Table S1. Primers used in this study.

Name BAC Genome Gene Gene Function Description Forward Reverse
Position Position
Li29 AC195188 19854800 GRMZM2G014240 3 vaculor GGACAAGTGCGACTACGGC GCTGCTGGGATATGGGAGA
H+-pyrophosphatase
Li31 AC195188 19854800 GRMZM2G047138 4th exon hypothetical protein TTCGCTCGGTTTCTTTTGC GCTGCTCTGCTGCCTCTGA
LB25 AC195993 20682900 intergenic AACGCGGCTCGTGTTATCT CGTCATCTGCCCGCTTGG
LB27 AC195993 20682900 GRMZM2G056256 st intron hypothetical protein GGTGTCGGAGCTGGTATTGG ATACACGGCTCATTTGGTCG
LB74 AC194303 21006300 intergenic AATCTTCAGCATCCATGGGG CAGTTCAAGCCATCGGTCA
LB77 AC195890 21520800 intergenic CATCCATCGTCGATCAAACC AAGAGTTGGTCGTCCATGTGG
LB68 AC190756 21662900 GRMZM2G398642 8th intron beta-carotene GCCGTTCGTTCGTCTTTCG TGCTGATTGGCGTATTTGGAT
hydroxylase
LB70 AC190756 21662900 intergenic TTGCCAGCGACCGAGAA CTACAGCCACGACGAACAGG
LB78 AC195882 21746200 GRMZM2G104760 2nd intron BRASSINOSTEROID  GTCCAATAGCTGCCACCATG GGATATGTTGTCATTGGGAAGTC
INSENSITIVE
1-associated receptor
kinase
LB67 AC192170 22525300 GRMZM2G131842 5' thiol protease SEN102 TAAGCGTTCTCACCCACCAG AAAACAATAGCGTACCTTCCATG
LB144 AC209785 22971200 AC211152.4 FGT007 5' hypothetical protein CCTTCACGTGGAGAGAGACC GACACCGTCCATTTGGTCAT
LB44 AC198662 23348500 intergenic GAGACTGCGGCTGATGCG GCCCAGACCTCGTTTTCG
LB148 AC206266 23544500 GRMZzZM2G703580 3 hypothetical protein AGTTTTGTCAAATTTTCGAGGA AAAGACGCGAGAATGAATGC
LB150 AC210245 23632700 GRMZM2G122793 5' ferredoxin-thioredoxin ~ AGGATATTGCGCCATAAATAGTA TTGTTGGAGTTTTATGTTTGTGC
reductase catalytic
chain
bnlg244  AC198696 23799300 intergenic GATGCTACTACTGGTCTAGTCCAGA  CTCCTCCACTCATCAGCCTTGA
LB152 AC207360 24117800 AC207360.3_FGO001 5' hypothetical protein GAATGAATGGACGACGAGAAGA GCGTGCGATGGAAGAAGC
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GAGATTCCTGTGCCAGCTTC
acetyl-CoA synthetase =~ CGAAAGCCGTCCCACC
acyl-CoA oxidase ATTCCTGAAGCTCCATTCCA

RT-PCR primers
Acyl-ACP thioesterase =~ CGATACCCTACATTGCTCCC
Primers used in prokaryotic expression
Acyl-ACP thioesterase ~ GAGCTC
GAAGCACGGTCGAGCCATGGCTGGC
Acyl-ACP thioesterase =~ TCTAGA ATTGCCTCCAAGCCTCCC

Acyl-ACP thioesterase ~ TCTAGA
GGTCATTCATGCATTCTCGG
Sequence Primers
Acyl-ACP thioesterase =~ ACTTCTGGATTCGGTCCTATG

Acyl-ACP thioesterase =~ TCTAGAGGCTTCTTTGAATCCCACA

Acyl-ACP thioesterase =~ ACGCGTTTCTGTTCATAGCC
Acyl-ACP thicesterase =~ GGGAGATACTGTTCAAGTGGAC

GAGCGGAGAGGTACCAACAG
CACTCACGACCTGTTGTCTCCT
AAGCCCACTGCTGTTCAAGT

CGAATCCAGAAGTTTTGCCTA

AAGATTGTGCGTCCAGAGTTT

TCAAGTTTCGTTTGCTCATCT

GCCAAGTTCTTTGATGTTTTGG
CATGCATGATGCTCAGCTCTA




