pt9

Heavy chain Light chain
mAb name VH DH JH () CDR3 (aa) (+) Length VHmut «/A V€/A Jk/ CDR3 Length VK/Amut #exp. #rel. Epitopes Neut. Poly.
—
9-383 4-61 3-3 4 1 SGYFWSGDMYYFAH 1 14 36 k 320 2 QQHDRSPMPMY1 12 2 2 CD4bs X
9-867 4-59 22 4 2 LSVTEIPAAVFLDS 0 14 36 k 315 1  QQYHDWPWT 9 21 2 1 CD4i X /
9-905 4-59 39 6 2 VALPYHDLLTGYPKYFYMDV 2 20 28 k 320 3  QQYGDFPFT 9 2 2 CD4i /
—
9-939 1-2  3-10 DSRMFDS 30 | 7-43 3  LLYSGGAWV 9 25 2 CD4i X
pt10

Heavy chain Light chain

mAb name VH DH 8 CDR3 (aa) (+) Length VHmut /A V€A Jk/ CDR3 Length VK/Amut #exp. #rel. Epitopes Neut. Poly.
QQFYTTPYT

10-188* 3-49 YGDIYWAPPEDHDYYGMDV 19 36 | 144 3 AAWDDSLNGPV 11
10-380* 3-49 YGDIYWSPPPPEEYDYVGVDV 21 36 | 1-44 3 ATWDASLNRPT 11

m

DGRQIFGASNRSGMDV QQYASSPWA : ap120°"®

2 3-20
10437 1-69  3-3/-9 DVLNTGWDHEYYQQ 7 2-23

CSYVRRI 32 g 41
10-552 3-43 2-21 DECNGDCYSPHYYYYMDV 3-11 4 QQRHKWPVT
1 1 ILVIPGARPLPRHFDP 3 16 46 | 223 3 CSYVGDDTWV 37 2 /
3-43 3- 6 3 DGASTGKYYDFWGGTSRRGKYYMDV 4 k 320 4 QQYGTSPLT smgle CD4bs/DMR X
4 2 VSYYDNSGSD 0 k 320 3 QHYGSSLLT / X
4 1 GFIFGGVFFDY 0 k 1-39 2 QQSFRTPYT / X
6 3 3 k 315 1 / /
) 0 k 224 1 / /
5 2 1 k 139 4 /

4
4 QQYNNWILT
4 QHRNNWPRALT 11

3-15

10-1331 1-2 DPFVLVDDTTP 0 311

pt11
Heavy chain Light chain
mAb name VH DH JH () CDR3 (aa) (+) Length VHmut xIA vm Jk/N CDR3 Length Vi/Amut #exp #rel Epitopes Neut Poly
1-377 434 39 4 2 AYLRYSNFVPKSAECDH 3 17 22 k 1-5 2 QQYSSYPYS 9 22 2 1 VL / x
11-390 4-59 33 5 2 DLTPVAPWSHFPVRNNFDP 2 19 34 I 211 3  CSYVDFDTVI 10 24 2 1 gp120core  / X
11-416 1-69 22 4 3 ALISDDCATTICYLPFDS 0o 18 24 k 41 1  QQYYTTPQT 9 6 1 single  CDA4i X X
11-453 4-48 33 4 0 GSRAWSPNSGPFHY 2 14 27 I 321 1  QVWHTSAYV 9 18 1 single gp120core X /
11-517 4-34 322 3 6  GSARTLHSDDSAEYYDQEPFDV 2 39 k 1 QQYHTPPWT 9 1 si X /
3 2 TSMLRESRWAVDV 2 I 3 SSYAGTKNLV 10 2 X
11-527 169 3-22 6 2 RDRNAYRAYYYYGLDV 3 22 k 4 QQYGRSMT a 3 2 X /
11-554 1-18 6-6/6-25/6-13 3 2 PMVAARGGDAFDV 113 32 k 320 5 QQYGSSPPLT 10 11 17 2 X X
—
1 QQYGSSSPDT

27/5-24 3 3 DKTLGQQMVRKTGDALDV
4 2 DRLGRRLGELTAGF 3

b <
x

RQKYEDMATAQLFDY QHYTNIPQMYT
LGPFLLVGEFQYYFDS QQLNSYSIT
DVGRILGAPAPIFGGFHSYYGLDV MQSKQLPWT
RLTVRRGGIIERHYLMDV QKYGSALFT

11-1164 3-23 6-13/6-19 4 DEGRSAGTPKRYLDH - 2 MQSLQTSYT single




