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GREELSPASSVNGCSTDG-EARRQKKGPAPRQQEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVY ICKFGHACEMDIYMRRKCQECRLKKCLAVGMRPECVVPENQCAMKRKEKKAQREKDKRIHEVVPRFLNEKLMEQNRLKNVPPLTANQKSLIARLVWYQEGYEQPSEEDLKRVT
KKGPVPRQOEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVYCCKFGHECEMDMYMRRKCQECRLKKCLAVGMRPECVVPENQCAIKRKEKKAQKEKDKQL - -~ ===~ LPEKLLMENRAKGTPQLTANQVAVIYKLIWYQODGYEQPSEEDLKRIT
REDLSPSSSLNGYTGDGSEAKKQKKGPTPRQQEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVYCCKFGHACEMDMYMRRKCQECRLKKCLAVGMRPECVVPENQCAIKRKEKKAQKEKDKPL -~ - —=== LPEKLLNENRQRNIPLLTANQMAVIYKLIWYQDGYEQPSEEDLKRIM
NGYSSPMSTGSYDPYSPNGKMGREDLSPSSSLNGYT-DGSDAKKQKKGPTPRQOEELCLVCGDRESGYHYNALTCEGCKGFFRRSVTKNAVYCCKFGHACEMDMYMRRKCQECRLKKCLAVGMRPECVVPENQCATKRKEKKAQKEKDKPL - - == ==~ LPEKLLQENRLRNIPLLTANQMAVIYKLIWYQDGYEQPSEEDLKRIM
GREDLSPSSSLNGYT-DGSDAKKQKKGPTPRQQEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVYCCKFGHACEMDMYMRRKCQECRLKKCLAVGMRPECVVPENQCATIKRKEKKAQKEKDKPL — == ===~ LPEKLLQENRLRNIPLLTANQMAVIYKLIWYQDGYEQPSEEDLKRIM
'RDDLSPSSSLNGFSTDASDVKKIKKGPAPRLOEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVYCCKFGHACEMDMYMRRKCQECRLKKCLAVGMRPECVVPENQCAMKRREKKAQKEKDKPL -~ - —=== LPEDILAKCQARNIPPLSYNQLAVIYKLIWYQDGYEQPSEEDLKRIM
NGYASPMSAGSYDPYSPTGKTGRDDLSPSSSLNGYSAESCDAKKSKKGPAPRVQEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKSAVYCCKFGRACEMDMYMRRKCQECRLKKCLAVGMRPECVVPENQCAMKRREKKAQKEKDKPL - == ===~ LPDEILAKCQARNIPSLTYNQLAVIYKLIWYQDGYEQPSEEDLRRIM
'RDDLSPSSSLNGYSAEGCDAKKSKKGPAPRVQEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKSAVYCCKFGRACEMDMYMRRKCQECRLKKCLAVGMRPECVVPENQCAMKRREKKAQKEKDKPL —~ -~ === LPDDILAKCQARNIPPLTYNQLAVIYKLIWYQDGYEQPSEEDLRRIM
CQECRLKKCLAVGMRPECVVPETQCAIKRKEKKAQKEKDKKF -~ - = ——— LSDKLLAENRLKNVPPLTSNQEYVIARLVWYQDGYEQPSDDDLKRIM
