNGSDWIGAWWVGYVIAAAALLVFSTPLAFFPRNLKDENKLDEETDDKDENLVLKDHFEDEDKNT
TKKTSSSMISETKALFKNPLFVMQVLAGIVNSWAMATKATFGQKYMETQFGLSPADASQLKVYYIGSLCL
GFLVGGLIVKKLKLKPFNVAIFLLVVQTFYSVTFLLLWSLEGCSPQTPDMLFGANEEQNLADCDCRTDKF
VPVCGKNVTMDGYLFEELTILSPCKAGCSDVDVTYSTEEKELFGCPVISEGVHSRKYINCAVPVETGICG
ATECKSKVWIYLGLVCLGTFFSGINGSPGTVFLLRSVGSERKPYAMSTLGTCMKLEGWLPAPTTYARLFD
SLCAVKGSLDNCVEFYDNTAVRHFYFGINAVIAVLYTLINCGFLTVFWKRYKSDKPMWGDMDMDKPF

>E4YK96_OIKDI
MKAYHEHLRAQDFDCLFFNAWRDDASDKVFFDTILTDALDEKPAGSLENAVERLVAHYSSDDAFHLVIFL
NNIESNCTARSLDLLVELVTCKKISLVATIDKIYGAFAFDQCQRSQLNFISTIETATFMPYVHETKSGHST
WAKSAGKIGVASLQHVYDSLTANGQGVLKITTKDQTAKIKEKKDGPSFKELYKLCRKSFLVNSEAALKAQ
LVELKDHQLIGESTQEIRIQLQTSQLEEFLRTNNK

>E4YK99_OIKDI
MRVDIDEAFAFARKLALENGETVKNAFHKPKNVDTKSNPSDLVTETDRLVEKNILEATRAKYPTHKLIGE
ESFVGPMSITLTDEPTWVIDPIDGTSNFVTGFPYVAVVIGLVLKQEPVFGVVFNPILGEMFTACKDKGSF
LNDEKTAVKSTKDINNSVILSGFSSGRNYEHLAKVRNNLESVLMNPATGIRMLGSTACAMTMVAAGRADA
YFGARFHIWDIAAPSIIVTEAGGVVSNLAGNELNLMNRQITSACTNELINDIARKITPIEIPDPDGKLE

>E4YKB2_OIKDI
MIRRGVQRLGIGLALGVGYDRLVADRLWGMRRFSYFDRAWSTGVAATGKLTFFDDGLGTPDQIRIIDKYR
FEILEKRAEEMIDSFMKSIVIKSKKIDGDYLLVEGELDSNLDLDDELWPKECRKGFFQLVLPVDGVIEGI
ATQTAGTGDHGFKRRRET TAKPLIQEHNTASCIMENPYYARRKPDKQQYSGLRSFVDLITLSMGVGIECN
ALAKWLKEELGVERICVTGLSLGGHTAALAASTSPVPTAAAPGFAWSTSTGVWTTGALSNRVDWANLESD
INAHPGYEPLFESLGTGLDRWLERDQETAQQIDSLPELQETQEVTKNLAKSKLKLLANHFSHLGNYPVPK
DASLIHYVLGEYDYFYSRDQMTGMDRVWPGTTFEVHPTGHVDGFLLYGRAYRNSINTVMNRLPEARSKSV
NLYALENVPYEETVDGQGTDVFQKAFQYCTVQTVNFLQRS

>E4YKB4_OIKDI

MSEDQSKPVKQSKVPSHDQILEYLTMENTRNKRKLALVDEF IKAQARVDPYNYETLEAAVQRIYAECVRK
PQYASTYTIFCLKVYHKLGDIGFCLDETGKYVSTSYEDAAAANMKWRGFREILVELLRTNFYSENKEQGL
IRMIGELYNCNMISRRLLQRIYFDLMHRQTAQDLIALTQLTYAVNDRLINGPAKQFVKEEMHPSQKEAER
RFGHMIFEGLKIFIPKVLQEQQLHDNVAMELQNLYNTVVFSLTKIK
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>E4YKB9_OIKDI
MACQFFRGKYLADRMLNNIKQEVFKRQVRPKLLATLVGEDPASQVYVRHKENACNHVGIASETIRVPETH
STAMVSEILVDAGEREDVDGILLQLPVPDHLDERFLCNLIPPTKDVDAHNAASTGNLVYGRGIFVPPTAS
AVAHCIQENGIDTFGKRVLVVGRSRHCGLPITLIMQGFRTHPELPDVADLYNIAASSDITISAAGVPGLI
RPQMIKEGAILIDIGFSRKISGSSVGKVRLMGDITHPDCRARASFITPVPGGIGPLTVAHLVRNTLNAHLH
ANGLPRVSLASLCRPEFEDEFEYAS

>E4YKC3_OIKDI
MRKHTLKALLRRKKSHLGNKWSILFLVAVSLARVAMGIFNSITGPTLPVLAQHVCKSPTTVSWIFSGRSY
GFLIGSALSSVFDRFGISQMLMLSLSVLLCAVGLALMPILTDLWLLITIVTITGITAGYIDAATQCIMLK
VWGSKKSASILQLHHFTFSIGAFLAPILVSPFYSGDDDICSDSVDDNNEPVCLGIGDNNSILTPFLISSA
FTAAVFFLMIWLYFVDITEKIKEDNQESADEREEDSIRDLWQYFIPVILFYFCIVSGENVYQSNIFSYAA
CKVGWESGKASILNSTFWAGFGIGRGSGIFFSRFLRPSTYTTIDLVFCAATATFLSIFPTNEIMLWIGSF
TYGLGIATLYSCGSVTVTS

>E4YKC4_OIKDI
MITELFTIVLLGLADAQKSVKLKNVDVLTLYAGRMTTGRRSAPVPQLQCIGGSAGCSAFVPTVVQCYNRG
TDGQDIQWECKADMEMKYKFGQVQVTCEGFNYPDDPYVLAGSCGLEYTIDRVGSSSSYSSDTGGTSFWSS
SNTDSSEEGSWALFITIGFVIYLLVTNLNSSSDDRPPPYNPDFIPPAGSNPSSNTGWFSGSGRNRASSNS
NDGPGFGTGFAAGAATGFAAGNAHGRSNRRRGWFGGNSWEGGNSWTNTNNSYSQGFSDGRRSSPSPRRSP
SPAATKTASGFGGTKRR

>A8PAZ4_BRUMA
MAEFRILAGSSMLKLATKPRYAKFVTADDLVMLSALGYDEEFEMRHRFFGKLNKHLMALQLHVEYLGLFA
LVSLYDDVDFQNKMRVLVDANITKRRKYMERSKMKNFAPYYQPEYCLAYATYTLAKLPSFESIKCEPELR
RLTESIWFLLGIFSARKEPGSLEFTYNIFQTVKNSTDSKLESCSREELQQKNEKIWALCDIGMLLMSYRV
KILMKDIQFKPLLSKRFFLNMGKANTKVYLPASFVKEMKTYKANTKHQKTDTTKAATKSFVRHSLTNNSK
HSTRVSSVLKVGSKRAVSKKRSNRNRKAKVNDFPISNETDEIVIKHPKLVSEEGKPQQRKMNEKKSVLEK
IFQTSSGSSWDLGMEVLIFSSYYFHDV

>E4YKC6_OIKDI

MAKGSRKRFNKSGRDQTVATVVTANNTLIDGENNESNDCNALTLDKKTVSIKRAPILQPKLSKKKRKHLE
KLVEQKEKKAKRGELLEKLNDLRVPSSELARYHSTAHIGNKKQQEKSVWLAKRPDSETLKEEKINSIKGA
KQAKLEIDEKGEKEAESSDVSTDEESDSENGEKEWCKKKEETFETESTPKLIKKDEQESEESKSKKLLDP
KLDYVLINRPSEIQEARQELPILSDEGTVLEAVAENDFVVLCGETGSGKTTQVPQFLYEAGFCVRGMIGM
TEPRRIAATSAAERIRYEMCKTEAEVAHHIRYENKTTKETQICVMTDGVLLSQMSSDFLLSKFGATIIDE
AHERSTHTDVLIGMLTRVVMLRRKRNIPLKLIIMSATLRIDDFIANKKLFPNLAPPVLKIESRQYPVTTS
FAKQTELRDYTAAAYRKICKIHREEPAGSILVFVTGQDEVKLDLDENLSSFDLSSTALDATLPMRALPLY
SVLPPSEQKNIFAEFEEPIRKVVVSTNVAETSLTIPGIKYVVDTGRHKAKKFSPITGVSKFEIEWISQAA
ADQRAGRAGRTGPGRCFRLYSSAVFQDFAKFPPPEI TMKPLDDLVLGMKAFGIEETKNFPFVTLPDEEAL
TNAEKLCVKLGALKRPHKRQVFGSITALGKTMNAFPVSPRFGRILSLSSQKNLLKFATATVAACTVRELV
DANNEKTKALKEIWADASKSQLGDLLILLSVVGATESSKEPETFISATGVRSQGLKEVRKLRRLITHVVR
SMIVNEEEEKELAERKLPQPGAKECTLLCELFLAGFGDQIAFHSEKGEFKLPTGEKGKIYPSSVLAKKRP
NITICYQEKMENHKGNTYLKCCHEVTAEQIVRIVPEYVTFNRNKNSTPKYDANSGETEALYTCYYTSTNTP
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LGEHWKTLTGEDETLLRCFAHCLLIGEVFPAFKKLKTFWLSPPAVLLRTWANLHERTTNLIRCFSVHGLT
SRAAFLKKLQNEESRSETAESLKEWLVPSHFVHIESTIESISE

>E4YKC7_OIKDI
MSNNSDTVSNISRDDLNESGYQEVRNSKRRVWVVAGSVTEVVLCTIMAVTLPPALKVEKTTSTAFSSTTT
STDATGTFSTLSTTATISIFSSTAEWPENITTTSKNNDKATFASTVLSSSTFPTTPETDTTTQALLPVTA
ERTLVQSTAITEIPDTSTTLKPPFMYTTSYETTTVSIVETEAECEFINELLELDICLLDQRYPLKHCNKN
NLGS

>E4YKC8_OIKDI
MASPQNDMSLVVLGSGGVGKSALTVQFHQQVFVQEYDPTLEDNYVKRHEVDGKTYKLSTLDTAGQDEFSL
FRENYYKSGEGFITVCSFDNRNSLDETKKFFGDIERITEKRHGPTTTAANKADKENRKFDEEAVRNLCNQ
LNLRYTIVTSAKTNLNVENLFTEVSLK

>E4YKC9_OIKDI

SNVTVALRDVESDVVIDASFTGQLLNDERTLNFNETFIFKSRSTETTVDIKSAFLQENLSLELTHQGLDS
DSEHMHAGLLVSFGDYKIGATIHLFKNPVMQILVSAFAQKKSWYLYEGLFKAYLPSFQQLEFGDALNVTV
AYDEDHESTWADNSFFIECSTRLNLEEDEDSKYYALSNHLTTKNTTAKNNQEVILDVEMWIVQRADMLRE
VVESENDRYLMLSYLLLSNDNDRFSTKLTTNLY TPYLVKLEDGYMLINTYKLLSSEHEINVDANTASVIL
SSDPAEYSQLPRSEYGFNLMQENYQKLSSEFKKDKEKYKIGYEFSYALDESQTFSNFTGNGQINFGNYLS
EGITLDINNNKNDAGLYGAYTSQNITIGFESEFDKKGIASTGVLSKVKDLYNTSSIPKIRKIGGWQWKFK
PESNIGSFQLFHPTELQTSLSKTAAVAAHRMIVNFRKYRRFGKVQITGKSKFPGKYNEADFVGNLDTQAR
SMNFTLETDEEVQTKIDFAVNDATELHLVDNVFLPKYLRIDLFFISKILEKKRWSLRGRIGHDLAPVLDC
TSTGDVTDTTTVFHSKCKGTEFDAVGFDLQT INNNIQILAGIFGFDKELKLDVNLLDD IKKKMTLKYREN
DNELTKWKTEGALDLKNQPKAVISTSLINDKLTEIPKTIEFESGFRVNELQSSINRIDVASTLASLRNFD
VEHWTNVAWNSEKVNFRPKTAFNLDDDAVSVRALLFLENTLKNLKQENGIEFAASRGGDSGEIFLQKLSE
TLNLKNSTNPRSRRSLVLGETDGLVKLNVKVAGVDHF IEISGNGRILRSGQVDMTSLFSTSMEFLEKFFG
PYLKLNVKGSLASKITQTALDNRVKRQELELALETSSRVSENEQKIRLRNVKLAQSFDFLEKWPREISIR
GICQSTAKNIEADLVEVLLDDFSVRCDRLDVKIRKYKRDFVEALETKTKEFDAVPKRMKVLITGTDISND
GYSADDSYCQLDFSNTTEISSEEENNQLSPEINLHLKEK IMCFFVAKLNLQFFKSANDFGDFESLGSGES
VISTANPSSGKTLFEASFHPDVGTSEILTFEKSFGHFLIGRDYEFVSRVEYQTRNFTEATAYSFRHDFFP
RLENIGENYKYRTILIRKVDYNRKYYTPSYFDTYTELFAISTAQTKNDELAHLRLRLPSLQGSKDGYFIT
QYDNSNKIQFFVGLDKSRGLISFTKDLSKINLKIDSTYAPLKTFLFNYEKYDDMMFGLPFKCHLGLFIDS
ETIFKFDLINDLGISAIEFQGEEKRFSIKVSEESDTYSSSSQYFFTCALSSWISQYYGGAISAMVELNDR
EFKAMEFRIGDKAGFRKLLKASVIYDNQEEMKNVSSTINIYELSDEPMTFQFNILNNLDSLFDETERFEF
ITNTKAVPNLEVSDHLELELKGLGGVSKVTTECGLKNNENSVISSLVRCPRFFSRIGKIQFETENGPGFI
NWNVDHKTGKMVVPEANGQKIYDFDFEKKTVLFQNGNKSLAANWGDDE IFISNTFENSFLPFDEMKISST
EKGLLIELDSEETEIEAVIGDTENFSITIDNDGQISKIENSPENAFKTHFGDNFDIGVDSDASGSEFSWG
SETTEGSLYLGLGGVELNSRNKRTDEQFSTGMRCEITPLNPNCKAWLNKKFVETISSKINYQIDLNQRIKI
AAETLFEQNISDEISDFMRINTNAMVGIGKQQYFSTGFGFSEEREEPPTLSQIWSVTAKEELESVVSLLT
ANLTDSQNGFFHLLFGEDFEIMYQPKKYSAKVGIVGHDFKIGGIFNDEEQNHYFYKPSKYLSPWHVAANE
TKFISRDDYSAKLEVERKSQNQFVPFGGILEFEVEDSQLSVGNLKIRAANKNELETYFELANLDLEFFLSK
SLASTNFGDLLWKNLNPQMNLNNSLLRLKLDLPCMEFILDSPIDDNYMFARELVNTVNCFGEPIGFHLGD
LAMIDDRVCYGNAEICRITFISDKLLDEFVASGFNENLTVAENFQDLLEHVLQNSIDFTIAHGGIKDESR
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EISTSLNVDSFFVKALILHINKILLDVEKAIDFIEENSSLSISPDSIKLTLPHPLFLLQVPYSSSLLSSL
TFLNDPAMHYFNQIASDFL

>E4YKD4_OIKDI

MKVLASTVASVMAKWSNNFDKLDNETQFSQFESCKEEVHAV IFSNETENGGFNCEHLNDPVPYHTIICSA
SCDGDNYEHEWRTSRFSVQCKETPQVKTKFKGDQSCSLKPVDLCEEFYTEDLFPMGDFVLQRISKRGAHK
LARLSLQCHDSDKSAKATCMSNKGELKSKENLDNFCVPEPEYCEPPLVIEGSWEFIKTRKNGDKVFELNC
PNTDFDMRGKVICEKATGAFRNRHHTEDEFLNFCAPDSPSGDGSGDSSGEGSGEGSGNL

>E4YKD6_OIKDI
MINFFKLKLFIKAVSTILISLALTSKMTKTEDFDNKDTPTTEENKEKCATNISRMIENNQMNPDLQMVIKT
TKINNSPHINDLVYVVSLQIGLTKGTCSGVSVNENWIISSAHCYSSRVNIYFGQMNGTYSQIISSSRVIR
HPHYNSSSLEND IMLTKLSSIRVSNKYILQN

>E4YKD8_OIKDI
MALWDPEAAGNAAEYLRLPRLKMIDIQNAPFEGKTAVWVPYSETGYCKGYKMGEKDGKIEVKRLADDKVK
LFKPEDVEPQNPPKYELLEDMANMTYLSEAAVVHNLNSRYELFLIYTYSGLFCVTVNPYKWLPVYDNHVV
LCYYNKRRTEMPPHVYSTSDNAYQDMLRACENQSMLITGESGAGKTVNTKRVIQYFAVVCALGSEKDKKA
LKGGGTLEDQIVAANPAMEAFGNAKT IRNDNSSRFGKFIRTHFQVTGKLASGDIDTYLLEKSRVTFQLKA
ERCFHIFYQMLTGHKPHVNEMCMISTDPYDYKWCSLGEIKVKSIDDREEFDATDESFDILGFSDDEKAGV
YKITASLMHAGNAVFKEKPREEQAEPDGTDAAEKTAYLLGVNPQEWLKAVCTPKVKVGTEYVVKGQTVQQ
VYYSTGAVVKASENRLFEWLVVVVNRALSTDLPRNNFIGILDITAGFEIFEFNTFEQLCINYTNERLQQFF
NHHMFILEQEEYKREGIEWEFIDFGMDLQNTIELTEKPLGIMSLLEEECIVPKATDMTYRDKLFQQHLGK
TKSIGKVKKQGKFEAHFETYHYAGTVAYNVTDWLLKNKDPLNNSLVTLFKNSTLSACKKIWESYVSADDA
PKGGGKKGGKRQESLLRLMTNLHATQPHFVRCI TPNEQKRPGFMDNNLVLHQLRCNGVLEGIRICRKGFP
SRVEYSDWKQRYCILNPNAVPKAGF IDPKKACEKILTGITAIDPAVYRFGHTKLFFKAGIIGALEDLRDD
KISEILTKLQTRMRFNLQREAFLKTIKERDGAVVIQSNWRAYTTLKDWEWQKLLFKIRPLLNTAEKKAEF
DELLKEYEEMKKELEVESKRRTLAKVEKKEKKALQEAHQQALDDLQAEEDKVNSLSKAKNKLEQQVDDLE
QSVETEKRSRLDLERLKRKLEGDLRLAQET IMDLENDKQPAKAKSEKSRSDLSRELEELSERLEEANAQT
QGQIEVNKRREAELAKLQRDLEEHNTAHESTLSGMRKKHADTSSELTET IDNLQRVKSKLEKEKSELKME
ADDLISNVESLTKSKIGYEKSCRQLEDQFAELKMKHEEQEKATSDSAATKARLNTEYNELRRTFEEKEQT
NSQLMRQKNSVSQANDEIRRSLDDETKAKNELQRQLSKSNSESAQWRTKYETDAVQRTEELEDAKKKLSG
RLSEAEESVEAALAKCSSLEKSKGRLQSETEDLTVELERANAAAGALEKKQRSFDKILEENKVKQDEINA
ELEKAQKDSREASNEVFKMRNAYEEAVDCLESSKRENKQVQEETADLTDQVAEGAKSISELEKAKRNIEV
ERNELAASLEETEAAVESEEAKTLRITVELQQIKNESDRRLQEKDEEMDNNRRNASRTVETIQGDISDIE
TQLAHANRQLNDAQRQNKDIMGQIKDAQMALDESERTYDEVKEQTAVTDRRVNLLQAEIDELRSAVEQAE
KGRKAAEQELMEANERANLLHTQNTALANQKRKLEQELLAVANEVEEATQEAKNAEDKAKKSILDASIMA
EDLKKEQDASAHLERMKKNQEGQLKELQARLDDAEQVALKGGKKHVQKLEGRLRELESELDNERRRGVDS
QKAVRKMERKVKETVYAGEEDKKNLSRLQDQADKLQLKVKQFKRMAEEQEEASTQNMSRYRKLQHELDEA
EERADMAESTLSKMRSKTSAF

>E4YKEO_OIKDI
MAANDRSPQWLEVTEDSDTVVSGIMIQVSEVNKWLEHVNGKRDFPEENNLTNFFISYSQKKKPLLGAGKW
ITRGESFETNYKWDAQKGISYHAFKTPVTCRRIRLNCTKTLGGWCPAVKIEWIG
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>E4YKE8_OIKDI
MKVFITSAASAFSTAQMRPCDTATQECSLNADCVDWPYCTEDGLYFTGPVCSITGSCSCIDRLNGAVSVS
SEGVELTTQVFLPADFFGSWMSDNNFSCDMFSSDASASASLAETVPEYVLSQIDL

>E4YGL4_OIKDI
MAETAGFFGFDTALPGDSSAWDEDEASRSSNAKNDETFGSSETGATAWPKLGDPRNLVSKLDRMSVNNSG
GFPDDPAIMSLQEKPISMPDRSAQLQNMEKIWARPQQQQQLAQSNSLONMEKIWNQAPPPSSVAPSVSST
TAPPPGFGPPPGFAPRPDAVAQQVNNVANSTVGPNLTGPAPQTAGVGNIGSGAVQQMQRGLNVEELERQH
FAEGLDALSRRGTLVKDAQSLEAVQVVAAQQIRQPPQGTIGQLHPEHRRALERNKNRNDNRNNRHNQQRR
RDPYANLMSRREREWITSMQLRALEIKNPETEDYYYVNYMKRLMQKGNAKNQREL ILPAPKENNRNRKRN
DSEKESKKEGDEDKEKEKKERKPWSEGSLGKPVSSSGKSIYEYLITKLNC

>E4YGL7_OIKDI
MPPQRFSVFLERDQIQRDRDEENRLTEAQRNKELHSQLEGGGTHYVTAHHLHGGGGGSTGSVQTTGSESG
HSAHAHFLPREQNQILYESQMEVDVEDVRDLPSYSFQFGLHEPSRRPFPLPIYPAPSTAPTSSQSTMDRS
QWTDATGSLFPNSARRGSFDSSISPATPNTQTKYQRHYKSINVRPDKRNLLTYHQRRAELSNPYHSSTSL
SSRPNIDQHYLSASDLTGPTAPITDLKKRRLMLHELKNQLGDLKDTNATTVMDQIHAENVKQGRDKYKTL
KQIRRGNTKSRVDQFEAL

>E4YKF2_OIKDI
MSQSKGTISGGTVSKITKDPTLGNIQTKALGQSGFQQNIPTKASGFAQSYDIDVEVETTQTIHITNVQIT
QSEVSIVES

>E4YKF3_OIKDI
MADRTYGIVGMPMNNSSSKGMTRDRKDQLDKNTLATGRYTVKSKTKLPFL

>E4YKF5_OIKDI
MKNKLFQTTITGRLELESNFDDGKEENEEQVHPAFENTLLLREKTLLCKAKILELKDYMSATIFFALCGAY
VVLASWIDFTRAFPLFMVFLVYLAVKFYELSKEKIKERLAGIDRTKIRKISAFGGIFLMLGIYAETLYTT
EYRSNVITASFGILVFMFISMMMCVSTIIKIVWRPILVGLMLQFFIAAFVIKTEIGFAFVEICRSKRFLRF
ADAGGIFLFSGYKGDLTNFVYGVCPVIIFFSSLISMLYSIGVMDEFVINFLSFALTATCNCTQSEAVACVG
NIFVGIAESPLLIRPYIDHMTYSETIFCVMTSGFSSTAGSVLGAYLKLGIDARALTITSSFMSAPGSLMVAK
LMFPEVTPSKLTTKKTEQDKSRKSRNLLEAAVQGAMDAFPVCENITAMLIVEVAATECLNDIVVEMCGLF
DIHDIRLETIFGVVFRPLVLLMGVPYFEADFCARLLGEKIFFTEFMAFQSLATSKGYRDMGREKCDCDGN
QKWLSELSETIMTYALCGFANTPTMGIMLGTMAGLAPKRKKVESKILAKTCVAGTICCLIRGCTACIFVR
ISFLPDLQLSFSSSLPVILNSARSTFTSSILNLSQVSSFFRKKNLQNFRSVQHFLPRRKSVHEF

>E4YKG1_OIKDI
MFSEEELLGRIEELELTIDEIRDEHETIQLEKITKKLKDEEQTRLRKYELTEKKTHRVAMICEKNRKDYCQ
ARENYTHERDRAAKLGT

>E4YKG3_OIKDI
MMEVVSPIEATNLSKNFLSSEWMGAKTKSEVNPNECENNNREEDRKLFVGMLSKTQTEEDVRRLEGKYGA
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TEECTILRTPEGSSKGCAFTKLANVQHAQNATAQMHGSTTMPGASSSTVVKLADNEKERALRKMQQMAAN
GMVSPIMNYAYPQYDIQSIGGFANNMWAGGIVAPMGMQMVNQMVHGVVPSAMMPQMPSAPQSPIAISTTG
STSADSAQAHAQVQVQAAATAQPQPATAYSLQTAYDSTLAQYQAQTADLSTLAATAAYGGYQFVMVPNPA
GGYTQVPLSCGGPSMAALNQNPCAPQREGNFHSLVLHNFNKLLPGPDGCNLFTYHLPQEFTDADLANTFA
PFGAVISAKVFIDRATNQSKCFGFVSYDNAPSAANATTSMNGFQIGMKRLKVQLKRPKAGDKNF

>E4YKG7_OIKDI
METRSRPTALNITKTDFADDDMERHDFVELDLGIEGSYGSEGGSTLVDDFTGETKFHYKDFGSIDWYREL
ATDQRKRAREKEKAENSPNTVNYVRSLADAASGWITVTVIGLLAGFAAGVIDIATKWLSDLKSGYCRGHL
YLNQEQCCWSDNLHGIDEDNCTAWRDYGNPNSYGGHVLLF IMYCLMGTLFATTAVILVKMIAPYACGSGI
PEVKTILSGFIMKGYLCFGTLLVKTLTMPLAVSAGLMLGKEGPLVHVACCCGHAVSQFFPKYRNNQAKLR
EMLSASAAAGVSVAFGAPIGGVLFSLEEVSYYFPLKTLWRSFFCALTAAFSLRAMNPFGNQHLVLEYVEY
DKPYHLFELFPFITLGILGGLYGILFITHMNLSWCRFRKRSLLGSVVILALGTSILAYPNPYTRIQSGHLI
RLLFKECKRYDDNPLCDYDYSKNATTVESDGITQASWQLILALIVKSALTVITFGIKVPAGLFIPSMVTG
ATITGRLIGILTQKITEAFPYSPIWEGVCADPTSCIEPGLYSMVGAAAALGGVTRMTVSLVVIMFEVTGGL
QYIVPEMVATMASKWIGDAFGKDGIYDGHITLNEYPYLDVKIDMQQQKVRSTANNWTLTSIPFQGSTTEK
LCTMLADHPYSGFPIVTTQGRLVAFITREDLHEGIAAGRMLISDDPNDEFIDQTVLFTMSTPLVSAGRVP
IRLNNVIDYSPVTISEQTPIALVLEMFRKLGCRQVFVIRQGELVGLITKKDLLQFIYETRNNDQTSYSQF
K

>E4YKH5_OIKDI
MNRISLVNRKIVRWSSMSTLNDFIRARTSRVASVEALTYQNMTPLKVSSEQIQLEYKLNTELDLNPMGNM
HGGRMAY ILDSVMSALASDFDKTDVNSLNFSVSYLNGISKDLDSFLVTAKIVKGGRAMAFLTAELSSKAG
ETYTLSEGSFAKCA

>E4YKH8_OIKDI
MDQPGWTLTAPGPSPAPGSTARQESVIEEMVMSMAEAYKSAQQGKVPSSPATSTPPAPSPENQQYHPLAA
ANLHQQAAPGYLPTPYQPQPQPQMTPPTYPPQQHYATSPPTQYPYQYGAPQYGDPQYGVHPQIPPQQPYP
TPALPQNPLQPYPPQPSYQAAPQHPQQSQYQQYPPRGYAPAPAYPQAPPAGYGYSQPAAPYGYPIQQQR

>E4YKIO_OIKDI
MYKFIPPATTAFISTYFQSWIGSFLVVVFLIGIERRKKNVIAGIEEKWNPTNELTKCIKGGAPWMFKVNA
SCFGLLTSYHESINWKSIIRCSIEYRETKIFDYLINSSQSNKLLYNCFVENLATWFKLTVHSGDPTLAKL
FFDVFGSFPEIRTLPPDFAVRPRQSLADNGTLITLKKQATRAININFRVKNYSSATRSCPLGDANGSTLA
LSFEDVELMLKEAAYFESRHRFKIDKME ITYFKTSGKTAVTALFSTINYLLQKDSETFQNLAKKYLQILEL
FLKLPLEIPEDIKCSDVLDFLRYSENTKIWKTDVGLSVFQLTQLWFGNRGNLQFRCKQVLLKSCKIENLE
KNTDIPEITREYVTLNTSTENLVL

