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Fig. S1 BRs induce the hypocotyl elongation. Seedlings were 4 day old dark-grown
on 1/2MS plates with (left) or without (right) 200nM epiBL.

Fig. S2 CESA7, CESA8, CESA10 were expressed in the flowers or stems. (A) The
flower of CESA7 pro::GUS transgenic line. (B) The flower of CESA8 pro::GUS
transgenic line. c. The flower of CESA10 pro::GUS transgenic line. D, The stem of
CESAS8 pro::GUS transgenic line.

Fig. S3 The expression of these CESAs was increased in the seedling grown on the
1/2MS medium with BRs. gRT-PCR was performed using 9-day-old light-grown
seedlings of the BR1I-GFP line and the wild type.

Fig. S4 BES1 can associate with the upstream elements of CESA genes. (A) The
BES1 binding site prediction in -2000bp to Obp region of each CESA promoter. ( B) to
(K), The positions of CESA promoters can be directly targeted by BES1. (I) The
negative control ACT2. (J) The positive control at2g23770.

Fig. S5 The CESA mutants show an altered BR response. (A) The CESA mutants
were grown on 1/2MS medium with (left) or without (right) 100nM epiBL in the light.
(B) The CESA mutants were grown on 1/2MS medium with (left) or without (right)

100nM epiBL in the dark.

Fig. S6 Microarray data shows the regulation of the CESA expression by various
plant hormones. (https://www.genevestigator.com/gv/user/serveApplet.jsp).
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Fig. S6
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