
Myxococcus xanthus DK 1622 ABF89124

0.3

Plesiocystis pacifica SIR-1 EDM74360

Bdellovibrio bacteriovorus HD100 CAE79362

Haliangium ochraceum DSM 14365 ACY15027

Marinobacter algicola DG893 EDM47802

Marinobacter aquaeolei VT8 ABM18685

Myxococcus xanthus DK 1622 ABF86950

Haliangium ochraceum DSM 14365 ACY16460

Bermanella marisrubri EAT11782

Geobacter uraniireducens Rf4 ABQ27247

Shewanella frigidimarina NCIMB 400 ABI71082

Bdellovibrio bacteriovorus HD100 CAE80193

Anaeromyxobacter dehalogenans 2CP-C ABC83089

Sorangium cellulosum So ce 56 CAN93074

Teredinibacter turnerae T7901 ACR11734

Anaeromyxobacter sp. Fw109-5 ABS27570

Anaeromyxobacter sp. K ACG74615

Geobacter sp. M21 ACT16519

Marinobacter algicola DG893 EDM49031

Teredinibacter turnerae T7901 ACR11704

Marinobacter aquaeolei VT8 ABM18895

Saccharophagus degradans 2-40 ABD82821

Hahella chejuensis KCTC 2396 ABC29417

Myxococcus xanthus DK 1622 ABF89098

Stigmatella aurantiaca DW4_3-1 ADO73419

Methylibium petroleiphilum PM1 ABM94187

Geobacter sp. M18 EET34227

Stigmatella aurantiaca DW4_3-1 ADO70490

Alcanivorax sp. DG881 EDX89351

Myxococcus xanthus DK 1622 ABF86727

Cellvibrio japonicus Ueda107 ACE85600

Bermanella marisrubri EAT11068

Plesiocystis pacifica SIR-1 EDM80281

Fibrobacter succinogenes S85 ACX75483

Thioalkalivibrio sp. HL-EbGR7 ACL71639

Stigmatella aurantiaca DW4_3-1 ADO71628

Hahella chejuensis KCTC 2396 ABC29394

Anaeromyxobacter dehalogenans 2CP-1 ACL66796

Bdellovibrio bacteriovorus HD100 CAE78780

Saccharophagus degradans 2-40 ABD82217

Teredinibacter turnerae T7901 ACR11872

Stigmatella aurantiaca DW4_3-1 ADO69758

Bdellovibrio bacteriovorus HD100 CAE78404
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1/79  

1/87  

0.67/-

1/100  

1/96  

1/94  

1/100  
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0.96/-
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0.8/-
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0.7/-
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0.75/56  
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1/-
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0.3 Stigmatella aurantiaca DW4_3-1 ADO71629

Marinobacter aquaeolei VT8 ABM18894

Anaeromyxobacter sp. Fw109-5 ABS27569

Plesiocystis pacifica SIR-1 EDM80282

Anaeromyxobacter dehalogenans 2CP-1 ACL66795

Plesiocystis pacifica SIR-1 EDM74361

Anaeromyxobacter sp. K ACG74614

Teredinibacter turnerae T7901 ACR11551

Methylibium petroleiphilum PM1 ABM94188

Myxococcus xanthus DK 1622 ABF89042

Saccharophagus degradans 2-40 ABD82820

Thioalkalivibrio sp. HL-EbGR7 ACL71638

Teredinibacter turnerae T7901 ACR14774

Geobacter uraniireducens Rf4 ABQ27246

Sorangium cellulosum So ce 56 CAN93075

Stigmatella aurantiaca DW4_3-1 ADO73418

Hahella chejuensis KCTC 2396 ABC29395

Geobacter sp. M21 ACT16520

Bdellovibrio bacteriovorus HD100 CAE78781

Bermanella marisrubri EAT11783

Haliangium ochraceum DSM 14365 ACY18105

Anaeromyxobacter dehalogenans 2CP-C ABC83088

Haliangium ochraceum DSM 14365 ACY16461

Myxococcus xanthus DK 1622 ABF87666

Cellvibrio japonicus Ueda107 ACE84300

Sorangium cellulosum So ce 56 CAN96107

Geobacter sp. M18 EET34228

Hahella chejuensis KCTC 2396 ABC29418

Bermanella marisrubri EAT11067

Saccharophagus degradans 2-40 ABD82216

Marinobacter aquaeolei VT8 ABM18684

Marinobacter algicola DG893 EDM49032

Stigmatella aurantiaca DW4_3-1 ADO70489

Plesiocystis pacifica SIR-1 EDM74362

Marinobacter algicola DG893 EDM47803

Shewanella frigidimarina NCIMB 400 ABI71081

Myxococcus xanthus DK 1622 ABF86747

1/98  

1/97  

0.99/92  

-/-

1/100  

0.92/66  

-/-

0.91/-

-/-

0.99/73  

0.66/-

-/-

0.7/-

1/80  

-/-

0.9/54  

0.87/- 1/79  

1/99  

1/-

1/96  

1/-

0.56/51  

0.91/-

1/82  

-/-
0.86/-
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0.65/-
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0.3