NGYSSPLSSGSYGPYSPNGKIGREELSPASSINGCSTDG-EARRQKKGPAPRQOEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVYICKFGHACEMDMYMRRKCQECRLKKCLAVGMRPECVVPETQCAMKRKEKKAQKEKDKRIHEVVPRFLSDKLLETNRQKNI PQLTANQOFLIARLIWYQDGYEQPSDEDLKRIT

GREELSPASSINGCSTDG-EARRQKKGPAPRQQEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVY ICKFGHACEMDMYMRRKCQECRLKKCLAVGMRPECVVPENQCAMKREEKKAQREKDKRIHEVVPRFLNEKLMEQNRLKNVPPLTANQKSLIARLVWYQEGYEQPSEEDLKRVT
GREELSPASSVNGCSTDG-EARRQKKGPAPRQQEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVY ICKFGHACEMDMYMRRKCQECRLKKCLAVGMRPECVVPENQCAMKRKEKKAQREKDKRINEVLPRYLTEPIMEQNRLKNVPPLSPNQKSLIARLVWYQEGYEQPSEEDLRRIT
GREELSPASSVNGCSTDG-EARRQKKGPAPRQQEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVY ICKFGHACEMDMYMRRKCQECRLKKCLAVGMRPECVVPENQCAMKRKEKKAQREKDKRIHEVVPRFLNEKLMEQNRLKNVPPLTANQKSLIARLVWYQEGYEQPSEEDLKRVT
NGYSSPLSSSSYGPYSPNGKIGREELSPASSVNGCSTDG-ESRRQKKGPAPRQOEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVYICKFGHACEMDMYMRRKCQECRLKKCLAVGMRPECVVPETTCAIKRKEKKAQREKDKRIHEVVPRFLSEKLMEQNRLKNI PPLTANQOFLIARLVWYQDGYEQPSEEDLKRVT
GREELSPASSVNGCSTDG-DARRQKKGPAPRQQEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVY IYKFGHACEMDMYMRRKCQECRLKKCLAVGMRPECVVPETQCATIKRKEKKAQREKDKRIHEVVPRFLSDKLMEQNRLKNI PPLTANQQFLIAGLVWYQDGYEQPSEEDLKRVT
NGYSSPLSSGSYGPYSPNGKIGREELSPASSINGCSADA-DARRQKKGPAPRQOEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVYICKFGHACEMDMYMRRKCQECRLKKCLAVGMRPECVIQE - - -PSKNKDRQRQOK-KDKRIHEVVPRYLSEKLMEQNRQKNI PPLSANQKSLIARLVWYQEGYEQPSDEDLKRVT

NGYSSPLSSGSYGPYSPNGKIGREELSPASSINGCSTDG-EPRRQKKGPAPRQOEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVYICKFGHACEMDMYMRRKCQECRLKKCLAVGMRPECVVPESTCKNKRREKEAQREKDKRIHEVVPRFLTEKLMEQNRLKNVT PLSANQKSLIARLVWYQEGYEQPSEEDLKRVT
NGYASPLSSGSYDPYSPGGKIGREDLSPLSSLNGYSADSCD-AKKKKGAAPRQOEELCLVCGDRASGYHYNALTCEGCKGFFRRSITKNAVYQCKYGNNCEIDMYMRRKCQECRLKKCLTVGMRPECVVPEYQCAVKRKEKKAQKDKDKPNS -TTNGSPEIK-~-~----=-=-==— PVSPEQEELIHRLVYFQNEYESPSEEDLRRVT