>E4YKI2_OIKDI
MSDWGGFSDAELRHLRSGGDANPTSAKPKSTASKSSKKALAAKKTSKPKPAKKLPEEALFPTSTSSNAAK
KETKEEIQVHKIDTSSKEDEMPDFIEEEVVEQKKKMD IMEVEKAQREMEEKNKRRRAALSQEILSRQKKA
ALESKMLATIQEELVKLDNLLNADVAVLRDQIDTACFEFSEANRRFQTAEKEYVDSKFDLQKKTETKDSL
TEHLMNLIQANEERKQKKLEELTFKLSMDPETVAKREAEAAEKLKLEEEAKQKATAEARKKAAEEAENAK
EADATAEIKEETTSTSSPAPQEISREQTPEQDLSEPVADTQSS
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>E4YKJ9_OIKDI
MNRVAKEGFLKCTWGNVAYKIWNKGAPKRAVFLHGWMDHLSVFEPLTSNLSNSETETLAVDLPGHGHSDH
VSWPWNYSHSDLPKYMIETLDRMEYRKYHFVGHSFSGNSLTPSLAVSSDEVQSFTILDAHGVITMVDDMY
LFTQRKALEGTYRSKRVENPKQISREELKKRLLKSTIPLEFQDLWLERGVKWNVERTHGHFARDIRLNEN
SNLLDHLKMPILRINGKESDPFGGVDPNNPAMALFDIKSVQRFSEETSKKENVTEFHLPGNHHFFLPQAR
ETAKILEEFWSSVE

>E4YKK1_OIKDI
MEGLVKWAQALSDKEVVSYLGIGMIVNGLFVAPILTYIMPAYYGRYSGKSWFSTSAKLSWLVQECPAFFV
PLYYLLTTPALELPSQMLLGMMILHYFQRSFIYALMQRSKNNVAISITFFAFIFCLYNGVMQGLALSSVY
QYPASWLSSPQFILGSFLFSLGFLGNIHSDSILRNLRKPGESGYKIPRGGVFEHVSAANYFCEALEWTGF
ATASWNFPAAAFATYTVANLLPRGLSHHQWYKNKFDDYPKNRKAFIPFLL

>E4YKK7_OIKDI
MKARKISNFFFKSDLFRENSESTGSLARVPSHRNKKSKHHKKKKKSKKESKFERLEDAVERHQELRLEGE
EPIYTDDDTADGRVLDNPMNKFQPMVGGELDPETKKRIEAAQAELSMEAPEET IKSSRDEMVDEGIEEDE
TTTTTSTTTTTTSQTTKKEDTTTAENEDTTTTEKDETTTMENEENEKELENVEYENEKVDEKTTSTTTEE
PTTTTESTDSESEPEKVSDESRNEDSEERIEETEETTSSTTTTTTTNANEAENEDIARETTTSTTSTSTS
KTATSPDNNQSKSEEKEELIDINDDEVEKT IEESEPDTKTDQDNPGQSIEATKNPGELTLGNNVKKVISP
KKEEESTAAKQKAANDLAELMKRKAMAGHAQFGSHDVNNFEAIMPELRT INPYNRYEPYDFKKGTPGEAD
IFEKREKVKEMTLHAWNGYKLNSFGESEVNPLTGQPVNSELFGKAHTGLTI IDALGTLYLMGLEEQFLEA
REWIENDFKFDAEATPATVSFFESNIRHLGGLLSIYQLTGDQLFLEKAEMVGQVLEKAFKGEKGMPYGRL
DLPNGSGMSQGWVPGGCFVLAEIGTISMEWVTLGMETGDLHYKELAETVQNFTREHVGESGIYSNFVRPT
EEGLEGCSSAISFAGCADSYYEY ILKFYLLGGRKDDLQLSWLEKTVKGVEEHLVLEQKDKEKYQIMMVEG
QQRRNPKTGSFDFSKGNRMGHLACFAGGFWGMTSQVLTDKSERFMELAKGVTQSCRDSYVDSPTNLGPET
FSNTGASNPGNDYYILRPETVESYFYLWRLTKDEKYREWAWDVVQALEKHCRTEFGFAGLKSVKTGQKNE
IQESFLLAETLKYLFLIFSDDELISLDEFVENTEAHPLRINPSIHQ

>E4YKLO_OIKDI
MSDREPLIREEDDQEIISETPEIENETESQTRTFTDTGVETETRLERNLGLYDAVGIGVGIMLGSGIFVS
PGGVMANAGSFGSSITIWVLCGVFSLLGGLCYAELGTLIPESGGDYTYCNRIFPDITGFLRLWVEVITIR
PGCHAAVAVTFALHVLQPFFPGQSVPSIPKKLIAAACITLFSWLNMYSTIKGSTMVNSYTAFAKTISLILI
IGVGIWKAGQGEIQNFMPDEFWKGSTTDFPKLCLACYSGLWSFAGWTDIVLVTEETQNPAKNVPLAITIS
CTLIIGLYCLVNLAYFTVLTVKASATATAQVFIEKALPNLPGHQYITPILVSLACFGGVNGSLFASGRYY
FVAGRNNHMPPILSMVQIHRNTPSVACFVNGLLSTAMLVNDDIYSLINYTNFIYFVCIILATGGLAYLKI
TGQADGSTVKVPLPILILTLIMFSGVVLGAMVLTPYETLGGIILTLTGLPIYFIFVQPRGKLLEWKQNMQ
PRYENFSRFIQKLMVVVPETKEE

>E4YKL4_OIKDI

MEILYFLSSITIGYYLGCGIQDVRVEKCNVFQSLQETRIVQEPKKESKKKIFIATHSTPKYLETRGDAIR
STWLNEVDPNIATVKFISGPVAGFPTLTLPGVNDYDYPPQKKTFKLLAYFYSTAHEYDWFYRVDDDITLQ
FDNLIQLVSKLNANNEHYIGGTGFGRNAEDFIPSGNAFCMGGSGVLVSHALVRKIRPHLSTCVKNLMTEH
EDVEVGRCIWTHLNKNCTTSYETGQIFFQNWRRDALPGEVGYKNNIDAEKDLKIKTLDNAISLHATKQPE

210



SQKAVRIRILKRRMQKLISETGVMRSIVSKNLKNRRLNECLWDETRNVNNEHTPALYQNNVIPGMKLHRP
WPETLRKTDSFVPGTSLHSSLYRCLNTDGFSITRPGMDNFGWKLILTAARFSEETVVKESTNLLVDTQQR
PLTLIVPLYKREDAFMRFIKLYSRLLKTHQNLNFIVATAGDDIDRQNIVEITEDKIPQTLFNTHVRVKTC
KLPFDKAHCLQDAIDLLKEEDLFFVYDVDIIVTEQFIQRIYFLGHDNVYFPTLFSQYELTDHNSQNISEV
NGFWRSHGVGPVAMTKQTYLKSSGYNQNTHGWGNEDTELYDDFIKNGIQFVRSHDEGIFHPWHSKNCSGL
QSETGQYAACVKINKEHTMSQTRLATKVLDIFTFNKIK

>E4YKL5_OIKDI
MGGKLSNLHGSASSEPKDVYLDITIDEIPAGITEIKLRDDIVPKTCRSFRALCIGERGLTLKGSKFHRI T
PGFMAQGGDITKGDGTGGKCIYGSRFKDENFNLKHVGPGVLSMANSGPDTNSSQFFISLDKLDWLDDNHV
VFGEVKSGMDVVRLMEKTGSQSGGCSRLVEIIDCGVL

>E4YKM7_OIKDI
MRLLGLVSLLSNSVLNARELLVITVATEKTDGYLRWEESVRYSGLKSRTFGTGEDWLGGDITNGPGGGHK
VNLLKKELAGYKGNSELYFLFTDAYDVI INGKEEEIFSRFDDIVSKVEYKTNVLISAEDLIWPDASLEPK
YPLVLGKRFLCSGAILARADVFLDLLEYRAIGDRDDDQLFYTEAYLNKELKEKFGIALDHKAELFFNLNG
ALEEVGIDFARSATGDNTVENTKYRTKPLVIHGNGPSKNELNRISNYVPQGWRPDYGCPACSKVLNEEIK
EDIDTSKEIVIAFTIDGITPFVHNSLKRIASLDYPAEKTHLLTYSNTVWADERVDTFLEVFGSSYKSTKF
ISSKEKMSVTMARKFALQKTYEKFSVEFVFFVDGYVQLTNPAVIGELIKTNVELVAPGMSRYGKLWSNYW
GAVASDGFYSRSDDYLDIVQGTRVGIWNMPFVNGAYLVHKNLAADLIDIFAGISQSPWQGKFNDPDLDFA
SNLRTLGIFMHVTNQAYWGRLVDREHMPVDRIHPELWQPEWNRPDWEEDYLDSDYWRVLEPETEMDEPCP
DVVAFPFLSSKGGFDMIEEMEHYGKWSGGNEAHTDERLAGGYENVPTVDITHMNQIGLQDEWLYVVKTYAA
PMVSKFYTGYNPDNKPNLMEFVVRYKPGEQDRLRPHHDSSTWTFQIALNRPNIDFEGGGTYFTRYKCSVVG
SATEQDSRSLEVKQGMGFAFPGRLTHQHAGLPTTKGTRYILVNFMDA

>E4YKN2_OIKDI
MTKQRDKIALCPAEIDFGLIKENRIERETITLGIQNVSKSSIRVSILFPEMRWLLVEQNWPYNQPVPPGL
EVNAVISIDPNHFDFAAFPFQLGDLRIKVDDGIVSFPLQATSSRPILEIEKSLNFGKVSDSNNTIKKKLK
ITNRGNERGFFETTKNPENEAVQFSSYSGFVEPKNETHLTAKMIADCRKEINEETKINLGDRTERVKITG
AVISRKLRLNTEILQLGDFVASAQGRETVFLENPTPDSIQWISKIPFEADGVEIGPFESANETIQIIPSS
GTLLPGEKCQLTVKVESKKKLEKFTELIFKVVFGVVGKAFSESSTVGLEVTANLFPLKLKISSPAKNVKQ
SSKITKIYFGEAVLGSSPNVILDFENKTGIEINLQSTKTAHFKVSPKNLIIGPDETKKVTFTMDPSQIGN
LSSRFDFLVVVGKTSKVVEKAKFLLEGHVKAKKADLHKTEEKTKKKETLAALKPP

>E4YKPO_OIKDI
MGDPRPDIPIPQGLQQLMQDFVVTVLREQPDDVVGMAAEYFTKLKESREEMSSGSKVNFEQPEEEDDEDM
PEDEEFLRRMREKQKYGRRKSVSAEGYDPDKDDEDDDAEERTVNPKSDEQRNRLTAACQKVLLFNRLDKD
QFNQVLDAMFEHVCQPGDSVINEGDDGDNFYVIESGNYDVYKVINGDNLKVASYDNKGSFGELALMYNAP
RAATVSSVDGGTLWALDRQTYVRITVRANAKKRRMYEQFLQNVHILQTLEEFERQKVADAMEPKEFEDGE
ITIQQGDTKLDYFYFVMEGEVKYVLTDDDDVEKEIKRDTAGGYFGELALTQDKPRAVTVSSVGVTKCGCL
DVQAFERLLGPCKEIMKRNVDLYAKELEQVSSKQPAEASSPETSN

>E4YKP2_OIKDI
MKCVILVAGHGTLLENEIREKGPKELVGPAVGKKKILDIWWKIVNQRTLFSDVYLVTNADKYKYYERWAT
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ANDFPVSNIINDGSTSFHNSLGAAEDLQLVLNTAEISEDIVVVAGDMLFEEKSVDMCQI IQFYRRFTKYQ
YELSVWYWRKWSRPQRFAVYSVKNMYKFWKIEKFILRNFEGFYN

>E4YKP5_OIKDI
MSLPPEQQITNFLKENPLVCSILEDDVEKMENILESNPNLNVSKQDNHKQTPLHYAAFIGNENTCVTLIR
HGAQIDVKDNIGLTPLHRACAADRAQAVEVLIENGADCSIRNRNWETAWHIAAAHGAVSCLQKLLSKTGN
VNIQDKCGRSALHHAAVKGQDQVTEFLIENGINVANCDRQDRRALHWAASAGHSQVVELLITHGADVNAK
DAFSNTALHFCARNGYQMVIEQLTHSNSNLDLQNSNGESALHLAAKYGHAECVDILLKCGARTCRADANG
KTPLHCAVQKKAAKHVEVLLQFENHKEEKAVNLADELGNTALHYAAELDDFDLVQRLLQNRAQPNLENKL
GITPFHVAAKMCSKDIINTILLQAGAVPKVDKKERSILHFAALGGRIGVMDILANIDPDRASYSQFSADGP
FSADEPFFGGRVIFGRREIFGGRAFFRRTSDFRKTSHFSANEPFFGGRGCFRIRFSSVRSSVRANFLNAR
PVFELERVDSSGKSVLHYAATGQKVNMVANLLSLLPKSFVNKIDKDGKTPLHYAATNSYFLHVQKSSKKS
AETDNSRNGVFDHEQQSAATCEIFLQNGASVETRDKNNLTALHCAAASNNNSSLETLHEQDHSVTNISLL
VVACLQKCTAVVEKLLQDNPDLILARDSTNKGEFFSRVAISDRQNRRNLVSGKLXXXXXXXXXXXXXXXX
XXXXXXXXXXXXX XXX XXX XXX XXX XXX XXX XXX XX XXX XK XX XX XXX XXX XXX XXX XXX XX XXX XXX XX
XXXXXXXXXXXXX XXX XXX XXX XXX XX XXX XXX XXX XXX XK XX XX XXX XXX XXX XXX XXX XX XXX XXX XX
XXXXXXXXXXXXXXXXXXXXXPKKFANSVENINRFF

>E4YKP8_OIKDI

MDTVTEWEMATAMALMGGIGITHSNNTAEEQASHVRRVKKYEQGF INNPVTLRPSDTVRDLLETKEKHGF
SGIPITESNEKHSKLLGLVTSRDIDFLKEHEHETKLEQVMTPRSELVTAPTSVTLNEANVILMKSKKGKL
PVLNDKETHKYPHLQVIGGNVVTQNQAFNLIKAGVDCLRIGMGSGSICITQEVCAVGRPQGTAVFRVCEL
AKKYGVPCIADGGIKNVGHVTKALSLGASTVMMGSLLAATSESPGEYFYQDGVRLKKYRGMGSLDAMKHK
ASQSRYFSDKSQIKVAQGVSGAVQDRGSIYDY TPYLTAGVKHGKQDLG IKSTREMHKCLYSGELRFERRS
AAARGEGGVHGLHHFEKKLY

>E4YKQO OIKDI
MFSVAERPVGIDMGGIPMWDRNQATRWLQSLDLGQYAEKVKDGSSIVSDPEKSLGMTNSFHKKKLRLATR
ALDDELKSNNLGTGWVCNWLEEIGLPEYKKAFHEHGIDGRVLNLLTMEELLALGVTSQLHYLSTKRGIQV
LRQSKFNPHTMVCRAGSCDQIERWSIFRIMDWLRTIELSEYAPNLRGSGVHGGLTALEPGFGHDHLANLL
DINPKKTLLRKHLQTSFNQLLSDQQFETKRDY ILRNGMPMPLTARLKRKKKTFFGSKKSAGSGGDDELVC
PLNLGRHDDPSRRPSHGSKT

>E4YKQ4 OIKDI
MSRRTSQATSRASFKSPPVQRDPNMKETVISFNIKGGQNLSATKDGSEMFLRLSFGSFTAESEYIEAKTE
ASNVKLAVKEEISGTNTAFYDNLVRFPLTISLLEMLPKEKKQKEDKI ICHREVHRDLSPFLKGKRKISES
VREVSKEAPNIQVNLEISVSISPELKPEFLEKNRIMTLRLTHASGVPDSWLGSSFNACLPIQKEENETAA
VKFSGKAEGAFNTSEKMSLYWSGLKNTTEK I ISKENYKLPENGAAPANSDGECPNATVESSERKMIMSAD
DCRAFEARTAKVSNLLPLEISKYFHPFRKDAAKKGKAKPDDGELHNHGIALINLESLLYPGVKTVSGKFK
VNPFTQNQLIRAGYGESTTASSCNSGTILSMGSTSRNDSSSAGGVSDNRPESRQAAQDALPYKELNSSVE
FEISFSRALVDRATLQDLDKNLATLIPMRPKIPRKKYGAETSVEEYKSQITEVAKLVLAEIRAFAPSTKG
ESFEKSLLYQLNRTGKHAQFHENF

>E4YKQ5_ OIKDI
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MSGDFKRVTINFFFIKKSGCGDGSGSFDLRLNSFSSIYEIDYYESLTYFEAEKFCQI IGGTLLEKHSSFF
PFDLWTPKRDGKCVKIRAFGGGEIITDCEESLRFACKKQKCQLLSYVELDGFFEIKFDEKCRDKFFNFVK
KEEFFIVDERTGSRTQIKEIVTKYWPDDQTKPVNLRIVHETELDGKSYSLIDDFSIQSKTIQKRVRREFSV
QAKSSSSHVYLSKIYLLLFFLILIRFFNL

>E4YKR1_OIKDI

MKNTIFESNSVGQDIDGKISNTENFAKEFKIRKLIEEGV IMAVMAGPVEKNPVIGFDLRIKRIESQNCFF
KQIKGFIVQKMITRAIQEALKRANCIVKEPRMKFQLSLYSTEHRGKVMELLAENDCEILSEDPEGEMWS T
SGLLNVSQELKIQKRLLAVTRGNAYLETSYYGL

>E4YKR2_OIKDI
MCGIGVFVNCEPDDQTVKSLKRRGPDFYHQETFTVAGQTVTVIATVLSHQGEGITAQPIVTEDFIFLWNG
EVYDHPKFEPEKHEDTNWFFENVASHMTGENQAGIEIMKETRGEFAFCT IDRRSGETYFGRDRLGRRSLL
LYAYDNQLILTSSSSGYHFIELPADGFYKSNLQRMNKLERTAFQAKTKVDEHLLEEFVESNASNDMLAIN
GVKEGKLHSLPVQTMKTIQCDLWNFDQNHGGQCTGDLLERLETVFRKAVERRVMCRKGSIGVLEFSGGLDC
SLVVATVLEIFRDKPKTATIVYLYSVAFGDNEDKCEKCPDRLTACSAYEETKRNHPSAETTILVKENISKE
QLTKVRAEKIKHLISPRVSVLDDSIGSALYFAAHSQVGSDCRLLLSGLGADELFCGYSSHRRVHDREGLD
ALEFEVQSHIERTAERNCARDDRVISDSGREYRMPFLDLDFIRFSSSTPILDRCDLTKGRGEGEKQLLRQ
LAAKKGLKTISSFEKRATQFGSRIAKMEDKKVKGNDICANLKK

>E4YKR7_OIKDI
MKSFSKSVAVLATVALAQTGDEFENYNLNLEETADILGAYDLGEYGNDYGTNYGGQVESSAEDAPVTAEE
LLNVDYNTVETTEVIGEYEEATDGQERRPLANYATFEEKINIAKPDHNFCRTCSGVSYGTCIGNDAYETC
NDAQDVCEVKYRFDSAGEVLFWSGCKQRNACLQDEQGNFVGGRFFLNRCKSSKVPNRWLAGSECTFCSLM
SPTGTHTSNILDDATNIVKDISSVTHSLLPATITKTQLLENPEDYMDASATNYILGGQSYV

>E4YKS8_OIKDI
MKLLSTLLGLSLAQNEEERSLFGTEEINFDEQNRFLQEQRFAEETKGLISGSLSCTAEDARIIGGNEADK
LTWRWIAFLHKNNCGGTVLNSRMVATAGHCCTWDFNRYPEKYEMATGRHYREENAPRNTAGPYSRIYEAE
KVVQHPDVNFWTFENDMCLIFTKEEIEFNPGVAPACTAEESPKLGKLCY TAGWGAQSTDGSSASEVLNEA
EVEILDSETCFHNIQTKLREVSPSHSNFVVPDSWHETMMCAGNWAGGVDSCQGDSGGPLVCIEDNRPILH
GVVSWGMQCALPGLPGVYMRVSNYSDWIAAEYEKFVNGDTDSSDICDPGQIYFDDVKGFGSWDCTDEMIC
EWVCNDGGRTGVVTTCDAGDWSKPSKCSILNRCKSSLKGGDCRKCHDADRPPPAVGATWDCSGSGSRKTC
HLVCDGSKNGQSTSCDRKNSAGWSDVNASCSQPSEGENTTPSVPLDLELLGDGTFEKEAKKKNWQGHLQF
KTKFDERKNKATAYLLCEDGETEIKKIKIDCTKKVKIHKKTGVETSSLKCKAKPYAQKHVDKAC

>E4YKT1_OIKDI
MHRNDFTTIQKDGTIFLFGGYSDLVQEYTHRIWKYLPESHSWT IEGNMLVNRMNFASALVNGNVESVGGE
YELNHESYDFETGLSTALDTTLESKLFVELVPFSFLGC

>E4YKT4_OIKDI

MEKIKNVTVVSRNGTIFEGFTGRYTSYEETETLCLSKGAKMPWFEMIGSQFSEPVWIKSSADFMKRTINA
SDEIGREKLERLMNEFLDENAPLELNASLLECAKNDEELKKILPKNLDLFGRKGENNFEKFASENPLVDF
KRCFQQHVSAKQNGLSIRSKNPVSSQFISSKNRPKNYQRINFLSKIRSQKHAKLPKNILWNDQFWNTFQI
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QAHTLGHLDQVNIITYDQTGKRIITGSDESLIKIWSAVTGMLLMTLRGHEGEINDLQVHPDNNLLASCDD
KKATRIWCLRSGATVTCLMGQHTAHNITSISWGPGMLCVESTYIRPLVSTGNDGTVVFWSYDENDKSFIL
EAPPKFTERTKPGDRAVQQAWSKGGRLIAVGFSDGRIRVYMILKPDSPRGVDKIAELDVHTSCVSSIEFN
QMQSTKTPPALLSTSFDGFAT IWRMRNRRWKVQKIDCVRETDPNADPKKRPKVNDGIWLKNDELICVALV
GATHONTIKIFNSATSDLVTTLCFHTQT IQNLKAHPKIPHVFASSGCDGLIVIWDVLRSKKIAEVYFPST
TESGEQMSTHDIRWSSDGTKITSADSQGHMSTISGFGKDVKLSQLPDELFFETDYHPLIRDREGFVVDEQT
GLTPHLQONPGMFTNSQNEPYLGRVNDDRTRRQMAEEGQRDVLGDRIRQLDLEMTAAETDQAGEGGTPMNV
DENSVHLDMSVLTFDVQRRSQS I IKKPSWCNKDFCEVLPLKEVQKRDSLQKKLSKAEERWFKKEGLDCDV
MEIEETHVTEDSVPQINSSQRRANRRRQRATDVEEPELPPESDEDHSTQGSDEEFNLNSSAEQRELTRVN
RRRAPRGYVPVDDEPAEDDSDVEEASSSEESTTQENTSSEYVPTLEEPSTEANSTRSRRARTSREPQAPA
SSSRQRRKKRI ILDESEGENEQANLDSSLEENKEEEQVPGPSSRILIPSSTSSFRKKVAFSESDDSDNSM
KKSDTSSIDPLVQMSNSKKRNRRRERTNKRLSEDSSSNEPHYHSLTIESPGRGHLQWIRQTQPLRCPFIPQ
IGDEVYYIPSAHLQFVKELENQKLTSLRKFHRVPTQFKNSCLMDMDILCVVEELETELMNEKKFDPPARW
CSISLKCIHDEIDLKKFTEALKLGSPK

>E4YKUO_OIKDI
MKFTAEFEATFIFALEVFLAKILVRVILAALLSVNSTRSPSQLVSSNADRTFFKASCHLEKDAAERAFLA
FTRI

>E4YKU4_OIKDI
MIRCLFILTNTLAFLGGTALIGLCAWIIVDAESIGIEANLITDKLQEILDDVYTQLNEIWEENVDIPEIF
EEIFEWIGYATYTALSAGVLVATISQDFQICIFFFKKNENILLISEKFGHFLMNLLFFRQF

>E4YKU5_OIKDI
MKCFSNLFLPIFIQLIDPSYGAFQIFGSGGRSSANNVETRPFTPVRADVKREFGIKQPVVIERPPTRAPA
AAPAPQTSRSFPSRSFNSQKEPSSGPKFQTSSGPSATSLSKIAKPSTSGGWKPSSWSSARKPSSPHHGPS
FRELGKLGGGIEVPRSSVGNTASSSFANRNSNSFSFTSSVSEETGWKGISQSQPTASSFDRLDRFMPQEN
IRRPEAVNTFQSREPQGLPSWNGDNLWDQGRTPAPTGPSWRTTRATIAPTTQSTRLYAPTTRSPISFQTQ
KFQFDSNSRLESARKQLLLQSQQNERMSESRSSNTFLEQYSSGPQQSAGFSSNGKGDRSLLNYQNSFRAE
DVRSGMVAENRGQVRIEKPPEVRTTGNPFDAEVSDQWEGETEGAT YHGLEEKDRQEYKNKNPDKWADLDG
DGVLEFDPDMPDYPAYKFFTETRWESDTDGGY IGILYVPITRDVDGWSITLKFSMPVTKLENWEYSPTVQ
SPSDGVTCMLHNNHWNGVRMQGTQMRIRIMVEFDRTPGMPPGMIPQPAAALLGT IWYPDGSNANYDEGVS
RNTVSYNEGFSNLPKPETASNVKSYTDPVNERLEQTKSQGDNIKWNNAAMFQDNYRSQLSWLDTPLFGGE
PTEAPKASTTADPYAGLSSNLIKGRTSPNQINFSGNLAGVSGISSSAQKTLDEIAMRLRMLEENTQTDI I
MNAFGEVRTTRSTTTTTTVATTKRTLTMCEKRSTAERRMCKQPSCFRHMCLENGDFSPSQCWPKVGLCWC
VTIDGLKLSTTIRKMIKFKSSSCQLTYDPTGIAASRDANTVSAPSNPQQSYGSSQDNTGYESSQISQSYE
EVQVKEAPTPRPTVKYDRYSKHDWSQVIKLSSQFYFAQMSVVLKLPIDHPVRWRLSAHENDGRPCGVDLS
GGFYDSGDFMKYTFPMAWTMTMLSWGATEHRSTLENVGRWKDLSKI ITTGAEYLLKTNPSPRVLYATVGD
PEIDHQYWGRKPSKDQNSIRPCLKVTQWAHGTDLAAEVAGALAAASMVVSDEALASKCWHKAQELYDFGD
KHRGKYSDVVREVKDYFQTFKDYYPSNDYTDELGWGALWLYKASKVTRNFPARSAYTVFQLGKRVDSENW
DQKHAGVQLLLAELTQEPKYIADISTFCDYNMPHGGAKYTPGGLLFIEKWGVLRHSLNTAYICLRAGTLM
GMDSIRQSNYRKFAMSQLDYMLGGQGRSFLVGYGKNFPDRPHHRTASCSLVGPCSWEAFKAMLMGALVGG
PDENDIFVNNRTDFVRNEVALDYNAALTSLAALMLDLERGNVG
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>E4YKU8_OIKDI
MEGNAKTVVGLVDGGVKEFACFLSKINCARNHKEHNVDSFQYSKSVYFRTIKPIKCGQELLVRYGDVYEK
QLKIEFNNPNPKTTYFQENQDGLFFCPLCNICFHTRDAFNTHKSELNCKILKVIKKTGTPIFGSKDEPY I
CASCGQCYSDLCLLQYHQIEHDELRKFGCDKCCLRFLREEHYQKHMKWCKPDFPS

>E4YKU9_OIKDI
MNAADILLSVGGYTCLWALLFFLAPFVFRKCAFSADIYSKLTKAKQIDLCLRATSIFSATCAWSFGAWNL
HKNLSAYAPLNEPNETASLPLLFMTAFFTLDTIVCIYLREEYGATTYQYLCHHAVAILGFYNSLKYQECL
WFANYRLLSELSTPLINVRAIMNAFNLKEKYAGVYSANRVLTMFAFFFSRIATIPYFWMLTYRRYDDLIN
CDWKIIGMLIVSGIVLDFLNIQWFVLIMKIASVEFKKIPKTAKEKTETLKISLREKKDNVYQTIQTAKTD
FRENVSYRINRVRRRLSAMRPE