Plesiocystis pacifica SIR-1 EDM75397

Anaeromyxobacter sp. Fw109-5 ABS27567

Marinobacter algicola DG893 EDM49037
Marinobacter aquaeolei VT8 ABM18679

gamma proteobacterium HTCC5015 EDY86657

Saccharophagus degradans 2-40 ABD82815

Sorangium cellulosum So ce 56 CAN93077

Teredinibacter turnerae T7901 ACR13445

Cellvibrio japonicus Ueda107 ACE85562

Myxococcus xanthus DK 1622 ABF90228

Plesiocystis pacifica SIR-1 EDM81467

Myxococcus xanthus DK 1622 ABF92113

Bermanella marisrubri EAT11788

Teredinibacter turnerae T7901 ACR11307

Geobacter uraniireducens Rf4 ABQ27241

Stigmatella aurantiaca DW4_3-1 ADO71631

Myxococcus xanthus DK 1622 ABF88358

Haliangium ochraceum DSM 14365 ACY15253

Hahella chejuensis KCTC 2396 ABC29423

Thioalkalivibrio sp. HL-EbGR7 ACL71633

Bermanella marisrubri EAT11062

Teredinibacter turnerae T7901 ACR11839

Geobacter sp. M21 ACT16525

Plesiocystis pacifica SIR-1 EDM80286

Bdellovibrio bacteriovorus HD100 CAE78782

Stigmatella aurantiaca DW4_3-1 EAU64863

Marinobacter aquaeolei VT8 ABM18889

Fibrobacter succinogenes S85 ACX76547

Plesiocystis pacifica SIR-1 EDM74364

Bdellovibrio bacteriovorus HD100 CAE80191

Plesiocystis pacifica SIR-1 EDM74663

Stigmatella aurantiaca DW4_3-1 ADO70487

Shewanella frigidimarina NCIMB 400 ABI71076

Stigmatella aurantiaca DW4_3-1 ADO69761

Bdellovibrio bacteriovorus HD100 CAE78403

Sorangium cellulosum So ce 56 CAN96104
Fibrobacter succinogenes S85 ACX75487

Anaeromyxobacter dehalogenans 2CP-C ABC83086

Anaeromyxobacter dehalogenans 2CP-1 ACL66793

Anaeromyxobacter sp. K ACG74612

Methylibium petroleiphilum PM1 ABM94193

Haliangium ochraceum DSM 14365 ACY16463

Marinobacter algicola DG893 EDM47808

Bdellovibrio bacteriovorus HD100 CAE79360

Stigmatella aurantiaca DW4_3-1 ADO73416

Saccharophagus degradans 2-40 ABD82211

Myxococcus xanthus DK 1622 ABF89410

-/-

0.99/96 

-/-

0.71/-
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-/-

0.54/-

0.55/-

1/55 
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0.3

Anaeromyxobacter dehalogenans 2CP-C ABC83090

Stigmatella aurantiaca DW4_3-1 ADO71054

Hahella chejuensis KCTC 2396 ABC29393

Haliangium ochraceum DSM 14365 ACY18963

Myxococcus xanthus DK 1622 ABF87056

Shewanella frigidimarina NCIMB 400 ABI71083

Cellvibrio japonicus Ueda107 ACE83280

Geobacter uraniireducens Rf4 ABQ27248

Marinobacter aquaeolei VT8 ABM18896

Haliangium ochraceum DSM 14365 ACY16459

Alcanivorax sp. DG881 EDX88336

Stigmatella aurantiaca DW4_3-1 ADO70491

Saccharophagus degradans 2-40 ABD82218

Bermanella marisrubri EAT11781

Myxococcus xanthus DK 1622 ABF88255

Methylibium petroleiphilum PM1 ABM94186

Anaeromyxobacter dehalogenans 2CP-1 ACL66797

Bdellovibrio bacteriovorus HD100 CAE79358

Bermanella marisrubri EAT11069

Anaeromyxobacter sp. Fw109-5 ABS27571

Myxococcus xanthus DK 1622 ABF88029

Hahella chejuensis KCTC 2396 ABC29416

Saccharophagus degradans 2-40 ABD82822

Plesiocystis pacifica SIR-1 EDM80280

Stigmatella aurantiaca DW4_3-1 ADO69759

Bdellovibrio bacteriovorus HD100 CAE80977

Haliangium ochraceum DSM 14365 ACY15026

