Supplemental File S1. Codon usage in the mean-field mRNA construct.

AAA 25 Cuu 6
AAC 22 GAA 40
AAG 37 GAC 19
AAU 18 GAG 11
ACA 9 GAU 25
ACC 14 GCA 9
ACG 4 GCC 14
ACU 19 GCG 4
AGA 24 GCU 31
AGC 5 GGA 6
AGG 5 GGC 6
AGU 7 GGG 4
AUA 8 GGU 33
AUC 18 GUA 6
AUG 13 GUC 16
AuU 23 GUG 6
CAA 23 GUU 25
CAC 8 UAC 15
CAG 6 UAU 11
CAU 8 UCA 10
CCA 20 UccC 14
CCC 4 UCG 4
CCG 3 ucu 22
CCu 8 UGA 1
CGA 2 UGC

CGC 2 UGG 8
CGG 1 uGgu 7
CGU 7 UUA 17
CUA 8 uuc 18
Ccuc 3 uuG 30
CUG 6 uuu 15
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