>E4YKV2_OIKDI

MSKNLSKSEDKKTTTLCGSHGY IAPEVYDSARYGTKADIWSFGVMIYEMTEKKLLIEAEDSSDLKEKTLE
YELDADTIESDAKGLLIKALKTDPKNRASARKLKRTSFFEEITFENLREQDSPVDFKPPEFGLTDPQPLR
SWFIK

>E4YKX2_OIKDI
MVNRRASHAGSWYSGDPRELENQLKNWISKAKFEKKAKAVIVPHAGYAYSAPTAAWSFLQLDAQTTKKIF
VIGPSHHVYLPNCALPVVKECETPLGNLRIDKDIVTELHATGLFCTMDVPTDEEEHSTEMQLPFLAHTFK
NRLEEVSVVPIMVGSIKQEKEADYAQVFAKYLNDPEVVFVISSDFCHWGKRFRYTYRLEEYEQIFESIDA
VDREGMDHTASKNLSNFHNYLRRTKNTICGRNPICLLLATINLLEQKVNMQSQIKFLKYAQSSQVRSPND
SSVSYASAVCYL

>E4YKX7_OIKDI
MQKLNFYFISCGVLYVSFPYVVLIVSVISLSAYIAAIQSIPSGKITKHVPFIYLNLLSMLFGLGALIYAN
SFSFWFLFLSAFPALFFFSTEKISDLHAMRAEMAYTIVE

>E4YKX8_OIKDI
MAAHPSYNPNFDSNYGSQWGSTAPPPPYGNAPLPGQPPVNIQPMPITLTNPDRLSTHSMVCVCPHCRYEG
ESVITKVTGWGNHLAACGTCVFGLWAGCCLISYYLDILKDTEHQCANCKKLIGIKKILY

>E4YKY6_OIKDI
MSNVETFDESDNNPFDVDQY IVTNLLQKGLPGEAAPLRNLPLTHRSYSMNSPTIFKILYSFRRAAS

>E4YKY8_OIKDI

MQFYYITILFANFSFFWRTWHLQLRLLDSKMEKKSQKLEADLRSSGKKHAERIQELQRHQQQAFQSFQDL
EERISAVAARVVHLGEQLEGVNTPREHAADAQRLMGYFSEFLSGNINSDVLTNPHRINETADVVRKLHLI
AQELPDTNFQEVKLSTLNQYKKVEKELLNKFRSAGENNDIEQMQLTAETLSRYQNYQLCVDAYVEEALRQ
IDVDESIFEQITSLIDGKSSQISKVFNSPEQVLGKLIQSCYDNRLGEFIHHKLDPLKRKNLELYLSECQK
LYEKTSALSAALSKHRPGSGKDSTFTKKLQRSVEFDDFISSYLTDEEMFLKKRSKELLDRYYERQGHEKRG
LGSEMASKVGSIFGSDNRKVEILISEELAASVLQETHSAFRRCGALSPSNLTAENGLKIFNILLEFLIKQ
HVQYAIDFGLTQAPSAEPKTEPDMSMFLLVQEANTVWHLFEKQFNDDLLPLTAQSPTHAEAVQARKSMKD
AMETSMDSALEKTITSATIGYAKNILKSEQKRNDFLSDELASQATPACRTAVEYLHKVISSMKKHLDGENT
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DLILTALGGKFYTLIYEHLQAFQFSSMGGMLAICDIKEYRTAAKSLNSVLVDSKFDTLHALCNLLIAVPE
NLRQVCTGDQLANLDKNVLHNFVKLRTDYKANNLQRLET

>TANC2_HUMAN
MFRNSLKMLLTGGKSSRKNRSSDGGSEEPPDRRQSSVDSRQSRSGQGGISTESDCAFEPDYAVPPLPVSE
GDAEQELGPPPSVDEAANTLMTRLGFLLGEKVTEVQPGDQYSMEVQDENQTSAITQRISPCSTLTSSTAS
PPASSPCSTLPPISTNATAKDCSYGAVTSPTSTLESRDSGITATLTSYSENVERTKYAGESSKELGSGGN
TKPWQSQKSSMDSCLYRVDENMTASTYSLNKTPERNLETVLSQSVQSTPLYLMPRPNSVAATSSAHLEDL
AYLDEQRHTPLRTSLRMPRQSMGGARTQQDLRVRFAPYRPPDISLKPLLFEVPSITTESVEVGRDWVFHE
IDAQLQSSNASVNQGVVIVGNIGFGKTATISRLVALSCHGTRMRQIASDSPHASPKHVDANRELPLTQPP
SAHSSITSGSCPGTPEMRRRQEEAMRRLASQVVAYHYCQADNAYTCLVPEFVHNVAALLCRSPQLTAYRE
QLLREPHLQSMLSLRSCVQDPMASFRRGVLEPLENLHKERKIPDEDFIILIDGLNEAEFHKPDYGDTIVS
FLSKMIGKFPSWLKLIVTVRTSLQEITKLLPFHRIFLDRLEENEATDQDLQAYILHRTHSSSETQNNISL
NGKMDNTTFGKLSSHLKTLSQGSYLYLKLTFDLIEKGYLVLKSSSYKVVPVSLSEVYLLQCNMKEFPTQSS
FDRVMPLLNVAVASLHPLTDEHIFQAINAGSIEGTLEWEDFQQRMENLSMFLTIKRRDMTRMFVHPSFREW
LIWREEGEKTKFLCDPRSGHTLLAFWFSRQEGKLNRQQTIELGHHILKAHIFKGLSKKVGVSSSILQGLW
ISYSTEGLSMALASLRNLYTPNIKVSRLLILGGANINYRTEVLNNAPILCVQSHLGYTEMVALLLEFGAN
VDASSESGLTPLGYAAAAGYLSTVVLLCKKRAKVDHLDKNGQCALVHAALRGHLEVVKFLIQCDWTMAGQ
QQGVFKKSHATQQALTAAASMGYTEIVSYLLDLPEKDEEEVERAQINSFDSLWGETALTAAAGRGKLEVC
RLLLEQGAAVAQPNRRGAVPLFSTVRQGHWQIVDLLLTHGADVNMADKQGRTPLMMAASEGHLGTVDFLL
AQGASTALMDKEGLTALSWACLKGHLSVVRSLVDNGAATDHADKNGRTPLDLAAFYGDAEVVQFLVDHGA
MIEHVDYSGMRPLDRAVGCRNTSVVVTLLKKGAKIGPATWAMATSKPD IMITLLSKLMEEGDMFYKKGKV
KEAAQRYQYALKKFPREGFGEDLKTFRELKVSLLLNLSRCRRKMNDFGMAEEFATKALELKPKSYEAYYA
RARAKRSSRQFAAALEDLNEATKLCPNNREIQRLLLRVEEECRQMQQPQQPPPPPQPQQQLPEEAEPEPQ
HEDIYSVQDIFEEEYLEQDVENVSIGLQTEARPSQGLPVIQSPPSSPPHRDSAYISSSPLGSHQVEDFRS
SSSVGSPTRQTYQSTSPALSPTHANSHYRPSPPHTSPAHQGGSYRFSPPPVGGQGKEYPSPPPSPLRRGP
QYRASPPAESMSVYRSQSGSPVRYQQETSVSQLPGRPKSPLSKMAQRPYQMPQLPVAVPQQGLRLQPAKA
QIVRSNQPSPAVHSSTVIPTGAYGQVAHSMASKYQSSQGDIGVSQSRLVYQGSIGGIVGDGRPVQHVQAS
LSAGATCQHGGLTKEDLPQRPSSAYRGGVRYSQTPQIGRSQSASYYPVCHSKLDLERSSSQLGSPDVSHL
IRRPISVNPNEIKPHPPTPRPLLHSQSVGLRFSPSSNSISSTSNLTPTFRPSSSIQQMEIPLKPAYERSC
DELSPVSPTQGGYPSEPTRSRTTPFMGIIDKTARTQQYPHLHQANRTWAVSSVDTVLSPTSPGNLPQPES
FSPPSSTSNIAFYNKTNNAQNGHLLEDDYYSPHGMLANGSRGDLLERVSQASSYPDVKVARTLPVAQAYQ
DNLYRQLSRDSRQGQTSPIKPKRPFVESNV

>K1632_HUMAN

MAEAVKPQRRAKAKASRTKTKEKKKYETPQREESSEVSLPKTSREQETPSLACEFKGDHLKVVTDSQLQD
DASGONESEMFDVPLTSLTISNEESLTCNTEPPKEGGEARPCVGDSAVTPKVHPGDNVGTKVETPKNFTE
VEENMSVQGGLSESAPQSNFSYTQPAMENIQVRETQNSKEDKQGLVCSSEVPQNVGLQSSCPAKHGFQTP
RVKKLYPQLPAETAGEAPALVAVKPLLRSERLYPELPSQLELVPFTKEQLKILEPGSWLENVESYLEEFD
SMAHQDRHEFYELLLNYSRCRKQLLLAEAELLTLTSDCQNAKSRLWQFKEEQMSVQGICADQVKVFSYHR
YQRVEMNENALVELKKLFDAKSEHLHQTLALHSYTSVLSRLQVESYIYALLSSSAVLRSSATHQQGRASK
QTESIPSDLCQLKECISVLEMFTRRVNEDTQFHDDILLWLQKLVSVLQRVGCPGDHLFLLNHILRCPAGV
SKWAVPFIQIKVLHNPSGVFHFMQSLALLMSPVKNRAEFMCHMKPSERKPSSSGPGSGTWTLVDEGGEED
EDPETSWILLNEDDLVTILAQFPFHELFQHLLGFKAKGDYLPETTRPQEMMKIFAFANSLVELLAVGLET
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FNRARYRQFVKRIGYMIRMTLGYVSDHWAQYVSHNQGSGLAQQPYSMEKLQVEFDELFLRAVLHVLKAKR
LGIWLFMSEMPFGTLSVOMLWKLFYLMHQVESENLQQLSSSLQPAQCKQQLQDPEHFTNFEKCLSSMNSS
EEICLLTTFAQMAQARRTNVDEDFIKITVLETYEVSYVTLSTRETFSKVGRELLGTITAVHPETISVLLD
RVQETIDQVGMVSLYLFKELPLYLWQPSASETAVIRDWLLNYNLTVVKNKLACVILEGLNWGFAKQATLH
LDQAVHAEVALMVLEAYQKYLAQKPYAGILSESMKQVSYLASTVRYGETPETSFNQWAWNLILRLKLHKN
DYGIQPNCPAVPFSVTVPDMTESPTFHPLLKAVKAGMPIGCYLALSMTAVGHSIEKFCAEGIPLLGILVQ
SRHLRTVVHVLDKILPLFYPCQYYLLKNEQFLSHLLLFLHLDSGVPQGVTQQVTHKVAQHLTGASHGDNV
KLLNSMIQAHISVSTQPNEVGPVAVLEFWVQALISQHLWYREQPILFLMDHLCKAAFQLMQEDCIQKLLY
QQHKNALGYHCDRSLLSSLVSWIVAGNITPSFVEGLATPTQVWFAWTVLNMESIFEEDSQLRRVIEGELV
INSAFTPDQALKKAQTQLKLPIVPSLQRLLIYRWAHQALVTPSDHPLLPLIWQKFFLLYLHRPGPQYGLP
IDGCIGRRFFQSPAHINLLKEMKRRLTEVADFHHAASKALRVPAEGSEGLPESHSGTPGYLTSPELHKEL
VRLENVYILWLEDENFQKGDTYIPSLPKHYDIHRLAKVMQNQQDLWMEYLNMERTYHEFQETVGLWTQAK
LESHSTPCSLSVQLDFTDPLLAKERVLSNLRKHEAPQPPLALHPTKPPVPVISSAVLLSQKDATQLVCTD
LNLLQQQARTAALRESQQVALDGELLDTMPKQYVNREEQTTLHLECRGSSGKKCQGAAVVTVQFEGMHKN
EATSQQLHVLRKEVKQLQAEAAKPPSLNIVEAAVHAENLITALVNAYKLQPTPGIQKVGISLFFTIVDYV
SDETQRHPPTRQFFTSCIEILGQVFISGIKSECRKVLETILKNSRLCSLLSPFFTPNAAPAEFIQLYEQV
VKFLSEDNSDMIFMLLTKFDLKQWLSATKPPLSDRTRLLESTHLALTAWGLEPDEDILMPFNLFCKHWTY
LLLYQFPDQYSDILRLLMQSSAEQLLSPECWKATLRALGCCAPSCQQGAASTEGAVLPSSSDALLSDKQV
METIQWLSDFFYKLRLSKMDFKSFGLFSKWSPYMADVKTFLGYLVKRLIDLEMTCLAQDPTASRKTVLKS
LHSVITQLFKPWILVLEDNESSQQRHYPWLESDTVVASSTVQLFTDCIDSLHESFKDKLLPGDAGALWLH
LMHYCEACTAPKMPEFILYAFHSTYRKLPWKDLHPDQMLMEAFFKVERGSPKSCFLFLGSVLCEVNWVSV
LSDAWNSSPHPETRSMIVCLLFMMILLAKEVQLVDQTDSPLLSLLGQTSSLSWHLVDIVSYQSVLSYFSS
HYPPSTILAKESYAELIMKLLKVSAGLSIPTDSQKHLDAVPKCQAFTHQMVQFLSTLEQNGKITLAVLEQ
EMSKLLDDIIVFNPPDMDSQTRHMALSSLFMEVLMMMNNATIPTAEFLRGSIRTWIGQKMHGLVVLPLLT
AACQSLASVRHMAETTEACITAYFKESPLNQNSGWGPILVSLQVPELTMEEFLQECLTLGSYLTLYVYLL
QCLNSEQTLRNEMKVLLILSKWLEQVYPSSVEEEAKLFLWWHQVLQLSLIQTEQNDSVLTESVIRILLLV
QSRQNLVAEERLSSGILGAIGFGRKSPLSNRFRVVARSMAAFLSVQVPMEDQIRLRPGSELHLTPKAQQA
LNALESMASSKQYVEYQDQILQATQF IRHPGHCLQDGKSFLALLVNCLYPEVHYLDHIR

>MOV10_HUMAN

MPSKFSCRQLREAGQCFESFLVVRGLDMETDRERLRT IYNRDFKISFGTPAPGFSSMLYGMKTANLAYVT
KTRVRFFRLDRWADVRFPEKRRMKLGSD I SKHHKSLLAKIFYDRAEYLHGKHGVDVEVQGPHEARDGQLL
IRLDLNRKEVLTLRLRNGGTQSVTLTHLFPLCRTPQFAFYNEDQELPCPLGPGECYELHVHCKTSFVGYF
PATVLWELLGPGESGSEGAGTFY TARFLAAVAHSPLAAQLKPMTPFKRTRITGNPVVTNRIEEGERPDRA
KGYDLELSMALGTYYPPPRLRQLLPMLLQGTSIFTAPKETAETKAQLETALKWRNYEVKLRLLLHLEELQ
MEHDIRHYDLESVPMTWDPVDQNPRLLTLEVPGVTESRPSVLRGDHLFALLSSETHQEDPITYKGFVHKY
ELDRVKLSFSMSLLSRFVDGLTFKVNFTFNRQPLRVQHRALELTGRWLLWPMLFPVAPRDVPLLPSDVKL
KLYDRSLESNPEQLQAMRHIVTGTTRPAPYIIFGPPGTGKTVTLVEATKQVVKHLPKAHILACAPSNSGA
DLLCQRLRVHLPSSIYRLLAPSRDIRMVPEDIKPCCNWDAKKGEYVFPAKKKLQEYRVLITTLITAGRLV
SAQFPIDHFTHIFIDEAGHCMEPESLVATAGLMEVKETGDPGGQLVLAGDPRQLGPVLRSPLTQKHGLGY
SLLERLLTYNSLYKKGPDGYDPQFITKLLRNYRSHPTILDIPNQLYYEGELQACADVVDRERFCRWAGLP
RQGFPITFHGVMGKDEREGNSPSFFNPEEAATVTSYLKLLLAPSSKKGKARLSPRSVGVISPYRKQVEKI
RYCITKLDRELRGLDDIKDLKVGSVEEFQGQERSVILISTVRSSQSFVQLDLDFNLGFLKNPKRENVAVT
RAKALLTIVGNPLLLGHDPDWKVFLEFCKENGGYTGCPFPAKLDLQQGQNLLQGLSKLSPSTSGPHSHDY
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LPQEREGEGGLSLQVEPEWRNEL

>ZN532_HUMAN
MTMGDMKTPDFDDLLAAFDIPDMVDPKAATESGHDDHESHMKQNAHGEDDSHAPSSSDVGVSVIVKNVRN
IDSSEGGEKDGHNPTGNGLHNGFLTASSLDSYSKDGAKSLKGDVPASEVTLKDSTFSQFSPISSAEEFDD
DEKIEVDDPPDKEDMRSSFRSNVLTGSAPQQDYDKLKALGGENSSKTGLSTSGNVEKNKAVKRETEASST
NLSVYEPFKVRKAEDKLKESSDKVLENRVLDGKLSSEKNDTSLPSVAPSKTKSSSKLSSCTAATAALSAK
KAASDSCKEPVANSRESSPLPKEVNDSPRAADKSPESQNLIDGTKKPSLKQPDSPRSISSENSSKGSPSS
PAGSTPAIPKVRIKTIKTSSGEIKRTVTRVLPEVDLDSGKKPSEQTASVMASVTSLLSSPASAAVLSSPP
RAPLQSAVVTNAVSPAELTPKQVTIKPVATAFLPVSAVKTAGSQVINLKLANNTTVKATVISAASVQSAS
SATIKAANATQQQTVVVPASSLANAKLVPKTVHLANLNLLPQGAQATSELRQVLTKPQQQIKQATINAAA
SQPPKKVSRVQVVSSLQSSVVEAFNKVLSSVNPVPVYIPNLSPPANAGITLPTRGYKCLECGDSFALEKS
LTQHYDRRSVRIEVTCNHCTKNLVFYNKCSLLSHARGHKEKGVVMQCSHLILKPVPADQMIVSPSSNTST
STSTLQSPVGAGTHTVTKIQSGITGTVISAPSSTPITPAMPLDEDPSKLCRHSLKCLECNEVFQDETSLA
THFQQAADTSGQKTCTICQMLLPNQCSYASHQRIHQHKSPYTCPECGAICRSVHFQTHVTKNCLHYTRRV
GFRCVHCNVVYSDVAALKSHIQGSHCEVFYKCPICPMAFKSAPSTHSHAYTQHPGIKIGEPKITYKCSMC
DTVFTLQTLLYRHFDQHIENQKVSVFKCPDCSLLYAQKQLMMDHIKSMHGTLKSIEGPPNLGINLPLSIK
PATQNSANQNKEDTKSMNGKEKLEKKSPSPVKKSMETKKVASPGWTCWECDCLFMQRDVY ISHVRKEHGK
QMKKHPCRQCDKSFSSSHSLCRHNRIKHKGIRKVYACSHCPDSRRTFTKRLMLEKHVQLMHGIKDPDLKE
MTDATNEEETEIKEDTKVPSPKRKLEEPVLEFRPPRGATITQPLKKLKINVFKVHKCAVCGFTTENLLQFH
EHITPQHKSDGSSYQCRECGLCYTSHVSLSRHLFIVHKLKEPQPVSKQNGAGEDNQQENKPSHEDESPDGA
VSDRKCKVCAKTFETEAALNTHMRTHGMAF IKSKRMSSAEK

>MTL14_HUMAN
MDSRLQEIRERQKLRRQLLAQQLGAESADSTGAVLNSKDEQREIAETRETCRASYDTSAPNAKRKYLDEG
ETDEDKMEEYKDELEMQQDEENLPYEEETYKDSSTFLKGTQSLNPHNDYCQHFVDTGHRPQNFIRDVGLA
DRFEEYPKLRELTRLKDELTAKSNTPPMYLQADIEAFDIRELTPKFDVILLEPPLEEYYRETGITANEKC
WTWDDIMKLEIDETAAPRSFIFLWCGSGEGLDLGRVCLRKWGYRRCED ICWIKTNKNNPGKTKTLDPKAV
FQRTKEHCLMGIKGTVKRSTDGDFTHANVDIDLIITEEPETIGNIEKPVEIFHI TEHFCLGRRRLHLFGRD
STIRPGWLTVGPTLTNSNYNAETYASYFSAPNSYLTGCTEEIERLRPKSPPPKSKSDRGGGAPRGGGRGG
TSAGRGRERNRSNFRGERGGFRGGRGGAHRGGFPPR

>ARGAL_HUMAN

MASSNPPPQPAIGDQLVPGVPGPSSEAEDDPGEAFEFDDSDDEEDTSAALGVPSLAPERDTDPPLIHLDS
TPVTDPDPAAAPPGTGVPAWVSNGDAADAAFSGARHSSWKRKSSRRIDRFTFPALEEDVIYDDVPCESPD
AHQPGAERNLLYEDAHRAGAPRQAEDLGWSSSEFESYSEDSGEEAKPEVEVEPAKHRVSFQPKLSPDLTR
LKERYARTKRDILALRVGGRDMQELKHKYDCKMTQLMKAAKSGTKDGLEKTRMAVMRKVSFLHRKDVLGD
SEEEDMGLLEVSVSDIKPPAPELGPMPEGLSPQQVVRRHILGSIVQSEGSYVESLKRILQDYRNPLMEME
PKALSARKCQVVFFRVKEILHCHSMFQIALSSRVAEWDSTEKIGDLFVASFSKSMVLDVYSDYVNNFTSA
MSITKKACLTKPAFLEFLKRRQVCSPDRVTLYGLMVKPIQRFPQF ILLLQDMLKNTPRGHPDRLSLQLAL
TELETLAEKLNEQKRLADQVAETQQLTKSVSDRSSLNKLLTSGQRQLLLCETLTETVYGDRGQLIKSKER
RVFLLNDMLVCANINFKPANHRGQLEISSLVPLGPKYVVKWNTALPQVQVVEVGQDGGTYDKDNVLIQHS
GAKKASASGQAQNKVYLGPPRLFQELQDLQKDLAVVEQITLLISTLHGTYQNLNMTVAQDWCLALQRLMR
VKEEETHSANKCRLRLLLPGKPDKSGRP ISFMVVEF ITPNPLSKISWVNRLHLAKIGLREENQPGWLCPDE

218



DKKSKAPFWCPILACCIPAFSSRALSLQLGALVHSPYNCPLLGFSAVSTSLPQGYLWVGGGQEGAGGQVE
IFSLNRPSPRTVKSFPLAAPVLCMEYIPELEEEAESRDESPTVADPSATVHPTICLGLQDGSILLYSSVD
TGTQCLVSCRSPGLQPVLCLRHSPFHLLAGLQDGTLAAYPRTSGGVLWDLESPPVCLTVGPGPVRTLLSL
EDAVWASCGPWVTVLEATTLQPQQSFEAHQDEAVSVTHMVKAGSGVWMAFSSGTSIRLFHTETLEHLQET
NIATRTTFLLPGQKHLCVTSLLICQGLLWVGTDQGVIVLLPVPRLEGIPKITGKGMVSLNGHCGPVAFLA
VATSILAPDILRSDQEEAEGPRAEEDKPDGQAHEPMPDSHVGRELTRKKGILLQYRLRSTAHLPGPLLSM
REPAPADGAALEHSEEDGSTYEMADDPD IWVRSRPCARDAHRKEICSVATISGGQGYRNFGSALGSSGRQ
APCGETDSTLLIWQVPLML

>SMUF1_HUMAN
MSNPGTRRNGSSIKIRLTVLCAKNLAKKDFFRLPDPFAKIVVDGSGQCHSTDTVKNTLDPKWNQHYDLYV
GKTDSITISVWNHKKTHKKQGAGFLGCVRLLSNATSRLKDTGYQRLDLCKLNPSDTDAVRGQIVVSLQTR
DRIGTGGSVVDCRGLLENEGTVYEDSGPGRPLSCFMEEPAPYTDSTGAAAGGGNCRFVESPSQDQRLQAQ
RLRNPDVRGSLQTPQNRPHGHQSPELPEGYEQRTTVQGQVYFLHTQTGVSTWHDPRIPSPSGTIPGGDAA
FLYEFLLQGHTSEPRDLNSVNCDELGPLPPGWEVRSTVSGRIYFVDHNNRTTQFTDPRLHHIMNHQCQLK
EPSQPLPLPSEGSLEDEELPAQRYERDLVQKLKVLRHELSLQQPQAGHCRIEVSREEIFEESYRQIMKMR
PKDLKKRLMVKFRGEEGLDYGGVAREWLYLLCHEMLNPYYGLFQYSTDNIYMLQINPDSSINPDHLSYFH
FVGRIMGLAVFHGHYINGGFTVPFYKQLLGKPIQLSDLESVDPELHKSLVWILENDITPVLDHTFCVEHN
AFGRILQHELKPNGRNVPVTEENKKEYVRLYVNWRFMRGIEAQFLALQKGFNELTPQHLLKPFDQKELEL
ITTGGLDKIDLNDWKSNTRLKHCVADSNIVRWFWQAVETFDEERRARLLQFVTGSTRVPLQGFKALQGSTG
AAGPRLFTTHLIDANTDNLPKAHTCFNRIDIPPYESYEKLYEKLLTAVEETCGFAVE

>ANO8_HUMAN
MAEAASGAGGTSLEGERGKRPPPEGEPAAPASGVLDKLFGKRLLQAGRYLVSHKAWMKTVPTENCDVLMT
FPDTTDDHTLLWLLNHIRVGIPELTVQVRHHRHTRAYAFFVTATYESLLRGADELGLRKAVKAEFGGGTR
GFSCEEDFIYENVESELRFFTSQERQSTIRFWLQNLRAKQGEALHNVRFLEDQPITPELAARGITQQVFP
VHEQRILNRLMKSWVQAVCENQPLDDICDYFGVKIAMYFAWLGFYTSAMVYPAVFGSVLYTFTEADQTSR
DVSCVVFALFNVIWSTLFLEEWKRRGAELAYKWGTLDSPGEAVEEPRPQFRGVRRISPITRAEEFYYPPW
KRLLFQLLVSLPLCLACLVCVFLLMLGCFQLQELVLSVKGLPRLARFLPKVMLALLVSVSAEGYKKLATW
LNDMENYRLESAYEKHLTIKVVLFQFVNSYLSLEFY IGFYLKDMERLKEMLATLLITRQFLQNVREVLQPH
LYRRLGRGELGLRAVWELARALLGLLSLRRPAPRRLEPQADEGGGGGSGGGGRRCLSGGCGAPEEEEEAA
LVERRRAGEGGEEGDGPPGGKEEDEDDEEEEDEEEEEDEEEGEEGGLLDCGLRLKKVSFAERGAGRRRPG
PSPEALLEEGSPTMVEKGLEPGVFTLAEEDDEAEGAPGSPEREPPATLFRRAGGEGRDQGPDGGPDPEPG
SNSDSTRRQRRQNRSSWIDPPEEEHSPQLTQAELESCMKKYEDTFQDYQEMFVQFGYVVLFSSAFPLAAL
CALVNNLIEIRSDAFKLCTGLQRPFGQRVESTGQWQKVMEAMGVLATVVNCYLIGQCGQLQRLFPWLSPE
AATVSVVVLEHFALLLKYLTHVATPDIPGWVAEEMAKLEYQRREAFKRHERQAQHRYQQQQRRRREEEER
QRHAEHHARREHDSGGREEARAEGSGLDPATSSEKASAKAKGSTAGGHGPERPKRPGSLLAPNNVMKLKQ
ITTPLQGKFLSSGATSSLAAAGAGATTRPPPAQSPTGSDTRLPAFLSFKFLKSPETRRDSERSHSPPKAFH
AGKLFPFGGTRAEPGSNGAGGQARPDGTPSSGSSRVQRSGPVDEALAEELEAPRPEEEGSGTALAPVGAP
ALRTRRSRSPAPPPPMPLPRPPTPPAGCWQWDGPWGCGGEGAAPRQALAAAECPPCAMAGPPPAPQPLPG
DASFYSLPPPPLPPTSDPLETPAPSPSPSPSPQAVCWPSGWH