NGYSSPMSSGSYDPYSPNGKLGREDLSPQSSLNGHSFDGCD-AKKKKGPAPRQOEELCLVCGDRASGYHYNALTCEGCKGFFRRSITKNAVYQCKYGNNCEIDMYMRRKCQECRLKKCLSVGMRPECVVPEYQCAVKRKEKKAQKDKDKPNS -TTNGSPEVK-——-——====== PVSPEQEELITRLVYFQNEYEQPSEEDLKRIT
PECVVPEFQCAVKRKEKKAQKDKDKPNSTTSC-SPDVK--—-======-= PITPEQEELIHRLVYFQNEYEHPSPEDIKRIV
NGYSSPMSSGSYDPYSPNGKLGREDLSPPSSLNGFSADSCD-AKKKKGPTPRQOEELCLVCGDRASGYHYNALTCEGCKGFFRRSVTKNAVYKCKYGANCEIDMYMRRKCQECRLKKCLAVGMRAECVVPEVQCAVKRNEKKKQKEKDKPNS -TTNGSPEVK-————=====— PISPEQEELIHRLVYFQNEYEHPAEEDVKRIM
NGYSSPMSSGSYDPYSPNGKIGREDLSP-SSLNGYSADSCD-SKKKKGPTPRQOEELCLVCGDRASGYHYNALTCEGCKGFFRRSITKNAVYQCKYGNNCEIDMYMRRKCQECRLKKCLSVGMRPECVVPEVQCAVKRKEKKAQKEKDKPNS -TTNGSPDSK-~-—--====== GISPEQEELIHRLVYFQNEYEHPSEEDVKRII
GREDLSP-SSLNGYSADSCD-SKKKKGPTPRQQEELCLVCGDRASGYHYNALTCEGCKGFFRRSITKNAVYQCKYGNNCEIDMYMRRKCQECRLKKCLSVGMRPECVVPEVQCAVKRKEKKAQKEKDKPNS - TTNGSPDRN- - - = === ==-- RISPEQEELIHRLVYFQONEYEHPSEEDVKRIT
NGYASPMSTGSYDPYSPNGKIGRDELSQPSSLNGYGNEGCD-AKKRKGPTPRQOEELCLVCGDRASGYHYNALTCEGCKGFFRRSITRNAVYQCKYGNGCEIDMYMRRKCQECRLKKCLTVGMRPECVVPEYQCAVKRKEKKAQKEKDKPNSTTMNGSPGVK -~~~ - ======= PISPEQEELINRLVSFQCEFEQPSEEDLKRIT
NGYASPMSTGSYDPYSPNGKIGRDELSQSGSINGYGNEGCD-SKKRKGPTPRQOEELCLVCGDRASGYHYNALTCEGCKGFFRRSITRNAVYQCKYGNGCEIDMYMRRKCQECRLKKCLTVGMRPECVVPEYQCAVKRKEKKAQKEKDKPNSTTMNGSPGVK -~~~ —======= PISPEQEELINRLVSFQCEFEQPSEDDLKRIT
CQECRLKKCLTVGMRPECVVPEYQCAVKRKEKKAQKEKDKPNSTTMNGSPCVK -~ -=--====== PISPEQEELIHRLVYFQNEYEQPSEDDLKKIT
NGYASPMSTSSYDPYSPNSKIGRDELSQPGSLNGYGSDGCD-ARKKKGPTPRQOEELCLVCGDRASGYHYNALTCEGCKGFFRRSITKNAVYQCKYGNNCEIDMYMRRKCQECRLKKCLTVGMRPECVVPEYQCAVKRKEKKAQKEKDKPNSTTMNGSPGVK -~~~ —-====== PISPEQEELIHRLVYFQONEYEQPSEEDLKRIT
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H_vire QDEDDEDSDMPFRQITEMTILTVQLIVEFAKGLPGFAKISQSDQITLLKACSSEVMMLRVARRYDAATDSVLFANNQAYTRDNYRKAGMAYVIEDLLHFCRCMYSMMMDNVHYALLTAIVIFSDRPGLEQPLLVEEIQRYYLNTLRVYILNONSASPRGAVIFGEILGILTEIRTLGMONSNMCISLKLKNRKLPPFLEEIWDV
