
 
Figure S4. The modified figure of B cell receptor signaling pathway. 

As mentioned in the manuscript, those genes, which are relatively up-regulated in the 

ALL-MLL group, are labeled with red stars. On the other hand, those genes, which 

are up-regulated in MLL-AML group, are labeled with blue stars. We may interpret 

those red star genes as lymphoblastic genes because of the relatively up-regulated 

expression in both ALL and MLL but down-regulated expression in AML. 

Subsequently, those blue star genes can be treated as myelogenous genes because of 

their relatively lower expression in ALL. From this figure, we may interpret that the 

activation of CD79A (Ig) and CD79B (Ig) with the co-simulators CD81 and CD19 

triggers the activation of B cell signaling pathway in ALL and MLL. Furthermore, the 

co-inhibitor LIRB3 (PIR-B) is also relatively down-regulated in ALL which could be 

treated as a positive factor for activating the B cell signaling pathway. Notably, the 

relatively lower expression of Rac in ALL may play an important role of 

lymphoblastic leukemia because of its function of appropriate positioning of 

hematopoietic stem cells (HSCs) within the bone marrow microenvironment. 

 

Abbreviation: acute lymphoblastic leukemia (ALL), mixed-lineage leukemia (MLL), 

and acute myelogenous leukemia (AML). 

 