>TRPM3_HUMAN
MPEPWGTVYFLGIAQVFSFLFSWWNLEGVMNQADAPRPLNWT IRKLCHAAFLPSVRLLKAQKSWIERAFY
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KRECVHIITPSTKDPHRCCCGRLIGQHVGLTPSISVLQNEKNESRLSRNDIQSEKWSISKHTQLSPTDAFG
TIEFQGGGHSNKAMYVRVSFDTKPDLLLHLMTKEWQLELPKLLISVHGGLANFELQPKLKQVFGKGLIKA
AMTTGAWIFTGGVNTGVIRHVGDALKDHASKSRGKICTIGIAPWGIVENQEDLIGRDVVRPYQTMSNPMS
KLTVLNSMHSHFILADNGTTGKYGAEVKLRRQLEKHISLQKINTRCLPFFSLDSRLFYSFWGSCQLDSVG
IGQGVPVVALIVEGGPNVISIVLEYLRDTPPVPVVVCDGSGRASDILAFGHKYSEEGGLINESLRDQLLV
TIQKTFTYTRTQAQHLFITLMECMKKKELITVFRMGSEGHQDIDLATLTALLKGANASAPDQLSLALAWN
RVDIARSQIFIYGQQWPVGSLEQAMLDALVLDRVDFVKLLTENGVSMHRFLTISRLEELYNTRHGPSNTL
YHLVRDVKKGNLPPDYRISLIDIGLVIEYLMGGAYRCNY TRKRFRTLYHNLFGPKRPKALKLLGMEDDIP
LRRGRKTTKKREEEVDIDLDDPEINHFPFPFHELMVWAVLMKRQKMALFFWQHGEEAMAKALVACKLCKA
MAHEASENDMVDDISQELNHNSRDFGQLAVELLDQSYKQDEQLAMKLLTYELKNWSNATCLQLAVAAKHR
DFTAHTCSQMLLTDMWMGRLRMRKNSGLKVILGILLPPSILSLEFKNKDDMPYMSQAQETHLQEKEAEEP
EKPTKEKEEEDMELTAMLGRNNGESSRKKDEEEVQSKHRLTPLGRKIYEFYNAPTVKFWFYTLAYIGYLM
LENYIVLVKMERWPSTQEWIVISYIFTLGIEKMREILMSEPGKLLQKVKVWLQEYWNVTDLIATLLFSVG
MILRLQDQPFRSDGRVIYCVNIIYWYIRLLDIFGVNKYLGPYVMMIGKMMIDMMYEVIIMLVVLMSFGVA
RQAILFPNEEPSWKLAKNIFYMPYWMIYGEVFADQIDPPCGQNETREDGKIIQLPPCKTGAWIVPAIMAC
YLLVANILLVNLLTAVENNTFFEVKSTSNQVWKFQRYQLIMTFHERPVLPPPLI IFSHMTMIFQHLCCRW
RKHESDPDERDYGLKLFITDDELKKVHDFEEQCIEEYFREKDDRFNSSNDERIRVTSERVENMSMRLEEV
NEREHSMKASLQTVDIRLAQLEDLIGRMATALERLTGLERAESNKIRSRTSSDCTDAAYIVRQSSFNSQE
GNTFKLQESIDPAGEETMSPTSPTLMPRMRSHSFYSVNMKDKGGIEKLESTFKERSLSLHRATSSHSVAK
EPKAPAAPANTLATVPDSRRPSSCIDIYVSAMDELHCDIDPLDNSVNILGLGEPSFSTPVPSTAPSSSAY
ATLAPTDRPPSRSIDFEDITSMDTRSFSSDYTHLPECQNPWDSEPPMYHTIERSKSSRYLATTPFLLEEA
PIVKSHSFMFSPSRSYYANFGVPVKTAEYTSITDCIDTRCVNAPQATADRAAFPGGLGDKVEDLTCCHPE
REAELSHPSSDSEENEAKGRRATIATISSQEGDNSERTLSNNITVPKIERANSYSAEEPSAPYAHTRKSFES
ISDKLDRQRNTASLRNPFQRSKSSKPEGRGDSLSMRRLSRTSAFQSFESKHN

>GBA2_HUMAN
MGTQDPGNMGTGVPASEQISCAKEDPQVYCPEETGGTKDVQVTDCKSPEDSRPPKETDCCNPEDSGQLMY
SYEGKAMGYQVPPFGWRICLAHEFTEKRKPFQANNVSLSNMIKHIGMGLRYLQWWYRKTHVEKKTPFIDM
INSVPLRQIYGCPLGGIGGGTITRGWRGQFCRWQLNPGMYQHRTVIADQFTVCLRREGQTVYQQVLSLER
PSVLRSWNWGLCGYFAFYHALYPRAWTVYQLPGQNVTLTCRQITPILPHDYQDSSLPVGVFVWDVENEGD
EALDVSIMFSMRNGLGGGDDAPGGLWNEPFCLERSGETVRGLLLHHPTLPNPYTMAVAARVTAATTVTHI
TAFDPDSTGQQVWQDLLQDGQLDSPTGQSTPTQKGVGIAGAVCVSSKLRPRGQCRLEFSLAWDMPRIMFG
AKGQVHYRRYTRFFGQDGDAAPALSHYALCRYAEWEERTSAWQSPVLDDRSLPAWYKSALFNELYFLADG
GTVWLEVLEDSLPEELGRNMCHLRPTLRDYGRFGYLEGQEYRMYNTYDVHFYASFALIMLWPKLELSLQY
DMALATLREDLTRRRYLMSGVMAPVKRRNVIPHDIGDPDDEPWLRVNAYLTHDTADWKDLNLKFVLQVYR
DYYLTGDQNFLKDMWPVCLAVMESEMKFDKDHDGLIENGGYADQTYDGWVTTGPSAYCGGLWLAAVAVMV
QMAALCGAQDIQDKFSSTLSRGQEAYERLLWNGRYYNYDSSSRPQSRSVMSDQCAGQWFLKACGLGEGDT
EVFPTQHVVRALQTIFELNVQAFAGGAMGAVNGMQPHGVPDKSSVQSDEVWVGVVYGLAATMIQEGLTWE
GFQTAEGCYRTVWERLGLAFQTPEAYCQQRVFRSLAYMRPLSTWAMQLALQQQQHKKASWPKVKQGTGLR
TGPMFGPKEAMANLSPE

>CWC22_HUMAN
MKSSVAQIKPSSGHDRRENLNSYQRNSSPEDRYEEQERSPRDRDYFDYSRSDYEHSRRGRSYDSSMESRN
RDREKRRERERDTDRKRSRKSPSPGRRNPETSVTQSSSAQDEPATKKKKDELDPLLTRTGGAYIPPAKLR
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MMQEQITDKNSLAYQRMSWEALKKSINGLINKVNISNISITIQELLQENIVRGRGLLSRSVLQAQSASPI
FTHVYAALVATINSKFPQIGELTLKRLILNFRKGYRRNDKQLCLTASKFVAHLINQNVAHEVLCLEMLTL
LLERPTDDSVEVATGFLKECGLKLTQVSPRGINAIFERLRNILHESEIDKRVQYMIEVMFAVRKDGFKDH
PITILEGLDLVEEDDQFTHMLPLEDDYNPEDVLNVFKMDPNFMENEEKYKATKKETILDEGDTDSNTDQDAG
SSEEDEEEEEEEGEEDEEGQKVTIHDKTEINLVSFRRTIYLAIQSSLDFEECAHKLLKMEFPESQTKELC
NMILDCCAQQRTYEKFFGLLAGRFCMLKKEYMESFEGIFKEQYDTIHRLETNKLRNVAKMFAHLLYTDSL
PWSVLECIKLSEETTTSSSRIFVKIFFQELCEYMGLPKLNARLKDETLQPFFEGLLPRDNPRNTRFAINF
FTSIGLGGLTDELREHLKNTPKVIVAQKPDVEQNKSSPSSSSSASSSSESDSSDSDSDSSDSSSESSSEE
SDSSSISSHSSASANDVRKKGHGKTRSKEVDKLIRNQQTNDRKQKERRQEHGHQETRTERERRSEKHRDQ
NSSGSNWRDPITKYTSDKDVPSERNNYSRVANDRDQEMHIDLENKHGDPKKKRGERRNSFSENEKHTHRI
KDSENFRRKDRSKSKEMNRKHSGSRSDEDRYQNGAERRWEKSSRYSEQSRESKKNQDRRREKSPAKQK

>NCK5L_HUMAN

MDQPAGGPGNPRPGEGDDGSMEPGTCQELLHRLRELEAENSALAQANENQRETYERCLDEVANHVVQALL
NQKDLREECIKLKKRVFDLERQNQMLSALFQQKLQLTTGSLPQIPLTPLQPPSEPPASPSLSSTEGPAAP
LPLGHCAGQREVCWEQQLRPGGPGPPAAPPPALDALSPFLRKKAQILEVLRALEETDPLLLCSPATPWRP
PGQGPGSPEPINGELCGPPQPEPSPWAPCLLLGPGNLGGLLHWERLLGGLGGEEDTGRPWGPSRGPPQAQ
GTSSGPNCAPGSSSSSSSDEAGDPNEAPSPDTLLGALARRQLNLGQLLEDTESYLQAFLAGAAGPLNGDH
PGPGQSSSPDQAPPQLSKSKGLPKSAWGGGTPEAHRPGFGATSEGQGPLPFLSMFMGAGDAPLGSRPGHP
HSSSQVKSKLQIGPPSPGEAQGPLLPSPARGLKFLKLPPTSEKSPSPGGPQLSPQLPRNSRIPCRNSGSD
GSPSPLLARRGLGGGELSPEGAQGLPTSPSPCYTTPDSTQLRPPQSALSTTLSPGPVVSPCYENTILDLSR
STFRGPSPEPPPSPLQVPTYPQLTLEVPQAPEVLRSPGVPPSPCLPESYPYGSPQEKSLDKAGSESPHPG
RRTPGNSSKKPSQGSGRRPGDPGSTPLRDRLAALGKLKTGPEGALGSEKNGVPARPGTEKTRGPGKSGES
AGDMVPSTHRPLEQLEAKGGIRGAVALGTNSLKQQEPGLMGDPGARVYSSHSMGARVDLEPVSPRSCLTK
VELAKSRLAGALCPQVPRTPAKVPTSAPSLGKPNKSPHSSPTKLPSKSPTKVVPRPGAPLVTKESPKPDK
GKGPPWADCGSTTAQSTPLVPGPTDPSQGPEGLAPHSATEEKVMKGIEENVLRLQGQERAPGAEVKHRNT
SSTASWFGLKKSKLPALNRRTEATKNKEGAGGGSPLRREVKMEARKLEAESLNTSKLMAKAEDLRRALEE
EKAYLSSRARPRPGGPAPGPNTGLGQVQGQLAGMYQGADTFMQQLLNRVDGKELPSKSWREPKPEYGDFQ
PVSSDPKSPWPACGPRNGLVGPLQGCGKPPGKPSSEPGRREETPSEDSLAEPVPTSHFTACGSLTRTLDS
GIGTFPPPDHGSSGTPSKNLPKTKPPRLDPPPGVPPARPPPLTKVPRRAHTLEREVPGIEELLVSGRHPS
MPAFPALLPAAPGHRGHETCPDDPCEDPGPTPPVQLAKNWTFPNTRAAGSSSDPLMCPPRQLEGLPRTPM
ALPVDRKRSQEPSRPSPTPQGPPFGGSRTPSTSDMAEEGRVASGGPPGLETSESLSDSLYDSLSSCGSQG

>CPNE5_HUMAN
MEQPEDMASLSEFDSLAGSTPATKVEITVSCRNLLDKDMFSKSDPLCVMYTQGMENKQWREFGRTEVIDN
TLNPDFVRKFIVDYFFEEKQNLRFDLYDVDSKSPDLSKHDFLGQAFCTLGEIVGSPGSRLEKPLTIGAFS
LNSRTGKPMPAVSNGGVPGKKCGTIILSAEELSNCRDVATMQFCANKLDKKDFFGKSDPFLVFYRSNEDG
TFTICHKTEVMKNTLNPVWQTFSIPVRALCNGDYDRTIKVEVYDWDRDGSHDFIGEFTTSYRELARGQSQ
FNIYEVVNPKKKMKKKKYVNSGTVTLLSFAVESECTFLDYIKGGTQINFTVAIDFTASNGNPSQSTSLHY
MSPYQLNAYALALTAVGEITQHYDSDKMFPALGFGAKLPPDGRVSHEFPLNGNQENPSCCGIDGILEAYH
RSLRTVQLYGPTNFAPVVTHVARNAAAVQDGSQYSVLLIITDGVISDMAQTKEATVNAAKLPMSITIVGV
GQAEFDAMVELDGDDVRISSRGKLAERDIVQFVPFRDYVDRTGNHVLSMARLARDVLAETPDQLVSYMKA
QGIRPRPPPAAPTHSPSQSPARTPPASPLHTHI
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>SYTL2_HUMAN

MIDLSFLTEEEQEATMKVLQRDAALKRAEEERVRHLPEK TKDDQQLKNMSGQWEFYEAKAKRHRDKTHGAD
TTRASMRKKRPQTAAEQSKDRENGAKESWVNNVNKDAFLPPELAGVVEEPEEDAAPASPSSSVVNPASSV
IDMSQENTRKPNVSPEKRKNPFNSSKLPEGHSSQQTKNEQSKNGRTGLFQTSKEDELSESKEKSTVADTS
TQKLEKSKQTLPGLSNGSQIKAPTPKARKMIYKSTDLNKDDNQSFPRQRTDSLKARGAPRGILKRNSSSS
STDSETLRYNHNFEPKSKIVSPGLTIHERISEKEHSLEDNSSPNSLEPLKHVRFSAVKDELPQSPGLIHG
REVGEFSVLESDRLKNGMEDAGDTEEFQSDPKPSQYRKPSLFHQSTSSPYVSKSETHQPMTSGSFPINGL
HSHSEVLTARPQSMENSPTINEPKDKSSELTRLESVLPRSPADELSHCVEPEPSQVPGGSSRDRQQGSEE
EPSPVLKTLERSAARKMPSKSLEDISSDSSNQAKVDNQPEELVRSAEDVSTVPTQPDNPFSHPDKLKRMS
KSVPAFLQDESDDRETDTASESSYQLSRHKKSPSSLTNLSSSSGMTSLSSVSGSVMSVYSGDFGNLEVKG
NIQFATEYVESLKELHVFVAQCKDLAAADVKKQRSDPYVKAYLLPDKGKMGKKKTLVVKKTLNPVYNEIL
RYKIEKQILKTQKLNLSTWHRDTFKRNSFLGEVELDLETWDWDNKQNKQLRWYPLKRKTAPVALEAENRG
EMKLALQYVPEPVPGKKLPTTGEVHIWVKECLDLPLLRGSHLNSFVKCTILPDTSRKSRQKTRAVGKTTN
PIFNHTMVYDGFRPEDLMEACVELTVWDHYKLTNQFLGGLRIGFGTGKSYGTEVDWMDSTSEEVALWEKM
VNSPNTWIEATLPLRMLLTAKISK

>MAGE1_HUMAN
MSLVSQNSRRRRRRVAKATAHNSSWGEMQAPNAPGLPADVPGSDVPQGPSDSQILQGLCASEGPSTSVLP
TSAEGPSTFVPPTISEASSASGQPTISEGPGTSVLPTPSEGLSTSGPPTISKGLCTSVTLAASEGRNTSR
PPTSSEEPSTSVPPTASEVPSTSLPPTPGEGTSTSVPPTAYEGPSTSVVPTPDEGPSTSVLPTPGEGPGT
SVPLAATEGLSTSVQATPDEGPSTSVPPTATEGLSTPVPPTRDEGPSTSVPATPGEGPSTSVLPAASDGQ
SISLVPTRGKGSSTSVPPTATEGLSTSVQPTAGEGSSTSVPPTPGGGLSTSVPPTATEELSTSVPPTPGE
GPSTSVLPIPGEGLSTSVPPTASDGSDTSVPPTPGEGASTLVQPTAPDGPGSSVLPNPGEGPSTLESSSA
SVDRNPSKCSLVLPSPRVTKASVDSDSEGPKGAEGPIEFEVLRDCESPNSTSIMGLNTSRVAITLKPQDP
MEQNVAELLQFLLVKDQSKYPIRESEMREYIVKEYRNQFPETLRRAAAHLECIFRFELRELDPEAHTYIL
LNKLGPVPFEGLEESPNGPKMGLLMMILGQIFLNGNQAKEAETWEMLWRMGVQRERRLSTFGNPKRLLSV
EFVWQRYLDYRPVTDCKPVEYEFFWGPRSHLETTKMK ILKFMAKTYNKDPMDWPEKYNEALEEDAARAFA
EGWQALPHFRRPFFEEAAAEVPSPDSEVSSYSSKYAPHSWPESRLESKARKLVQLFLLMDSTKLPTPKKG
ILYYIGRECSKVFPDLLNRAARTLNHVYGTELVVLDPRNHSYTLYNRREMEETEEIVDSPNRPGNNFLMQ
VLSFIFIMGNHARESAVWAFLRGLGVQAGRKHVITCRYLSQRYIDSLRVPDSDPVQYEFVWGPRARLETS
KMKALRYVARTHRKEPQDWPQQYREAMEDEANRADVGHRQIFVHNFR

>K1586_HUMAN

MGDPGSETTESVPPAGPEASESTTDENEDDIQFVSEGPSRPVLEY IDLVCGDDENPSAYYSDILFPKMPK
RQGDFLHFLNVKKVKTDTENNEVSKNHCRLSKAKEPHFEYTEQPTTEEKPSLSSKKETIDNLVLPDCWNEK
QAFMFTEQYKWLETKEGKLGCKDCSAVRHLGSKAEKHVHVSKEWTAYLVTPNGSNKTTRQASLRKKIREH
DVSKAHGKIQDLLKESTNDSICNLVHKQNNKNIDATVKVENTVYSLVKHNRPLSDIEGARELQEKNGEVN
CLNTRYSATRIAEHTAKEMKMKIFKNITEENAKICITIDEASTVSKKTTLVIYLQCTIQSAPAPVMLEVA
LKELVSTIAECIVNTLLTTLNDCGFTNEYLKANLTAFCSDGANTILGRKSGVATKLLENFPEITIWNCLN
HRLQLSLDDSISETKQINHLKIFIDKIYSTYHQPNKNQTKLLGTVAKELETET TKIGRVMGPRWAACSLQ
AATAVWHAYPILYMHFSHSYSGLAKRLANINFLQDLALMIDILEEFSVLSTALQSRSTNIKKAQKLIKRT
TRALENLKIGTGKYESQIEDLIKSDKFKDIPFNKNNKFNALPRSTLLDNT TQHMNLRLLSDRNHEDIFNY
FDLLEPSTWPYEEITSPWIAGEKTLFHLCKILKYEVDLNDFREFVNNNIKSNNVSTIPTTIYKAKKIVSTI
AINSAEAERGFNLMNIICTRVRNSLTIDHVSDLMTINLLGKELADWDATPFVKSWSNCNHRLATDTRVRQ

222



KSTKVFHENQLATIWNLK

>TNR6C_HUMAN
MATGSAQGNFTGHTKKTNGNNGTNGALVQSPSNQSALGAGGANSNGSAARVWGVATGSSSGLAHCSVSGG
DGKMDTMIGDGRSQNCWGASNSNAGINLNLNPNANPAAWPVLGHEGTVATGNPSSICSPVSAIGQNMGNQ
NGNPTGTLGAWGNLLPQESTEPQTSTSQNVSFSAQPQNLNTDGPNNTNPMNSSPNPINAMQTNGLPNWGM
AVGMGATTPPHLQGLPGANGSSVSQVSGGSAEGISNSVWGLSPGNPATGNSNSGFSQGNGDTVNSALSAK
QNGSSSAVQKEGSGGNAWDSGPPAGPGILAWGRGSGNNGVGNIHSGAWGHPSRSTSNGVNGEWGKPPNQH
SNSDINGKGSTGWESPSVTSQNPTVQPGGEHMNSWAKAASSGTTASEGSSDGSGNHNEGSTGREGTGEGR
RRDKGIIDQGHIQLPRNDLDPRVLSNTGWGQTPVKQNTAWEFEESPRSERKNDNGTEAWGCAATQASNSG
GKNDGSIMNSTNTSSVSGWVNAPPAAVPANTGWGDSNNKAPSGPGVWGDSISSTAVSTAAAAKSGHAWSG
AANQEDKSPTWGEPPKPKSQHWGDGQRSNPAWSAGGGDWADSSSVLGHLGDGKKNGSGWDADSNRSGSGW
NDTTRSGNSGWGNSTNTKANPGTNWGETLKPGPQQNWASKPQDNNVSNWGGAASVKQTGTGWIGGPVPVK
QKDSSEATGWEEPSPPSTRRKMEIDDGTSAWGDPSNYNNKTVNMWDRNNPVIQSSTTTNTTTTTTTTTSN
TTHRVETPPPHQAGTQLNRSPLLGPGRKVSSGWGEMPNVHSKTENSWGEPSSPSTLVDNGTAAWGKPPSS
GSGWGDHPAEPPVAFGRAGAPVAASALCKPASKSMQEGWGSGGDEMNLSTSQWEDEEGDVWNNAASQEST
SSCSSWGNAPKKGLQKGMKTSGKQDEAWIMSRLIKQLTDMGFPREPAEEALKSNNMNLDQAMSALLEKKV
DVDKRGLGVTDHNGMAAKPLGCRPPISKESSVDRPTFLDKDGGLVEEPTPSPFLPSPSLKLPLSHSALPS
QALGGTASGLGMQNLNSSRQIPSGNLGMFGNSGAAQARTMQQPPQPPVQPLNSSQPSLRAQVPQFLSPQV
QAQLLQFAAKNIGLNPALLTSPINPQHMTMLNQLYQLQLAYQRLQIQQQMLQAQRNVSGSMRQQEQQVAR
TITNLQQQIQQHQRQLAQALLVKQPPPPPPPPHLSLHPSAGKSAMDSFPSHPQTPGLPDLQTKEQQSSPN
TFAPYPLAGLNPNMNVNSMDMTGGLSVKDPSQSQSRLPQWTHPNSMDNLPSAASPLEQNPSKHGATPGGL
SIGPPGKSSIDDSYGRYDLIQNSESPASPPVAVPHSWSRAKSDSDKISNGSSINWPPEFHPGVPWKGLQN
IDPENDPDVTPGSVPTGPTINTTIQDVNRYLLKSGGKLSDIKSTWSSGPTSHTQASLSHELWKVPRNSTA
PTRPPPGLTNPKPSSTWGASPLGWTSSYSSGSAWSTDTSGRTSSWLVLRNLTPQIDGSTLRTLCLQHGPL
ITFHLNLTQGNAVVRYSSKEEAAKAQKSLHMCVLGNTTILAEFAGEEEVNRFLAQGQALPPTSSWQSSSA
SSQPRLSAAGSSHGLVRSDAGHWNAPCLGGKGSSELLWGGVPQYSSSLWGPPSADDSRVIGSPTPLTTLL
PGDLLSGESL

>ANKH_HUMAN
MVKFPALTHYWPLIRFLVPLGITNIAIDFGEQALNRGIAAVKEDAVEMLASYGLAYSLMKFFTGPMSDFK
NVGLVEFVNSKRDRTKAVLCMVVAGATAAVFHTLTAYSDLGY YT INKLHHVDESVGSKTRRAFLYLAAFPF
MDAMAWTHAGILLKHKYSFLVGCASISDVIAQVVFVAILLHSHLECREPLLTPILSLYMGALVRCTTLCL
GYYKNIHDIIPDRSGPELGGDATIRKMLSFWWPLALTLATQRISRPIVNLFVSRDLGGSSAATEAVAILT
ATYPVGHMPYGWLTEIRAVYPAFDKNNPSNKLVSTSNTVTAAHIKKFTFVCMALSLTLCFVMEWTPNVSE
KILIDITGVDFAFAELCVVPLRIFSFFPVPVTVRAHLTGWLMTLKKTFVLAPSSVLRITVLIASLVVLPY
LGVHGATLGVGSLLAGFVGESTMVATAACYVYRKQKKKMENESATEGEDSAMTDMPPTEEVTDIVEMREE
NE

>ZSWM6_HUMAN

MAERGQQPPPAKRLCCRPGGGGGGGGSSGGGGGAGGGYSSACRPGPRAGGAAAAAACGGGAALGLLPPGK
TQSPESLLDIAARRVAEKWPFQRVEERFERTPEPVQRRIVYWSFPRSEREICMYSSFNTGGGAAGGPGDD
SGGGGGAGGGGGGGSSSSPAATSAAATSAAAAAAAAAAAAAAAAGAGAPSVGAAGAADGGDETRLPFRRG
TALLESGCVDNVLQVGFHLSGTVTEPAIQSEPETVCNVAISFDRCKITSVTCSCGNKDIFYCAHVVALSL

223



YRIRKPDQVKLHLPISETLFQMNRDQLQKFVQYLITVHHTEVLPTAQKLADETILSQNSEINQVHGAPDPT
AGASIDDENCWHLDEEQVQEQVKLFLSQGGYHGSGKQLNLLFAKVREMLKMRDSNGARMLTLITEQFMAD
PRLSLWRQQGTAMTDKYRQLWDELGALWMCIVLNPHCKLEQKASWLKQLKKWNSVDVCPWEDGNHGSELP
NLTNALPQGANANQDSSNRPHRTVFTRAIEACDLHWQDSHLQHI ISSDLYTNYCYHDDTENSLFDSRGWP
LWHEHVPTACARVDALRSHGYPREALRLATATVNTLRRQQQKQLEMFRTQKKELPHKNITSITNLEGWVG
HPLDPVGTLFSSLMEACRIDDENLSGFSDFTENMGQCKSLEYQHLPAHKFLEEGESYLTLAVEVALIGLG
QQRIMPDGLYTQEKVCRNEEQLISKLQEIELDDTLVKIFRKQAVFLLEAGPYSGLGET THRESVPMHTFA
KYLFTSLLPHDAELAYKTALRAMRLLVLESTAPSGDLTRPHHIASVVPNRYPRWFTLSHIESQQCELAST
MLTAAKGDVRRLETVLESTQKNIHSSSHIFKLAQDAFKTATLMDSLPDITLLKVSLELGLQVMRMTLSTL
NWRRREMVRWLVTCATEVGVYALDSIMQTWETLFTPTEATSIVATTVMSNSTIVRLHLDCHQQEKLASSA
RTLALQCAMKDPQNCALSALTLCEKDHIAFETAYQIVLDAATTGMSYTQLFTIARYMEHRGYPMRAYKLA
TLAMTHLNLSYNQDTHPAINDVLWACALSHSLGKNELAATITPLVVKSVKCATVLSDILRRCTLTTPGMVG
LHGRRNSGKLMSLDKAPLRQLLDATIGAYINTTHSRLTHISPRHYSEFIEFLSKARETFLMAHDGHIQFT
QFIDNLKQIYKGKKKLMMLVRERFG

>VAT1L_HUMAN
MAKEGVEKAEETEQMIEKEAGKEPAEGGGGDGSHRLGDAQEMRAVVLAGFGGLNKLRLFRKAMPEPQDGE
LKIRVKACGLNFIDLMVRQGNIDNPPKTPLVPGFECSGIVEALGDSVKGYEIGDRVMAFVNYNAWAEVVC
TPVEFVYKIPDDMSFSEAAAFPMNFVTAYVMLFEVANLREGMSVLVHSAGGGVGQAVAQLCSTVPNVTVE
GTASTFKHEATKDSVTHLFDRNADYVQEVKRISAEGVDIVLDCLCGDNTGKGLSLLKPLGTYILYGSSNM
VTGETKSFFSFAKSWWQVEKVNPIKLYEENKVIAGFSLLNLLFKQGRAGLIRGVVEKLIGLYNQKKIKPV
VDSLWALEEVKEAMQRIHDRGNIGKLILDVEKTPTPLMANDSTETSEAGEEEEDHEGDSENKERMPFIQ

