# Amino acid sequence

# Amino acid sequence
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SAAEQLWVTVYYGVPVWKEA
LWVTVYYGVPVWKEATTTLF
YYGVPVWKEATTTLFCASDA
VWKEATTTLFCASDAKAYDT
TTTLFCASDAKAYDTEVHNV
CASDAKAYDTEVHNVWATHA
KAYDTEVHNVWATHACVPTD
EVHNVWATHACVPTDPNPQE
WATHACVPTDPNPQEVKLEN
CVPTDPNPQEVKLENVTENF

PNPQEVKLENVTENFNMWKN

VKLENVTENFNMWKNNMVEQ

VTENFNMWKNNMVEQMHEDI
NMWKNNMVEQMHEDIISLWD
NMVEQMHEDIISLWDQSLKP

MHEDIISLWDQSLKPCVKLT
ISLWDQSLKPCVKLTPLCVT
DQSLKPCVKLTPLCVTLNCT
PCVKLTPLCVTLNCTDLRNA
TPLCVTLNCTDLRNATNTTS
TLNCTDLRNATNTTSSSWET
DLRNATNTTSSSWETMEKGE
TNTTSSSWETMEKGEIKNCS
SSWETMEKGEIKNCSFNITT
MEKGEIKNCSFNITTSIRDK
IKNCSFNITTSIRDKVQKEY
FNITTSIRDKVQKEYALFYN
SIRDKVQKEYALFYNLDVVP
VQKEYALFYNLDVVPIDNAS
ALFYNLDVVPIDNASYRLIS
LDVVPIDNASYRLISCNTSV
IDNASYRLISCNTSVITQAC
YRLISCNTSVITQACPKVSF
CNTSVITQACPKVSFEPIPI
ITQACPKVSFEPIPIHYCAP
PKVSFEPIPIHYCAPAGFAI
EPIPIHYCAPAGFAILKCND
HYCAPAGFAILKCNDKKFN
PAGFAILKCNDKKFNGTGPC
ILKCNDKKFNGTGPCTNVST

DKKFNGTGPCTNVSTVQCTH
GTGPCTNVSTVQCTHGIRPV
TNVSTVQCTHGIRPVVSTQL
VQCTHGIRPVVSTQLLLNGS

GIRPVVSTQLLLNGSLAEEE
VSTQLLLNGSLAEEEIVIRS
LLNGSLAEEEIVIRSENFTN
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LAEEEIVIRSENFTNNAKTI
IVIRSENFTNNAKTIIVQLN
ENFTNNAKTIIVQLNESVVI
NAKTIIVQLNESVVINCTRP
IVQLNESVVINCTRPNNNTR
ESVVINCTRPNNNTRKSINI
NCTRPNNNTRKSINIGPGRA
NNNTRKSINIGPGRALYTT
RKSINIGPGRALYTTGEII
NIGPGRALYTTGEIIGDIRQ
RALYTTGEIIGDIRQAHCNL
TGEIIGDIRQAHCNLSKTQW
GDIRQAHCNLSKTQWENTLE
AHCNLSKTQWENTLEQIAIK
SKTQWENTLEQIAIKLKEQF
ENTLEQIAIKLKEQFGNNKT
EQIAIKLKEQFGNNKTIIFN
KLKEQFGNNKTIIFNPSS
EQFGNNKTIIFNPSSGGDPE
NKTIIFNPSSGGDPEIVTHS
FNPSSGGDPEIVTHSFNC
SSGGDPEIVTHSFNCGGEFF
PEIVTHSFNCGGEFFYCNST
HSFNCGGEFFYCNSTQLFTW
GGEFFYCNSTQLFTWNDTRK
YCNSTQLFTWNDTRKLNNT
TQLFTWNDTRKLNNTGRNIT
WNDTRKLNNTGRNITLPCRI
KLNNTGRNITLPCRIKQIIN
GRNITLPCRIKQIINMWQEV
LPCRIKQIINMWQEVGKAMY
KQIINMWQEVGKAMYAPPIR
MWQEVGKAMYAPPIRGQIRC
GKAMYAPPIRGQIRCSSNIT
APPIRGQIRCSSNITGLLLT
GQIRCSSNITGLLLTRDGGK
SSNITGLLLTRDGGKDTNGT
GLLLTRDGGKDTNGTEIFRP
RDGGKDTNGTEIFRPGGGDM
DTNGTEIFRPGGGDMRDNWR
EIFRPGGGDMRDNWRSELYK
GGGDMRDNWRSELYKYKVVK
RDNWRSELYKYKVVKIEPL
RSELYKYKVVKIEPLGVAPT
KYKVVKIEPLGVAPTKAKRR
KIEPLGVAPTKAKRRVVQRE
GVAPTKAKRRVVQREKR




