Cumulative distribution functions (cdf) of p-values for the patient-oriented method with the permutation
null without heterogeneity, for 10,000 null samples, using the number of events in the 21 glioblastoma samples
from [4]. If T were continuous, rather than discrete, the p-value distribution under the null hypothesis would
be Uniform(0, 1), and the cdf would be the identity line on the unit square. The degree of accuracy of the
continuous approximation depends on the set size.
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