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Fig. S3
A

Putative Sox18 binding site (ATT)(AT)CAA(ATIG
AACAAAG
AACAATT

Wild Type Prot
CAG AGR AGE T66 CCA GGA ACA ATT 666 AAC ARA GGC TGS ATACTCTIC GG

Mutant Probe 1:
CAC AGA AGC TGG CCA GGA ACA ATT GGG AAT TGA GGC TG ATA CTC TTC.CG

Mutant Probe 2:
CAC AGA AGC TGG CCA GGA ATT GAC GGG AAT TGA GGC T6G ATA CTC TTC CG
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