Sorangium cellulosum So ce 56 CAN96109

Stigmatella aurantiaca DW4_3-1 ADO71627

Thioalkalivibrio sp. HL-EbGR7 ACL71640

Teredinibacter turnerae T7901 ACR13640

Sorangium cellulosum So ce 56 CAN93073

Anaeromyxobacter sp. K ACG74616

Marinobacter aquaeolei VT8 ABM18686

Geobacter sp. M21 ACT16518

Bdellovibrio bacteriovorus HD100 CAE78779

Geobacter sp. M18 EET34226

Teredinibacter turnerae T7901 ACR13248

Marinobacter algicola DG893 EDM47801

1/100 

1/99 

0.69/61 

0.93/75 

1/63 

0.61/-

1/95 

0.8/60 

0.96/72 

1/98 

0.88/62 

0.75/62 

0.98/
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1/99 

1/100 

1/99 

1/99 

1/87 
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0.2

Myxococcus xanthus DK 1622 ABF90777

Saccharophagus degradans 2-40 ABD82214

Geobacter sp. M18 EET34230

Marinobacter algicola DG893 EDM49034

Methylibium petroleiphilum PM1 ABM94190

Bermanella marisrubri EAT11785

Cellvibrio japonicus Ueda107 ACE82695

Bermanella marisrubri EAT11065

Bdellovibrio bacteriovorus HD100 CAE79365

Plesiocystis pacifica SIR-1 EDM80283

Anaeromyxobacter sp. Fw109-5 ABS28633

Thioalkalivibrio sp. HL-EbGR7 ACL71636

Teredinibacter turnerae T7901 ACR13067

Stigmatella aurantiaca DW4_3-1 ADO68798

Shewanella frigidimarina NCIMB 400 ABI71079

Fibrobacter succinogenes S85 ACX75484

Bdellovibrio bacteriovorus HD100 CAE78783

Hahella chejuensis KCTC 2396 ABC29420

Teredinibacter turnerae T7901 ACR11493

Alcanivorax sp. DG881 EDX90625

Geobacter sp. M21 ACT16522

Anaeromyxobacter dehalogenans 2CP-1 ACL67782

Bdellovibrio bacteriovorus HD100 CAE78407

Stigmatella aurantiaca DW4_3-1 ADO72879

Bdellovibrio bacteriovorus HD100 CAE80196

Marinobacter algicola DG893 EDM47805

Geobacter uraniireducens Rf4 ABQ27244

Haliangium ochraceum DSM 14365 ACY14357

Sorangium cellulosum So ce 56 CAN93153

Teredinibacter turnerae T7901 ACR12233

Sorangium cellulosum So ce 56 CAN93152

Marinobacter aquaeolei VT8 ABM18892

Saccharophagus degradans 2-40 ABD82818

gamma proteobacterium HTCC5015 EDY86689

Marinobacter aquaeolei VT8 ABM18682

Myxococcus xanthus DK 1622 ABF87376

Endoriftia persephone Hot96_1+Hot96_2 ZP_02533014

Haliangium ochraceum DSM 14365 ACY15894

0.7/-

0.95/77 

0.89/55 0.79/-

0.73/-

-/-

0.98/67 

1/100 

1/100 

1/100 

1/99 

1/93 

0.59/-

1/99 

0.76/-

1/99  

1/-

0.91/51  

0.98/-

-/-

0.84/-
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0.96/-

0.55/-

1/98 

1/99 

-/-

0.96/64 

1/100 
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0.96/84 

0.87/-

1/-

1/96 

0.5/-

0.76/61 
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0.3

Bdellovibrio bacteriovorus HD100 CAE80195

Stigmatella aurantiaca DW4_3-1 ADO68799

Geobacter sp. M18 EET34231

Stigmatella aurantiaca DW4_3-1 ADO72878

Alcanivorax sp. DG881 EDX89587

Bdellovibrio bacteriovorus HD100 CAE78406

Sorangium cellulosum So ce 56 CAN93155

Saccharophagus degradans 2-40 ABD82212

Sorangium cellulosum So ce 56 
CAN93154

Bdellovibrio bacteriovorus HD100 CAE78405

Marinobacter algicola DG893 EDM47806

Geobacter uraniireducens Rf4 ABQ27243