C_tent TEEEDQEHEANFRYITEVTILTVQLIVEFAKGLPAFIKIPQEDQITLLKACSSEVMMLRMARRYDHDSDSILFANNTAYTKQTYQLAGMEETIDDLLHFCRQMYALSIDNVEYALLTAIVIFSDRPGLEKAEMVDIIQSYYTETLKVYIVNRHGGESRCSVQFAKLLGILTELRTMGNKNSEMCFSLKLRNRKLPRFLEEVWDV
A_gamb INEEEDPHEIHFRHITEITILTVQLIVEFAKGLPAFTKIPQEDQITLLKACSSEVMMLRMARRYDAETDSILFANNRSYTRDSYKMAGMADTIEDLLHFCRQOMYTLTVDNVEYALLTAIVIFSDRPGLEKAELVETIQSYYIDTLRVYILNRHGGDPKCSVTFAKLLSILTELRTLGNOQNSEMCFSLKLKNRKLPRFLEEIWDV
A _aegy INEEEDQHDVHFRHITEITILTVQLIVEFAKGLPAFTKIPQEDQITLLKACSSEVMMLRMARRYDAATDSILFANNRSYTRDSYRMAGMADTIEDLLHFCRQMFSLTVDNVEYALLTAIVIFSDRPGLEQAELVEHIQSYYIDTLRIYILNRHAGDPKCSVIFAKLLSILTELRTLGNONSEMCFSLKLKNRKLPRFLEEIWDV
A_albo INEEEDQHDVHFRHITEITILTVQLIVEFAKGLPAFTKIPQEDQITLLKACSSEVMMLRMARRYDAATDSILFANNRSYTRDSYRMAGMADTIEDLLHFCRQMFSLTVDNVEYALLTAIVIFSDRPGLEQAELVEHIQSYYIDTLRIYILNRHAGDPKCSVIFAKLLSILTELRTLGNQNSEMCFSLKLKNRKLPRFLEEIWDV
L_cupr SDENESQHDASFRHITEITILTVQLIVEFAKGLPAFTKIPQEDQITLLKACSSEVMMLRMARRYDHNSDSIFFANNRSYTRDSYKMAGMADNIEDLLHFCRQMYSMKVDNVEYALLTAIVIFSDRPGLEEAELVEAIQSYYIDTLRIYILNRHCGDPMSLVFFAKLLSILTELRTLGNQNAEMCFSLKLKNRKLPKFLEEIWDV
D_mela SDENESQTDVSFRHITEITILTVQLIVEFAKGLPAFTKIPQEDQITLLKACSSEVMMLRMARRYDHSSDSIFFANNRSYTRDSYKMAGMADNIEDLLHFCRQMFSMKVDNVEYALLTAIVIFSDRPGLEKAQLVEAIQSYYIDTLRIYILNRHCGDSMSLVFYAKLLSILTELRTLGNOQNAEMCFSLKLKNRKLPKFLEEIWDV
D_pseu SDENESQTDVSFRHITEITILTVQLIVEFAKGLPAFTKIPQEDQITLLKACSSEVMMLRMARRYDHNSDSIFFANNRSYTRDSYKMAGMADNIEDLLHFCRQMFSMKVDNVEYALLTAIVIFSDRPGLEKAQLVEAIQSYYIDTLRIYILNRHCGDTMSLVFYAKLLSILTELRTLGNQNAEMCFSLKLKNRKLPKFLEEIWDV
H_inco FTEPDDDCDAPFRHITEITILTVQLIVEFAKGLPAFTKISQGDQITLLKACSSEVMMLRMSRRYDSASDSILFANNRVYNRDSYKVAGMSEIVEDLLHFCRQMFALSIDNVEYALLTAIVIFSDRPGLEESDLVEQIQONYYIQTLOSYVNNRHSGDAKCSLAFAKLLSVLTELRTLGNRNSNMCISLKLKNRKLPR-~-~~~--~
C_fumi QDDENEESDTPFRQITEMTILTVQLIVEFAKGLPGFAKISQPDQITLLKACSSEVMMLRVARRYDAASDSVLFANNQAYTRDNYRKAGMAYVIEDLLHFCRCMYSMALDNIHYALLTAVVIFSDRPGLEQPQLVEEIQRYYLNTLRIYILNQLSGSARSSVIYGKILSILSELRTLGMONSNMCISLKLKNRKLPPFLEEIWDV