>ZDBF2_HUMAN

MQKRQGYCSYCRVQYNNLEQHLFSAQHRSLTRQSRRQICTSSLMERFLQDVLQHHPYHCQESSSTQDETH
VNTGSSSEVVHLDDAFSEEEEEDEDKVEDEDATEERPSEVSEPTEELHSRPHKSQEGTQEVSVRPSVIQK
LEKGQQQPLEFVHKIGASVRKCNLVDIGQATNNRSNLVRPPVICNAPASCLPESSNDRPVTANTTSLPPA
AHLDSVSKCDPNKVEKYLEQPDGASRNPVPSSHVETTSFSYQKHKESNRKSLRMNSDKLVLWKDVKSQGK
TLSAGLKFHERMGTKGSLRVKSPSKLAVNPNKTDMPSNKGIFEDTTAKNHEEFFSNMDCTQEEKHLVENK
TAFWEQKCSVSSEMKFDCISLQSASDQPQETAQDLSLWKEEQIDQEDNYESRGSEMSFDCSSSFHSLTDQ
SKVSAKEVNLSKEVRTDVQYKNNKSYVSKISSDCDDILHLVTNQSQMIVKEISLQNARHISLVDQSYESS
SSETNFDCDASPQSTSDYPQQSVTEVNLPKEVHIGLVDKNYGSSSSEVSADSVFPLQSVVDRPPVAVTET
KLRKKAHTSLVDNYGSSCSETSFDCDVSLESVVDHPQLTVKGRNLKGRQVHLKHKKRKPSSAKAHLDCDV
SLGTVADESQRAVEKINLLKEKNADLMDMNCESHGPEMGFQADAQLADQSQVAETERQKVDVDLENKSVQ
SSRSSLSSDSPASLYHSAHDEPQEALDEVNLKELNIDMEVRSYDCSSSELTFDSDPPLLSVTEQSHLDAE
GKERHIDLEDESCESDSSEITFDSDIPLYSVIDQPEVAVYEEETVDLESKSNESCVSEITFDSDIPLHSG
NDHPEVAVKEVIQKEEYTHLERKNDEPSGSEISSDSHAPLHSVTNSPEVAVKKLNPQKEEQVHLENKENE
PIDSEVSLDYNITFHSVTGRSEDPIKETSLHTKEHMYLENKSVFETSLDSDVPLQAATHKPEVIVKETWL
QREKHAEFQGRSTEFSGSKTSLDSGVPHYSVTEPQVAVNKINRKKQYVLENKNDKCSGSEITLDSNVPPQ
SMTDQPQLAFLKEKHVNLKDKNSKSGDSKITFDSEQLQEAVKKIDQWKEEVIGLKNKINEPSTYKLIHHP
DVSVQSVADQPKVATKHVNLGNENHMYLEVKNSQYSCSEMNLDSGFLGQSIVNRPQITILEQEHIELEGK
HNQCCGSEVSFDSDDPLQSVADRLRETVKE ISLWKDEEVDTEDRRNEAKGFEIMYDSDVLQPVAGQPEEV
VKEVSLWKEHVDLENKIVKPTDSRINFDSHEPLQSVTNKIPGANKEINLLREEHVCLDDKGYVPSDSET T
YVSNIPLQSVIKQPHILEEEHASLEDKSSNSYSPEESSDSNDSFQAAADELQKPVKEINLWKEDHIYLED
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KSYKLGDFDVSYASHIPVQFVTDQSSVPVKEINLQKKDHNDLENKNCEVCGSEIKCHSCVHLQSEVDQPQ
VSYKEADLQKEEHVVMEEKTDQPSDSEMMYDSDVPFQIVVNQFPGSVKETHLPKVVLVDLVPGDSDYEVI
SDDIPLQLVTDPPQLTVKDISCINTECIDIEDKSCDFFGSEVRCNCKASTPSMTNQCKETFKI INRKKDY
ITLGEPSCQSCGSEMNENVDASDQSMTYESQGPDEKMVKY IDSEDKSCGYNGSKGKFNLEDTSHRTTHRL
QKAHKEASLRKDPRNAGLKGKSCQSSASAVDFGASSKSALHRRADKKKRSKLKHRDLEVSCEPDGFEMNF
QCAPPLPSDTDQPQETVKKRHPCKKVSSDLKEKNHDSQSSSVLKVDSVRNLKKAKDV IEDNPDEPVLEAL
PHVPPSFVGKTWSQIMREDDIKINALVKEFREGRFHCYFDDDCETKKVSSKGKKKVTWADLQGKEDTAPT
QAVSESDDIVCGISDIDDLSVALDKPCHRHPPAERPPKQKGRVASQCQTAKISHSTQTSCKNYPVMKRKI
TRQEEDPPKSKCSRLQDDRKTKKKVKIGTVEFPASCTKVLKPMQPKALVCVLSSLNTKLKEGEGLPFPKM
RHHSWDNDIRFICKYKRNIFDYYEPLIKQIVISPPLSVIVPEFERRNWVKIHFNRSNQNSSAGDNDADGQ
GSASAPLMAVPARYGFNSHQGTSDSSLFLEESKVLHARELPKKRNFQLTFLNHDVVKISPKSVRNKLLES
QSKKKTHGKRVTTSSNKLGFPKKVYKPTILQQKPRKASEKQSIWIRTKPSDIIRKYISKYSVFLRHRYQS
RSAFLGRYLKKKKSVVSRLKKAKRTAKVLLNSSVPPAGAEELSSAMANPPPKRPVRASCRVARRRKKTDE
SYHGRQKGPSTPVRAYDLRSSSCLQQRERMMTRLANKLRGNEVK

>ROBO2_HUMAN
MSLLMFTQLLLCGFLYVRVDGSRLRQEDFPPRIVEHPSDVIVSKGEPTTLNCKAEGRPTPTIEWYKDGER
VETDKDDPRSHRMLLPSGSLFFLRIVHGRRSKPDEGSYVCVARNYLGEAVSRNASLEVALLRDDFRQNPT
DVVVAAGEPATLECQPPRGHPEPTIYWKKDKVRIDDKEERTSTRGGKLMISNTRKSDAGMYTCVGTNMVG
ERDSDPAELTVFERPTFLRRPINQVVLEEEAVEFRCQVQGDPQPTVRWKKDDADLPRGRYDIKDDYTLRI
KKTMSTDEGTYMCIAENRVGKMEASATLTVRAPPQFVVRPRDQIVAQGRTVTFPCETKGNPQPAVFWQKE
GSQNLLFPNQPQQPNSRCSVSPTGDLTITNIQRSDAGYYICQALTVAGSILAKAQLEVTDVLTDRPPPII
LQGPANQTLAVDGTALLKCKATGDPLPVISWLKEGFTFPGRDPRATIQEQGTLQIKNLRISDTGTYTCVA
TSSSGETSWSAVLDVTESGATISKNYDLSDLPGPPSKPQVTDVTKNSVTLSWQPGTPGTLPASAYIIEAF
SQSVSNSWQTVANHVKTTLYTVRGLRPNTIYLFMVRAINPQGLSDPSPMSDPVRTQDISPPAQGVDHRQV
QKELGDVLVRLHNPVVLTPTTVQVTWTVDRQPQFIQGYRVMYRQTSGLQATSSWQNLDAKVPTERSAVLV
NLKKGVTYEIKVRPYFNEFQGMDSESKTVRTTEEAPSAPPQSVTVLTVGSYNSTSISVSWDPPPPDHQNG
TTQEYKIWCLGNETRFHINKTVDAAIRSVIIGGLFPGIQYRVEVAASTSAGVGVKSEPQPITIGRRNEVV
ITENNNSITEQITDVVKQPAFTAGIGGACWVILMGEFSIWLYWRRKKRKGLSNYAVTFQRGDGGLMSNGSR
PGLLNAGDPSYPWLADSWPATSLPVNNSNSGPNEIGNFGRGDVLPPVPGQGDKTATMLSDGAIYSSIDFT
TKTSYNSSSQITQATPYATTQILHSNSTHELAVDLPDPQWKSSIQQKTDLMGFGYSLPDQNKGNNGGKGG
KKKKNKNSSKPQKNNGSTWANVPLPPPPVQPLPGTELEHYAVEQQENGYDSDSWCPPLPVQTYLHQGLED
ELEEDDDRVPTPPVRGVASSPATSFGQQSTATLTPSPREEMQPMLQAHLDELTRAYQFDIAKQTWHIQSN
NQPPQPPVPPLGYVSGALISDLETDVADDDADDEEEALETPRPLRALDQTPGSSMDNLDSSVTGKAFTSS
QRPRPTSPFSTDSNTSAALSQSQRPRPTKKHKGGRMDQQPALPHRREGMTDEEALVPYSKPSFPSPGGHS
SSGTASSKGSTGPRKTEVLRAGHQRNASDLLDIGYMGSNSQGQFTGEL

>AGO4_HUMAN

MEALGPGPPASLFQPPRRPGLGTVGKPIRLLANHFQVQIPKIDVYHYDVDIKPEKRPRRVNREVVDTMVR
HFKMQIFGDRQPGYDGKRNMY TAHPLPTGRDRVDMEVTLPGEGKDQTFKVSVQWVSVVSLQLLLEALAGH
LNEVPDDSVQALDVITRHLPSMRYTPVGRSFFSPPEGYYHPLGGGREVWFGFHQSVRPAMWNMMLNIDVS
ATAFYRAQPITEFMCEVLDIQNINEQTKPLTDSQRVKFTKE IRGLKVEVTHCGQMKRKYRVCNVTRRPAS
HQTFPLQLENGQAMECTVAQYFKQKYSLQLKYPHLPCLQVGQEQKHTYLPLEVCNIVAGQRCIKKLTDNQ
TSTMIKATARSAPDRQEETISRLVKSNSMVGGPDPYLKEFGIVVHNEMTELTGRVLPAPMLQYGGRNKTVA
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TPNQGVWDMRGKQFYAGIETKVWAVACFAPQKQCREDLLKSFTDQLRKISKDAGMPIQGQPCFCKYAQGA
DSVEPMFKHLKMTYVGLQLIVVILPGKTPVYAEVKRVGDTLLGMATQCVQVKNVVKTSPQTLSNLCLKIN
AKLGGINNVLVPHQRPSVFQQPVIFLGADVTHPPAGDGKKPSTAAVVGSMDGHPSRYCATVRVQTSRQET
SQELLYSQEVIQDLTNMVRELLIQFYKSTRFKPTRITYYRGGVSEGQMKQVAWPELTAIRKACISLEEDY
RPGITYIVVQKRHHTRLFCADKTERVGKSGNVPAGTTVDSTITHPSEFDFYLCSHAGIQGTSRPSHYQVL
WDDNCFTADELQLLTYQLCHTYVRCTRSVSTPAPAYYARLVAFRARYHLVDKDHDSAEGSHVSGQSNGRD
PQALAKAVQIHHDTQHTMYFA

>CHD8_HUMAN

MADPIMDLFDDPNLFGLDSLTDDSFNQVTQDPIEEALGLPSSLDSLDQMNQDGGGGDVGNSSASELVPPP
EETAPTELSKESTAPAPESITLHDYTTQPASQEQPAQPVLQTSTPTSGLLQVSKSQEILSQGNPFMGVSA
TAVSSSSAGGQPPQSAPKIVILKAPPSSSVTGAHVAQIQAQGITSTAQPLVAGTANGGKVTFTKVLTGTP
LRPGVSIVSGNTVLAAKVPGNQAAVQRIVQPSRPVKQLVLQPVKGSAPAGNPGATGPPLKPAVTLTSTPT
QGESKRITLVLQQPQSGGPQGHRHVVLGSLPGKIVLQGNQLAALTQAKNAQGQPAKVVTIQLQVQQPQQK
T1QIVPQPPSSQPQPQQPPSTQPVTLSSVQQAQIMGPGQSPGQRLSVPVKVVLQPQAGSSQGASSGLSVVK
VLSASEVAALSSPASSAPHSGGKTGMEENRRLEHQKKQEKANRIVAEATARARARGEQNIPRVLNEDELP
SVRPEEEGEKKRRKKSAGERLKEEKPKKSKTSGASKTKGKSKLNT ITPVVGKKRKRNTSSDNSDVEVMPA
QSPREDEESSTQKRRSNRQVKRKKYTEDLDIKITDDEEEEEVDVTGPIKPEPTILPEPVQEPDGETLPSMQ
FFVENPSEEDAATVDKVLSMRIVKKELPSGQYTEAEEFFVKYKNYSYLHCEWATISQLEKDKRTHQKLKR
FKTKMAQMRHFFHEDEEPFNPDYVEVDRILDESHS IDKDNGEPVIYYLVKWCSLPYEDSTWELKEDVDEG
KIREFKRIQSRHPELKRVNRPQASAWKKLELSHEYKNRNQLREYQLEGVNWLLENWYNRQNCILADEMGL
GKTIQSIAFLQEVYNVGIHGPFLVIAPLSTITNWEREFNTWTEMNTIVYHGSLASRQMIQQYEMYCKDSR
GRLIPGAYKFDALITTFEMILSDCPELREIEWRCVIIDEAHRLKNRNCKLLDSLKHMDLEHKVLLTGTPL
QNTVEELFSLLHFLEPSQFPSESEFLKDFGDLKTEEQVQKLQAILKPMMLRRLKEDVEKNLAPKQETIIE
VELTNIQKKYYRATLEKNFSFLSKGAGHTNMPNLLNTMMELRKCCNHPYLINGAEEKILTEFREACHIIP
HDFHLQAMVRSAGKLVLIDKLLPKLKAGGHKVLIFSQMVRCLDILEDYLIQRRYLYERIDGRVRGNLRQA
ATDRFSKPDSDRFVFLLCTRAGGLGINLTAADTCIIFDSDWNPQNDLQAQARCHRIGQSKAVKVYRLITR
NSYEREMFDKASLKLGLDKAVLQSMSGRDGNITGIQQFSKKEIEDLLRKGAYAATMEEDDEGSKFCEEDI
DQILLRRTTTITIESEGKGSTFAKASFVASENRTDISLDDPNFWQKWAKKADLDMDLLNSKNNLVIDTPR
VRKQTRHFSTLKDDDLVEFSDLESEDDERPRSRRHDRHHAYGRTDCFRVEKHLLVYGWGRWRDILSHGRF
KRRMTERDVETICRATLVYCLLHYRGDENIKGFIWDLISPAENGKTKELQNHSGLSTPVPRGRKGKKVKS
QSTFDIHKADWIRKYNPDTLFQDESYKKHLKHQCNKVLLRVRMLYYLRQEVIGDQAEKVLGGATASEIDI
WFPVVDQLEVPTTWWDSEADKSLLIGVFKHGYEKYNTMRADPALCFLEKAGRPDDKATAAEHRVLDNEFSD
IVEGVDFDKDCEDPEYKPLQGPPKDQDDEGDPLMMMDEEISVIDGDEAQVTQQPGHLFWPPGSALTARLR
RLVTAYQRSYKREQMKIEAAERGDRRRRRCEAAFKLKETARREKQQRWTRREQTDFYRVVSTFGVEYDPD
TMQFHWDRFRTFARLDKKTDESLTKYFHGFVAMCRQVCRLPPAAGDEPPDPNLFIEPITEERASRTLYRI
ELLRRLREQVLCHPLLEDRLALCQPPGPELPKWWEPVRHDGELLRGAARHGVSQTDCNIMQDPDFSFLAA
RMNYMQNHQAGAPAPSLSRCSTPLLHQQYTSRTASPLPLRPDAPVEKSPEETATQVPSLESLTLKLEHEV
VARSRPTPQDYEMRVSPSDTTPLVSRSVPPVKLEDEDDSDSELDLSKLSPSSSSSSSSSSSSSSTDESED
EKEEKLTDQSRSKLYDEESLLSLTMSQDGFPNEDGEQMTPELLLLQERQRASEWPKDRVLINRIDLVCQA
VLSGKWPSSRRSQEMVTGGILGPGNHLLDSPSLTPGEYGDSPVPTPRSSSAASMAEEEASAVSTAAAQFT
KLRRGMDEKEFTVQIKDEEGLKLTFQKHKLMANGVMGDGHPLFHKKKGNRKKLVELEVECMEEPNHLDVD
LETRIPVINKVDGTLLVGEDAPRRAELEMWLQGHPEFAVDPRFLAYMEDRRKQKWQRCKKNNKAELNCLG
MEPVQTANSRNGKKGHHTETVFNRVLPGPTAPESSKKRARRMRPDLSKMMALMQGGSTGSLSLENTFQHS
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SSGLQSVSSLGHSSATSASLPFMPFVMGGAPSSPHVDSS TMLHHHHHHPHPHHHHHHHPGLRAPGYPSSP
VITASGTTLRLPPLQPEEDDDEDEEDDDDLSQGYDSSERDFSLIDDPMMPANSDSSEDADD

>PCD18_HUMAN
MHQMNAKMHFRFVFALLTVSFNHDVLGKNLKYRIYEEQRVGSVIARLSEDVADVLLKLPNPSTVRFRAMQ
RGNSPLLVVNEDNGETSTGATIDREQLCQKNLNCSIEFDVITLPTEHLQLFHIEVEVLDINDNSPQFSRS
LIPIEISESAAVGTRIPLDSAFDPDVGENSLHTYSLSANDFFNIEVRTRTDGAKYAELTVVRELDRELKS
SYELQLTASDMGVPQRSGSSILKISISDSNDNSPAFEQQSYTIQLLENSPVGTLLLDLNATDPDEGANGK
IVYSFSSHVSPKIMETFKIDSERGHLTLFKQVDYEITKSYEIDVQAQDLGPNSTPAHCKITIKVVDVNDN
KPEININLMSPGKEEISYIFEGDPIDTFVALVRVQDKDSGLNGETVCKLHGHGHFKLQKTYENNYLILTN
ATLDREKRSEYSLTVIAEDRGTPSLSTVKHFTVQINDINDNPPHFQRSRYEFVISENNSPGAYITTVTAT
DPDLGENGQVTYTILESFILGSSITTYVTIDPSNGATYALRIFDHEEVSQITFVVEARDGGSPKQLVSNT
TVVLTIIDENDNVPVVIGPALRNNTAEITIPKGAESGFHVTRIRATDRDSGVNAELSCATVAGNEENIFI
IDPRSCDIHTNVSMDSVPYTEWELSVIIQDKGNPQLHTKVLLKCMIFEYAESVTSTAMTSVSQASLDVSM
ITTTSLGATICAVLLVIMVLFATRCNREKKDTRSYNCRVAESTYQHHPKRPSRQIHKGDITLVPTINGTLP
IRSHHRSSPSSSPTLERGQMGSRQSHNSHQSLNSLVTISSNHVPENFSLELTHATPAVEQVSQLLSMLHQ
GQYQPRPSFRGNKYSRSYRYALQDMDKFSLKDSGRGDSEAGDSDYDLGRDSPIDRLLGEGFSDLFLTDGR
TPAAMRLCTEECRVLGHSDQCWMPPLPSPSSDYRSNMFIPGEEFPTQPQQQHPHQSLEDDAQPADSGEKK
KSFSTFGKDSPNDEDTGDTSTSSLLSEMSSVFQRLLPPSLDTYSECSEVDRSNSLERRKGPLPAKTVGYP
QGVAAWAASTHFQNPTTNCGPPLGTHSSVQPSSKWLPAMEETPENYEEDDFDNVLNHLNDGKHELMDASE
LVAEINKLLQDVRQS

>GPAT1_HUMAN
MDESALTLGTIDVSYLPHSSEYSVGRCKHTSEEWGECGFRPTIFRSATLKWKESLMSRKRPFVGRCCYSC
TPQSWDKFFNPSTPSLGLRNVIYINETHTRHRGWLARRLSYVLFIQERDVHKGMFATNVTENVLNSSRVQ
EATAEVAAELNPDGSAQQQSKAVNKVKKKAKRILQEMVATVSPAMIRLTGWVLLKLFNSFFWNIQTHKGQ
LEMVKAATETNLPLLFLPVHRSHIDYLLLTFILFCHNIKAPYTASGNNLNIPIFSTLTHKLGGFFIRRRL
DETPDGRKDVLYRALLHGHIVELLRQQQFLEIFLEGTRSRSGKTSCARAGLLSVVVDTLSTNVIPDILTI
PVGISYDRITEGHYNGEQLGKPKKNESLWSVARGVIRMLRKNYGCVRVDFAQPFSLKEYLESQSQKPVSA
LLSLEQALLPATLPSRPSDAADEGRDTSINESRNATDESLRRRLIANLAEHTLFTASKSCAIMSTHIVAC
LLLYRHRQGIDLSTLVEDFFVMKEEVLARDFDLGFSGNSEDVVMHATIQLLGNCVTITHTSRNDEFFITPS
TTVPSVFELNFYSNGVLHVFIMEATTACSLYAVLNKRGLGGPTSTPPNLISQEQLVRKAASLCYLLSNEG
TISLPCQTFYQVCHETVGKFIQYGILTVAEHDDQEDISPSLAEQQWDKKLPEPLSWRSDEEDEDSDFGEE
QRDCYLKVSQSKEHQQFITFLQRLLGPLLEAYSSAATFVHNFSGPVPEPEYLQKLHKYLITRTERNVAVY
AESATYCLVKNAVKMFKDIGVFKETKQKRVSVLELSSTFLPQCNRQKLLEYILSFVVL

>CL035_HUMAN

MNWNEKPKSATLPPLYPKSQPPFLHQSLINQITTTSQSSFSYPGSNQEACMYPGNSNPISQPLLNIQNYP
QQISVSDMHNGTVVASHTSVERITYANVNGPKQLTHNLQMSSGVTQNVWLNSPMRNPVHSHIGATVSHQT
DFGANVPNMPALQSQLITSDTYSMQMQMIPSNSTRLPVAYQGNQGLNQSFSEQQVDWTQQCISKGLTYPD
YRPPPKLYRYSPQSFLPDSTIQKQNFIPHTSLQVKNSQLLNSVLTLPSRQTSAVPSQQYATQTDKRPPPP
PYNCRYGSQPLQSTQHITKHLSMEVPQSREMLSSETRTSFQQQWQNPNENVST IGNFTNLKVNTNSKQPF
NSPIRSSVDGVQTLAQTNEEKIMDSCNPTSNQVLDTSVAKEKLVRDIKTLVEIKQKFSELARKIKINKDL
LMAAGCIKMTNTSYSEPAQNSKLSLKQTAKIQSGPQITPVMPENAERQTPTVVESAETNKTQCMLNSDIQ
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EVNCRRFNQVDSVLPNPVYSEKRPMPDSSHDVKVLTSKTSAVEMTQAVLNTQLSSENVTKVEQNSPAVCE
TISVPKSMSTEEYKSKIQNENMLLLALLSQARKTQKTVLKDANQT IQDSKPDSCEMNPNTQMTGNQLNLK
NMETPSTSNVSGRVLDNSFCSGQESSTKGMPAKSDSSCSMEVLATCLSLWKKQPSDTAKEKECDKLRTNT
TAVGISKPANTHVKSPCSVVGNSNSQNKISNPSQQTALSMVMHNYESSGINITKGTELQIAVVSPLVLSE
VKTLSVKGITPAVLPETVYPVIKEGSVCSLQNQLAENAKATAALKVDVSGPVASTATSTKIFPLTQKEKQ
NESTNGNSEVTPNVNQGKHNKLESATHSPMNDQQISQESRNSTVVSSDTLQIDNICSLVEGDTSYNSQIA
KIFSSLPLKMVEPQKPSLPNQQGIGSREPEKQLDNTTENKDFGFQKDKPVQCTDVSHKICDQSKSEPPLE
SSFNNLETNRVILEKSSLEHATEKSTANDTCSSAAIQEDIYPQEIDASSNYTPQDPARNEIHSDKAPVLY
LHDQLSELLKEFPYGIEAVNTREGSVGQQTTYQTSEDQTADKTSSDSKDPADQIQITILSSEQMKEIFPE
QDDQPYVVDKLAEPQKEEPITEVVSQCDLQAPAAGQSRDSVILDSEKDDIHCCALGWLSMVYEGVPQCQC
NSIKNSSSEEEKQKEQCSPLDTNSCKQGERTSDRDVTVVQFKSLVNNPKTPPDGKSHFPELQDDSRKDTP
KTKHKSLPRTEQELVAGQFSSKCDKLNPLONHKRKKLRFHEVTFHSSNKMTASYEQASQETRQKKHVTQN
SRPLKTKTAFLPNKDVYKKHSSLGQSLSPEKTKLKLKSVSFKQKRKLDQGNVLDMEVKKKKHDKQEQKGS
VGATFKLGDSLSNPNERATVKEKMVSNTKSVDTKASSSKFSRILTPKEYLQRQKHKEALSNKASKKICVK
NVPCDSEHMRPSKLAVQVESCGKSNEKHSSGVQTSKESLNGLTSHGKNLKTHHSQESKTYNILRNVKEKY
GGKQPDKIWIDKTKLDKLTNISNEAQFSQMPPQVKDQKKLYLNRVGFKCTERESTSLTKLESSPRKLHKD
KRQENKHKTFLPVKGNTEKSNMLEFKLCPDILLKNTNSVEERKDVKPHPRKEQAPLQVSGIKSTKEDWLK
FVATKKRTQKDSQERDNVNSRLSKRSFSADGFEMLQNPVKDSKEMFQTYKQMYLEKRSRSLGSSPVK

>PLXA4_HUMAN

MKAMPWNWTCLLSHLLMVGMGSSTLLTRQPAPLSQKQRSFVTFRGEPAEGFNHLVVDERTGHIYLGAVNR
TYKLSSDLKVLVTHETGPDEDNPKCYPPRIVQTCNEPLTTTNNVNKMLLIDYKENRLIACGSLYQGICKL
LRLEDLFKLGEPYHKKEHYLSGVNESGSVFGVIVSYSNLDDKLFTATAVDGKPEYFPTISSRKLTKNSEA
DGMFAYVFHDEFVASMIKIPSDTFTITPDFDIYYVYGFSSGNFVYFLTLQPEMVSPPGSTTKEQVYTSKL
VRLCKEDTAFNSYVEVPIGCERSGVEYRLLQAAYLSKAGAVLGRTLGVHPDDDLLFTVESKGQKRKMKSL
DESALCIFILKQINDRIKERLQSCYRGEGTLDLAWLKVKDIPCSSALLTIDDNFCGLDMNAPLGVSDMVR
GIPVFTEDRDRMTSVIAYVYKNHSLAFVGTKSGKLKKIRVDGPRGNALQYETVQVVDPGPVLRDMAFSKD
HEQLY IMSERQLTRVPVESCGQYQSCGECLGSGDPHCGWCVLHNTCTRKERCERSKEPRRFASEMKQCVR
LTVHPNNISVSQYNVLLVLETYNVPELSAGVNCTFEDLSEMDGLVVGNQIQCYSPAAKEVPRITTENGDH
HVVQLQLKSKETGMTFASTSFVFYNCSVHNSCLSCVESPYRCHWCKYRHVCTHDPKTCSFQEGRVKLPED
CPQLLRVDKILVPVEVIKPITLKAKNLPQPQSGQRGYECILNIQGSEQRVPALRENSSSVQCQNTSYSYE
GMEINNLPVELTVVWNGHFNIDNPAQNKVHLYKCGAMRESCGLCLKADPDFACGWCQGPGQCTLRQHCPA
QESQWLELSGAKSKCTNPRITEIIPVTGPREGGTKVTIRGENLGLEFRDIASHVKVAGVECSPLVDGYIP
AEQIVCEMGEAKPSQHAGFVEICVAVCRPEFMARSSQLYYFMTLTLSDLKPSRGPMSGGTQVTITGTNLN
AGSNVVVMFGKQPCLFHRRSPSYTVCNTTSSDEVLEMKVSVQVDRAKTHQDLVFQYVEDPTIVRIEPEWS
IVSGNTPIAVWGTHLDLIQNPQIRAKHGGKEHINICEVLNATEMTCQAPALALGPDHQSDLTERPEEFGF
TLDNVQSLLILNKTNFTYYPNPVFEAFGPSGILELKPGTPIILKGKNLIPPVAGGNVKLNYTVLVGEKPC
TVTVSDVQLLCESPNLIGRHKVMARVGGMEYSPGMVYTAPDSPLSLPATVSTAVAGGLLIIFIVAVLIAY
KRKSRESDLTLKRLQMQMDNLESRVALECKEAFAELQTDIHELTSDLDGAGIPFLDYRTYTMRVLFPGIE
DHPVLRDLEVPGYRQERVEKGLKLFAQLINNKVFLLSFIRTLESQRSFSMRDRGNVASLIMTVLQSKLEY
ATDVLKQLLADLIDKNLESKNHPKLLLRRTESVAEKMLTNWEFTFLLYKFLKECAGEPLFSLFCATKQQME
KGPIDAITGEARYSLSEDKLIRQQIDYKTLVLSCVSPDNANSPEVPVKILNCDTITQVKEKILDATFKNV
PCSHRPKAADMDLEWRQGSGARMILQDEDITTKIENDWKRLNTLAHYQVPDGSVVALVSKQVTAYNAVNN
STVSRTSASKYENMIRYTGSPDSLRSRTPMITPDLESGVKMWHLVKNHEHGDQKEGDRGSKMVSEIYLTR

228



LLATKGTLQKFVDDLFETIFSTAHRGSALPLAIKYMFDFLDEQADKHGIHDPHVRHTWKSNCLPLRFWVN
MIKNPQFVFDIHKNSITDACLSVVAQTFMDSCSTSEHRLGKDSPSNKLLYAKDIPSYKNWVERYYSDIGK
MPATSDQDMNAYLAEQSRMHMNEFNTMSALSEIFSYVGKYSEEILGPLDHDDQCGKQKLAYKLEQVITLM
SLDS

