Supplemental File S3. Published tRNA recharging parameters.

. Cytoplasmic Abundance
Amino 1 .
acid synthetase gene | (molecules/ keqt value (s™) keq: Organism k.qt Ref.
(yeast) cell)®
Arg YDR341c 14783 32.2 S. cerevisiae (1)
lle ILS1 28565 0.2 S. cerevisiae (2)
Leu CDC60 72269 3.4 S. cerevisiae (2)
Lys KRS1 30249 129.3 S. cerevisiae (3)
Met ARC1/MES1/GUS1 | 33531° 4.5 S. cerevisiae (4)
Phe FRS1/FRS2 5200° 2.3 S. cerevisiae (5)
Ser SES1 45686 0.6 S.cerevisiae (6)
Thr THS1 29399 1.28 S. cerevisiae (7)
Tyr TYS1 16433 5.1 S cerevisiae (8)
Val VAS1 17665 3.2 S cerevisiae (9)
Pro YHRO20w 21120 2 rat (10)
Ala ALA1 18525 1.1 E. coli (12)
Asp DPS1 31570 0.061 T.kodakarensis (12)
Cys YNL247w 19293 18 M. jannaschii (23)
GIn GLN4 17263 2.6 E. coli (14)
Glu ARC1/MES1/GUS1 | 33531° 2.1 T. thermophilus (15)
Gly GRS1 49866 0.5 T. thermophilus (16)
His HTS1 12981 2.6 E coli (17)
Trp WRS1 10185 1500 E coli (18)
Asn DED81 29944 2.6 (median of above)
® From reference (19) ® least abundant subunit
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