S_exig QDEDEEESDMPFRQITEMTILTVQLIVEFAKGLPGFAKISQSDQITLLKACSSEVMMLRVARRYDAATDSVLFANNQAYTRDNYRKAGMAYVIEDLLHFCRCMYSMMVDNVHYALLTAIVIFSDRPGLEQPLLVEEIQRYYLNTLRVYILNQNSASPRCPVIHGKILGILTELRTLGMONSNMCISPKLKNRKLPPFLEEIWDV
S_litu EDEDEEESDMPFRQITEMTILTVQLIVEFAKGLPGFAKISQSDQITLLKACSSEVMMLRVARRYDASTDSVLFANNQAYTRDNYRKAGMAYVIEDLLHFCRCMYAMPMDNIQYALLTAIVIFSDRPGLEQPLLVEEIQRYYLNTLRMYVLNLHCRTPRWPVVYGKVLSVLSELRTLGMONSNMCISLKLKNRKLPPFLEEIWDV
H_armi QDEDDEDSDMPFRQITEMTILTVQLIVEFAKGLPGFAKISQSDQITLLKACSSEVMMLRVARRYDAATDSVLFANNQAYTRDNYRKAGMAYVIEDLLHFCRCMYSMMMDNVHYALLTAIVIFSDRPGLEQPLLVEEIQRYYLNTLRVYILNONSASPRCAVIFGKILGILTEIRTLGMONSNMCISLKLKNRKLPPFLEEIWDV
C_supp QEDEEEETDLPFRQITEMTILTVQLIVEFAKGLPGFSKISQPDQITLLKACSSEVMMLRVARRYDAASDSVLFANNQAYTRDNYRKAGMAYVIEDLLHFCRCMYSLSMDNVHYALLTAVVIFSDRPGLEQPQLVEEIQRYYLNTLRVY IMNQHSASPRCAVLYAKILSVLTELRTLGMONSNMCISLKLKNRKLPPFLEEIWDV
P_inte QDEDDD--DMPFRQITEMTILTVQLIVEFAKGLPGFSKISQPDQITLLKACSSEVMMLRVARRYDAATDSVLFANNQAYTRDNYRKAGMAYVIEDLLHFCRCMYSMTMDNVHYALLTAIVIFSDRPGLEQPQLVEEIQRYYLNTLRVYIMNQHSDSPRCAVVFGKILSVLTEIRTLGMONSNMCISLKLKNRKLPPFLEEIWDV
B_mori QDEEDEESDLPFRQITEMTILTVQLIVEFAKGLPGFSKISQSDQITLLKASSSEVMMLRVARRYDAASDSVLFANNKAYTRDNYRQGGMAYVIEDLLHFCRCMFAMGMDNVHFALLTAIVIFSDRPGLEQPSLVEEIQRYYLNTLRIYIINQONSASSRCAVIYGRILSVLTELRTLGTQNSNMCISLKLKNRKLPPFLEEIWDV
M _sext QEEEEEETDMPFRQITEMTILTVQLIVEFAKGLPGFSKISQSDQITLLKASSSEVMMLRVARRYDAATDSVLFANNQAYTRDNYRKAGMSYVIEDLLHFCRCMYSMSMDNVHYALLTAIVIFSDRPGLEQPLLVEEIQRYYLKTLRVYILNQHSASPRCAVLFGKILGVLTELRTLGTQNSNMCISLKLKNRKLPPFLEEIWDV
L migr S-EGEDQSDVRFRHITEITILTVQLIVEFAKRLPGFDKLLREDQIALLKACSSEVMMFRMARRYDVNSDSILFANNQPYTKDSYNLAGMGETIEDMLRFCRQMYAMKVDNAEYALLTAIVIFSERPSLVEGWKVEKIQEIYLEALKAYVDNRR--RPKSGTIFAKLLSVLTELRTLGNOQNSEMCFSLKLKNKKLPPFLAEIWDV