>K1549_HUMAN
MELVLKKSTGHSAAQVALTETAPGSQHSSPLHVTAPPSATTFDTAFFNQGKQTKSTADPSIFVATYVSVT
SKEVAVNDDEMDNFLPDTHWTTPRMVSPIQYITVSPPGLPREALEPMLTPSLPMVSLQDEEVTSGWQNTT
RQPAAYAESASHFHTFRSAFRTSEGIVPTPGRNLVLYPTDAYSHLSSRTLPEIVASLTEGVETTLFLSSR
SLMPQPLGDGITIPLPSLGEVSQPPEEVWATSADRYTDVTTVLSQSLEETISPRTYPTVTASHAALAFSR
THSPLLSTPLAFASSASPTDVSSNPFLPSDSSKTSELHSNSALPGPVDNTHILSPVSSFRPYTWCAACTV
PSPQQVLATSLMEKDVGSGDGAETLCMTVLEESSISLMSSVVADFSEFEEDPQVENTLFASRPIVPLSSR
SMEISETSVGISAEVDMSSVTTTQVPPAHGRLSVPASLDPTAGSLSVAETQVTPSSVTTAFFSVITSILL
DSSFSVIANKNTPSLAVRDPSVFTPYSLVPSVESSLFSDQERSSFSEHKPRGALDFASSFFSTPPLELSG
SISSPSEAPASLSLMPSDLSPFTSQSFSPLVETFTLEDSSDLQSSQLSLPSSTNLEFSQLQPSSELPLNT
IMLLPSRSEVSPWSSFPSDSLEFVEASTVSLTDSEAHFTSAFIETTSYLESSLISHESAVTALVPPGSES
FDILTAGIQATSPLTTVHTTPILTESSLFSTLTPPDDQISALDGHVSVLASFSKATIPTGTVLITDAYLPS
GSSFVSEATPFPLPTELTVVGPSLTPTEVPLNTSTEVSTTSTGAATGGPLDSTLMGDAASQSPPESSAAP
PLPSLRPVTAFTLEATVDTPTLATAKPPYVCDITVPDAYLITTVLARRAVQEYIITATKEVLRIHFNRAV
ELKVYELFTDFTFLVTSGPFVYTATSVINVLINSKLVRDQTPLILSVKPSFLVPESRFQVQTVLQFVPPS
VDTGFCNFTQRIEKGLMTALFEVRKHHQGTYNLTVQILNITISSSRVTPRRGPVNIIFAVKSTQGFLNGS
EVSELLRNLSVVEFSFYLGYPVLQTAEPFQYPQLNLSQLLKSSWVRTVLLGVMEKQLONEVFQAEMERKL
AQLLSEVSTRRRMWRRATVAAGNSVVQVVNVSRLEGDDNPVQLIYFVEDQDGERLSAVKSSDLINKMDLQ
RAATILGYRIQGVIAQPVDRVKRPSPESQSNNLWVIVGVVIPVLVVMVIVVILYWKLCRTDKLDFQPDTV
ANIQQRQKLQIPSVKGFDFAKQHLGQHNKDDILI THEPAPLPGPLKDHTTPSENGDVPSPKSKIPSKNVR
HRGRVSPSDADSTVSEESSERDAGDKTPGAVNDGRSHRAPQSGPPLPSSGNEQHSSASTFEHVDRISRPP
EASRRVPSKIQLTAMQPTPAPPVQRPSPADRVAESNKINKEIQTALRHKSETEHHRNKTRLRAKRRGHYE
FPVVDDLSSGDTKERHRVYRRAQMQIDKILDPTASVPSVFIEPRKSSRIKRSPKPRRKHQVNGCPADAEK
DRLITTDSDGTYRRPPGVHNSAYIGCPSDPDLPADVQTPSSVELGRYPALPFPASQY IPPQPSTEEARQT
MHSLLDDAFALVAPSSQPASTAGVGPGVPPGLPANSTPSQEERRATQWGSFYSPAQTANNPCSRYEDYGM
TPPTGPLPRPGFGPGLLQSTELVPPDPQQPQASAEAPFAARGIYSEEMPSVARPRPVGGTTGSQIQHLTQ
VGIASRIGAQPVEIPPSRGSQYGGPGWPSYGEDEAGRREATHMLGHQEYSSSPLFQVPRTSGREPSAPSG
NLPHRGLQGPGLGYPTSSTEDLQPGHSSASLIKAIREELLRLSQKQSTVQNFHS

>E41L5_HUMAN

MLSFFRRTLGRRSMRKHAEKERLREAQRAATHIPAAGDSKSIITCRVSLLDGTDVSVDLPKKAKGQELFD
QIMYHLDLIESDYFGLRFMDSAQVAHWLDGTKS IKKQVKIGSPYCLHLRVKFYSSEPNNLREELTRYLFV
LQLKQDILSGKLDCPFDTAVQLAAYNLQAELGDYDLAEHSPELVSEFRFVPIQTEEMELATFEKWKEYRG
QTPAQAETNYLNKAKWLEMYGVDMHVVKARDGNDYSLGLTPTGVLVFEGDTKIGLFFWPKITRLDFKKNK
LTLVVVEDDDQGKEQEHTFVFRLDHPKACKHLWKCAVEHHAFFRLRGPVQKSSHRSGF IRLGSRFRYSGK
TEYQTTKTNKARRSTSFERRPSKRYSRRTLQMKACATKPEELSVHNNVSTQSNGSQQAWGMRSALPVSPS
ISSAPVPVEIENLPQSPGTDQHDRKCIPLNIDLLNSPDLLEATIGDVIGASDTMETSQALNDVNVATRLP
GLGEPEVEYETLKDTSEKLKQLEMENSPLLSPRSNIDVNINSQEEVVKLTEKCLNNVIESPGLNVMRVPP
DFKSNILKAQVEAVHKVTKEDSLLSHKNANVQDAATNSAVLNENNVPLPKESLETLMLITPADSGSVLKE
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ATDELDALLASLTENLIDHTVAPQVSSTSMITPRWIVPQSGAMSNGLAGCEMLLTGKEGHGNKDGISLIS
PPAPFLVDAVTSSGPILAEEAVLKQKCLLTTEL

>FBSL_HUMAN
MEAKVRPSRRSRAQRDRGRRREAARDARAQSPSSGDEPEPSPGKENAGLRGAPPRGAAPAPRTARPPRRR
RRESSSQEEEVIDGFATIASFSTLEALEKDMALKPHERKEKWERRLIKKPRESETCPPAEPSENRRPLEAG
SPGQDLEPACDGARKVPLQPSKQMKVTVSKGGDRDSDDDSVLEATSSRDPLSDSSAHAVSGRGYSCDSES
GPDDKASVGSEKLFAPGTDKGPALEKSEAKAGPVPKVSGLERSRELSAESFLPTASPAPHAAPCPGPPPG
SRANPLVKKEPPAPHRHTPQPPPPQPRGLLPTHVPASLGAFAGHSQAAANGLHGLSRSSSAPLGLGKHVS
LSPHGPGPHLSTSHLALRSQAQHQLHAAMFAAPPTLPPPPALPASSLVLPGHPADHELLRQELNTRFLVQ
SAERPGASLGPGALLRAEFHQHQHTHQHTHQHTHQHQHTFAPFPAGLPPTPPAAPPPFDKYAPKLDSPYF
RHSSVSFFPSFPPATPGLPTLLPHPGPFGSLQGAFQPKVSDPYRAVVKVSTCWEGPWQGRTLVPPGRPRG
ARDSRSLQKTWVGVAPAPLSASILSQKPGRWCAVHVQIAWQIYRHQQKIKEMQLDPHKLEVGAKLDLFGR
PPAPGVFAGFHYPQDLARPLFPSTGAAHPASNPFGPSAHPGSFLPTGPLTDPFSRPSTFGGLGSLSSHAF
GGLGSHALAPGGSIFAPKEGSSVHGLPSPHEAWNRLHRAPPSFPAPPPWPKSVDAERVSALTNHDREPDN
GKEEQERDLLEKTRLLSRASPATPAGHPVSGLLLRAQSELGRSGAPAEREAEPRVKESRSPAKEEAAKMP
ARASPPHSKAAPGDVKVKEERGEDEASEPPAGGLHPAPLQLGLGRERLGAPGFAWEPFRGLELPRRAFPA
AAPAPGSAALLEPPERPYRDREPHGYSPERLRGELERARAPHLPPAAPALDGALLPSLGALHFPRLSPAA
LHNGLLARTPPAAAALGAPPPLVTAAGPPTPPGPPRSRTTPLGGLGPGEARDYSPSRNPPEVEAR

>TRI39_HUMAN
MAETSLLEAGASAASTAAALENLQVEASCSVCLEYLKEPVITECGHNFCKACITRWWEDLERDFPCPVCR
KTSRYRSLRPNRQLGSMVETAKQLQAVKRKIRDESLCPQHHEALSLFCYEDQEAVCLICAISHTHRAHTV
VPLDDATQEYKEKLQKCLEPLEQKLQEITRCKSSEEKKPGELKRLVESRRQQILREFEELHRRLDEEQQV
LLSRLEEEEQDILQRLRENAAHLGDKRRDLAHLAAEVEGKCLQSGFEMLKDVKSTLEKNIPRKFGGSLST
ICPRDHKALLGLVKEINRCEKVKTMEVTSVSTELEKNFSNFPRQYFALRKILKQLTADVTLDPETAHPNL
VLSEDRKSVKFVETRLRDLPDTPRRFTFYPCVLATEGFTSGRHYWEVEVGDKTHWAVGVCRDSVSRKGEL
TPLPETGYWRVRLWNGDKYAATTTPFTPLHIKVKPKRVGIFLDYEAGTLSFYNVTDRSHIYTFTDTFTEK
LWPLFYPGIRAGRKNAAPLTIRPPTDWE

>TPIP1_HUMAN
MGSSSEASFRSAQASCSGARRQGLGRGDQNLSVMPPNGRAQTHTPGWVSDPLVLGAQVHGGCRGIEALSY
SSGSWSSATVWILTGLGLGLSRPFLPGATVLRDRPLGSAFELSYDQKKAPLRLQ

>QIHCN2-3
MGSSSEASFRSAQASCSGARRQGLGRGDQNLSVMPPNGRAQTHTPGWVSPCSENRDGLLPATAPGRLCSH
RGADIPSFQTHQDPVTASGSSELHADCPQFRALDRAGN

>TMM8A_HUMAN

MGRAGTGTGGEAVAAVVAGPLLLLLLARPPPASAGYSGKSEVGLVSEHFSQAPQRLSFYSWYGSARLFRF
RVPPDAVLLRWLLQVSRESGAACTDAEITVHFRSGAPPVINPLGTSFPDDTAVQPSFQVGVPLSTTPRSN
ASVNVSHPAPGDWFVAAHLPPSSQKIELKGLAPTCAYVFQPELLVTRVVEISIMEPDVPLPQTLLSHPSY
LKVFVPDYTRELLLELRDCVSNGSLGCPVRLTVGPVTLPSNFQKVLTCTGAPWPCRLLLPSPPWDRWLQV
TAESLVGPLGTVAFSAVAALTACRPRSVTIQPLLQSSQNQSFNASSGLLSPSPDHQDLGRSGRVDRSPFC
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LTNYPVTREDMDVVSVHFQPLDRVSVRVCSDTPSVMRLRLNTGMDSGGSLTISLRANKTEMRNETVVVAC
VNAASPFLGFNTSLNCTTAFFQGYPLSLSAWSRRANLITPYPETDNWYLSLQLMCPENAEDCEQAVVHVE
TTLYLVPCLNDCGPYGQCLLLRRHSYLYASCSCKAGWRGWSCTDNSTAQTVAQQRAATLLLTLSNLMFLA
PTAVSVRRFFLVEASVYAYTMFFSTFYHACDQPGEAVLCILSYDTLQYCDFLGSGAATWVTILCMARLKT
VLKYVLFLLGTLVIAMSLQLDRRGMWNMLGPCLFAFVIMASMWAYRCGHRRQCYPTSWQRWAFYLLPGVS
MASVGIATYTSMMTSDNYYYTHSIWHILLAGSAALLLPPPDQPAEPWACSQKFPCHYQICKNDREELYAV
T

>GPN1_HUMAN
MAASAAAAELQASGGPRHPVCLLVLGMAGSGKTTFVQRLTGHLHAQGTPPYVINLDPAVHEVPFPANIDI
RDTVKYKEVMKQYGLGPNGGIVTSLNLFATRFDQVMKF IEKAQNMSKYVLIDTPGQIEVFTWSASGTIIT
EALASSFPTVVIYVMDTSRSTNPVTFMSNMLYACSILYKTKLPFIVVMNKTDI IDHSFAVEWMQDFEAFQ
DALNQETTYVSNLTRSMSLVLDEFYSSLRVVGVSAVLGTGLDELFVQVTSAAEEYEREYRPEYERLKKSL
ANAESQQQREQLERLRKDMGSVALDAGTAKDSLSPVLHPSDLILTRGTLDEEDEEADSDTDDIDHRVTEE
SHEEPAFQNFMQESMAQYWKRNNK

>QIHCN5_HUMAN
MSPSPTALFCL

>SDF2L_HUMAN
MWSAGRGGAAWPVLLGLLLALLVPGGGAAKTGAELVTCGSVLKLLNTHHRVRLHSHDIKYGSGSGQQSVT
GVEASDDANSYWRIRGGSEGGCPRGSPVRCGQAVRLTHVLTGKNLHTHHFPSPLSNNQEVSAFGEDGEGD
DLDLWTVRCSGQHWEREAAVRFQHVGTSVFLSVTGEQYGSPIRGQHEVHGMPSANTHNTWKAMEGIFIKP
SVEPSAGHDEL

>HHATL_HUMAN
MGIKTALPAAELGLYSLVLSGALAYAGRGLLEASQDGAHRKAFRESVRPGWEY IGRKMDVADFEWVMWET
SFRNVITFALSGHVLFAKLCTMVAPKLRSWMYAVYGALAVMGTMGPWYLLLLLGHCVGLYVASLLGQPWL
CLGLGLASLASFKMDPLISWQSGFVTGTFDLQEVLFHGGSSFTVLRCTSFALESCAHPDRHYSLADLLKY
NFYLPFFFFGPIMTFDRFHAQVSQVEPVRREGELWHIRAQAGLSVVAIMAVDIFFHFFYILTIPSDLKFA
NRLPDSALAGLAYSNLVYDWVKAAVLFGVVNTVACLDHLDPPQPPKCITALYVFAETHFDRGINDWLCKY
VYNHIGGEHSAVIPELAATVATFAITTLWLGPCDIVYLWSFLNCFGLNFELWMQKLAEWGPLARIEASLS
VOMSRRVRALFGAMNFWAT IMYNLVSLNSLKFTELVARRLLLTGFPQTTLSILFVTYCGVQLVKERERTL
ALEEEQKQDKEKPE

>GALT9_HUMAN

MAVARKIRTLLTVNILVFVGIVLFSVYCRLQGRSQELVRIVSGDRRVRSRHAKVGTLGDREAILQRLDHL
EEVVYNQLNGLAKPIGLVEGPGGLGQGGLAATLRDDGQEAEGKYEEYGYNAQLSDRISLDRSIPDYRPRK
CRQMSYAQDLPQVSVVFIFVNEALSVILRSVHSVVNHTPSQLLKEVILVDDNSDNVELKFNLDQYVNKRY
PGLVKIVRNSRREGLIRARLQGWKAATAPVVGFFDAHVEFNTGWAEPALSRIREDRRRIVLPATDNIKYS
TFEVQQYANAAHGYNWGLRCMY I TPPQDWLDRGDESAPIRTPAMIGCSFVVDREYFGDIGLLDPGMEVYG
GENVELGMRVWQCGGSMEVLPCSRVAHIERTRKPYNNDIDYYAKRNALRAAEVWMDDFKSHVYMAWNTPM
SNPGVDFGDVSERLALRQRLKCRSFKWYLENVYPEMRVYNNTLTYGEVRNSKASAYCLDQGAEDGDRATL
YPCHGMSSQLVRYSADGLLQLGPLGSTAFLPDSKCLVDDGTGRMPTLKKCEDVARPTQRLWDFTQSGPIV
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SRATGRCLEVEMSKDANFGLRLVVQRCSGQKWMIRNWIKHARH

>PDE11_HUMAN
MAASRLDFGEVETFLDRHPELFEDYLMRKGKQEMVEKWLQRHSQGQGALGPRPSLAGTSSLAHSTCRGGS
SVGGGTGPNGSAHSQPLPGGGDCGGVPLSPSWAGGSRGDGNLQRRASQKELRKSFARSKATHVNRTYDEQ
VTSRAQEPLSSVRRRALLRKASSLPPTTAHILSALLESRVNLPRYPPTAIDYKCHLKKHNERQFFLELVK
DISNDLDLTSLSYKILIFVCLMVDADRCSLFLVEGAAAGKKTLVSKFFDVHAGTPLLPCSSTENSNEVQV
PWGKGIIGYVGEHGETVNIPDAYQDRRFNDEIDKLTGYKTKSLLCMPIRSSDGETIGVAQAINKIPEGAP
FTEDDEKVMQMYLPFCGTATSNAQLFAASRKEYERSRALLEVVNDLFEEQTDLEKIVKKIMHRAQTLLKC
ERCSVLLLEDIESPVVKFTKSFELMSPKCSADAENSFKESMEKSSYSDWLINNSTAELVASTGLPVNISD
AYQDPRFDAEADQISGFHIRSVLCVPIWNSNHQIIGVAQVLNRLDGKPFDDADQRLFEAFVIFCGLGINN
TIMYDQVKKSWAKQSVALDVLSYHATCSKAEVDKFKAANIPLVSELATDDIHFDDFSLDVDAMITAALRM
FMELGMVQKFKIDYETLCRWLLTVRKNYRMVLYHNWRHAFNVCQLMFAMLTTAGFQDILTEVEILAVIVG
CLCHDLDHRGTNNAFQAKSGSALAQLYGTSATLEHHHFNHAVMILQSEGHNIFANLSSKEYSDLMQLLKQ
SILATDLTLYFERRTEFFELVSKGEYDWNIKNHRDIFRSMLMTACDLGAVTKPWEISRQVAELVTSEFFE
QGDRERLELKLTPSATFDRNRKDELPRLQLEWIDSICMPLYQALVKVNVKLKPMLDSVATNRSKWEELHQ
KRLLASTASSSPASVMVAKEDRN

>E41LA_HUMAN
MGCFCAVPEEFYCEVLLLDESKLTLTTQQQGIKKSTKGSVVLDHVFHHVNLVEIDYFGLRYCDRSHQTYW
LDPAKTLAEHKELINTGPPYTLYFGIKFYAEDPCKLKEEITRYQFFLQVKQDVLQGRLPCPVNTAAQLGA
YATQSELGDYDPYKHTAGYVSEYRFVPDQKEELEEATERTHKTLMGQIPSEAELNYLRTAKSLEMYGVDL
HPVYGENKSEYFLGLTPVGVVVYKNKKQVGKYFWPRITKVHFKETQFELRVLGKDCNETSFFFEARSKTA
CKHLWKCSVEHHTFFRMPENESNSLSRKLSKFGSIRYKHRYSGRTALQMSRDLSTQLPRPDQNVTRSRSK
TYPKRTAQTQPAESNSISRITANMENGENEGTIKITAPSPVKSFKKAKNENSPDTQRSKSHAPWEENGPQ
SGLYNSPSDRTKSPKFPYTRRRNPSCGSDNDSVQPVRRRKAHNSGEDSDLKQRRRSRSRCNTSSGSESEN
SNREYRKKRNRIRQENDMVDSAPQWEAVLRRQKEKNQADPNNRRSRHRSRSRSPDIQAKEELWKHIQKEL
VDPSGLSEEQLKETPYTKIETQGDPIRIRHSHSPRSYRQYRRSQCSDGERSVLSEVNSKTDLVPPLPVTR
SSDAQGSGDATVHQRRNGSKDSLMEEKPQTSTNNLAGKHTAKTIKTIQASRLKTET

>SYF1_HUMAN

MVVMARLSRPERPDLVFEEEDLPYEEEIMRNQFSVKCWLRY IEFKQGAPKPRLNQLYERALKLLPCSYKL
WYRYLKARRAQVKHRCVTDPAYEDVNNCHERAFVFMHKMPRLWLDYCQFLMDQGRVTHTRRTFDRALRAL
PITQHSRIWPLYLRFLRSHPLPETAVRGYRRFLKLSPESAEEYIEYLKSSDRLDEAAQRLATVVNDERFV
SKAGKSNYQLWHELCDLISQNPDKVQSLNVDATIRGGLTRFTDQLGKLWCSLADYYIRSGHFEKARDVYE
EAIRTVMTVRDFTQVFDSYAQFEESMIAAKMETASELGREEEDDVDLELRLARFEQLTSRRPLLLNSVLL
ROQNPHHVHEWHKRVALHQGRPREIINTYTEAVQTVDPFKATGKPHTLWVAFAKFYEDNGQLDDARVILEK
ATKVNFKQVDDLASVWCQCGELELRHENYDEALRLLRKATALPARRAEYFDGSEPVQNRVYKSLKVWSML
ADLEESLGTFQSTKAVYDRILDLRIATPQIVINYAMFLEEHKYFEESFKAYERGISLFKWPNVSDIWSTY
LTKFIARYGGRKLERARDLFEQALDGCPPKYAKTLYLLYAQLEEEWGLARHAMAVYERATRAVEPAQQYD
MFNTYIKRAAETYGVTHTRGIYQKATEVLSDEHAREMCLRFADMECKLGEIDRARATYSFCSQICDPRTT
GAFWQTWKDFEVRHGNEDT IKEMLRIRRSVQATYNTQVNFMASQMLKVSGSATGTVSDLAPGQSGMDDMK
LLEQRAEQLAAEAERDQPLRAQSKILFVRSDASREELAELAQQVNPEEIQLGEDEDEDEMDLEPNEVRLE
QQSVPAAVFGSLKED
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>FGF22_HUMAN
MRRRLWLGLAWLLLARAPDAAGTPSASRGPRSYPHLEGDVRWRRLFSSTHFFLRVDPGGRVQGTRWRHGQ
DSILEIRSVHVGVVVIKAVSSGFYVAMNRRGRLYGSRLYTVDCRFRERIEENGHNTYASQRWRRRGQPMF
LALDRRGGPRPGGRTRRYHLSAHFLPVLVS

>CELR2_HUMAN

MRSPATGVPLPTPPPPLLLLLLLLLPPPLLGDQVGPCRSLGSRGRGSSGACAPMGWLCPSSASNLWLYTS
RCRDAGTELTGHLVPHHDGLRVWCPESEAHTPLPPAPEGCPWSCRLLGIGGHLSPQGKLTLPEEHPCLKA
PRLRCQSCKLAQAPGLRAGERSPEESLGGRRKRNVNTAPQFQPPSYQATVPENQPAGTPVASLRAIDPDE
GEAGRLEYTMDALFDSRSNQFFSLDPVTGAVTTAEELDRETKSTHVFRVTAQDHGMPRRSALATLTILVT
DTNDHDPVFEQQEYKESLRENLEVGYEVLTVRATDGDAPPNANILYRLLEGSGGSPSEVFEIDPRSGVIR
TRGPVDREEVESYQLTVEASDQGRDPGPRSTTAAVFLSVEDDNDNAPQFSEKRYVVQVREDVTPGAPVLR
VTASDRDKGSNAVVHYSIMSGNARGQFYLDAQTGALDVVSPLDYETTKEYTLRVRAQDGGRPPLSNVSGL
VIVQVLDINDNAPIFVSTPFQATVLESVPLGYLVLHVQAIDADAGDNARLEYRLAGVGHDFPFTINNGTG
WISVAAELDREEVDFYSFGVEARDHGTPALTASASVSVTVLDVNDNNPTFTQPEYTVRLNEDAAVGTSVV
TVSAVDRDAHSVITYQITSGNTRNRFSITSQSGGGLVSLALPLDYKLERQYVLAVTASDGTRQDTAQIVV
NVTDANTHRPVFQSSHYTVNVNEDRPAGTTVVLISATDEDTGENARITYFMEDSTPQFRIDADTGAVTTQ
AELDYEDQVSYTLAITARDNGIPQKSDTTYLEILVNDVNDNAPQFLRDSYQGSVYEDVPPFTSVLQISAT
DRDSGLNGRVFYTFQGGDDGDGDFIVESTSGIVRTLRRLDRENVAQYVLRAYAVDKGMPPARTPMEVTVT
VLDVNDNPPVFEQDEFDVFVEENSPIGLAVARVTATDPDEGTNAQIMYQIVEGNIPEVFQLDIFSGELTA
LVDLDYEDRPEYVLVIQATSAPLVSRATVHVRLLDRNDNPPVLGNFETLENNYVTNRSSSFPGGAIGRVP
AHDPDISDSLTYSFERGNELSLVLLNASTGELKLSRALDNNRPLEAIMSVLVSDGVHSVTAQCALRVTIT
TDEMLTHSITLRLEDMSPERFLSPLLGLFIQAVAATLATPPDHVVVENVQRDTDAPGGHILNVSLSVGQP
PGPGGGPPFLPSEDLQERLYLNRSLLTATSAQRVLPFDDNICLREPCENYMRCVSVLRFDSSAPFTASSS
VLFRPIHPVGGLRCRCPPGFTGDYCETEVDLCYSRPCGPHGRCRSREGGYTCLCRDGYTGEHCEVSARSG
RCTPGVCKNGGTCVNLLVGGFKCDCPSGDFEKPYCQVTTRSFPAHSFITFRGLRQRFHFTLALSFATKER
DGLLLYNGRFNEKHDFVALEVIQEQVQLTFSAGESTTTVSPFVPGGVSDGQWHTVQLKYYNKPLLGQTGL
PQGPSEQKVAVVTVDGCDTGVALRFGSVLGNYSCAAQGTQGGSKKSLDLTGPLLLGGVPDLPESFPVRMR
QFVGCMRNLQVDSRHIDMADF TANNGTVPGCPAKKNVCDSNTCHNGGTCVNQWDAFSCECPLGFGGKSCA
QEMANPQHFLGSSLVAWHGLSLPISQPWYLSLMFRTRQADGVLLQAITRGRSTITLQLREGHVMLSVEGT
GLQASSLRLEPGRANDGDWHHAQLALGASGGPGHAILSFDYGQQRAEGNLGPRLHGLHLSNITVGGIPGP
AGGVARGFRGCLQGVRVSDTPEGVNSLDPSHGESINVEQGCSLPDPCDSNPCPANSYCSNDWDSYSCSCD
PGYYGDNCTNVCDLNPCEHQSVCTRKPSAPHGYTCECPPNYLGPYCETRIDQPCPRGWWGHPTCGPCNCD
VSKGFDPDCNKTSGECHCKENHYRPPGSPTCLLCDCYPTGSLSRVCDPEDGQCPCKPGVIGRQCDRCDNP
FAEVTTNGCEVNYDSCPRATEAGIWWPRTRFGLPAAAPCPKGSFGTAVRHCDEHRGWLPPNLENCTSITF
SELKGFAERLQRNESGLDSGRSQQLALLLRNATQHTAGYFGSDVKVAYQLATRLLAHESTQRGFGLSATQ
DVHFTENLLRVGSALLDTANKRHWELTQQTEGGTAWLLQHYEAYASALAQNMRHTYLSPFTIVTPNIVIS
VVRLDKGNFAGAKLPRYEALRGEQPPDLETTVILPESVFRETPPVVRPAGPGEAQEPEELARRQRRHPEL
SQGEAVASVITYRTLAGLLPHNYDPDKRSLRVPKRPTINTPVVSISVHDDEELLPRALDKPVTVQFRLLE
TEERTKPICVEWNHSILVSGTGGWSARGCEVVFRNESHVSCQCNHMTSFAVLMDVSRRENGEILPLKTLT
YVALGVTLAALLLTFFFLTLLRILRSNQHGIRRNLTAALGLAQLVFLLGINQADLPFACTVIATLLHFLY
LCTFSWALLEALHLYRALTEVRDVNTGPMRFYYMLGWGVPAFITGLAVGLDPEGYGNPDFCWLSIYDTLI
WSFAGPVAFAVSMSVFLY ILAARASCAAQRQGFEKKGPVSGLQPSFAVLLLLSATWLLALLSVNSDTLLF
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HYLFATCNCIQGPFIFLSYVVLSKEVRKALKLACSRKPSPDPALTTKSTLTSSYNCPSPYADGRLYQPYG
DSAGSLHSTSRSGKSQPSYITPFLLREESALNPGQGPPGLGDPGSLFLEGQDQQHDPDTDSDSDLSLEDDQ
SGSYASTHSSDSEEEEEEEEEEAAFPGEQGWDSLLGPGAERLPLHSTPKDGGPGPGKAPWPGDFGTTAKE
SSGNGAPEERLRENGDALSREGSLGPLPGSSAQPHKGILKKKCLPTISEKSSLLRLPLEQCTGSSRGSSA
SEGSRGGPPPRPPPRQSLQEQLNGVMPTAMSTKAGTVDEDSSGSEFLFFNFLH

>DPOD4_HUMAN
MGRKRLITDSYPVVKRREGPAGHSKGELAPELGEEPQPRDEEEAELELLRQFDLAWQYGPCTGITRLQRW
CRAKQMGLEPPPEVWQVLKTHPGDPRFQCSLWHLYPL

