
Chr1
Chr14

Chr2
Chr15

Chr3
Chr16

Chr4
Chr17

Chr5
Chr18

Chr6
Chr19

Chr7
Chr20

Chr8
Chr21

Chr9
Chr22

Chr10
ChrX

Chr11
ChrXY

Chr12
ChrMT

Chr13

7.0

6.0

5.0

4.0

3.0

2.0

1.0

0.0

-lo
g 10

(P
)

A

Chr1
Chr14

Chr2
Chr15

Chr3
Chr16

Chr4
Chr17

Chr5
Chr18

Chr6
Chr19

Chr7
Chr20

Chr8
Chr21

Chr9
Chr22

Chr10
ChrX

Chr11
ChrXY

Chr12
ChrMT

Chr13

7.0

6.0

5.0

4.0

3.0

2.0

1.0

0.0

-lo
g 10

(P
)

B

GRIN2A



Chr1
Chr14

Chr2
Chr15

Chr3
Chr16

Chr4
Chr17

Chr5
Chr18

Chr6
Chr19

Chr7
Chr20

Chr8
Chr21

Chr9
Chr22

Chr10
ChrX

Chr11
ChrXY

Chr12
ChrMT

Chr13

7.0

6.0

5.0

4.0

3.0

2.0

1.0

0.0

-lo
g 10

(P
)

C

Chr1
Chr14

Chr2
Chr15

Chr3
Chr16

Chr4
Chr17

Chr5
Chr18

Chr6
Chr19

Chr7
Chr20

Chr8
Chr21

Chr9
Chr22

Chr10
ChrX

Chr11
ChrXY

Chr12
ChrMT

Chr13

7.0

6.0

5.0

4.0

3.0

2.0

1.0

0.0

-lo
g 10

(P
)

D

GRIN2A


	SuppPage 1 (A Dom Rec).pdf
	SuppPage 2 (B High Low).pdf