B_germ N-EGEDQSDLKFRHITEITILTVQLIVEFAKRLPGFDKLLREDQIALLKACSSEVMMFRMARRYDVNSDSILFANNQPYTRDSYSLAGLGETIEDMLRFCRQMYAMKVDNAEYALLTAIVIFSDRPSLIEGWKVEKIQEIYLEALKAYVDNRR--RPRSGTIFAKLLSVLTELRTLGNQNSEMCFSLKLKNKELPPFLAEIWDL
B_taba N-EEENVAEERFRHITEITILTVQLIVEFSKRLPGFDKLIREDQIALLKACSSEVMMFRMARRYDAETDSILFATNQPYTRESYTVAGMGDTVEDLLRFCRHMCAMKVDNAEYALLTAIVIFSERPSLSEGWKVEKIQEIYIEALKAYVENRR--KPYATTIFAKLLSVLTELRTLGNMNSETCFSLKLKNRKVPSFLEEIWDV
L_dece N-ESEDQCDVRFRHITEITILTVQLIVEFAKRLPGFDKLLREDQIALLKACSSEVMMFRMARRYDFQTDSILFVNNQPYSRDSYNLAGMGETIEDLLHFCRTMYSMKVDNAEYALLTAIVIFSERPALIEGWKVEKIQEIYLEALRAYVDNRR--KPKPGTIFAKLLSVLTELRTLGNOQNSEMCFSLKLKNKKLPPFLAEIWDV
T_cast N-DGEDQCDVRFRHITEITILTVQLIVEFAKRLPGFDKLLREDQIALLKACSSEVMMFRMARRYDVQTDSILFVNNQPYSRDSYNLAGMGETIEDLLHFCRTMYSMKVDNAEYALLTAIVIFSERPALIEGWKVEKIQEIYLEALRAYVDNRR--KPKPGTIFAKLLSVLTELRTLGNQNSEMCFSLKLKNKKLPPFLAEIWDV
T_moli N-DGEDQCEIRFRHTTEITILTVQLIVEFAKRLPGFDKLLQEDQIALLKACSSEVMMFRMARRYDVQSDSILFVNNQPYPRDSYNLAGMGETIEDLLHFCRTMYSMKVDNAEYALLTAIVIFSERPSLIEGWKVEKIQEIYLEALRAYVDNRR--SPSRGTIFAKLLSVLTELRTLGNOQNSEMCISLKLKNKKLPPFLDEIWDV
P_mega N-EGEDPSDYSFRHITEITILTVQLIVEFSKRLPGFNELLREDQITLLKACSSEVMMLRMARKYDVQTDSIIFANNQSYTRDSYNVAGMGDTIEDLLRFCROMYAMRVNNAEYALLTAIVIFSERPNLLESRKVEKLQEIYLKTLKAYVDNRR--RPKSGTIFAKLLSVLTELRTLGNQNSEMCLNLKFKNKKLPLFLAEIWDV
C_japo N-EGEDPSDYSFRHITEITILTVQLIVEFSKRLPGFNELMREDQITLLKACSSEVMMLRMARKYDVHTDSIIFANNQPYTRDSYNVAGMGDTIEDLLRFCRQMYAMRVNNAEYALLTAIVIFSERPNLVECKKVEKLQEIYLKTLKAYVDNRR--RPKSGTIFAKLLSVLTELRTLGNOQNSEMCLNLKFKNKKLPVFLAEIWDV
P_domi H-EGENPSDYRFRHITEITIFTVQLIVEFAKRLPGFDKLMREDQIALLKACSSEVMMLRMARKYDVQTDSIIFANNQPYARDSYNVAGMGETIEDLLRFCRQMYAMKVNNAEYALLTAIVIFSERPNLIESVKVEKIQEIYLEALKAYVDNRR--KPKSGIIFAKLLSVLTELRTLGNQNNEMCYSLKFKNKKLPL--~-—---~
A mell N-EGEDISDYKFRHITEITILTVQLIVEFSKRLPGFDELMREDQIALLKACSSEVMMLRMARKYDVQTDSIIFANNQPYTKDSYTVAGMGETIEDLLHFCROMYAMKVNNAEYALLTAIVIFSERPNLLEGWKVEKIQEIYLEALRAYVDNRR--RPNPGTVFARLLSVLTELRTLGNQNSEMCFSLKFKNKKLPVFLAEIWDV
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