>BRMS1_HUMAN
MPVQPPSKDTEEMEAEGDSAAEMNGEEEESEEERSGSQTESEEESSEMDDEDYERRRSECVSEMLDLEKQ
FSELKEKLFRERLSQLRLRLEEVGAERAPEYTEPLGGLQRSLKIRIQVAGIYKGFCLDVIRNKYECELQG
AKQHLESEKLLLYDTLQGELQERIQRLEEDRQSLDLSSEWWDDKLHARGSSRSWDSLPPSKRKKAPLVSG
PYIVYMLQEIDILEDWTAIKKARAAVSPQKRKSDGP

>ZN304_HUMAN
MAAAVLMDRVQSCVTFEDVFVYFSREEWELLEEAQRFLYRDVMLENFALVATLGFWCEAEHEAPSEQSVS
VEGVSQVRTAESGLFQKAHPCEMCDPLLKDILHLAEHQGSHLTQKLCTRGLCRRRFSFSANFYQHQKQHN
GENCFRGDDGGASFVKSCTVHMLGRSFTCREEGMDLPDSSGLFQHQTTYNRVSPCRRTECMESFPHSSSL
RQHQGDYDGQMLEFSCGDEGKAFLDTFTLLDSQMTHAEVRPFRCLPCGNVFKEKSALTINHRKTHSGEISHV
CKECGKAF THLHHLKMHQKFHTGKRHY TCSECGKAFSRKDTLVQHQRVHTGERSYDCSECGKAYSRSSHL
VQHQRIHTGERPYKCNKCGKAFSRKDTLVQHQRFHTGERPYECSECGKFFSQSSHLTEHWRIHTGARPYE
CIECGKFFSHNSSLIKHRRVHTGARSYVCSKCGKAFGCKDTLVQHQI THTGARPYECSECGKAFSRKDTL
VQHQKTHTGERPYECGECGKFFSHSSNLIVHQRIHTGAKPYECNECGKCFSHNSSLILHQRVHTGARPYV
CSECGKAYISSSHLVQHKKVHTGARPYECSECGKFFSRNSGLILHQRVHTGEKPYVCSECGKAYSRSSHL
VRHQKAHTGERAHECNSFGGPLAASLKLV

>QIHCX8_HUMAN
MMHVNNFPFRRHSWI

>Q9HCY4_HUMAN

LGMEAVSRVFPALAGQAPEEQGET IKVKVKEEDHTWDQESALRRNLSYTRELSRQRFRQFCYQETPGPRE
ALSQLRELCRQWLNPETHTKEQILELLVLEQFLTILPEELQSWVREHNPESGEEVVTLLEDLERELDEPR
QQ

>S10AE_HUMAN
MGQCRSANAEDAQEFSDVERATETLIKNFHQYSVEGGKETLTPSELRDLVTQQLPHLMPSNCGLEEKTAN
LGSCNDSKLEFRSFWELTGEAAKSVKLERPVRGH

>ZN334_HUMAN

MKMKKFQIPVSFQDLTVNFTQEEWQQLDPAQRLLYRDVMLENYSNLVSVGYHVSKPDVIFKLEQGEEPWI
VEEFSNQNYPDIDDALEKNKEIQDKHLTQTVFFSNKTLITERENVFGKTLNLGMNSVPSRKMPYKCNPGG
NSLKTNSEVIVAKKSKENRKIPDGYSGFGKHEKSHLGMKKYRYNPMRKASNQNENLILHQNIQILKQPFD
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YNKCGKTFFKRATLITQKGRQTERKPNECNECRKTFSKRSTLIVHQRIHTGEKPYVCSDCRKTFRVKTSL
TRHRRIHTGERPYECSECRKTFIDKSALIVHQKITHGGEKSYECNECGKTFFRKSALAEHFRSHTGEKPYE
CKECGNAFSKKSYLVVHQRTHRGEKPNECKECGKTFFCQSALTAHQRIHTGEKPYECSECEKTFFCQSAL
NVHRRSHTGEKPYECSQCGKFLCTKSALTAHQITHRGKKSYECNECGKFFCHKSTLTITHQRTHTGEKHGY
FNKCGRISTVKSNCSQCKRMNTKENLYECSEHGHAVSKNSHLIVHQRTIWERPYECNECGRTYCRKSALT
HHQRTHTGQRPYECNECGKTFCQKFSFVEHQRTHTGEKPYECNECGKSFCHKSAFRVHRRIHTGEKPYEC
NQCGKTYRRLWTLTEHQKITHTGEKPYECNKCEKTFRHKSNFLLHQKSHKE

>AT131_HUMAN
MAAAAAVGNAVPCGARPCGVRPDGQPKPGPQPRALLAAGPALTANGDELVAAVWPYRRLALLRRLTVLPF
AGLLYPAWLGAAAAGCWGWGSSWVQIPEAALLVLATICLAHALTVLSGHWSVHAHCALTCTPEYDPSKAT
FVKVVPTPNNGSTELVALHRNEGEDGLEVLSFEFQKIKYSYDALEKKQFLPVAFPVGNAFSYYQSNRGFQ
EDSEIRAAEKKFGSNKAEMVVPDFSELFKERATAPFFVFQVFCVGLWCLDEYWYYSVFTLSMLVAFEASL
VQQOMRNMSETRKMGNKPHMIQVYRSRKWRPTASDETVPGDIVSIGRSPQENLVPCDVLLLRGRCIVDEA
MLTGESVPQMKEPIEDLSPDRVLDLQADSRLHVIFGGTKVVQHIPPQKATTGLKPVDSGCVAYVLRTGEN
TSQGKLLRTILFGVKRVTANNLETFIFILFLLVFATAAAAYVWIEGTKDPSRNRYKLFLECTLILTSVVP
PELPIELSLAVNTSLTALAKLYMYCTEPFRIPFAGKVEVCCFDKTGTLTSDSLVVRGVAGLRDGKEVTPV
SSTPVETHRALASCHSLMQLDDGTLVGDPLEKAMLTAVDWTLTKDEKVFPRSTKTQGLKTHQRFHFASAL
KRMSVLASYEKLGSTDLCY IAAVKGAPETLHSMFSQCPPDYHHIHTEISREGARVLALGYKELGHLTHQQ
AREVKREALECSLKFVGFIVVSCPLKADSKAVIREIQNASHRVVMITGDNPLTACHVAQELHF TEKAHTL
TLQPPSEKGRQCEWRSIDGSIVLPLARGSPKALALEYALCLTGDGLAHLQATDPQQLLRLIPHVQVFARV
APKQKEFVITSLKELGYVTLMCGDGTNDVGALKHADVGVALLANAPERVVERRRRPRDSPTLSNSGIRAT
SRTAKQRSGLPPSEEQPTSQRDRLSQVLRDLEDESTPIVKLGDASTAAPFTSKLSSIQCICHVIKQGRCT
LVTTLQMFKILALNALTLAYSQSVLYLEGVKFSDFQATLQGLLLAGCFLFISRSKPLKTLSRERPLPNIF
NLYTILTVMLQFFVHFLSLVYLYREAQARSPEKQEQFVDLYKEFEPSLVNSTVY IMAMAMOMATFAINYK
GPPFMESLPENKPLVWSLAVSLLATIGLLLGSSPDFNSQFGLVDIPVEFKLVIAQVLLLDFCLALLADRV
LQFFLGTPKLKVPS

>LYRM4_HUMAN
MAASSRAQVLSLYRAMLRESKRFSAYNYRTYAVRRIRDAFRENKNVKDPVETQTLVNKAKRDLGVIRRQV
HIGQLYSTDKLIIENRDMPRT

>E4YH25_OIKDI
MSRLYTSANFIELKALKMNLRRKSADGFATIPTHFGHNWPSYDGKFQSPTHLYSKASKATGYKVNKIYRLD
FLIRRCLSGPLTNEAVKSINNFVNQREALLETSVEDSEKSLLLYLCWIKLKNFCPLTGRLKKEEILLRRD
SFLDRFEATEPSGLLQLIYMNHSQLVPREIMSDLVESLNPLFEESTFELLPIFNPKCGMFKLEETVDANP
VKALFMHKLKHNTGVFGDKSITQNFLKNPSTPMRYKHRHFQMISWVLTLSSDGKKSRKTDLLKKIYSPSLE
SDLSGLPLAEMVDLSNMIGLYEHEDYFTGAESLDEQTSLYYQSCTDSCGSLTKPTFAKFAENNTKVEYDG
KTIPRGEAAYKAMLNEKTEHYQRSLEKQGVGQLETAYQTIKFISKPPDGSLRRWISKSWVRRRFVKKEKK
ITKDMCFVDSIRKKLLVIFIEDLRKYQEESFHLSFMSDFISQIYDDMEDKDSLLEDLRDITSQESECPIE
TVNRLKLAQILLAYFPDLYSKNDLQDLFTQNTAFPVYLVQADG

>SPCS_HUMAN
MNRESFAAGERLVSPAYVRQGCEARRSHEHLIRLLLEKGKCPENGWDESTLELFLHELATMDSNNFLGNC
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GVGEREGRVASALVARRHYRFIHGIGRSGDISAVQPKAAGSSLLNKITNSLVLDIIKLAGVHTVANCEFVV
PMATGMSLTLCFLTLRHKRPKAKYTIWPRIDQKSCFKSMITAGFEPVVIENVLEGDELRTDLKAVEAKVQ
ELGPDCILCIHSTTSCFAPRVPDRLEELAVICANYDIPHIVNNAYGVQSSKCMHLIQQGARVGRIDAFVQ
SLDKNFMVPVGGATTAGFENDSFIQEISKMYPGRASASPSLDVLITLLSLGSNGYKKLLKERKEMFSYLSN
QIKKLSEAYNERLLHTPHNPISLAMTLKTLDEHRDKAVTQLGSMLFTRQVSGARVVPLGSMQTVSGYTFR
GFMSHTNNYPCAYLNAASATGMKMQDVDLF IKRLDRCLKAVRKERSKESDDNYDKTEDVD IEEMALKLDN
VLLDTYQDASS

>CHM1A_HUMAN
MDDTLFQLKFTAKQLEKLAKKAEKDSKAEQAKVKKALLQKNVECARVYAENATRKKNEGVNWLRMASRVD
AVASKVQTAVTMKGVTKNMAQVTKALDKALSTMDLQKVSSVMDRFEQQVQNLDVHTSVMEDSMSSATTLT
TPQEQVDSLIMQIAEENGLEVLDQLSQLPEGASAVGESSVRSQEDQLSRRLAALRN

>PTPRH_HUMAN
MAGAGGGLGVWGNLVLLGLCSWTGARAPAPNPGRNLTVETQTTSSISLSWEVPDGLDSQNSNYWVQCTGD
GGTTETRNTTATNVTVDGLGPGSLYTCSVWVEKDGVNSSVGTVTTATAPNPVRNLRVEAQTNSSTIALTWE
VPDGPDPQNSTYGVEYTGDGGRAGTRSTAHTNITVDGLEPGCLYAFSMWVGKNGINSSRETRNATTAHNP
VRNLRVEAQTTSSISLSWEVPDGTDPQNSTYCVQCTGDGGRTETRNTTDTRVTVDGLGPGSLYTCSVWVE
KDGVNSSVEIVTSATAPNPVRNLTVEAQTNSSIALTWEVPDGPDPONSTYGVEYTGDGGRAGTRSTAHTN
ITVDRLEPGCLYVFSVWVGKNGINSSRETRNATTAPNPVRNLHMETQTNSSTALCWEVPDGPYPQDYTYW
VEYTGDGGGTETRNTTNTSVTAERLEPGTLYTFSVWAEKNGARGSRANVSISTVPNAVTSLSKQDWTNST
TALRWTAPQGPGQSSYSYWVSWVREGMTDPRTQSTSGTDITLKELEAGSLYHLTVWAERNEVRGYNSTLT
AATAPNEVTDLQNETQTKNSVMLWWKAPGDPHSQLYVYWVQWASKGHPRRGQDPQANWVNQTSRTNETWY
KVEALEPGTLYNFTVWAERNDVASSTQSLCASTYPDTVTITSCVSTSAGYGVNLIWSCPQGGYEAFELEV
GGQRGSQDRSSCGEAVSVLGLGPARSYPATITTIWDGMKVVSHSVVCHTESAGVIAGAFVGILLFLILVG
LLIFFLKRRNKKKQQKPELRDLVFSSPGDIPAEDFADHVRKNERDSNCGFADKYQQLSLVGHSQSQMVAS
ASENNAKNRYRNVLPYDWSRVPLKPITHEEPGSDY INASFMPGLWSPQEFIATQGPLPQTVGDFWRLVWEQ
QSHTLVMLTNCMEAGRVKCEHYWPLDSQPCTHGHLRVTLVGEEVMENWTVRELLLLQVEEQKTLSVRQFH
YQAWPDHGVPSSPDTLLAFWRMLRQWLDQTMEGGPPIVHCSAGVGRTGTLIALDVLLRQLQSEGLLGPFS
FVRKMRESRPLMVQTEAQYVFLHQCILRFLQQSAQAPAEKEVPYEDVENLIYENVAATQAHKLEV

>TMIS3_HUMAN
MRPLPGALGVAAAAALWLLLLLLPRTRADEHEHTYQDKEEVVLWMNTVGPYHNRQETYKYFSLPFCVGSK
KSISHYHETLGEALQGVELEFSGLDIKFKDDVMPATYCEIDLDKEKRDAFVYATKNHYWYQMYIDDLPIW
GIVGEADENGEDYYLWTYKKLEIGFNGNRIVDVNLTSEGKVKLVPNTKIQMSYSVKWKKSDVKFEDRFDK
YLDPSFFQHRIHWFSTFNSFMMVIFLVGLVSMILMRTLRKDYARYSKEEEMDDMDRDLGDEYGWKQVHGD
VFRPSSHPLIFSSLIGSGCQIFAVSLIVITVAMIEDLYTERGSMLSTAIFVYAATSPVNGYFGGSLYARQ
GGRRWIKQMFIGAFLTPAMVCGTAFFINFIATYYHASRATPFGTMVAVCCICFFVILPLNLVGTILGRNL
SGQPNFPCRVNAVPRPTPEKKWEMEPAVIVCLGGILPFGSIFIEMYFIFTSFWAYKIYYVYGFMMLVLVI
LCIVTVCVTIVCTYFLLNAEDYRWQWTSFLSAASTATYVYMYSFYYYFFKTKMYGLFQTSFYFGYMAVES
TALGIMCGAIGYMGTSAFVRKIYTNVKID

>MOG1_HUMAN
MEPTRDCPLFGGAFSATLPMGAIDVSDLRPVPDNQEVFCHPVTDQSLIVELLELQAHVRGEAAARYHFED
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VGGVQGARAVHVESVQPLSLENLALRGRCQEAWVLSGKQQTAKENQQVAKDVTLHQALLRLPQYQTDLLL
TFNQPPPDNRSSLGPENLSPAPWSLGDFEQLVTSLTLHDPNIFGPQ

>E4YH36_OIKDI
MTSILEVLIQQRIFAQRGLPELTHCLLIRAELSHISSPTHFQETGFISSLDLRSFFFRPLSVQSRVVGMK
WKLAFLTLGVDSRSHEKGSRWALKQQRIELKYEANVNHNMQSVIFIKFRAFLDGEKILKSPQKIFKQTQE
FLGLPILIQDQHFFINKTSGYYCVHNPTTQEPHCMTTKSKGRTRKVDQEVLALSEKQQNSLEEFFLPENV
QLCEIIGPVLNFLKNLC

>E4YH48_OIKDI

MQREPTALPPTTFTICFTGTTHVRLDGIESRLKEALDSVVPELNLTRVGPPTITVQSRDEDFIPLSDYVP
PPNTPIQESDQEPALSPTPPSECAQFNPADFPLPSDTDDLEQQFPENQEPEKVPTARDHFNHTRDELDEM
FTSFDSHDPDAQNDKKGNKQCTDLTEKAMRFSVYDKLSALTTDNDKNSLGNLASPEQNHSSTRRSAHSSS
DDNEEMTFVYEGSSTVQSEGKPKTSCLKKQKNSWSSDDDSRETRVEKKGNSLD IGDAKETKRQPCLKKSN
SRGEDLSDQSRKSSLSSRGESNKAHGSSSTTTSRANYKSSFSDRNNNDRQRSSTGYNPGSHRGSSVFHRN
GNRDDRFRRGSRESDRDDFRRRDQDRAGSGREFRPREKRNTSSEREVSVYNDANRFGEKDYASRRNEDRS
FSRFRDGGFQKYDARPSRDEHTSNHNRPHFADREHRSYGGQSYRREFRGEHCTRSGRGAFGQTPTDGHRR
RRDRDSERNSDER

>Q9HD52_HUMAN
MISQGSLPGQGPNTIAKGLIVNQTSKGPRQQRAWKEMVQIKVGEGSKIRKFKNTSYGIMLTP

>GAGD2_HUMAN
MRCHAHGPSCLVTAITREEGGPRSGGAQAKLGCCWGYPSPRSTWNPDRRFWTPQTGPGEGRHERHTQTQN
HTASPRSPVYMESPKKKNQQLKVGILHLGSRQKKIRIQLRSQCATWKVICKSCISQTPGINLDLGSGVKVK
ITTPKEEHCKMPEAGEEQPQV

>MY010_HUMAN

MDNFFTEGTRVWLRENGQHFPSTVNSCAEGIVVFRTDYGQVFTYKQSTITHQKVTAMHPTNEEGVDDMAS
LTELHGGSIMYNLFQRYKRNQIYTYIGSILASVNPYQPIAGLYEPATMEQYSRRHLGELPPHIFATANEC
YRCLWKRHDNQCILISGESGAGKTESTKLILKFLSVISQQSLELSLKEKTSCVERAILESSPIMEAFGNA
KTVYNNNSSRFGKFVQLNICQKGNIQGGRIVDYLLEKNRVVRQNPGERNYHIFYALLAGLEHEEREEFYL
STPENYHYLNQSGCVEDKTISDQESFREVITAMDVMQFSKEEVREVSRLLAGILHLGNIEFITAGGAQVS
FKTALGRSAELLGLDPTQLTDALTQRSMFLRGEEILTPLNVQQAVDSRDSLAMALYACCFEWVIKKINSR
TKGNEDFKSIGILDIFGFENFEVNHFEQFNINYANEKLQEYFNKHIFSLEQLEYSREGLVWEDIDWIDNG
ECLDLIEKKLGLLALINEESHFPQATDSTLLEKLHSQHANNHEFYVKPRVAVNNFGVKHYAGEVQYDVRGI
LEKNRDTFRDDLLNLLRESRFDFIYDLFEHVSSRNNQDTLKCGSKHRRPTVSSQFKDSLHSLMATLSSSN
PFFVRCIKPNMQKMPDQFDQAVVLNQLRYSGMLETVRIRKAGYAVRRPFQDFYKRYKVLMRNLALPEDVR
GKCTSLLQLYDASNSEWQLGKTKVFLRESLEQKLEKRREEEVSHAAMVIRAHVLGFLARKQYRKVLYCVV
TTQKNYRAFLLRRRFLHLKKAATVFQKQLRGQIARRVYRQLLAEKREQEEKKKQEEEEKKKREEEERERE
RERREAELRAQQEEETRKQQELEALQKSQKEAELTRELEKQKENKQVEEILRLEKETEDLQRMKEQQELS
LTEASLQKLQERRDQELRRLEEEACRAAQEFLESLNFDEIDECVRNIERSLSVGSEFSSELAESACEEKP
NFNFSQPYPEEEVDEGFEADDDAFKDSPNPSEHGHSDQRTSGIRTSDDSSEEDPYMNDTVVPTSPSADST
VLLAPSVQDSGSLHNSSSGESTYCMPQNAGDLPSPDGDYDYDQDDYEDGAITSGSSVTFSNSYGSQWSPD
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YRCSVGTYNSSGAYRFSSEGAQSSFEDSEEDFDSRFDTDDELSYRRDSVYSCVTLPYFHSFLYMKGGLMN
SWKRRWCVLKDETFLWFRSKQEALKQGWLHKKGGGSSTLSRRNWKKRWEFVLRQSKLMYFENDSEEKLKGT
VEVRTAKETIDNTTKENGIDIIMADRTFHLIAESPEDASQWFSVLSQVHASTDQEIQEMHDEQANPQNAV
GTLDVGLIDSVCASDSPDRPNSFVIITANRVLHCNADTPEEMHHWITLLQRSKGDTRVEGQEFIVRGWLH
KEVKNSPKMSSLKLKKRWFVLTHNSLDYYKSSEKNALKLGTLVLNSLCSVVPPDEKIFKETGYWNVTVYG
RKHCYRLYTKLLNEATRWSSATIQNVTDTKAPIDTPTQQLIQDIKENCLNSDVVEQIYKRNPILRYTHHPL
HSPLLPLPYGDINLNLLKDKGYTTLQDEATKIFNSLQQLESMSDPIPITQGILQTGHDLRPLRDELYCQL
TKQTNKVPHPGSVGNLYSWQILTCLSCTFLPSRGILKYLKFHLKRIREQFPGSEMEKYALFTYESLKKTK
CREFVPSRDETEALTHRQEMTSTVYCHGGGSCKITINSHTTAGEVVEKLIRGLAMEDSRNMFALFEYNGH
VDKAIESRTVVADVLAKFEKLAATSEVGDLPWKFYFKLYCFLDTDNVPKDSVEFAFMFEQAHEAV THGHH
PAPEENLQVLAALRLQYLQGDYTLHAATPPLEEVYSLQRLKARISQSTKTFTPCERLEKRRTSFLEGTLR
RSFRTGSVVRQKVEEEQMLDMWIKEEVSSARAS I IDKWRKFQGMNQEQAMAKYMALIKEWPGYGSTLFDV
ECKEGGFPQELWLGVSADAVSVYKRGEGRPLEVFQYEHILSFGAPLANTYKIVVDERELLFETSEVVDVA
KLMKAYTSMIVKKRYSTTRSASSQGSSR

>Q9HD86_HUMAN
MDGNGGHYLSEISQEHKHAHSHSYVEALKKKKKAGCGGSRLQSQHPGRLRRVDHLRSGVQDQPDQHGETL
SPPKTQN

>CF050_HUMAN
MANTQLDHLHYTTEFTRNDLLTICKKFNLMLMDEDIISLLATFIKMCLWLWKQFLKRGSKCSETSELLEK
VKLQLAFTAYKYVDICFPEQMAYSRYIRWYTH

>RETN_HUMAN
MKALCLLLLPVLGLLVSSKTLCSMEEAINERIQEVAGSLIFRAISSIGLECQSVTSRGDLATCPRGFAVT
GCTCGSACGSWDVRAETTCHCQCAGMDWTGARCCRVQP

>Q9HDB3_HUMAN
MNSRPRRRDIDRLEHLHLTEFGLKLGQKIFLLNKRDFILFLSLF

>Q9HDC8_HUMAN
LGAGQASLFGNNQPKIGGPLGTGAFGAPGFNTTTATLGFGAPQAPY

>HRSL1_HUMAN
MAFNDCFSLNYPGNPCPGDLIEVFRPGYQHWALYLGDGYVINTAPVDGIPASFTSAKSVFSSKALVKMQL
LKDVVGNDTYRINNKYDETYPPLPVEETIKRSEFVIGQEVAYNLLVNNCEHFVTLLRYGEGVSEQANRAT
STVEFVTAAVGVFSFLGLFPKGQRAKYY

>RHO1_ASHGO
MSQQMHNPSIRRKLVIVGDGACGKTCLLIVFAKGKFPQVYVPTVEDNYVADVEVDGRRVELALWDTAGQE
DYDRLRPLSYPDSNVVLICYSIDLPDSLENVMEKWISEVLYFCQGVPIILVGCKADLRNDPQVIEQLRQQ
GQQPVSQAQAQEVADQIGAVEYIECSAKTGFGVREVFEAATRASLMGKQGKSKAKSDKKKKKKCVVL

>PP2A1_EMENI
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MDNNMEIDAARSPEPHHLSPTTDPGSIPTLDGWIESLMTCKQLAEEDVRRLCDRAREVLQEESNVQPVKC
PVTVCGDIHGQFHDLMELFRIGGPNPDTNYLFMGDYVDRGYYSVETVTLLVCLKIRYPQRITILRGNHES
RQITQVYGFYDECLRKYGNANVWKYFTDLFDYLPLTALTENQIFCLHGGLSPSIDTLDNIRSLDRIQEVP
HEGPMCDLLWSDPDDRCGWGISPRGAGYTFGQDISEAFNHNNGLTLVARAHQLVMEGYNWSQDRNVVTIF
SAPNYCYRCGNQAAIMEIDEHLKY TFLQFDPCPRAGEPMVSRRTPDYFL

>PEX6_PENCH
MDFEQYGQSSQQPRQRRRRAGKRRLNNKTPTAARLALDPQLRGKVGILSEDLANDLFQQQALQDVTTSDD
GVLYVATAPHTPTYTSVEDQAWTILPVRIQPTERSPVAMSHSTVLFPESADSLQPFLQALGKVDSSRNSL
QAHRSVEIRILDVAPIHLDTIFVTVERHLLRNHDDVQTKFGGGFTNAQGPNGLWGKTGKSVEAKKYSKRA
AADAEQRLTAAVREALGAQRIVHTGDVLPLPLPSHPITYAPPPPARISFCEPVSQGLLMSTTKIVLVQAR
PQGIRAQQTMPSRSALLKQVAEDEADDTSNEQFYSAAEDKPGESGTEMEVTSAAEESETEGSAGSMSDSS
DDSLEDMISLSAPELPQPPSGVMSSLTSATPRAGGRRSDGIHTPGSVASNFTSATMRPGRGGGKTFKVEG
LLQQVPNEVLHPRPRDDEDVDSFVFVDISTLAKIGCFSGDWVRIEAAEEPQLNMFASLKFGSFNDSPEDS
GDWRPVKIFGLSGLPSSKPRYAINHSGERRPSISQRPPTRLTPSVFVPPLLLGNIENPKYLRISPMTFAT
PNGSSKPGILQHMKNTAAKNPPLAKEVTLLKVSTPLSMDRVLQPALFAGLKQYFESRRRILKSGDLVGIS
VDEGLGRAVFSGTGSGDSASQEEDITIRLGQGANATNAGTRKIGVAWFRVGQVAPTTVEELEETGEDQWG
GVAVLDPATTRMVQAGSDVSRVPGVLGNGWEYWLGVKTIPKTVHDAPTPHGIVADPPQSVIPPLQQRIRD
LMSAATSPRATQLGMKPVFILLRSQQRHIGKATVATRACSDIGIHTFPIDAYDILTEGGANGGDVKTEAY
LKARAERAFHCGANCTALLIRHIEVLTADRIVTAMSDILNDARVVIATTTDVETIPEGIRSLITHEFEMG
APEEKEREGILQNAVTERGIRLSADVDLGSTALKTAALVAGDLVDVVERAAGARTARLESLAEASKKISG
SEVFVRDVLLAGGDGARGVTKADFDAAVEAARKNFADSTGAPKIPNVGWDDVGGLTNVKDALVETIQLPL
ERPELFAKGMKKRSGILFYGPPGTGKTLLAKATATEFSLNFFSVKGPELLNMY IGESEANVRRVFQRARD
ARPCVVFFDELDSVAPKRGNQGDSGGVMDRIVSQLLAELDGMNGGEENSGGVFVIGATNRPDLLDTALLR
PGRFDKMLYLGVSDTHRKQATILEALTRKFALHPDVSLDRVAEQLPLTYTGADLYALCSDAMLKATITRKA
TAVDEKINALPNGPVSTAWFFDHLATKEDVNVMVTEEDFLSAQGELVPSVSAKELEHFERTRQTFEAVDK
SKQDPAAAAPQTIAEAMEAFSLGGSATPEEAPTINGDSLTPGGIHGRIKGLNRWPGNPVRSTSGQSTTSS
KGKGKSVSKKGKSRTGAESDGSVDGDDEDMADANSKEDEDEDDYVVRTDHLRNPMEEVE

>RL14_THEAC
MKGIAGRQTRGLPLGANITCADNTGARSISLIDVKAWHGKARRIPAAGVGDMFMASVKKGTPEMRSKVVY
AVVIRQKRPYRRPDGTMVQFEDNAAVLVTPDGEVRGSETIKGPVAREAAERWPRTAATASITV

>LGUL_PSEAE
MSFENTEVQPGICMEPDATTQEYVENHTMLRVKDPKRSLDFYSRVLGMRLLRRLDFEEGRFSLYFLAMTRG
EEVPDAVDERQRYTFGRQSVLELTHNWGSESDDSQYHNGNQDPRGFGHICFSVPDLVAACERFETLGVNF
VKPLDRGMKNVAFISDPDGYWVEIVQASLNGEMGRG

