






Supplemental Table 1: DNTF efficiencies in different genetic backgrounds. 

      

 

Background Vector TRA Length % DNTF 
 

 

WT 2X pWY86 2600 10% (12/126) 
 

 

WT 4X pBGW 100 16% (13/80) 
 

 

WT 4X pBGW 200  25% (24/96) 
 

 

WT 4X pWY86 400  35% (28/80) 
 

 

WT 4X pWY86 700  37.5% (36/96) 
 

 

WT 4X pWY86 800  47% (47/100) 
 

 

WT 4X pWY86 900  53.5 (68/127) 
 

 

WT 4X pBGW 950  55% (53/96) 
 

 

WT 4X pWY86 2600  58% (35/60) 
 

    
 54% (26/48) 

 

 

ku70 pWY86 2600  2% (2/88) 
 

 

lig4 pWY86 2600  35% (26/73) 
 

 

G4 tert  pWY86 2600  71% (68/96) 
 

    
 74% (53/72) 

 

 

WT 4X pBGW 750 (TTAGGG)  19% (15/80) 
 

 

WT 4X pBGW 
500 

(TGGTTGAT)  1.3% (1/80) 
 

 

WT 4X pBGW 600 (UAS) 0% (0/100) 
 

 

WT 4X pBGW 850 (GGGATTT)  0% (0/80) 
 

       



Arabidopsis telomere oligo #1 CCCTAAACCCTAAACCCTAAACCCTAAACCCTAAA

Arabidopsis telomere oligo #2 TTTAGGGTTTAGGGTTTAGGGTTTAGGGTTTAGGG

Jumbled Arabidopsis repeat oligo #1 CCATCAACCATCAACCATCAACCATCAACCATCAA

Jumbled Arabidopsis repeat oligo #2 TGGTTGATGGTTGATGGTTGATGGTTGATGG TTGA

UAS oligo #1 CGGAAGACTCTCCTCCGCGGAAGACTCTCCTCCGCGGAAGACTCTCCTCCG

UAS oligo #2 AGTCTTCCGCGGAGGAGAGTCTTCCGCGGAGGAGAGTCTTCCGCGGAGGAG

Human telomere oligo #1 CCCTAACCCTAACCCTAACCCTAACCCTAA

Human telomere oligo #2 GGTTAGGGTTAGGGTTAGGGTTAGGGTTAG

TAIL-1 AGC TGC ATT AAT GAA TCG GCC AAC GCG C

TAIL-2 AGC TGC ATT AAT GAA TCG GCC AAC GCG

TAIL-3 AGA GGC GGT TTG CGT ATT GGC TAG AGC

hiTAIL-1 CGT CTA TTG GAC CGA CAG TTG C

hiTAIL-2 TGC ATT TTC CAG GGC ATT TTT

hiTAIL-3 TCC GCT CAC AAT TCC ACA CAA

AD1 NGT CGA SWG ANA WGA A

AD2 TGW GNA GSA NCA SAG A

AD3 AGW GNA GWA NCA WAG G

AD6 WGT GNA GWA NCA NAG A

PETRA-T CTCTAGACTGTGAGACTTGGACTACCCTAAACCCT

PETRA-A CTCTAGACTGTGAGACTTGGACTAC

PWY86#1 TACGTCTAGATCTGGCGCGC

PWY86#3 CATAAAGGATCCCCGATCGTT

PBGW#3 TATGGAACGTCAGTGGAGCATTT

PBGW#4 AGTTGACCGTGCTTGTCTCGAT

Primers for Gateway cloning of repeat arrays:

Primers for TAIL-PCR:

Primers for PETRA:

Supplemental Table 2: Primers used in this study.
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