gamma proteobacterium HTCC5015 EDY86617

Anaeromyxobacter dehalogenans 2CP-1 ACL67781

Hahella chejuensis KCTC 2396 ABC29422

Myxococcus xanthus DK 1622 ABF86827

Stigmatella aurantiaca DW4_3-1 ADO68800

Teredinibacter turnerae T7901 ACR13649
Teredinibacter turnerae T7901 ACR12482

Hahella chejuensis KCTC 2396 ABC29421

Marinobacter algicola DG893 EDM49036

Marinobacter algicola DG893 EDM49035

Myxococcus xanthus DK 1622 ABF88211

Bdellovibrio bacteriovorus HD100 CAE79363

Saccharophagus degradans 2-40 ABD82817
Fibrobacter succinogenes S85 ACX75486

Anaeromyxobacter sp. Fw109-5 ABS28632

Bermanella marisrubri EAT11063

Stigmatella aurantiaca DW4_3-1 ADO72877

Teredinibacter turnerae T7901 ACR14603

Thioalkalivibrio sp. HL-EbGR7 ACL71634

Marinobacter algicola DG893 EDM47807

Marinobacter aquaeolei VT8 ABM18680

Haliangium ochraceum DSM 14365 ACY14356

Teredinibacter turnerae T7901 ACR12010

Cellvibrio japonicus Ueda107 ACE86122

Marinobacter aquaeolei VT8 ABM18890

Shewanella frigidimarina NCIMB 400 ABI71077

Bdellovibrio bacteriovorus HD100 CAE79364

gamma proteobacterium HTCC5015 EDY86676
Shewanella frigidimarina NCIMB 400 ABI71078

Bermanella marisrubri EAT11786

Bermanella marisrubri EAT11787

Plesiocystis pacifica SIR-1 EDM80285

Anaeromyxobacter dehalogenans 2CP-1 ACL67780
Anaeromyxobacter sp. K ACG75647

Anaeromyxobacter sp. K ACG75648

Marinobacter aquaeolei VT8 ABM18891

Geobacter sp. M21 ACT16523

Saccharophagus degradans 2-40 ABD82213

Anaeromyxobacter sp. Fw109-5 ABS28631

Saccharophagus degradans 2-40 ABD82816

Sorangium cellulosum So ce 56 CAN93150

Plesiocystis pacifica SIR-1 EDM77086

Haliangium ochraceum DSM 14365 ACY15892

Geobacter uraniireducens Rf4 ABQ27242

Plesiocystis pacifica SIR-1 EDM80284

Thioalkalivibrio sp. HL-EbGR7 ACL71635

Cellvibrio japonicus Ueda107 ACE84828

Bermanella marisrubri EAT11064

Myxococcus xanthus DK 1622 ABF86057

Bdellovibrio bacteriovorus HD100 CAE78785

Methylibium petroleiphilum PM1 ABM94191

Geobacter sp. M18 EET34232

Methylibium petroleiphilum PM1 ABM94192

Geobacter sp. M21 ACT16524

Anaeromyxobacter dehalogenans 2CP-C ABC84071

Bdellovibrio bacteriovorus HD100 CAE78784

Marinobacter aquaeolei VT8 ABM18681

Teredinibacter turnerae T7901 ACR14050

Sorangium cellulosum So ce 56 CAN93151

Sorangium cellulosum So ce 56 CAN96679

Haliangium ochraceum DSM 14365 ACY14355

Bdellovibrio bacteriovorus HD100 CAE80194

Myxococcus xanthus DK 1622 ABF88330

Teredinibacter turnerae T7901 ACR10845

0.84/61

1/72

1/78

0.55/-

0.55/-

0.59/-

0.88/-

0.67/-

0.65/-

0.66/-

-/-

1/98 
0.99/55 

1/95

0.64/-

0.76/-

-/-

0.77/-

0.73/-

0.8/-

0.86/71

-/-

1/97

-/-

0.99/73 

0.69/-

-/-

-/-

1/100 

0.72/-

0.95/-

1/100 

0.5/-

1/89

1/97

1/99 

0.92/-

0.95/79 

-/-

1/97

-/-

1/99 

0.98/73

0.85/53

-/-

1/81

1/80

1/97

0.52/-

-/-

0.79/58

0.92/65

1/86 

0.6/-

1/-

-/-

1/94

0.58/-

0.68/-

0.54/-

0.94/61

-/-

-/-

0.96/-

-/-

1/84 

1/100

1/-

0.68/63 

1/67

1/100

1/100

0.51/-

0.63/-
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