>ETFD_PSEAE

MEREYMEFDVVIVGAGPAGLSAACRLKQKAAEAGQEISVCVVEKGSEVGAHILSGAVFEPRALNELFPDW
KELGAPLNTPVTGDDIYVLKSAESATKVPNFFVPKTMHNEGNY I TSLGNLCRWLAQQAEGLGVEIYPGFA
AQEALIDENGVVRGIVTGDLGVDREGNPKEGYYTPGMELRAKYTLFAEGCRGHIGKQLIKKYNLDSEADA
QHYGIGIKEIWDIDPSKHKPGLVVHTAGWPLNDENTGGSFLYHLENNQVEVGLIIDLSYSNPHLSPFDEF
QRYKHHPVVKQYLEGGKRVAYGARATICKGGLNSLPKMVFPGGALIGCDLGTLNFAKTKGSHTAMKSGMLA
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ADATAEALAAGREGGDELSSYVDAFKASWLYDELFRSRNFGAATHKFGATIGGGAFNFIDQNIFGGKIPVT
LHDDKPDYACLKKASEAPKIDYPKPDGKLSFDKLSSVFLSNTNHEEDQP THLKLADASTPTEKNLPLYDE
PAQRYCPAGVYEVVANDDGSKRFQINAQNCVHCKTCDIKDPAQNITWVAPEGTGGPNYPNM

>Y2418_PSEAE
MKKVLGIYGNANRHWVGDGFPVRSLFSYNTLGQHISPFLLLDYAGPADFPPAQQRRGVGQHPHRGFETVT
IVYQGEVEHHDSTGAGGRIGPGDVQWMTAASGILHEEYHSERFRSTGGTLEMVQLWVNLPSSDKMNPPRY
QTLLDADIPRVGLPDRAGELRVIAGRYGRHQGPALTHSPLAVWDVQLKAGKHLALDLPKGHTCAVVVLRG
TLAVGDEIVREAQVALLDRDDPRLELEANNDVQLLVLSGEPLDEPTIGYGPFVMSSREEIDQATEDFENG
RFIRAH

>ACON1_PSEAE

MPALDSLKTLRSLAVDGKTYHYYSLPEAARTLGDLGKLPMSLKVLLENLLRWEDGSTVTGDDLKALAGWL
RERRSDRETQYRPARVLMQDFTGVPAVVDLAAMRAAMAKAGGDPQKINPLSPVDLVIDHSVMVDKFASES
AFEQNVETEMQRNGERYAFLRWGQNAFDNFSVVPPGTGICHQVNLEYLGRTVWTKDEDGRTYAFPDTLVG
TDSHTTMINGLGVLGWGVGGIEAEAAMLGQPVSMLIPEVIGFKLTGKLREGITATDLVLTVTQMLRKKGV
VGKFVEFYGDGLADLPLADRATIANMAPEYGATCGFFPVDEITLGYLRLSGRPESTVKLVEAYSKEQGLW
REKGHEPVFTDTLHLDMGEVEASLAGPKRPQDRVALQNVASAFNEFLGLQLHPSSTEEGRLLSEGGGGTA
VGANAAFGEIDYQHDGQTHRLKNGAVVIAAITSCTNTSNPSVMMAAGLLAKKAVEKGLQRKPWVKSSLAP
GSKVVTDYFKAAGLTRYLDELGFDLVGYGCTTCIGNSGPLLEPTEKATQQADLTVASVLSGNRNFEGRVH
PLVKTNWLASPPLVVAYALAGSVRINLSEEPLGTGKDGQPVYLKDIWPSQKETAEATQKVDTEMFHKEYA
EVFAGDEKWQAIQVPQSDTYEWQADSTY IQHPPFFEHTAEAPPATADVEQARVLAVLGDSVTTDHISPAG
NIKADSPAGRYLREHGVEPKDFNSYGSRRGNHEVMMRGTFANIRTKNEMLGGEEGGNTLYVPSGEKLATY
DAAMRYQEDGTPLVIVAGKEYGTGSSRDWAAKGTNLLGVKAVIAESFERTHRSNLVGMGVLPLQFENGQD
RKSLKLTGKEVLNIRGLGGELKPHMPLSVEVTREDGSQDSFKVLCRIDTLNEVEYFKAGGILHYVLRSML

>COBP_PSEAE
MRDLILGGARSGKSRLAERLAAESGLAVSYTATAQAGDGEMGRRIAEHRARRPAHWRTLEEPLALAATLR
SEAEAGRCLLVDCLTLWLTNLLLCDDPQRLDGEREALLECLGELPGRITLVSNETGLGVVPLGELSRRYV
DEAGWLHQATAERCERVTFTVAGLPMPLKGEPL

>PR2_DROME

MEYPQIDLYEFLTESELQQYYNAVKNELKITNAAQFKYAADEDLRFIGLSRPEIRRLRKFYEKHFPHSYL
SKIKRLLQAPGTMVKREEAPGGGSQVALDGSSASACSSLAAKNGASSPSKVPNNKHITPADSTISVNKQLG
TGEFGIVQQGVWSNGNERIQVATKCLCRERMQSNPMEFLKEAATMHSTEHENTVRLYGVVLATDSLMLVT
ELAHLRSLLECLKDSGLRVSFLTIPTLCEFALQICNGMRYLEQKRLIHRDLAARNILVESKDKVKISDFG
LSRALGVGKDYYKTNFNVNLKLPTAWCAPECINYLRFTNASDVWAFGVCLWEMFSYGFQPWAALTGLQIL
EATIDAPNYQRLEQPDCCPSEYYTLMMKCWQDDAAKRPRFGETYDQLPDMKPEQLKAVVNCTEPKKDHLLY
RQGDITISVLDRNTGTPFWKGVLSTGKTGYFNPSNTVAFLEGLPSSTRDSFSRVSDHRISKRKLRTEMISK
PQNDFKHTGHVGIDGATFGDIAFLGSSQNYNHVPKQIVTPYKPSEDIEQTPLLLPPTPTSPDSLQTASGY
FPEGANSGGAMGTSMNPTFIPSAEHTPKLIATNGQSSFDFASGSTNPFFPNRGDDELEFGLHNYGADGKS
VHSETGWRPTSRSIVDDPHEYHEISDDE TAADKLDFGPSLLDEINSMFGSTSAATGSHPKSPGFDHVNNK
NEITEMSAKLGQKSGDTNGNKHGHGLLPTLSKKKSSGTVKPISVKDEKILNHATETANEISARSMIDLVS
DQTPVIHSPKRKFSFRFPHLSNNGSGDKSGGLGTSGSAHTPTHGNASPFPKKKNFTEELQSIPDIQSLIG
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KEGLEAYNSLIERKALLDIGPSPAATLLRHLDTDEFDLQSLHQSQRPMTLPTRGATQRVRKAELAAGLSR
HNDENSNSLEACESPSYMTHGSYKFPEAQPTEQLPEPESPNPTPLPPREGKKQVKTSTKRHVRKYPLIIP
ANGLQRTLSKLADFGDEAAKSPEISTSSQPQPGRATEVVAAVRPSGMRRPSRPSEREYENMPTVGKESAH
TYQNLDKLTPADAAGLTDTASLQFESIMEADTSKEGILQSPDVTDGFYNFSIQKEHYNKGKDAEFEATQI
SGLYVNDDELRNLDIESSRRTATPCSSCSALESEHSQPDALPSTESVSEVSRFSSVDNELAGNALFKKVR
ASVNMAMNRKSVAETSLTSNQPGGASAKPQTEAEYFAATAARLADSNSVSCEDLLEFSDKKPKGCERGVD
SDEVRIMVKVLGKDSTPNRCLGALEFINWDVHKSTKLIKLQNLVSEANLSLEASFEALQQHEWDLHTTAH
KLNGLKL

>Q917H5_DROME
MLDRHCLYIGIFQLITIWVGVANGEFYSSVDSMQDLAQVEEELLNATRSYVESQQKQLDFYRRYVEQIKRE
HEWATSQLKLDDYLGHPLHAFRLIKRLVRDWDSLIFEPTLANNAREEFRAFVEVLSRDLGYPDQSELQGA
TKGLARLQKVYNLATSDLADGITGGLNYGSDLRWRECYEIGVQLFDLGEYQRSLEWLQVAFILLRNSPRE
EKDADHYLSDIREYASMANFELGNPKKAARLLSQILESQPTHSAQQTQKYLESRVPGKNVQETKPSWESN
YTRLCQGRRLPEERSGDPLRCYLDGKRHAYFTLAPLQVEPVHLDPDINVYHGMLSSKQILSIFEEADKEE
MVRSAVAGSGGEGTVRDLRVSQQTWLDYKSPVMNSVGRI IQFVSGFDMAGAEHMQVANYGVGGQYEPHPD
YFEVNLPKNFEGDRISTSMFYLSDVEQGGYTVFTKLNVFLPPVKGALVMWHNLHRSLHVDARTLHAGCPV
TVGSKRIGNIWMHSGYQEFRRPCNLTSDSYKSLAYRD

>Q917H8_DROME
MPYEKFNKKRRQWEDSGVLELTKLWKVCAYELRTIKRNGHLYVAMAKQLTSLGVPVTALEVHFKVNNLTQ
RYRQEQKTFETTGIISTWKEFYSQVDDVFKSLAAHTGYKDKRMTSASNTSSLPSTSESPVWKNPMSQQEFN
SNNTEGFYKTEYGMHRHFMDHSQPPPNAGSVDNFMASSAAVAAVAAAASARLADNNMDQQMNTAAGGSGG
SGGGGGNTNGGVANYQKIKKSHEDYDKFVDIVKNIVDTHKSTPDKVDTFGDF IKSYMKRWPERLQDEAIN
HITNYVIVKNMEHSMVSSHNPEGVNNRQ

>CCNB3_DROME
MAPTKATTRAAITSGHHQLQQAVNPILGALGAATRKGLTRRAAATGNIDPNVENMQTRAKRKADHSPTKN
DKIKRSALGNLTNNVKIMTLHPAQDEEQSGVGKKPTAQQLQALMDAKKQENLSVNVFGASKMTTRASSKV
EDSVENCHKVLDKLEEALARPKPRPKAVPAAKKTVLGEVQLPAMPNPMQIPVLLPPTHNLAAPQVAAVKP
VRRISNDFNKTEDSLYMSALEDVSSCDSMRLSGNFEAARRRSAKLQQKTEQQPQPLLLTLPETAPSQVVP
ITPPVPEEVEDFDRKNWDDPFQVSHYAMD IFNYLKVREAEFPTADYMPRQIHLTTWMRTLLVDWMVEVQET
FELNHETLYLAVKIVDLYLCREVINKEKLQLLGAAAFFTACKYDERQPPLIEDFLYICDGAYNHDELVRM
ERETLRVIKYDLGIPLSYRFLRRYARCAKVPMPTLTLARYILELSLMDYANISFSDSQMASAALFMALRM
HGGPGQLDKQTWTSTLIYYTGYQLADFAETVTALNAGLHRKPRATIKTIRNKYSHKIFHEVAKVPLLTNQ
ELFQGNLDLNESNLS

>Q91711_DROME
MNILRPRGMTQAEKDVFAHRQCGLDPNGHELLHMVYVCCPELGDVLPNKQTCGQTTPVFRDRGAENAELN
EYPWMVLLLYENRLSLIRYVLTAAHCVIGGYLTQNDLVLKSVRLGESTTDCITSESRCPHLDVEVGQTTV
HQGFTSSGGTYRNDIALLRLQFPVRYTKKIQPICLLDAEFPLQDLNLQISGWDPTKSSQTLITSTVKERN
PADCLNRYPSFRSASQVCAGGQRKGDTCAGISGSPVMGIMGSGVDEFVFLAGIASYGQQYCYSAGIPGVY
TKIGHFSEWIKANLAP
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>Q91713_DROME
MLGRIAVLLLLVGLFGPEVRSAKVNDDQCGAFDEDQMLNMQSTFATPTEHQWVARIVYGKGFEGKIRDNG
CLGVLVSKRTVLAPAHCFVQYNGVAEAFSVHLGVHNKSAPVGVRVCETDGYCVRPSQETKLAETATHPDY
DSRTLKNSLAVLTLQRDAKTYPNVMPICMPPPSLLNETLVAQTFVVAGLRVFEDFRLKTWVNTLSRGFCQ
SKVKTLVTSSNTVCGYHKQPVAYYLGAPLVGLQKKGHVTQNYYLVGIMIDWRWENNRIMSSFLATRNYMD
FIRQNSNSLIVRS

>Q91714_DROME
MVMLPLTLVLILIMRLDGMLAALQLNEQRMRDLRNSHSEVPVYMEDYEALLPEGSTYNDLINEEFILPAS
KRTQLQILAAERARRCQPYRYGNGESMELEERNTLMKDSRTSFLPLGIPRECLGSGIELDIKPIDEEAYQ
RQKKRYQDTAPYWLEKIRIRERREAERHAEEASAETSEATAALQSFWNEEGTREGIRMTQAKTMKRYMDN
KVDPCVDFYKYACGNWERLHP TPKDKAGFDTFEMLRESLDLVLRNLLEKNTPVHSAAELRKSPVRNTLFK
LNEQGEGEGEADQAAELTAERLRRHIVSKRQLLNRVLVRYKRYTNGTKRKRLIETPRERTKEEEAAPPVV
LPKDKTKDKSDNEEQLHVPTDFLKPHQDAQLKAKNLYRSCVNSAVLAKRGLEPLHTLIRELGGWPVLESQ
WSESNFNWQVLAATLRRYNNDILIVQWVGADIKNSEENIVQFDQTGLGLPTREYFLQPSNAKYLQAYQRY
MAEVMHKMGASKADAQRVASELVAFETQLAGITAPAEQRLNVTKLYKRMTLDQLQAVVPETKWRAYLQSL
QDREVLGTEEVVIYAVEYMSKLVTLLDETDPRTVSNYMMWREFVRHRINNVDDRFDDIKQSFYHALFGREE
SPQRWKVCIAQVNTNMGMAVGSMFVSRYFDNNSKRDTLRMTHDLQQAFRDILKTTDWLDDTTKQLAEEKY
NAMSLKIGYPDFILNPSELNSKYAGIEIYPEKYFENTLNVLLHTAKTEQAKLHERVNKTNWQTAPATVNA
YYSRNKNQIMFPAGILQPPFYHRHFPKSLNFGGIGVVIGHELTHGFDDKGRLFDRNGNIHKWWTDSSIRG
FDERARCITAQYSNYTVEEVGIVLNGESTQGENTADNGGLRQAFHAYQRWLKEHPSEVSDEILPGLNMTG
PQLFFLNFGQVWCGAMRPEATIRNKLNTATHSPGRFRVIGTLSNSVDFAREFNCPLGSPMNPQKKCSVW

>Q91716_DROME
MLKSIVTVIRLHLEELWLRILGYIMRRFLRSAMIVEFSWFVVPYSRYTNIKVIRRKLPPIRSHLLETPAVD
LAKLIRTRKIKSEEVVEAYTERCRQVNPLINAIVQDRFEEALEEAREIDNVIAMGINSVESMEELTPLLG
IPVTVKESTAVKGMTNQAGRVFKTPQIAKSDAPVVEQIKRSGGI ILLVSNTPELCLLWETYNNVTGQTKN
PYDLKRTPGGSSGGEAALLASGASLLGLTSDIGGSSRLPAMFSGIWGHKPTPYAVSFKGHHPTSDFPKWG
DFFTIAPMTRYAKDLPLLLKCMSDPTGPKLTLDRPISVNGIRFFFMDNDGPSGMMRPLSRDLHAATNRVA
TDFNAKRVNIRKMKWSLDISLSAMLTMKNIETIYHKTEEGEQPKTVCKETVKYFFGCSDSILPSVIFGHL
QNFMKITPNSRHKHLASTTEALKTEFKEMLGNDGVFLYPTFPNTAHQHYQIYHKLLEPMYMAIFNTLGLP
VTNCMIGLDRRNLPMGIQVVANPGQDHLSLAVAREMERRYGGWVRPPSEDSHSSGGSSKQRG

>Q917J0_DROME
MAPRNKEQEQEVLNWVFAVIGEKVPSGQYEDILKDGIWLCKLANKLAPGSVKKIQERGTNFQLMENIQRF
QAAVKKYGVPEEETFQTADLFERRNIPQVTLSLYALGRITQKHPEYTGPTLGPKMADKNERSFTEEQLRA
HEGELNLQMGFNKGASQAGHGGMGNTRHM

>Q917J1_DROME

MQANSSTTTTTTTTKTKKLSSGTGTNMISSVAVTSAIKTTTTTRKPAGSGVSSKVSKAQGATNSTPASSD
SNAETAELTKKINDHADATYHTWKSQGIPPTELLTMYTSAAASGDLADVASPTADAEGLQKMVTSFVNKD
KEQRGKSNTLKKSDITTANGKVKKAAVSSFSPVPDQALQSPKKVAAVTVSKPLPDVNLNYDISLDLDVNN
LSSQQTQNLLKISELTQQQKDVAATVGKKRQNSKANSSSSINSNHIGNSASSNKLTASEQPTKKQSKANS
SGSTRTGSAAVSLDVVDGPSAARTANSTAVSDKGGEPAATGSRKSSKTKETSADSKPATKEKPTAVATVA
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NARKSTSRIATDNAGNMAAATAAAAATSATSAATATSMDATPATAASTTMPTLNKVKPTSGARAALANGQ
DKMNLLTRGSVAERVLMFEKCPDVRHAFLNIKRPQTDPPPKSLMKVKLHATPPPPPQEQNLLQKEIRSTK
SVYIPRFYFPHGKPQPNIAMERVVRGILSAFDSFPNNQVTKDELPRILKICGLPFYWRMPVMVFCQSAST
GLVERQRFVEFWKQMNVYCHEAASRFVY ILSRGQRFRSYIVPEDLVPMVQDVVDTHPGLAFLKEATEFHS
RYVHTVIARIFYSVNRSWSGKITIAELKRSDLLEMISLLEEEEDINQIMAFFSYEHFYVIYCKFWELDKD
HDLLINQEDLAKHSDHALSSRIVERIFSGCVTRSDNKKAPEDEAKMSYTDFVWEFILSEEDKRTPTAIEYW
FRCMDVDGDGVLSMYELEYFYEEQQQRMEGIGIECLPFEDCLCQMLDMIKPANRDCITLGDLKRCKMTHV
FFDTFFNLEKYLDHEQRDPFASQRDEYTSDWDRFAAQEYELLISEEND

>Q917J2_DROME
MRSLEGSRRRQVEQLHLVLEAKDQDQELNTRQEQEQSVARPSMANERKQSSPKVELTKLSHDLIEECKRS
QEDSLLSRHLRHELEKLPRDSRRELVRKQRNGCAPLFIACKRGAVDIAEYLITICEANIEQRGHFEVPED
NSFHYVSPLWAAVVSGKLSMVKYLVRIGCDINATSDSGSTPVRSACYMTHVDIVKFLVENGADIKRPNIN
GGTCLINSVQSVQLCLYLVRKGADINARDIQDKTALHYAIQEHRLDTTKLLIEQGADPYARSRYGDDALR
TACLKGAHHIFDFLKKQLHYTPARLAEAHELMGSTFLDEHNESRVCILHWRMAHHIRAAYSPYTEKKPQV
PLRTAYENAVEFSTLEELDNIATDMDAMRTQSLLICERVLGLTHKDMLFRLTFRGASYADSLQLQRCIDL
WRFLLEVRVSNWSILHFETCFAAQALVRLMLDLHVQNSSHIRSDARARFVHQDKVLPRFEDVLGVFRTLS
ESATVVKHLLLLRPVFRRQQENYDRVMRCLAHLTYLLINTVHTEAQNKLICQAVHEAVVVGNLRSASTAD
TMLHLCASRLNVIKSGYITDDNFADKTVEFPNADVIKLLIQCGVDVNTKNEAKSTPLHVACQPYNYDNETIV
HLLLKCGGDIDQPNRADKRPYDLIASNPTSTIPLLNFVTLQCLAATATSKHRIPYHNQLHRQLEKEFVRNH
EP

>JUPIT_DROME
MAAYAAFKHVELYNVGKAKKRVLRPPGGGSSDIFGSEMPQTPRNVKNRMASNIFAAEKDNGVKNNVRQGA
HRFYFIGDAPRRGQKTVDSHSRLFGEPTRPITPGKNHMKSSIPFGONTEAVAAQKLLTTNGHYNGKSGSV
SSASSSVSSSTENLKMNSGSRSEGNPVTGEGYKVVANEYSQRQESSNGGTPVINKNRIPPGGYSSGLW

>Q917K0-3
MSTRPDTKETSPRVSLCPPEPARTETPIPPADDALSIDNSCRDSEVGDVPADNSTVTKSDQVNEGCQTRR
DSGNNPEQPYSLNKMAGVSNVKEPLGLCPNETKEEQQACSKLDSRNPITGLGLNGDGVGGLKPKKLKIRE
GNPVTGEGYKVVANEYSQRQESSNGGTPVINKNRIPPGGYSSGLW

>Q917K4_DROME

MQPFIVIRNYTQDDELKCQELVRDY IMSFSNKSFFVYCFREITLQFIVITWAIFFIFLGVPLLFCALTVP
ACIFCLFTGTYFSFYSKAVELMRTKPSQSLVAECYEPFIFRCSPKEASYQIFTENCPYEETYTRKFRRRI
VAATSVKNHHAVYNAAWTYRFAIDPHYPCQT IMDPMIKLVVKNCIIGGYASLECTISEWQESERDFYDDF
GFVTRQIYHKKIIGSSLAVMKTQLTYGLRTDGAALHKQN

>NASP_DROME

MSAEAEATVTTATADVSSPSKTVAVEPVAADTTPDNAPAVSTEGSGKAEQERAEKTLKGKELFSQGSRNF
LVKSYDEAADELSQVCQLYEEVYGELADELGQPLLLYAKALTAMALDENKVIDVPDEAADDDDEDVDDDE
EESAEDGAAKKEEKKDTKEAANGASSSNGKELDTIKEGSDEADSTGEAEQAQSDEKPSKKVPTGVDEVSS
SNGGGGAAVNDDERPSTSNGEVTASCSNGAAPAVEEEPEEEEGVSGSLQLAWETLEAAAQIFSRQGLSGL
PYLAEVQTELANIEFENGILEAAREDYEKALKIHGELPTRNRRALAELHYKIGLTYLMQQLNKEGATALR
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QSSVLIEEETAEIKGKDEPSERDRNNMLDLEETKQEILAKIQEIEEMQAQTIAEVRAALDSYIKPMSSGD
AAAASSSSSSSANGAASSSSSSSKGAAAASSSTISSSSAKPTDITHLIKRKKPEDPSSEAEALCSPAKRA
AV

>Q917K8_DROME
MVICEIEFCNNSQGIFYAGQLISGQVVIKTEKEKSVKAVILNIKGYAETHWADTEHDPDDQSNGESFNGH
VDYLATRAYLHGSSSSIEVLIEPGTSSYRFACQLPITCPSSFEGTLGRIRYLVNVRFVRPWKFDLNFNRC
FTVIKVMDLNSESLMLRVPSQVESQRTFCCFPCRSSPLSMRLSVPQSGFVPGQIVPVEVMVSNDSGVAVE
DITVKLTMVVIYYSQPPSADTNKDRFEMVLKTGGGVSTKCRQQFTFDLKVPPTPPTCENLCSITQIGYQV
EAEARVKGCHGGQSLHMPITIGSVPLTKQLQKEPRTWGEVLPPQQLDAKALTLIGSEQNGEALGSPNPWA
ADPSTAPPSYAEAKHTSPDPHKFSKSKKKSQKRGVKGSQERKAETIVFSPLYAVFDLSNQVDEMTLRANE
PKTDGGYVNEGVEKSTWL

>Q917L0_DROME

MTVTCEIDFDNNPHGTYFGGEVLTGRVTLKLDKMKLVKAITLNITGYAETRWIERVTTNRRRRRRTFCGR
EDYTASKTFLVGSNLSSQVSIEAGIHTYNFVCLIPTECPSSFEGSHGRVRYMATVTLVRPWKFDQSYTRC
FTVLKVMDLNFDSPLLRVPAHSETSKTYCCWPCRSDPLALQLTVPQTGFVPGQNVPLSVLVTNDSHIPVE
QLLISFVMLVTYHSKPPSMPNTTSERLVVNTFKGDAVQRNCKKLFSYEIRVPATPPTCFNLCGIIQIAYQ
VEVEARVKGCHNNEVVTIPLTIGSVPLAQHVPIQPRGFVPQLNVNELAVEEVATAPNSSSPWSVDASTPP
PNYQEAVHMRSTAATRSDDLDDPEPVPPNTLSLDGGAYKPLYPVEDIPSPSAPPPTDYTQNYMAERAFVN
PAMDVDKDKGTWL

>Q917L2_DROME
MALLEYVDNRGRRELSCGGSLINNRYVLTAAHCVIGAVETEVGHLTTVRLGEYDTSKDVDCIDDICNQPI
LQLGIEQATVHPQYDPANKNRIHDTALLRLDRPVVLNEYIQPVCLPLVSTRMAINTGELLVVSGWGRTTT
ARKSTIKQRLDLPVNDHDYCARKFATRNIHLISSQLCVGGEFYRDSCDGDSGGPLMRRGFDQAWYQEGVV
SFGNRCGLEGWPGVYTRVADYMDWIVETIRP

>E4YGN5_OIKDI
MVTPTPPRTEPDHMARGGLDTNCGPLHLRFEPCLFFEATKIVEVESTKQENSADDDESSSPVESAITEET
EQEEFNVDTAEEKRLLKNETEEESSDSERLELTSPALINEHSEGAQSRCSRSDSDIKSTSSENQLKRKYS
HTTADITPDKTARQDDSSSDVEEINSTPPTARFAANSNSWAFQPTASLPSRVTGGLNGLPGVPVAHQPVS
PALMEAFQRARQGVASIQSQVSPIGFALRVQQQLQANALFTMLRQQQQVKVKSSSFTNYSPLMKSFNHLN
HRFPAGMNPRVPPASLQFPPPQTQTRRRPNGQKNDRCEYCGKVFKNTSNLTVHRRMHTGERPYKCKLCDY
ACAQSSKLTRHMKTHGTSREHQHKCDICGVPFAVFSTLEKHMKKEHADQLNERMNGHFMTLPSSSK

>E4YGT7_OIKDI
MKSRFSIFVLLISSTRANTEIKDELKELLKDSTVVNTLVDILDYKLSKKTEELEKKVTVEKLKGEKIVGN
KWKEVNAYSDESCSTLCALYASCIGYNYLDSGKICVIFDSTANTEPDDLNFSGMIRRSYALAKIPSSPND
TAPHSSGNSDNYDLKTIKSAVAKHTHVCQKKFEFLSKKVKVTRDSLGAKIRSLEIDTSKSKCLKGGRPSA
CDNFAKKIEERNTDIYNAVLTYVEDQNATKLIQEGMDTRLTEMGHLLATYQPVTVAQPAQDLIGSVLMQT
KEMQNNVRIELESKTERNDAEMRRNQGAISNLRSKIDKLPLAGQTSENEMSVLNQSQVFLVNLLKLRIS

>Q917L3_DROME
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MRFAPSLSLKSTRGVHQSDTEVSKIMRSLDVIPDVIHIGPQEFLNVTYHGHLAAHCGKVLEPMQVRDEPS
VKWPSAPENYYALLMVDPDVPNAITPTHREFLHWMVLNTPGNLLALGDVRVGYMGATPLKGTGTHRFVFL
LYKQRDYTKFDFPKLPKHSVKGRSGFETKRFAKKYRFGHPVAGNFFTSQWSPDVPSLIKATSHNARQVAH
F

>Q917L5_DROME
MGFDMATRFMDILKLTFKVISFKYEQRKLSTATYSVIKTKSGPVRGVKRNTIWGGSYFSFEKTPFAKPPY
GDLRFKAPEAVEPWDQELDCTSPADKPLQTHMFFRKYAGSEDCLYLNVYVKDLQPDKLRPVMVWIYGGGY
QVGEASRDMYSPDFFMSKDVVIVTVAYRLGALGFLSLDDPQLNVPGNAGLKDQIMALRWVQQNIEAFGGD
SNNITLFGESAGGASTHFLALSPQTEGLIHKATVMSGSVLCPWTQPPRNNWAYRLAQKLGYTGDNKDKAT
FEFLRSMSGGEIVKATATVLSNDEKHHRILFAFGPVVEPYTTEHTVVAKQPHELMQNSWSHRIPMMFGGT
SFEGLLFYPEVSRRPATLDEVGNCKNLLPSDLGLNLDPKLRENYGLQLKKAYFGDEPCNQANMMKFLELC
SYREFWHPTYRAALNRVRQSSAPTYLYRFDHDSKLCNATRIVLCGHQMRGVCHGDDLCY IFHSMLSHQSA
PDSPEHKVITGMVDVWTSFAAHGDPNCESTKSLKFAPTENVTNFKCLNIGDQFEVMALPELQKIEPVWNS
FYAPNKL

245



